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Materials and Methods

Pig hepatocytes that had been treated with DMSO, OMP, _ . _ I 1
RIF, EtOH, and PB were obtained from Cytotheryx, Inc. Conclusions and Future Directions T e
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for treatment. 3
The concentration of treatment impacts gene expression.
Quantitative Real-Time Polymerase Chain Reaction The litter of pig impacts the extent of gene

(gRT-PCR) was used to determine the concentration of expression, but most genes behave consistently across

RNA in each sample. BioRad 4x Taq Polymerase master pigs.

mix was used along with probes and primers obtained Gene expression elicits a similar trend from loelon ﬂ s
from Integrated DNA Technologies RNA isolation to RNA isolation (cell thaw date) within
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Gene expression contains a similar trend from  difference of p < 0.05 betuween the July ltter and the August icter.
indicates a significant difference of p < 0.01 and indicates a significant
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Compare changes in porcine gene expression with
changes in human gene expression under the same
treatment conditions. This will allow us to support the
use of porcine cells in research, rather than other T
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Analyze human cells transplanted into pigs. . ]
Improve our gqRT-PCR techniques to increase throughput.

Expand on the genes and treatments being utilized.
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Figure 1: Visual representation of the cycles of gqRT-PCR<.
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The Cq values were collected for each reaction and the TR

Figures 6-11: The analysis of pCYP1A1 from liver isolations on either

data was analyzed using the delta-delta Ct method. The Juy 18, 2022, o AuguSt 1, 2022. The cels were cryopreserved, anc

sources the RNA was isolated on the second date listed.

RNA eXp I“e S S i O n Ch a n ge fO r e a Ch ge n e Wa S C O m p a re d tO 1: (2022, June 29-30). Cellular, Tissue, and Gene Therapies Advisory Committee. https://www.fda.gov/advisory-committees/advisory-committee-calendar/cellular-tissue-and-gene-therapies-advisory-committee-

june-29-30-2022-meeting-announcemen t-06292022.

| |
t I l e S O l ‘} e I l t O I I l S) re a Ctl O I l 2: QPCR analysis, how a gPCR machine works and gPCR protocol. (2022, January 4). Analysis & Separations from Technology Networks. https://www.technologynetworks.com/analysis/articles/qpcr-analysis-how-a-gpcr-machine-
| |

works-and-gpcr-protocol-356835




