
Full Terms & Conditions of access and use can be found at
https://www.tandfonline.com/action/journalInformation?journalCode=tjas20

Italian Journal of Animal Science

ISSN: (Print) 1828-051X (Online) Journal homepage: https://www.tandfonline.com/loi/tjas20

Cell cultures harbouring constructs of different
pig promoter polymorphisms show different
transcriptional efficiency in gene reporter systems

A. Crisà, D. Willems, M. C. Savarese, M. S. D’Andrea, A. Nardone & A. Valentini

To cite this article: A. Crisà, D. Willems, M. C. Savarese, M. S. D’Andrea, A. Nardone & A.
Valentini (2007) Cell cultures harbouring constructs of different pig promoter polymorphisms show
different transcriptional efficiency in gene reporter systems, Italian Journal of Animal Science,
6:sup1, 94-94, DOI: 10.4081/ijas.2007.1s.94

To link to this article:  https://doi.org/10.4081/ijas.2007.1s.94

Copyright 2007 Taylor & Francis Group LLC

Published online: 15 Mar 2016.

Submit your article to this journal 

Article views: 21

View related articles 

https://www.tandfonline.com/action/journalInformation?journalCode=tjas20
https://www.tandfonline.com/loi/tjas20
https://www.tandfonline.com/action/showCitFormats?doi=10.4081/ijas.2007.1s.94
https://doi.org/10.4081/ijas.2007.1s.94
https://www.tandfonline.com/action/authorSubmission?journalCode=tjas20&show=instructions
https://www.tandfonline.com/action/authorSubmission?journalCode=tjas20&show=instructions
https://www.tandfonline.com/doi/mlt/10.4081/ijas.2007.1s.94
https://www.tandfonline.com/doi/mlt/10.4081/ijas.2007.1s.94


94 ITAL.J.ANIM.SCI. VOL. 6 (SUPPL. 1), 2007

Cell cultures harbouring constructs
of different pig promoter polymorphisms
show different transcriptional efficiency

in gene reporter systems

A. Crisà1, D. Willems2, M. C. Savarese1, M. S. D’Andrea3,
A. Nardone1, A. Valentini1

1 Dipartimento di Produzioni Animali. Università della Tuscia, Viterbo, Italy
2 Dipartimento di Ecologia e Sviluppo Economico Sostenibile.

Università della Tuscia, Viterbo, Italy 
3 Dipartimento di Scienze Animali Vegetali e dell’Ambiente.

Università del Molise, Campobasso, Italy

Corresponding author: Alessandra Crisà. Dipartimento di Produzioni Animali. Università della
Tuscia. Via S. Camillo De Lellis, 01100 Viterbo, Italy - Tel. +39 0761 357431 - Fax: +39 0761 357434 -
Email: alessandra.crisa@unitus.it

ABSTRACT 

Production traits variability among and within breeds, differences among developmental stages or the response to
different environments are in part due to genetic factors that affect gene expression. Within the context of an
Italian FIRB project, whose objective is to identify genes and molecular mechanisms affecting meat quality and pro-
duction traits in pig, we studied the promoter regions of candidate genes selected on the basis of their physiologi-
cal role in animal tissue development or composition. Genomic DNA was isolated from liver or muscle tissue of indi-
viduals belonging to Large White and Casertana breed. PCR primers were designed to amplify 5’ upstream region
of SCD (Stearoyl-CoA Desaturase), LDLR (Low Density Lipoprotein Receptor), LEP (Leptin), MSTN (Myostatin),
ACTA1 (Alpha-actin) and HFABP (Heart Fatty Acid Binding Protein) genes using sequences available at NCBI. A
total of 19 single nucleotide polymorphisms (SNPs) not previously described were characterised. Some haplotypes,
harbouring SNPs located within, or closely flanking potential cis-acting elements, were used to carry out an in vitro
analysis of the efficiency of promoter natural variants. Up to 1200 bases upstream the translation start codon were
cloned in pGL3 basic vector in phase with the downstream luciferase reporter gene. The different  luminescence
intensities showed by constructs harbouring  allelic variants suggest transcriptional efficiency influenced by poly-
morphism. The knowledge of a correlation between a different transcriptional activity and a particular haplotype
could be a useful tool to identify variation at genes controlling important traits in pig.


