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A B S T R A C T   

Genetic deficiencies of early components of the classical complement activation pathway (especially C1q, r, s, 
and C4) are the strongest monogenic causal factors for the prototypic autoimmune disease systemic lupus ery-
thematosus (SLE), but their prevalence is extremely rare. In contrast, isotype genetic deficiency of C4A and 
acquired deficiency of C1q by autoantibodies are frequent among patients with SLE. Here we review the genetic 
basis of complement deficiencies in autoimmune disease, discuss the complex genetic diversity seen in com-
plement C4 and its association with autoimmune disease, provide guidance as to when clinicians should suspect 
and test for complement deficiencies, and outline the current understanding of the mechanisms relating com-
plement deficiencies to autoimmunity. We focus primarily on SLE, as the role of complement in SLE is well- 
established, but will also discuss other informative diseases such as inflammatory arthritis and myositis.   

1. Introduction – complement pathways 

The complement system is an ancient form of immune defense that 
has existed since the emergence of thioester proteins with opsonic 
functions in insects and worms [1,2]. Increasing evidence implicates 
complement in diverse biological processes in mammals ranging from 
modulation of immunity and tolerance and inflammatory and autoim-
mune diseases to intracellular signaling involved in metabolism. In all 
cases, appropriate balance of complement activation and inhibition is 

required to maintain homeostasis and health [3]. Over-activation may 
lead to excessive inflammation and tissue damage while 
under-activation may impair pathogen clearance, lead to rampant 
infection, and possibly predispose towards autoimmune responses 
against self-antigens. So, while this review will focus on what is known 
and future directions for research regarding complement’s role in 
autoimmune diseases with emphases on systemic lupus erythematosus 
(SLE) and the idiopathic inflammatory myopathies (IIM), it is written 
with circumspection and consideration for the fact that a small 

Abbreviations: SLE, systemic lupus erythematous; IIM, idiopathic inflammatory myopathy; JDM, juvenile dermatomyositis; JIA, juvenile idiopathic arthritis; RA, 
rheumatoid arthritis; CP, classical pathway; AP, alternative pathway; LP, lectin pathway; MAC, membrane attack complex; MBL, mannose-binding lectin; IC, immune 
complex; HUS, hemolytic uremic syndrome; CFH, complement factor H; MCP, membrane cofactor protein; ANA, anti-nuclear antibody; GCN, gene copy number; 
CNV, copy number variation; IFN, interferon; APS, anti-phospholipid syndrome; MSA, myositis-specific antibody; MAA, myositis-associated antibody. 
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modification of the complement system can have far ranging ramifica-
tions in immunity and autoimmunity. 

Complement was first described at the end of the 19th century as a 
soluble and heat-labile factor in the blood that efficiently lysed bacteria 
[4]. Since then, the classical (CP), alternative (AP), and lectin (LP) 
pathways of complement activation in immune defense have been 
elucidated [5–7]. Fig. 1 illustrates the three activation pathways of the 
complement system and positive feedback amplification leading to the 
release of anaphylatoxins, formation of complement C3 convertases, and 
the activation of a common terminal pathway [5,8]. Notably, there is a 
high degree of regulation at almost every step of the activation pathways 
to ensure rapid and robust destruction of foreign targets with minimal 
self-inflicted injury [3,9,10]. Briefly, these pathways are respectively 
triggered by antigen/antibody complexes binding to C1q of the C1 
complex (classical pathway), spontaneous hydrolysis of C3 (alternative 
pathway), or foreign carbohydrate moieties binding to mannose binding 
lectin (MBL) or ficolin (lectin pathway). Importantly, all three activation 
pathways lead to the generation of C3 convertases, C4b2a or C3bBb, and 
converge at the cleavage and activation of C3 and the amplification 
loop. In turn, C3b contributes to the formation of the C5 convertase 
C4b2a3b for the CP or LP, or (C3b)2Bb for the AP, which are essential for 
the activation of C5 and for the formation of the membrane attack 
complex (MAC) and direct lysis of target cells. 

2. Complement deficiencies and immune dysfunction 

2.1. Complement deficiency and infection susceptibility 

Deficiencies of components of the complement classical pathway 
have been associated with increased susceptibility to infections caused 
by encapsulated bacteria (especially pneumonia and meningitis) and 
recurrent respiratory infections. Similar patterns of infection have been 
noted in patients with deficiencies of alternative pathway components. 
Reduced expression of mannose-binding lectin is associated with 
increased severity of infection by both bacteria and yeast. MBL defi-
ciency has also been implicated in tuberculosis, malaria, and a variety of 
viral infections [11–13]. 

Frequent infections are also the predominant manifestation of de-
ficiencies of C3, factors I and H, and the components of the membrane 
attack complex, C5–C8. Almost all reported patients with homozygous 
C3 deficiency have been infants or young children with severe bacterial 
infections (meningitis, pneumonitis, peritonitis, and osteomyelitis) [14]. 
The reason for increased susceptibility to infection in cases of comple-
ment deficiency is easy to conceive: reduced complement availability 
impairs pathway activation, opsonization, and formation of MAC on the 
outer membranes of microbial invaders and leads to poor microbial 
killing. This phenomenon was demonstrated in a recent case report in 
which a patient with SLE, urticarial vasculitis, and acquired hypo-
complementemia developed gonococcemia and septic shock [15]. 
Reduced levels of complement components may also lead to the 
decreased generation of the anaphylatoxins C3a and C5a, which serve to 

Fig. 1. Activation and regulation of the human complement system. There are 3 known arms of the complement cascade, including the classical, alternative, and 
lectin pathways [10]. The ligands and sequence of activation are shown for each pathway. Note that all three pathways converge to cleave complement C3, which in 
turn allows for the generation of C5 convertases and formation of the membrane attack complex (MAC) composed of C5b, C6, C7, C8, and C9 multimers. This 
complex serves to perforate the outer membrane of invading microbes or aberrant cells necessitating clearance and can result in lysis or sub-lytic permeabilization of 
the target. Incorporated in the system are tight regulations that prevent or abort inadvertent activation on self or host cell membranes by dissociation of multi-
molecular complexes and proteolytic degradation of anchor proteins such as C3b and C4b. Eculizumab (purple) is a drug or biologic that blocks activation of 
complement C5. Activation of zymogens and progression of pathways are shown in red and regulatory steps in green. A positive feedback loop (shown in blue) 
leading to auto-amplification is common for all three activation pathways. 
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recruit immune cells to the site of foreign pathogen invasion [16], and 
thus reduce immunocompetence. In addition to facilitating bacterial and 
fungal clearance, complement components including MBL are important 
in the innate immune response to viral infections [17], including upper 
respiratory infections such as influenza [18,19] and other viruses [20]. 
It is known that viral infection temporarily weakens immunity and can 
open the door for bacterial superinfection [18,21–23], and therefore 
complement deficiency may indirectly lead to increased susceptibility to 
bacterial infection in addition to the loss of its active role in pathogen 
killing. 

2.2. Complement deficiency and autoimmunity 

In addition to targeting invading pathogens with the MAC, the 
complement system is known to have a range of other immune and 
immunoregulatory roles, including [1]: the formation and release of the 
anaphylatoxins C3a and C5a, which serve to attract inflammatory cells 
to the site of complement activation [2], opsonization and solubilization 
of native immune complexes (IC) composed of autoantigens and 
self-reactive antibodies, and [3] facilitating clearance of IC from the 
circulation by enabling the binding of complement receptor CR1 on 
erythrocytes or CR3 or CR4 on phagocytic myeloid cells to opsonized IC 
[24,25]. Thus, engagement of complement on IC helps reduce the 
potentially harmful sequelae associated with the presence of immuno-
genic autoantigen/antibody conglomerates and the subsequent genera-
tion of autoantibodies, which may then be deposited on and cause 
damage to otherwise healthy tissues [24,26–31]. 

Deficiencies of various complement components therefore also have 
undeniable ramifications regarding autoimmunity. While C1q and C4 
deficiency are the most strongly related to autoimmune disease [32–35], 
other complement components including C1r, C1s, C2, and C3 have also 
been implicated [31,36,37]. The autoimmune phenotypes associated 
with the various complement deficiencies as well as literature pertaining 
to each is summarized in Table 1. The initial trigger for complement 
activation in various autoimmune diseases may be distinct: synovial 
proteins and C-reactive protein (CRP) in rheumatoid arthritis (RA) [38, 
39]; apoptotic cells, neutrophil extracellular traps containing DNA and 
modified DNA-binding proteins [40–44] and immune complexes in SLE 
[45]; and possibly infection, malignancy, and certain medications in 
inflammatory myositis [46]. In addition, regulation of the complement 
cascade has been shown to be altered in various autoimmune disorders 
including RA [47] and SLE [48]. 

Similar to the mechanisms by which insufficient complement acti-
vation leads to impaired antimicrobial immunity, C1, C2, or C4 defi-
ciency can increase susceptibility to autoimmune disease through 
impaired opsonization and clearance of autoantigens and IC as well as 
through decreased formation of MAC on membranes of apoptotic cells 
[49–53]. Decreased complement compromises phagocytes’ response to 
immunogenic IC and apoptotic debris and increases the amount of time 
dendritic cells, T cells, and B cells are exposed to autoantigens [54–57]. 
In addition, impairment of complement signaling may skew immunity 
towards more pro-inflammatory responses, thus contributing to the 
increased inflammation and immune reactivity seen in autoimmune 
disease [58,59]. 

3. Clinical relevance of complement in autoimmune disease 

This section will highlight the clinical signs and symptoms that 
suggest that clinicians should consider complement deficiency in their 
differential diagnosis. Complement deficiencies in general are under- 
diagnosed, in part because of the diversity in clinical presentation of 
these disorders, which varies based on the type of complement defi-
ciency [60,61]. 

3.1. Clinical findings suggestive of complement deficiency 

History and physical examination features suggestive of complement 
abnormalities include multi-generational autoimmune disease, 
including nephritis, early onset of skin lesions resembling lupus rash, 
alopecia, photosensitivity, increased susceptibility to infection with 
encapsulated bacteria such as Streptococcus pneumoniae and Neisseria 
meningitides, increased susceptibility to viral infections, and angioedema 
[62,63]. The presentation of complement deficiency may vary across a 
spectrum from asymptomatic to invasive infection to severe rheumatic 
diseases resembling SLE. Examples of lupus-like rashes seen in various 
complement deficiencies are shown in Fig. 2. 

Clinicians should consider complement deficiencies in a patient 
presenting with hemolytic anemia, acute kidney failure, and 

Table 1 
Autoimmune diseases associated with complement deficiencies.  

Component Autoimmune phenotype Sources 

C1q Severe lupus-like disease, 
including nephritis, discoid rash, 
oral ulcers and anti-Smith 
antibodies with an unusually 
negative anti-dsDNA and less 
frequent arthritis. Female to male 
ratio approximately 1:1. 

[37,87–95,240, 
241] 

C1r Glomerulonephritis, severe 
cutaneous lupus-like disease. 
May have increased interferon 
signaling. Female to male ratio 
approximately 1.5:1. 

[112–114] 

C1s Glomerulonephritis, severe 
cutaneous lupus-like disease. 
May have increased interferon 
signaling. Female to male ratio 
approximately 1.5:1. 

[112–115] 

C2 Childhood onset but more 
limited lupus-like symptoms with 
more severe skin manifestations 
but milder kidney disease; may 
include sun-sensitive skin 
lesions, alopecia, febrile 
episodes, and arthritis. Anti-DNA 
antibody tests are usually 
negative, and severe kidney 
disease is rare. The penetrance of 
C2 deficiency on SLE is only 
about 10%. Anti-Ro often 
positive. Female predominance. 

[120–124] 

C3 More likely to present with 
increased risk of severe 
infections. Autoimmune 
phenotype may be very mild or 
even asymptomatic. Very few 
known cases of autoimmune 
phenotype. 

[125–127,240] 

C4 Early disease onset, a severe 
photosensitive skin rash, 
presence of anti-Ro/SSA, and 
high ANA titers are common. 
May also present with vasculitis, 
lupus nephritis. Nearly 80% of 
homozygous deficient patients 
develop SLE. Complete 
deficiencies are associated with a 
female to male ratio of 
approximately 1:1. 

[79,132, 
146–154,159, 
162,168,169, 
240,242,243] 

Other components: MBL, 
complement factor H, 
membrane cofactor 
protein, Factor I, Factor 
B 

More commonly present with 
increased infection 
susceptibility. May develop 
atypical hemolytic uremic 
syndrome. MBL deficiency has 
been seen in SLE, and anti-MBL 
antibodies have been detected, 
though their clinical significance 
is unclear at this time. 

[66,175, 
244–246]  
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thrombocytopenia concerning for hemolytic uremic syndrome (HUS). 
While typical HUS is preceded by an episode of bloody diarrhea most 
commonly caused by a Shigella-like toxin producing E. coli [64], there is 
also a rare, chronic, and severe form of HUS known as atypical hemo-
lytic uremic syndrome (aHUS) [65]. Atypical HUS is caused by genetic 
defects with a variety of mutations in genes of the complement pathway 
including complement factor H (CFH), membrane cofactor protein 
(MCP), factor I, factor B, and C3 [66]. Reduced serum levels of com-
plement C3 with normal levels of C4 have been reported in patients with 
atypical HUS, likely reflecting complement consumption as a result of 
AP activation [67]. Knowing the genetic defect underlying aHUS is 
important for treatment. Atypical HUS is associated with a mortality rate 
of 20–25% and a morbidity of 48%, as pediatric patients typically 
progress to end stage renal disease [68]. 

3.2. Laboratory testing in cases of suspected complement deficiency 

Laboratory evaluation in suspected complement deficiency should 
not only assess C3 and C4 protein levels but also complement hemolytic 
activity. Functional screening for the complement system includes tests 
for the CP (CH50), the AP (AH50), and the LP. Low CH50 and normal 
AH50 suggest early classical complement component (C1, C2, and C4) 
deficiency. Low AH50 with normal CH50 suggests a deficiency of early 
AP factors (factor B, factor D, and properdin). Low AH50 and low CH50 
suggest common terminal complement (C3, C5, C6, C7, C8, or C9) 
deficiency. If CH50 and AH50 are both normal and the clinician still 
suspects complement deficiency, an MBL functional assay is indicated 
[16]. Furthermore, clinicians should complete a serological work up for 
SLE including complete blood count (CBC), comprehensive metabolic 
panel (CMP), antinuclear antibody (ANA), anti-double-stranded DNA 
(anti-dsDNA), anti-Smith antibodies, and urinalysis. As SLE is extremely 
rare in children less than 5 years of age, findings suggestive of SLE in 
young patients should always trigger a deeper investigation into possible 
genetic causes and/or immunodeficiency. 

3.3. Factors to consider when evaluating complement levels 

3.3.1. C4 GCN and serum protein levels 
Physiologically, serum protein levels of complement C3 and C4 are 

correlated with each other very strongly. Immune complex-mediated 
consumption can lower the serum levels of C4 and C3, particularly 
during active disease in SLE. Hypocomplementemia is one of the 
established criteria for diagnosis of SLE [69–71]. Serum levels of C4 and 
C3 fluctuate with disease activity in SLE, with concurrently low levels of 
C4 and C3 during disease relapses. Thus, C3 and C4 are useful bio-
markers for monitoring disease activity and response to therapy. 

Among SLE patients, there exist distinct profiles of C4 serum protein 
levels over time [72], dependent on the C4 genetic background and 
disease activities. Patients with low C4 gene copy numbers (i.e., with 
only two or three copies of total C4) tend to have consistently low levels 
of serum C4 even during disease remission [72,73]. Patients with me-
dium to high copy number of C4 genes are more likely to demonstrate 
fluctuating serum levels of C4 and C3 that return to normal range during 
disease remission. Although low complement levels are seen in active 
lupus, especially lupus nephritis, it can be difficult to ascertain whether 
low complement levels are due to consumption during inflammation or 
due to an inherent isotype deficiency. Even more obfuscating, the two 
scenarios may coexist in one individual [74]. A return to normal C3 but 
not C4 would imply low gene copy number (GCN) of C4 or other pos-
sibilities such as acquired deficiency of C1-inhibitor leading to un-
checked turnover [75]. An important difference between patients with 
low C4 due to low GCN versus those with high turnover is that the latter 
is accompanied by the presence of high levels of serum C4a, and/or high 
levels of cell bound C4d on the membranes of red blood cells, reflecting 
ongoing activation and consumption as the cause of 
hypocomplementemia. 

In other autoimmune rheumatic disease such as myositis, comple-
ment levels may be depressed to the low “normal” range, but this is often 
not clinically remarkable and may go undetected if baseline levels are 
not known. However, there are readily detectable complement 

Fig. 2. Systemic lupus erythematous and homozygous deficiency of early components of the classical pathway of complement activation. Severe cutaneous lesions 
are common clinical presentations in SLE patients with a complete complement deficiency. (A) A homozygous C1q-deficient male child with cutaneous infection 
(upper panel), and with discoid lupus erythematosus and scarring lesions on face when he was 22 years old (lower panel). (B) A male child with discoid lupus at 16 
months of age with homozygous C1r-deficiency. (C) Complete C4-deficiency in a girl at age 3 with a butterfly rash and cheilitis. (D) A homozygous C2-deficient 
young woman with acute cutaneous lupus erythematosus. The upper panel shows the butterfly rash, and the lower panel shows photosensitive lesions on sun 
exposed area (Source of photographs: [116,249].). 
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activation products in the circulation and deposited on the membrane of 
circulating blood cells that can provide laboratory evidence of disease 
activity [76–79]. The clinical utility and availability of this test is not 
universal, however, and is often limited to the research rather than the 
clinical arena. 

3.3.2. Immune factors contributing to acquired deficiency of complement 
The presence of C3 or C4 nephritic factors or autoantibodies against 

C3bBb and C4b2a can impair dissociation of complement molecular 
complexes and thus affect regulation of the AP and CP C3 convertases, 
respectively, leading to low levels of C3. Clinically, genetic or acquired 
deficiency of C1 inhibitor would also lead to excessive turnover and very 
low levels of complement C4. 

In addition, complement C3 is a strong acute phase protein whose 
expression may be stimulated by many cytokines, including TGFβ. In-
fections are known to stimulate immune cell function and cytokine 
secretion, and thus can cause fluctuations in C3 independent of auto-
immune disease activity. The only known cytokine that stimulates the 
expression of complement C4 is IFNγ, which may also be stimulated by 
infection (especially viral) [80]. 

3.3.3. Non-immunologic sources of complement protein level variation 
The primary site of biosynthesis for most complement proteins in 

humans is the liver, but adipose tissues and tissue-resident myeloid cells 
including macrophages also synthesize complement proteins for local 
defense [81]. Therefore, liver disease and obesity can affect complement 
levels in a manner independent of their correlation with autoimmune 
disease. The body mass index (BMI) of an individual strongly correlates 
with serum C3 level and oftentimes levels of C4, as well [82,83]. As male 
subjects tend to have higher BMI than female subjects, it is also natural 
to observe slightly higher serum complement C3 and C4 levels in males 
than in females [82,84]. 

Because of variations in GCN and gene size dichotomy plus the in-
fluence of body mass indices, circulating cytokines, and medications, the 
baseline levels of complement C4 and C3 vary greatly among different 
human subjects. It is prudent to establish complement profiles in each 
patient with data acquired during disease remissions and disease flares 
and to compare levels across time to accurately interpret the patient’s 
current complement levels and to apply appropriate therapies. 

4. Complement in human systemic lupus erythematosus 

Human SLE is an autoimmune disease characterized by the genera-
tion of autoantibodies against nuclear and cytoplasmic antigens 
accompanied by complement activation with dramatic longitudinal 
fluctuations of serum C4 and C3 levels and immune-mediated tissue 
injury [85]. The etiology and pathogenesis of SLE are complex and 
involve multiple genetic risk factors and environmental triggers for 
disease onset, progression, and response to therapy. 

4.1. Complement genetic deficiency and SLE 

Not surprisingly given complement’s role in immune complex for-
mation and antigen clearance, homozygous or complete deficiencies for 
early components of the CP (i.e., C1q, r, s; C4A and C4B; and C2) are 
amongst the strongest genetic risk or causal factors for human SLE, 
although their incidences are extremely rare [33]. As a result of the 
strength of the associations between complement deficiencies and lupus, 
the role of the complement system in autoimmune disease is the best 
studied in SLE. Importantly, cases of complement deficiencies provide 
important insights into the pathogenic mechanisms of human lupus 
(Table 1). 

Fig. 3. C1 complex: structure and genetics. (A) The structure of hexameric C1q in a complex with 2 subunits each of C1r and C1s (C1r2s2) is shown in a cartoon. The 
structural domains of each C1q subunit are outlined in the bottom panel, including the globular and collagen-like regions. Each C1q subunit is composed of C1qA, 
C1qB, and C1qC. Six of these subunits then assemble into a bouquet conformation as depicted. Note the N terminal cysteine residues, which are critical for disulfide 
bond formation between C1qA, B, and C. (B) The configuration of C1qA, C1qB, and C1qC on chromosome 1 is shown in the top panel with each gene structure 
represented diagrammatically below. Known mutations and their relative location in the various introns and exons of C1qA, C1qB, and C1qC are listed [89–95]. 
GenBank accession numbers for C1q genes, mRNA and proteins are shown. 
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4.1.1. Genetic deficiency of C1q 
C1q consists of 18 polypeptides with hexamers of A, B and C chains 

intertwined together into a bouquet arrangement (Fig. 3, panel A) [86]. 
Missense or nonsense mutations in one of the A, B or C chains can disrupt 
the structure of C1q and render the protein non-functional. C1q also 
forms a complex with two C1r and two C1s subunits, and impaired in-
teractions between these can cause functional deficiency [87]. 

Clinical presentations of C1q deficiency. Genetic deficiency of C1q is 
rare, with only 74 known cases [88,89]. A total of 17 nonsense muta-
tions have been identified to cause C1q genetic deficiency [87,90–94]. 
The mutations that have been associated with disease are listed under 
their genetic location in C1qA, C1qB, and C1qC (Fig. 3, panel B). Many 
patients described were of European or Middle Eastern ancestry. Ho-
mozygosity was almost exclusively the result of consanguineous mar-
riages. While clinical presentations among C1q-deficient patients varied 
considerably, two common symptoms were overwhelmingly associated 
with a genetic deficiency of C1q: (a) SLE or lupus-like disease in 88% of 
patients, and (b) recurrent bacterial infections in 41% of patients [87, 
89–91,95,96]. 

As for SLE and lupus-like disorders, many patients had disease onset 
in early childhood. The range was 6 months–42 years [37]. The female 
to male sex ratio was close to 1:1. Many patients with C1q-deficiency 
died at a young age secondary to septicemia or renal failure. Among 
the C1q-deficient patients with SLE or lupus-like disease, cutaneous 
disorders, especially photosensitivity, were prominent with a frequency 
of 84%. Glomerulonephritis and neurologic disease affected about 30% 
and 19% of patients, respectively. 

C1q deficiency leads to poorer clearance of apoptotic cells and 
increased exposure to potentially immunogenic autoantigens [97–100]. 
Cai et al. showed that UV damage-induced apoptosis caused C1q binding 
to nucleolar DNA and that C1q allowed C1r/s to degrade the nucleo-
somes, presumably decreasing their availability to trigger autoimmune 
responses [100]. Furthermore, impairments in this pathway have been 
directly observed in vitro using cells from patients with SLE, with poorer 
C1q binding and impaired clearance of apoptotic cell debris by phago-
cytes [101]. C1q was not sequenced, so it was not known if these results 
were due to C1q genetic deficiency, but the logical conclusion from this 
work is that C1q-mediated clearance of apoptotic debris is critical to 
prevent autoimmunity from developing and that this process can be 
disrupted by a lack of C1q or poor function of C1q in vivo, which might 
be inherited or acquired. 

C1q deficiency is also associated with heightened levels of IFNα in 
the blood and cerebrospinal fluid and affects whether immune com-
plexes are preferentially taken up by phagocytes rather than dendritic 
cells in vitro [102], which may be why plasmacytoid dendritic cells 
(pDC) from patients with C1q deficiency demonstrate higher IFNα pro-
duction [59]. As pDC are primary antigen presenting cells, increased 
uptake of immune complexes and stimulation of IFNα signaling is a 
plausible mechanism for increased adaptive immune activation and 
autoimmune responses seen in patients with C1q deficiency. Indeed, 
work by Hosszu et al. suggests that locally synthesized C1q regulates 
dendritic cell differentiation and function in a way that negatively im-
pacts self-tolerance [97,103,104]. As IC clearance is decreased in a 
dose-dependent manner in C1q deficiency [55], it is also plausible that 
low C1q not only results in prolonged exposure to IC, but also to C1q 
itself, which may explain in part why patients with SLE are noted to 
frequently test positive for antibodies against C1q and other comple-
ment components [105,106]. 

Therapy and potential cure of SLE with C1q-deficiency. Plasmapheresis 
or infusion of fresh frozen plasma (FFP) can restore C1q activity in C1q- 
deficient patients temporarily and ameliorate lupus disease symptoms. 
However, complement activity drops off rapidly and frequent treat-
ments are necessary [90,107]. Furthermore, FFP infusions bring with 
them their own risk of infection and thrombotic complications and are 
therefore a far from ideal therapy. 

Unlike most other complement components, the primary site of 

biosynthesis for C1q is not in the liver but rather in myeloid cells 
including macrophages, monocytes, and dendritic cells, which originate 
from the bone marrow. Proof of concept that complement function can 
be reconstituted through bone marrow transplant has been shown in 
mouse models. Bone marrow transplantation (BMT) of hematopoietic 
stem cells from wild-type mice has been shown to be effective in treating 
C1q deficient animals [108,109]. BMT of allogenic hematopoietic stem 
cells (HSC) has been performed in three C1q deficient patients to date, 
two of which were successful and one of which resulted in the patient’s 
death [110,111]. The two successes demonstrate that allogenic he-
matopoietic stem cell transplant in humans can potentially restore 
complement function and eliminate an important factor contributing to 
lupus disease. However, there is a risk of considerable side effects, such 
as post-transplant lymphoproliferative disease, reactivation of latent 
viruses, and graft versus host disease. The two cases with excellent 
outcomes received bone marrow from siblings with matched human 
leukocyte antigens (HLA), which minimized the risk of graft versus host 
disease. Unfortunately, HLA-matched related donors are not always 
available. However, with the advent of CRISPR/cas9 technology for 
gene editing, correction of C1q deficiency using engineered autologous 
hematopoietic stem cells to cure SLE could become a reality. 

4.1.2. Genetic deficiency of C1r or C1s 
Deficiencies in sub-components of the C1 complex, C1r and C1s, 

were among the earliest reported linking complement deficiency with 
human glomerulonephritis or a lupus-like disease [112–115]. A total of 
20 cases of C1r and/or C1s deficiency have been reported, which in-
cludes 12 cases of C1r deficiency from eight families, and 8 cases of C1s 
deficiency from five families. 

Clinical presentation of C1r or C1s deficiency. Among the C1r/C1s 
deficient subjects studied, all but three had recurrent bacterial, viral, or 
fungal infections (85%). Many patients died at young ages due to severe 
infections. Thirteen subjects developed SLE or a lupus-like disease 
(65%). The female to male ratio among C1r/C1s deficient subjects with 
SLE was 1.5 to 1. Mortality at a young age due to fulminant infections 
likely explains the slightly lower frequency of SLE. Most patients had 
severe cutaneous lesions. Eight patients had renal disease due to lupus 
nephritis (40%). The prevalence of anti-nuclear antibodies among pa-
tients with SLE was only about 60% [116]. 

Whole exome sequencing of a multiplex family with SLE identified 
monogenic lupus due to homozygous deficiency of C1r. A homozygous, 
single T-nucleotide deletion at coding sequence position 1332 of com-
plement C1R (c1332delT) was found in all four SLE patients studied 
[117]. This deletion resulted in the synthesis of a truncated protein 
without the serine proteinase domain in C1r. Of note, the same homo-
zygous mutation was also detected in a 9-year-old female sibling who 
remained asymptomatic at the time of study. A heterozygous mutation 
was present in each of the four parents plus two other healthy siblings. 
Extensive screening of 300 patients with non-familial SLE, plus 1706 
healthy subjects and 1618 patients with Behçet’s disease, all from 
Turkey, did not detect this mutation. Thus, the c1332delT in C1R of this 
Turkish family was a private, recessive mutation that caused SLE with 
high penetrance. Gene expression profiling using PAXgene RNA 
revealed enhanced type I interferon stimulated gene expression signa-
ture in patients with SLE but not the healthy subjects or carriers. Such 
IFN-I gene expression signature persisted among patients even without 
active disease [117], which is in contrast to findings in C4 deficiency, 
which will be discussed below [118]. 

Two patients with C1r deficiency, a female with disease onset at 13 
years old and a male with disease onset at 7 years old, were further 
studied at the National Institutes of Health in the US [117]. The female 
patient had neurologic and cognitive impairments and proteinuria with 
a renal biopsy that showed mesangial proliferative nephritis. Laboratory 
results showed that she had a strong neutrophil signature as defined by 
enhanced neutrophil extracellular trap (NET) formation when induced 
by bacterial lipopolysaccharide (LPS) and a marked increase of 
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low-density granulocytes (CD10+, CD14-low, CD15+) in PBMC. Her 
brother presented with proteinuria, and a renal biopsy showed acute 
proliferative glomerulonephritis. Clinical laboratory tests revealed a 
significant increase in serum levels of cytokines and chemokines such as 
IL-2, IL-7, IL-10, IL-13, MCP-1, and MIP-1α and spontaneous and 
LPS-induced NET formation. 

4.1.3. C2 or C3 deficiency 
C2 deficiency. Among individuals of European descent, C2 deficiency 

occurs with an estimated prevalence of 1/20,000, which probably ac-
counts for <1% of SLE patients. There are two types of C2 deficiency 
[119,120], caused either by nonsense mutations leading to the absence 
of protein biosynthesis (type 1, the predominant cause of deficiency) or 
by missense mutations C111Y, S189F, and G444R [121,122] (type 2, 
only ~10% of C2 deficiency). One example of type 1 deficiency is a 
28-bp deletion that generates a premature stop codon [123]. This 28-bp 
deletion is present in the HLA haplotype with A10 (A25) and B18 in the 
class I region; BF–S, C2Q0, C4A4, and C4B2 in the class III region; and 
DRB1*15 (DR2) in the class II region. A second type 1 C2 deficiency is 
associated with the haplotype HLA A3, B35, DR4, BF–F, C2Q0, C4A3, 
and C4A2 [124]. 

Unlike C1 or C4 deficiency, the penetrance of C2 deficiency on SLE is 
only about 10%. Like other risk factors for SLE, there is a female pre-
dominance. C2-deficient SLE patients tend to have early childhood onset 
but a milder disease course with prominent photosensitive dermatologic 
manifestations, speckled ANA [a pattern common for the Ro (SSA) an-
tigen], and a family history of SLE. Anti-DNA antibody tests are usually 
negative, and severe kidney disease is rare. 

C3 deficiency. C3 deficiency is generally associated with severe in-
fections [125]. Despite its prominent role in the complement functions 
of opsonization, phagocytosis, and clearance of immune complexes, C3 
deficiency has not been found to associate with increased SLE predis-
position except in Japanese subjects, with five out of six patients 

identified as C3 deficient being diagnosed with SLE [125–127]. 

4.1.4. Genetic diversity and deficiency of C4 
Fig. 4 summarizes the unusual diversity seen in human C4 genetics. 

Panel A depicts the genetic locations for constituents of the C3 con-
vertases—C4 and the enzymatic components C2 and factor B—in the 
class III region of the human major histocompatibility complex (MHC or 
HLA) on the short arm of chromosome 6 [128–130]. Panel B of Fig. 4 
illustrates segmental duplications with one to five modules of the 
RP-C4-CYP21-TNX (RCCX) in haplotypes of the HLA [83,131–136]. 
Each duplicated segment, which includes C4 as well as CYP21, can be 
30.6 or 24.2 kb in size. Panel B further depicts the exon-intron structures 
and the highly unusual gene size dichotomy of human C4 genes 
explaining this size variation [137]. While each C4 gene consists of 41 
exons [138], the long gene contains a 6.4 kb endogenous retrovirus, 
HERV-K(C4), in the ninth intron [137,139,140]. In most ethnic groups, 
the majority (approximately 75%) of C4 genes are long genes. The single 
exception is in African American populations, in which only 60% of all 
C4 genes are long [141]. The benefit or detriment of long versus short 
genes and the physiologic relevance of the coexistence of both isoforms 
of C4 genes are not yet well understood, though it has been proposed 
that the retrovirus may be a source of anti-sense mRNA that may be 
useful for antiviral defense and regulation of gene expression [139,142]. 

Polymorphisms of C4A and C4B genes and proteins. Fig. 5 shows the 
molecular basis of isotypic changes for the acidic C4A and the basic C4B 
proteins [138,140,143]. The boxed sequence in Panel A is specific for 
PshAI restriction enzyme cleavage, which has been used as a tool to 
distinguish the A and B isotypes of C4 through restriction fragment 
length polymorphisms (RFLP) [135,144,145]. Panel B describes the 
functional implications of the biochemical differences between the two 
isotypes. In short, C4A is thought to be superior at binding amino 
groups, including those present in antibodies that contribute to immune 
complexes, while C4B tends to bind hydroxyl groups more readily, 

Fig. 4. C4 genetics. (A) Genetic locations for constituents of the C3 convertases for the classical and alternative pathways. (B) Segmental duplications with one to five 
modules of the RP-C4-CYP21-TNX (RCCX) in haplotypes are located in the class III region of the HLA. Panel B inset: Dichotomy of human C4 gene size with the long 
gene containing endogenous retrovirus HERV-K(C4) in the ninth intron and the short gene without the endogenous retrovirus. Note the otherwise complex gene 
structure, with 41 exons and intervening introns [133,134,137,138,250]. 
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which may explain the finding that it is superior at binding to and 
triggering the lysis of red blood cells in vitro [70]. 

Complete C4A and C4B deficiency. A total of 28 individuals with a 
complete genetic deficiency of both C4A and C4B have been reported 
[146–150]. These C4-deficient subjects come from 19 families, charac-
terized by 16 different HLA haplotypes and with European, African, and 
Asian ancestries. Among those subjects with complete C4 deficiency, 22 
(78.6%) were diagnosed with SLE or a lupus-like disease, and four others 
had renal disease such as glomerulonephritis. The female to male ratio 
was 1:1. Early disease onset, a severe photosensitive skin rash, presence 
of anti-Ro/SSA, and high ANA titers were common. The frequency of 
sepsis or severe recurrent infections was 29%. 

Almost all completely C4 deficient patients were homozygous with 
HLA class I and class II markers for both copies of chromosome 6, sug-
gesting consanguinity. The molecular basis of complete C4 deficiency 
has been determined in 15 cases [146–150]. All nonsense mutations 
except one were private mutations that were only observed in the pa-
tient’s family or local community. The exception was a 2-bp insertion in 
exon 29 (codon 1232) of C4A that has an allelic frequency of 1–3% 
among Europeans [151–153]. 

In a European family from Austria and Northern Italy with multiplex 
lupus-related mortality and low serum C4 levels, the culprit was a het-
erozygous, recurrent haplotype with HLA-A30, B18, and DR7 that 
segregated with two defective and short C4B genes (C4B–C4B/SS) with 
identical mutations at the donor splice site of intron 28 (gt→at) [154]. 
Notably, such duplicated splice-junction mutations were found previ-
ously in two other families with complete (homozygous) C4 deficiency, 
vasculitis, and lupus nephritis who resided in the same geographic area 
[150]. Such phenomena suggest that C4 hypocomplementemia caused 
by heterozygous deficiencies could increase the risk of SLE. 

C4A or C4B isotype deficiency. Similarly, in complement C4 isotype 
deficiency—especially that of C4A, which binds amino groups (and thus 
immune complexes) better than does C4B [155,156]—reduced ability to 
opsonize immune complexes has been suggested as a putative trigger for 
autoimmune responses and disease [157,158]. In addition, in compari-
son with other complement components, C4 exhibits substantial het-
erogeneity in gene copy number (GCN) variation among different 
individuals, gene size dichotomy with long and short genes, DNA 
sequence and protein polymorphism, biochemical and serological 

properties, and expression levels, all of which may contribute to C4’s 
association with autoimmune conditions such as SLE. Importantly, this 
layered system of diversity in innate immunity has not been fully 
appreciated in the past and is distinct to complement C4, suggesting 
critical and varied roles for this molecule in immune defense. This 
complex diversity will be discussed in depth in later sections of this 
review. 

A retrospective chart review of 32 patients with homozygous C4A 
deficiency, 87 patients with homozygous C4B deficiencies, and 120 
patients without C4A or C4B deficiencies was performed at Helsinki 
University Hospital in Finland [159]. Besides the increased prevalence 
of autoimmune disease such as SLE, it was found that patients with 
homozygous C4A deficiency had increased frequencies of lymphoma, 
celiac disease, and sarcoidosis. Moreover, patients with homozygous 
C4A or C4B deficiency tended to have a higher incidence of adverse drug 
reactions, especially to antimicrobials [159]. 

While complete or heterozygous genetic deficiencies of C1 or C4 are 
likely causal factors for SLE pathogenesis, the prevalence of these 
anomalies is extremely rare and not seen regularly in rheumatology or 
nephrology clinics. However, there are two common complement C4- 
associated risk factors that modulate susceptibility to and the clinical 
presentation of SLE. The first is the low copy numbers of total C4 genes 
or C4A genetic deficiency. The second is the generation of autoanti-
bodies against neo-epitopes of complement proteins, which are readily 
observable in patients with lupus nephritis. 

Interferon stimulated gene expression signatures in complement C4 iso-
type deficiency. Type 1 interferon stimulated gene (ISG) expression sig-
natures in the absence of infection have become recognized as a 
hallmark of many autoimmune diseases [160,161]. However, they are 
not conspicuous among patients with C4 (C4A) deficiency (or mice with 
C3 deficiency). In a study of SLE, ten patients with a C4 protein defi-
ciency but normal C3 did not present with interferon α-induced gene 
expression signature [118]. In this study, it was reasonably argued that 
patients with SLE who had persistently low C4 but normal C3 were likely 
to have a genetic deficiency (or low GCN) of C4, although this was not 
proven by a parallel genetic analysis. This observation was consistent 
with another study on patients with juvenile dermatomyositis (JDM), in 
which gene expression analyses using RNA microarray and real time 
PCR experiments of cDNA from peripheral blood transcripts revealed 
that patients who exhibited strong type I interferon-induced gene 
expression signatures had neither complement C4A genetic deficiency 
nor HLA-DR3 (Fig. 6) [77]. 

One possible explanation for these findings is that lupus secondary to 
genetic C4 deficiency leads to activation of a distinct pathway not 
related to type I IFN signaling. In a murine model of lupus, mice 
exhibited strong type I interferon gene expression signature except when 
the mice had deficiencies of IgM, C3, or CD18. CD18 is the common 
chain for complement receptors CR3 and CR4. Thus, a pathway leading 
to elevated expression of interferon α or the presence of type I 
interferon-induced gene expression signature in autoimmune rheumatic 
disease appears to require the presence of C4 (or C4A) in human or C3, 
complement receptors, and natural IgM in mice [118]. In the absence of 
C4, this pathway is less active and alternative mechanisms to promote 
inflammation and autoimmune disease must therefore be at the fore-
front of disease pathogenesis. 

4.2. Gene copy number (GCN) variation of total C4 and C4A in SLE 
among different racial groups 

4.2.1. C4 and C4A gene copy number among patients with SLE of European 
ancestry 

The first comprehensive study to investigate the complement C4 
genetic diversities in SLE in patients of European decent and race- 
matched controls was published in 2007 [153]. The investigators 
employed (a) regular genomic Southern blot analyses of TaqI- and 
PshAI-PvuII- digested DNA resolved by regular agarose gel 

Fig. 5. C4A and C4B genetic and functional differences. (A) Gene sequence 
differences between C4A and C4B are shown with the corresponding amino acid 
differences noted above and below. (B) Graphical representation of C4A and 
C4B, including amino acid substitutions. Biochemical properties and bio-
reactivity for C4A and C4B are included [140,143,154–156]. Note that despite 
high homology, there are dozens of different allotypes of C4A and C4B, 
allowing for incredible diversity. 
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electrophoresis to define the relative dosage of C4A and C4B genes, (b) 
long-range mapping by PmeI-digested genomic DNA fragments resolved 
by pulsed field gel electrophoresis, and (c) C4A and C4B protein phe-
notyping by immunofixation to define protein polymorphisms [144,145, 
153]. The primary study population included 1241 European Americans 
in total with 233 SLE patients and 356 first degree relatives, plus 517 
unrelated healthy controls (Fig. 7, panel A; Table 2). In comparison to 
healthy controls, the distribution of total C4 and C4A, but not C4B, GCN 
was left-shifted in SLE patients. The risk of SLE associated with low C4 
GCN was particularly evident among female patients: 9.3% had only two 
copies of total C4 genes, and 6.5% had a homozygous deficiency of C4A, 
compared to 1.5% and 1.3%, respectively, in healthy controls. The risk 
of SLE (odds ratio, OR) for a subject with only two total copies of C4 
genes in a diploid genome was 6.5 times greater (OR = 6.5) than for 
those with three or more copies of C4 genes. As for subjects with ho-
mozygous deficiency of C4A genes, the risk of SLE was nearly 6 times 
greater than those with one or more copies of C4A genes (OR = 5.7) 
[153]. 

Parallel increases in the frequency of heterozygous C4A deficiency 
(C4A GCN = 1), and moderately low copy number of total C4 (C4T GCN 
= 3) were also observed amongst patients with SLE, but these yielded 
smaller effect sizes or impact on disease risk [153]. On the other hand, 
human subjects with high copy-numbers of total C4 or C4A genes were 
protected against SLE disease risk. The frequency of subjects with C4T ≥
5 was 6.0% in patients with SLE but 12.0% in controls (OR = 0.47). 
Similarly, 15.3% of subjects with SLE had C4A≥3 in comparison with 
23.8% of controls (OR = 0.57). In the same study, family-based asso-
ciation tests further revealed that monomodular-short (mono-S) RCCX 
haplotypes with single C4B gene and the absence of C4A (i.e., C4A 
deficiency) were risk factors for SLE (Fig. 7, panel B and red arrow). The 
mono-S haplotype with C4A deficiency is in strong linkage disequilib-
rium with HLA-DRB1*03:01 (also known as HLA-DR3) among Cauca-
sian subjects [153]. 

The natural conclusion from these results is that low gene copy 

number of total C4 or C4A is a risk factor for, and high copy-number of 
total C4 or C4A is a protective factor against, SLE disease susceptibility 
in European-Americans [153]. A replication study including 128 inde-
pendent patients of Caucasian descent with SLE yielded similar results. It 
must be acknowledged, however, that linkage disequilibrium with 
HLA-DR3 confounds a causal analysis in both studies. 

Nevertheless, additional studies have yielded similar results. 
TaqMan-based real time PCR was employed to interrogate copy number 
variation (CNV) of C4A and C4B in 169 patients with SLE and 520 
healthy controls in Kiel, Germany [162,163]. C4T GCN was calculated 
by summing GCN of C4A and C4B. Low C4 GCN (C4T = 2) was more 
common in subjects with SLE compared with controls: 6.9% versus 
1.9%, respectively (OR = 3.7, p = 6.8 × 10− 3). In addition, 4.3% of 
subjects with SLE demonstrated homozygous C4A deficiency (C4A = 0), 
compared with only 0.8% of controls (OR = 5.33, p = 7.7 × 10− 3). 
Intragroup analyses of German patients with SLE revealed that patients 
with homozygous C4A deficiency experienced a more severe disease 
course based on their requirement of cyclophosphamide therapy (OR =
5.8, p = 0.034). Patients with homozygous C4A deficiency were also 
diagnosed with SLE about ten years earlier than those without C4A 
deficiency (24 versus 34 years of age). 

4.2.2. Low copy number of C4 and C4A deficiency in East Asians 
SLE affects all racial groups, but patients of East Asian and African 

ancestries and those of Hispanic ethnicity have more severe disease 
including a higher prevalence of renal complications [164]. Although 
risk factors for SLE identified in European populations, such as C4A 
deficiency, are germane to other racial groups [165], there are sub-
stantial differences between races with respect to the frequency and 
effect sizes of risk factors. In a study including 999 patients with SLE and 
1347 healthy subjects of East Asian ancestry from Taiwan, Hong Kong, 
and the US, gene copy number variations of total C4, C4A, and C4B and 
their polymorphisms were determined by either TaqMan-based real time 
PCR [163] or by genomic Southern blot analyses and protein 

Fig. 6. Interferon signature in juvenile dermatomyositis. (A) A heat map showing a comparison of blood transcripts between patients with JDM and healthy subjects. 
Type 1 interferon stimulated gene expression was prominent among seven patients without HLA-DRB1*03 who were C4A proficient (DR3-ve, C4A + ve, left col-
umns). T-cell related transcripts were markedly reduced (green), suggesting migration of T lymphocytes away from blood to tissues (possibly to muscles and skin). 
Those with HLA-DRB1*03 and C4A deficiency (DR3+ve, C4A-def) demonstrated moderate IFN-stimulated gene expression and the reduction of T cell specific 
transcripts was also less remarkable (middle columns). Healthy control results are shown in the right most columns. (B) These results were further confirmed by 
SYBR-green qPCR assays for IFN-stimulated gene expression (red) and reduced expression of T-cell related genes (blue) [77]. 
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phenotyping [132,144]. In this study population, high GCN of total C4 
(GCN≥5) and C4A (GCN≥3) were protective factors against SLE, 
whereas medium and low copy numbers of total C4 and C4A were risk 
factors for SLE (Table 2). 

Homozygous deficiency of C4A is infrequent among East Asian 
subjects but has a remarkable odds ratio of 12.4 for SLE disease sus-
ceptibility (p = 0.0015). The haplotype including HLA-DR3 (or 
DRB1*03:01) and mono-S C4 (with one copy of C4B and total C4A 
deficiency) is basically absent among East Asians. Instead, East Asian 
subjects with C4A deficiency usually present with bimodular LS (long- 
short) RCCX with two C4B genes (i.e., C4B–C4B, but no C4A), a haplo-
type that is linked to HLA DRB1*15:01 (or DR2), which is common 
amongst Chinese patients with SLE [132]. 

Comparisons of C4A GCN variations between European and East 
Asian healthy subjects and between patients with SLE revealed highly 
significant differences in the distributions of gene copy number groups 
for C4A (Fig. 7, panel B). Notably, European subjects were more likely to 
have low copy numbers of C4A, which was especially evident when 
considering only subjects with SLE (Fig. 7, right side of panel C). It is 
notable that mono-modular short-RCCX with a single short C4B gene (i. 
e., S or mono-S) is quite prevalent among White subjects but infrequent 
among East Asian subjects (red arrow in Fig. 7, panel B). Other differ-
ences are seen, as well. For example, the most common haplotype for 
White subjects is bimodular LL with a frequency of 51% and for East 
Asian subjects is bimodular LS with a frequency of 39%. 

In two independent studies of East Asian SLE in Han-Chinese and 
South Koreans, C4A and C4B gene copy numbers were also interrogated 
by TaqMan-based real time qPCR methods [163,166,167]. Significantly 

lower GCN of C4A and total C4 were observed in SLE compared with 
race-matched controls. Again, a notable feature in those two East Asian 
populations was the low frequency of homozygous C4A deficiency in 
both SLE (≤1%) and healthy controls. 

4.2.3. Low GCNs of complement C4 in SLE in Hispanic populations 
A slightly different version of TaqMan real time PCR methodology 

was used to determine C4 GCN for 427 patients with SLE and 301 
matched healthy controls from São Paulo, Brazil [168]. Subjects’ 
ethnicity was not described, but Brazil is known to be a melting pot for 
European, African, indigenous, and Asian ethnicities. Mean copy 
numbers for total C4 (C4T) and C4A were statistically lower in subjects 
with SLE compared with controls. Low C4T GCN (C4T < 4) and C4A 
deficiency (C4A GCN<2) more common in subjects with SLE compared 
to controls with odds ratios of 2.62 and 3.59, respectively. Homozygous 
deficiency of C4A was more common in subjects with SLE: 2.1% 
compared with 0.3% of controls (OR = 6.49; p = 0.053). It was noted 
that low gene copy number of C4B also appeared to be a moderate risk 
factor for SLE among the Brazilian subjects, which was not found in 
studies of either Europeans/European Americans or East Asians/Asian 
Americans outlined above. Furthermore, low GCN of C4A was associated 
with higher permanent disease damage indices and higher frequencies 
of serositis in subjects with SLE. Similarly, patients with lower GCN of 
C4B had a higher frequency of arthritis. An earlier publication from the 
same team found that juvenile onset patients with SLE had lower GCN of 
total C4, C4A, and C4B than adult-onset patients [169]. 

Fig. 7. Copy number variation of C4 genes in healthy subjects and patients with systemic lupus erythematous. (A) Comparisons of gene copy number (GCN) groups 
for total C4, C4A, and C4B between healthy American subjects and patients with systemic lupus erythematous (SLE). Both groups were of European ancestry. SLE 
patients show significantly higher frequencies of lower GCN of total C4 and C4A but not C4B. More than one-third of patients with SLE had only 0 or 1 copies of the 
C4A gene, compared with jusrt one-fifth in healthy White control subjects. Lower panels: (B) Comparisons of C4 GCN groups in healthy subjects of either European or 
East Asian (EA) descent. (C) Comparison of C4A GCN groups in SLE patients versus healthy subjects [132,153]. White subjects are of European American descent. 
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Table 2 
Seven independent studies on associations of complement C4 gene copy number (GCN) variations with human autoimmune diseases.  

Studies Parameters Disease Cases Healthy Controls P OR (95% CI) 

1. European SLE: Ohio, USA; Southern blots, phenotyping [153]  
N 232 500    
Sex: F, M 216, 16 389, 111    
C4T, GCN ± SD 3.56 ± .78 3.83 ± .69 3.56E-06   
C4T = 2, % 9.05 1.40 1.55E-06 7.00 (2.93–16.7)  
C4T = 2 + 3, % 42.2 29.2 0.0006 1.77 (1.28–2.45)  
C4A, GCN ± SD 1.80 ± .90 2.09 ± .75 3.38E-06   
C4A = 0, % 6.47 0.80 1.70E-05 8.57 (2.81–26.1)  
C4A = 0 + 1, % 34.1 18.2 3.67E-06 2.30 (1.63–3.31)  
C4B, GCN ± SD 1.78 ± .59 1.73 ± .63 0.40, ns   
C4B = 0, % 3.02 3.00 0.99, ns   
C4B = 0 + 1, % 22.2 28.50 0.077, ns 0.72 (0.50–1.04)  
C4L, GCN ± SD 2.64 ± 1.16 2.95 ± .98 0.0002   
C4L = 0, % 5.17 0.60 9.71E-05 9.04 (2.52–32.3)  
C4L-0+1, % 14.2 6.2 0.0005 2.51 (1.50–4.21)  
C4L = 0 + 1+2, % 45.3 32.4 0.0008 1.72 (1.25–2.37)  
C4S, GCN ± SD 0.98 ± .85 0.89 ± .79 0.17, ns   
C4S = 0, % 31.5 34.4 0.43, ns   
C4A/C4T 0.48 ± .20 0.54 ± .17 2.40E-05   
C4B/C4T 0.52 ± .20 0.46 ± .16 6.90E-06   
C4L/C4T 0.72 ± .27 0.76 ± .21 0.012   
C4S/C4T 0.30 ± .28 0.24 ± .21 0.0006  

2. East Asian SLE: Taiwan, Hong Kong, Ohio; Southern blots, real time PCR, phenotyping [132]  
N 999 1347    
Sex: F, M 920, 79 700, 674    
C4T, GCN±SD 3.95 ± .97 4.14 ± .92 3.70E-07   
C4T = 2 2.1 1.55 0.33, ns   
C4T = 2 + 3 27.0 20.3 0.0002 1.45 (1.20–1.77)  
C4A, GCN± SD 2.09 ± .79 2.25 ± .82 3.40E-06   
C4A = 0, % 0.9 0.07 0.0015 12.4 (1.57–97.9)  
C4A = 0 + 1, % 14.7 11.2    
C4B, GCN±SD 1.85 ± .68 1.88 ± .71 0.24   
C4B = 0, % 1.14 2.28 0.038 0.50 (0.24–0.99)  
C4B = 0 + 1, % 27.9 25.8 0.25, ns   
C4L, GCN±SD 2.89 ± .79 2.93 ± .82 0.24, ns   
C4L = 0 0 0    
C4L = 1 0.88 0.26 0.062, NS 3.40 (0.88–13.2)  
C4L = 1 + 2 33.2 32.7 0.82 NS  
C4S, GCN±SD 1.04 ± 1.00 1.19 ± .96 0.0008   
C4S = 0 31.4 22.3 6.50E-06 1.60 (1.30–1.96)  
C4S = 0 + 1 75.3 68.9 0.0022 1.37 (1.12–1.68)  
C4A/C4T 0.532 ± .151 0.543 ± .157 0.10   
C4B/C4T 0.466 ± .151 0.450 ± .155 0.01   
C4L/C4T 0.625 ± .338 0.615 ± .315 0.47   
C4S/C4T 0.202 ± .202 0.230 ± .197 0.0009  

3. Hispanic SLE: Sao Paolo, Brazil; Real-time PCR [168,169]  
N 427 301    
Sex: F, M 406, 21 286, 15    
C4T (GCN ± SD) 3.87 ± .96 4.17 ± .83 <0.001   
C4T = 2, % 7.0 1.0 <0.001   
C4T = 2 + 3, % 29.0 13.6 <0.001 2.62 (1.77–3.87)  
C4A (GCN ± SD) 2.06 ± .86 2.24 ± .73 0.001   
C4A = 0, % 2.1 0.3 0.053   
C4A = 0 + 1, % 20.4 6.6 <0.001 3.59 (2.15–5.99)  
C4B (GCN± SD) 1.87 ± .77 1.95 ± .71 0.19   
C4B = 0, % 3.3 1.7 0.24   
C4B = 0 + 1, % 27.1 20.2 0.033 1.46 (1.03–2.08) 

4. European SLE: Germany; Real-time PCR [162]  
N 169 520    
Sex: F, M 154, 15 471,49    
C4T, GCN na Na    
C4T = 2, % 6.9 1.9 0.0068 3.70 (1.50–9.10)  
C4T = 2 + 3, % 43.8 31.3 na   
C4A GCN na Na    
C4A = 0, % 4.3 0.8 0.0077 5.33 (1.54–18.4)  
C4A = 0 + 1 37.4 21.9 na   
C4B = 0 0 2.3 na   
C4B = 0 + 1 17.1 25.3 na  

5a. European SLE: London, UK; Paralog ratio test (PRT)* [242]  
N 501 719    
C4T, GCN ± SD 3.79 ± .98 3.89 ± .76 0.046   
C4T = 2, % 7.18 3.47    
C4T = 2 + 3, % 38.7 26.8    
C4A, GCN ± SD 1.82 ± .93 2.08 ± .83 <0.001  

(continued on next page) 
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4.3. APPLE clinical trial investigating complement in SLE 

Leveraging biorepository samples and data from the clinical trial 
APPLE (atherosclerosis prevention in pediatric lupus erythematosus), 
Mulvihill and colleagues determined the CNV of C4 genes in 200 chil-
dren with SLE (cSLE) [170,171]. This three-year trial recruited patients 
between 10 and 21 years of age for randomized atorvastatin or 
placebo-controlled therapy. Patients with ≥2 copies of C4B genes had 
2.5 times the odds of having hypertension and higher diastolic blood 
pressure (Fig. 8, panel A). C4B GCN≥2 was also associated with head-
aches and pericarditis, though potential mechanisms relating comple-
ment with these problems were not elucidated. Patients with ≥2 copies 
of C4B genes also appeared to respond more effectively to atorvastatin 
treatment with reduced progression of atherosclerosis as shown by 
slower increase in carotid intima media thickness, a surrogate marker of 
atherosclerosis, when compared with those treated with placebo [170]. 

In the APPLE trial, serum complement protein levels also varied with 
the severity of disease sequelae. Longitudinal studies of serum comple-
ment protein levels in SLE patients have revealed three distinct serum 
complement profiles, as discussed previously [72,73,172,173]. As serum 
complement protein levels fluctuate, so do levels of complement 
degradation products like C4d. C4d can be found in the fluid phase or 
attached to membranes of red blood cells (RBC-C4d) and other cell types 
in the circulation [76,78,174]. The deposition of C4d on cell surfaces 

can be monitored by flow cytometry using antibodies against C4d. It is 
suggested that levels of RBC-C4d reflect complement activation in the 
past 60 days, the levels of reticulocyte-C4d the past 2–3 days, and 
platelet-C4d the past 5–10 days. In the APPLE trial, patients with hy-
pertension were found to have significantly higher serum levels of 
complement C3 and C4 than normotensive patients at the baseline and 
throughout the trial study period (Fig. 8, panels B and C). The relatively 
higher complement C4 protein levels among patients with hypertension, 
as well as amongst patients with antiphospholipid (aPL) antibodies and 
thrombosis or recurrent pregnancy loss (RPL) [175] reveal the 
pro-inflammatory aspect of complement. Normal range or elevated 
levels of complement in these patients likely aggravated 
complement-mediated tissue damage. 

4.4. Opposite profiles of complement in SLE and antiphospholipid 
syndrome 

Antiphospholipid syndrome (APS) is defined by the persistence of 
aPL on two laboratory tests separated by 6–8 weeks and clinically by 
thrombosis or recurrent pregnancy loss [176,177]. Antiphospholipid 
antibodies are heterogeneous autoantibodies whose targets include β2 
glycoprotein I (β2GPI), prothrombin, and phospholipids found in the cell 
membrane, including cardiolipin. Some of these antibodies can interfere 
with clotting in in vitro assays and therefore have been dubbed lupus 

Table 2 (continued ) 

Studies Parameters Disease Cases Healthy Controls P OR (95% CI)  

C4A = 0, % 5.18 1.25    
C4A = 0 + 1, % 38.1 22    
C4B, GCN ± SD 1.96 ± .82 1.81 ± .72 <0.001   
C4B = 0, % 2.6 3.6    
C4B = 0 + 1, % 27.5 29.3   

5b. South European SLE: Barcelona, Spain; Paralog ratio test (PRT)* [242]  
N 527 460    
C4T, GCN ± SD 3.80 ± .92 4.13 ± 1.02 <0.001   
C4T = 2, % 6.03 4.23    
C4T = 2 + 3, % 36.9 23.4    
C4A, GCN ± SD 1.82 ± .93 2.08 ± .83    
C4A = 0, % 5.18 1.25    
C4A = 0 + 1, % 25.0 13.1    
C4B, GCN ± SD 1.96 ± .82 1.81 ± .72 <0.001   
C4B = 0, % 3.00 2.70    
C4B = 0 + 1, % 39.6 29.7   

6. Myositis: US, UK, Czech Republic, Sweden, Belgium; real time PCR, Southern blots, phenotyping [79]  
N 1632 3276    
Sex: F, M 1091, 541 2390, 886    
C4T, GCN ± SD 3.50 ± .78 3.83 ± .76 1.40E-46   
C4T = 2, % 7.14 3.29 2.03E-09 2.26 (1.74–2.95)  
C4T = 2 + 3, % 52.63 29.8 2.81E-55 2.62 (2.32–2.95)  
C4A, GCN ± SD 1.74 ± .88 2.10 ± .84 6.00E-46   
C4A = 0, % 4.24 1.74 1.90E-03 2.49 (1.76–3.54)  
C4A = 0 + 1, % 42.87 21.01 8.70E-22 2.82 (2.48–3.21)  
C4B, GCN ± SD 1.74 ± .59 1.73 ± .62 0.45   
C4B = 0, % 2.09 3.15 0.03 0.659 (.446–.972)  
C4B = 0 + 1, % 29.21 30.43 0.11 ns  
C4L, GCN ± SD 2.41 ± 1.13 2.94 ± 1.08 1.70E-54   
C4L = 0, % 3.67 1.38 5.09E-07 2.72 (1.85–4.02)  
C4L-0+1, %      
C4L = 0 + 1+2, % 51.62 33.4 2.74E-49 2.13 (1.77–2.56)  
C4S, GCN ± SD 1.06 ± .72 0.90 ± .77 3.00E-12   
C4S = 0, % 21.1 32.3 8.80E-17 0.561 (.486–.645)  
C4S = 0 + 1 74.59 80.05 1.44E-05 0.732 (.636–.842) 

7. Graves’ Disease: Taiwan; real time PCR, phenotyping [243]  
N 624 160    
F, M 491, 133 128, 32    
C4T = 2 + 3, % 21.5 32.5 0.003 0.51 (0.34–0.78)  
C4A = 0 + 1, % 12.7 20.6 0.01 0.58 (0.36–0.95)  
C4B = 0 + 1, % 22.9 33.1 0.008 0.49 (0.32–0.74)       

Abbreviations: GCN, gene copy number (mean); C4T, total C4; C4L, long C4; C4S, short C4; C4A, acidic C4; C4B, basic C4; F, female; M, male; SD, standard deviation. 
Note: Two recent publications not included in this list are Lundtoft et al. [247] and Kamitaki et al. [248] that engaged data from read-depths of next-generation 
sequencing and imputation of single nucleotide polymorphisms. *Results for entry Number 5 on British and Spanish subjects have been discussed in Ref. [33]. 
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anticoagulants, though in vivo they predispose patients towards throm-
bosis rather than bleeding events. β2GPI is an enigmatic plasma protein 
that consists of five short consensus repeats (SCR), which are charac-
teristic of complement control proteins [178–180]. Similar to ANA, aPL 
antibodies form immune complexes and fix complement [181,182]. 
Anti-phospholipid antibodies are detectable in ~30% of SLE patients, 
and 10–15% of SLE patients are diagnosed with APS [183–186]. 

Concurrence of thrombosis and SLE imposes a very high risk of 
recurrent pregnancy loss; 40% of aPL-positive patients with recurrent 
pregnancy loss had thrombotic SLE in one study [175]. Remarkably, all 
aPL antibody-positive female patients with homozygous C4A deficiency 
experienced recurrent pregnancy loss. In contrast, female patients with 
homozygous C4B deficiency were protected from recurrent pregnancy 
loss [187]. This phenomenon underscores the importance of C4A in the 
protection against the onset of autoimmune disease and the engagement 
of C4B in complement-mediated tissue injury. Similarly, genetic abla-
tion of C1q, C4, C3, or C5 in a rodent model protected against aPL 
antibody-induced clinical symptoms such as fetal resorption [181, 
188–193]. While complement activation is important in the pathology 
of both APS and SLE, the genetic and immunological profiles of com-
plement in these related diseases are very different [187]. For example, 
the thrombo-inflammatory process in APS seems to drive not only 
complement activation and consumption (as is seen in SLE), but also 
higher production of component proteins, particularly C4 [187,194]. 

In a cross-sectional study of 525 human subjects with aPL [187], 45% 
developed thrombosis, 56% had SLE, and 24% of female patients 
experienced recurrent pregnancy loss (Fig. 8, panel D). Meticulous an-
alyses of complement proteins among these aPL antibody-positive pa-
tients revealed significantly higher levels of C4 and C3 proteins among 
patients with thrombosis only, and lower levels of these proteins among 

patients with SLE only (Fig. 8, panels E and F). Amongst all aPL 
antibody-positive patients, those with concurrent SLE but not throm-
bosis had significantly higher factor H and functional MBL levels [187, 
195,196]. Patients with APS also demonstrated elevated levels of com-
plement activation products such as the anaphylatoxins C5a and C3a 
and the MAC [181,195]. aPL antibody-positive patients with both SLE 
and thrombosis and subjects without either disease had intermediate C4 
and C3 protein levels. 

4.5. Autoantibodies to complement in SLE 

There are many autoantibodies to complement proteins in SLE [197], 
which are mostly directed against neo-epitopes exposed after activation 
or inactivation of complement proteins or against multi-molecular 
complexes formed during the activation process. The binding of auto-
antibodies to complement can lead to a state of acquired complement 
deficiency and contribute to disease pathogenesis. 

4.5.1. Autoantibodies to C1q 
About 30% of SLE patients synthesize autoantibodies to C1q. The 

presence of C1q autoantibodies correlates with anti-dsDNA, nephritis, 
and low complement levels in about 75% of such patients [60,198,199]. 
The development of these autoantibodies may be a secondary phe-
nomenon that occurs when immune complexes (IC) bind C1q and acti-
vate the classical pathway (CP). Following CP activation, the C1 
inhibitor strips the C1r and C1s proteases from the C1 complex, which is 
bound to antibodies. C1q remains attached to the IC at the site of 
inflammation. Local proteases will next degrade IgG, C1q, and the 
autoantigen and generate multiple proteolytic fragments and neo-
antigens, to which novel autoantibodies may be generated. A large study 

Fig. 8. Complement, systemic lupus erythematous, and anti-phospholipid syndrome. (A) Clinical differences in the frequency of reported hypertension, headache, 
and pericarditis between patients with more than two copies of C4B genes (red bars) and those with less than two copies of C4B genes (green bars) [170]. Patients 
with hypertension consistently presented with higher C3 (panel B) and C4 (panel C) serum protein levels (red curves) than those without (blue curves). (D) Study 
design of patients with anti-phospholipid (aPL) antibodies. Subjects were divided into groups based on the presence or absence of thrombosis and systemic lupus 
erythematous (SLE). T0 = patients with thrombosis only. TS = patients with both thrombosis and SLE. S0 = patients with SLE only. NTS = patients with neither 
thrombosis nor SLE. (E) Remarkably, patients with aPL antibodies and thromboses had significantly higher serum C4 protein levels than those without thromboses. 
(F) As expected, patients who were diagnosed with SLE who also had aPL antibodies had lower levels of serum C4 than those who did not present with SLE (right 
bottom panel) [175]. 
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was undertaken to assess the specificity of anti-C1q antibodies and their 
potential association with SLE manifestations and diagnostic tests [200]. 
The authors confirmed an association between anti-C1q antibodies, low 
complement (C4 and C3), and anti-dsDNA antibodies. This combination 
also had the strongest serological association with the clinical devel-
opment of renal disease. Anti-C1q antibodies were seen in 28% of all SLE 
patients but 68% of patients with renal disease. By contrast, the absence 
of anti-C1q antibodies makes a nephritis flare less likely [199]. 

4.5.2. Autoantibodies to C3 or C4 
Immunoconglutinins were among the earliest complement-directed 

autoantibodies discovered [201]. Immunoconglutinins are autoanti-
bodies against solid-bound or processed fragments of C3. The IgG iso-
type of immunoconglutinins is strongly correlated with SLE disease 
exacerbation [202], increased anti-C1q IgG level and anti-dsDNA, and 
lower levels of serum C3 and/or C4 in ~30% patients with lupus 
nephritis [203,204]. Binding of such autoantibodies to C3b interfere 
with the interaction between C3b and regulatory molecules such as 
factor H or CR1 and thus exacerbates the activation and consumption of 
serum C3. Increased C3b autoantibodies have been observed to be more 
specific but less sensitive than anti-C1q for lupus nephritis flares [205]. 

C3 and C4 nephritic factors bind to neoepitopes present in the AP C3 
convertase (C3bBb or C3bBbP) and the CP C3 convertase (C4b2a), 
respectively. They prolong the half-life of the convertases from minutes 
to hours and enhance the consumption of serum C3 and variably C5 as 
well. Both C3 and C4 nephritic factors are associated with mem-
branoproliferative glomerulonephritis [206,207]. C3 nephritic factors 
are associated with acquired partial lipodystrophy [206,207]. C4 
nephritic factors are associated with SLE and post-infectious acute 
glomerulonephritis [208,209]. 

5. Complement in the idiopathic inflammatory myopathies 

IIM are a group of autoimmune diseases characterized by myositis- 
related autoantibodies, infiltration of leukocytes into muscles and/or 
the skin, and destruction of blood vessels and muscle fibers, which 
together cause chronic weakness, fatigue, and rash. While complement- 
mediated destruction of capillary endothelia is implicated in pediatric 
and adult dermatomyositis, the complex role of C4 in IIM pathology is 
largely unknown. 

5.1. C4 genetic diversity and IIM 

C4 GCN were quantified for 1644 Caucasian patients with IIM plus 
3526 matched healthy controls using real-time PCR or Southern blot 
analyses, as summarized in Fig. 9 [79]. Low C4T GCN (C4T < 4) and C4A 
deficiency were correlated with increased risk of IIM with odds ratios of 
2.58 (2.28–2.91, p = 5.0 × 10− 53) for C4T; and 2.82 (2.48–3.21, p = 7.0 
× 10− 57) for C4A. Contingency analyses showed that amongst patients 
with C4A deficiency, the presence of HLA-DRB1*03 (DR3) became 
insignificant as a risk factor in IIM except for inclusion body myositis 
(IBM), in which 98.2% of patients had HLA-DR3 with an OR of 11.02 
(1.44–84.4). This study revealed that C4A deficiency is a relevant risk 
factor in both juvenile-onset and adult-onset dermatomyositis, that both 
C4A deficiency and HLA-DRB1*03 contribute interactively to the risk of 
polymyositis, and that HLA-DRB1*03 is singularly important in IBM 
[79]. 

Further analyses revealed that low GCN of total C4, i.e., C4T = 2 [OR 
= 2.26 (1.74–2.95)] and C4T = 2 + 3 [OR = 2.62 (2.32–2.95)], had 
similar magnitudes of effect on the genetic risk of IIM. In the case of C4A 
deficiency, 4.2% and 38.6% of subjects with IIM had 0 and 1 copies of 
C4A, respectively, with odds ratios of 2.49 (1.76–3.54; p = 3.6 × 10− 7) 
for C4A = 0 and 2.82 (2.48–3.21; p = 2.9 x10− 57) for C4A = 0 + 1. Of 
note, this finding is analogous to an autosomal dominant phenotype in 

Fig. 9. Complement C4 gene copy number variation in the idiopathic inflammatory myopathies. (A through E) Gene copy number (GCN) variation of total C4 (C4T), 
C4A, C4 long (C4L), C4B, and C4 short (C4S) between healthy control subjects (CTL) and patients with idiopathic inflammatory myopathy (IIM) and its major 
subgroups: dermatomyositis (DM), polymyositis (PM), inclusion body myositis (IBM), and juvenile dermatomyositis (JDM). Note that more than half (52.3%) of 
patients with IIM had C4T GCN<4 (panel F); C4A deficiency (C4A GCN<2) was present in 42.9% of the IIM patients (panel G) [77,79]. 
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Mendelian genetics and stands in stark contrast with results in SLE, in 
which the risk associated with C4A deficiency exhibits gene dosage ef-
fects (OR = 5.27 for C4A = 0, OR = 1.61 for C4A = 1). 

5.2. Serum complement levels and their activation products in IIM 

Phenotypic studies support a pathological relationship between 
circulating complement protein levels and IIM. Our work has shown that 
in addition to differences in circulating complement protein levels be-
tween healthy subjects and patients with IIM, there are also differences 
between subgroups of IIM patients, especially when comparing those 
with or without specific myositis-specific (MSA) and myositis-associated 
(MAA) antibodies, as shown in Fig. 10 [210]. These data suggest that 
MSA and MAA may modulate complement protein levels and activity, 
possibly through formation of immune complexes that in turn activate 
and consume complement. 

Additional work has supported the relationship between autoim-
mune myopathy and complement, including JDM. Our group took 
advantage of complement biology in which complement C4 byproducts, 
such as C4d, are deposited on cell surfaces (including on erythrocytes) 
upon activation and cleavage of C4. This deposition of the byproduct 
C4d (erythrocyte-C4d or E-C4d) creates a record of complement acti-
vation [76,174]. Fig. 11 shows mean fluorescence intensity, a measure 
of antigen density on target cells, of E-C4d in patients with JDM versus 
controls (left upper panel) and compares E-C4d levels based on C4A and 
C4B deficiency (bottom panels). E-C3d levels are also shown, though 
patients with JDM do not demonstrate any appreciable differences in 
C3d deposition compared to controls. The results demonstrate that 
E-C4d levels are higher in JDM compared with controls, likely reflecting 

chronic complement activation and inflammation. However, higher 
E-C4d levels were also seen in patients with C4A deficiency and in pa-
tients with higher GCN of C4B. This remarkable relationship suggests 
that activated C4B may be the primary isotype of C4 involved in com-
plement activation and deposition on red blood cells, which can lead to 
complement-mediated cellular or tissue destruction. Alternatively, C4A 
may be less efficient at or protect against this process. In either case, 
these findings offer a hint of the mechanisms connecting complement 
genetics and autoimmune diseases such as JDM [77–79]. 

6. Complement in other autoimmune diseases 

6.1. Rheumatoid arthritis 

Autoimmune arthritis is one of the most common rheumatological 
disorders and includes diseases such as rheumatoid arthritis (RA) in 
adults and juvenile idiopathic arthritis (JIA) in children. Autoimmune 
arthritides are thought to be largely T cell-mediated diseases, but com-
plement has been implicated in both the initiation and ongoing patho-
genesis of RA [211–216], psoriatic arthritis [214,217], and JIA 
[218–220]. 

A study published very recently by Banda et al. examined the role of 
complement in early RA. This work showed that gene expression of 
complement components and receptors such as C2, FCN1, FCN3, CFB, 
CFP, C3AR1, C5AR1, and CR1 positively correlated with disease activity 
as measured by the DAS28-ESR (disease activity score in 28 joints for 
erythrocyte sedimentation rate) [215]. Conversely, expression of other 
complement genes such as Colec12, C5, C6, MASP-1, CFH, and MCP was 
inversely correlated with disease activity. Synovial samples underwent 

Fig. 10. Comparisons of plasma protein levels among patients with idiopathic inflammatory myopathies. Plasma complement levels were determined by single radial 
immunodiffusion assays. (A and B) Serum C4 and C3 protein levels were measured in patients with inflammatory idiopathic myopathies (IIM) who also had myositis- 
specific (MSA) and myositis-associated (MAA) autoantibodies. Specific MSA including Jo-1 are shown, as are the MAA PM/Scl and Ro. (C) C4 protein levels were 
corrected for gene copy number (GCN) variation, and C4 protein yield per copy of C4 gene was plotted for patients with MSA, MAA, Jo-1, PM-Scl, and Ro antibodies. 
(D) C4 (left) and C3 (right) protein levels were compared between males and females [79]. 
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immunohistochemical staining that showed local alterations in com-
plement and complement-activating and inhibitory proteins. The au-
thors interpreted these results as evidence that an imbalance between 
complement activation and regulatory activity contributes to early 
pathogenesis in RA. 

Most studies have examined serum complement levels, not genetic 
diversity in RA. A notable exception is a study in which C4 gene copy 
number was elucidated for 160 patients with RA and both healthy 
control subjects (n = 51) and patients with rheumatological diseases 
besides RA [221]. Unlike SLE, there was no increased risk of RA asso-
ciated with C4A deficiency; in fact, C4B deficiency was most strongly 
associated with RA, especially in patients with autoantibodies such as 
rheumatoid factor (RF) or anti-citrullinated protein antibodies (ACPA). 

Other groups have examined how single nucleotide polymorphisms 
(SNP) such as those identified in genome wide association studies 
impact disease activity and complement activation in RA [222–226]. 
One group specifically interrogated the SNP rs17611 in complement C5 
and found a dose-dependent effect on circulating C5 levels and activa-
tion. Variable susceptibility to cleavage by proteases such as elastase 
was hypothesized to underlie differences in C5 activation and disease 
activity observed in association with the SNP [227]. This association 
with C5 is perplexing, as C5a receptor blockade does not reduce markers 
of joint inflammation in RA [228] and especially because C5 knock out 
mice have been shown to be resistant to collagen-induced anti-
body-mediated arthritis [229]. Another group found that the SNP 
rs292001 in C1q was associated with reduced circulating C1q levels, 
though no functional assays were performed [225]. In a study of Bra-
zilian patients with RA and their healthy family members, alleles asso-
ciated with lower production and relative deficiency of 

mannose-binding lectin were associated with increased risk of disease 
[230], though other studies have not corroborated that finding and have 
instead showed that MBL deficiency is associated with increased disease 
severity in RA [231,232]. Mechanistic studies to understand the un-
derlying pathophysiology connecting SNP in MBL with disease in RA are 
notably lacking. 

6.2. Juvenile idiopathic arthritis 

Juvenile idiopathic arthritis (JIA) is one of the most common pedi-
atric autoimmune disorders and therefore is of high clinical significance. 
Much like our work in lupus and JDM, our group has investigated the 
relationship between complement C4 GCN and disease in patients with 
JIA versus controls [233]. We interrogated total C4, C4A, C4B, C4L, and 
C4S gene copy number in 103 patients with oligoarticular JIA and over 
3500 race-matched controls. In contrast to the phenomenon observed in 
adult RA, described above, we did not detect significant differences in 
C4B GCN in patients with JIA [221]. While there were no differences in 
the patterns of total C4, C4B, or long C4 genes, we observed significantly 
different distributions of C4A and C4S GCN. More than two-thirds of 
patients with oligoarticular JIA had two copies of C4A (68.9%), 
compared to 51.3% in controls; nearly half (46.6%) of patients with 
oligoarticular JIA had zero copies of short C4 genes (controls: 32.3%). 
Further clinical studies are necessary to understand the physiologic 
implications of such variations and whether GCN variations in oli-
goarticular JIA are secondary to HLA class II gene polymorphisms [221]. 

Fig. 11. Erythrocyte-bound C4d (E-C4d) and E-C3d 
in patients with juvenile dermatomyositis and healthy 
controls. (A and B) A comparison of E-C4d and E-C3d 
in juvenile dermatomyositis (JDM) and controls. (C) 
A comparison of E-C4d in C4A-deficient (C4A gene 
copy number <2) and C4A-proficient (C4A GCN≥2) 
JDM patients. (D) A comparison of E-C4d in C4B- 
deficient (C4B GCN <2) and C4B-proficient (C4B 
GCN≥2) JDM patients. The median for each group is 
indicated by a horizontal bar, while the shorter bars 
represent interquartile ranges; the p-value for Mann 
Whitney test is indicated.   
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6.3. Type I diabetes mellitus 

Type I diabetes mellitus (T1DM) is an autoimmune disease of the 
young in which the immune system attacks and destroys β islet cells in 
the pancreas that are responsible for producing insulin. While the direct 
damage to the pancreas is thought to be mediated by cytotoxic T cells, 
increased deposition of complement C4 has been observed in T1DM 
[234,235]. Genetic analyses have implicated various haplotypes of the 
major histocompatibility complex on chromosome 6 as risk factors for 
T1DM [236–238], but several complement genes (including C2, C4A, 
and C4B) are also located nearby between the HLA class I and class II 
regions. Due to extensive linkage dysequilibrium, it remains relevant to 
critically analyze which genetic variants confer the greatest risk and if 
multiple variants contribute to increased risk or disease progression 
from onset to complications of T1DM. 

As a part of The Environmental Determinants of Diabetes in the 
Young (TEDDY) study, 15 known SNPs within complement genes were 
studied for possible associations with the development of autoantibodies 
associated with T1DM, including those against insulin, GAD65, or IA2 
and/or association with the onset of clinical T1DM disease [239]. Only 
one SNP, rs2230199, remained significant after correction; this variant 
was strongly associated with the development of T1DM in patients who 
carried two copies of HLA-DRB*04:01 (DR4/4), with a hazard ratio of 
3.2 [239]. While these results offer somewhat underwhelming evidence 
of complement’s role in T1DM, it is important to note that the group did 
not study gene copy number variation, which others have shown to 
correlate with T1DM risk or progression to full-blown disease after 
partial remission [235]. Specifically, Kingery et al. showed that higher 
C4A GCN and plasma levels of C4A protein were associated with greater 
preservation of insulin production (as measured by C peptide levels) 1 
month after diagnosis [235]. Conversely, lower C4B GCN and protein 
concentration were protective at 9 months after diagnosis. This 
apprarent dichotomy between C4A and C4B is consistent with effects we 
have observed in other autoimmune diseases, such as JDM, pediatric 
lupus [170], and recurrent pregnancy loss in antiphospholipid syndrome 
[187]. 

7. Concluding remarks 

Although extremely rare in prevalence, complete deficiencies of C1q, 
r, or s and C4 have provided strong evidence for the role of early com-
ponents of the classical complement activation pathway in the patho-
genesis of systemic autoimmune disease such as SLE. Acquired 
deficiency of C1q by autoantibodies and genetic deficiency of the C4A 
isotype secondary to gene copy number variation of C4 genes are 
frequent complement abnormalities that can be present in 30–50% of 
SLE patients, particularly those of European ancestry. While likely often 
missed clinically, complement deficiency should be included in the 
differential diagnosis of patients presenting with recurrent infections 
and/or signs of SLE-like autoimmune disease, especially when similar 
problems exist in other family members and when patients present with 
symptoms at a young age. 

We are gaining an increasing understanding of complement genetics 
and the role of complement polymorphisms and deficiency in various 
diseases. While some complement components are essential and lead to 
high penetrance immune disorders, the effects of deficiencies of other 
components are more subtle. Complement biology continues to teach us 
much about how the immune system functions and offers an avenue to 
further explore the interface of antimicrobial immunity, autoimmunity, 
and immunodeficiency. 

This review has summarized what is known regarding complement 
C1q, r, and s; C2; C3; and C4 deficiencies and their role in autoimmune 
disease. C1 and C4 deficiencies in particular present with severe in-
fections and highly penetrant autoimmune disorders. In contrast, dis-
ease severity in C2 deficiency is generally lower, and C3 deficiency may 
present without autoimmune symptoms at all. The body of evidence 

strongly suggests, however, that complement is involved in the patho-
genesis of various autoimmune conditions. 

Complement C4 in particular is genetically extraordinary with inter- 
individual gene copy number variations, gene size dichotomy, and 
polymorphic protein isotypes with distinct biochemical properties. It is 
that diversity that allows for much of the flexibility and efficacy of the 
classical complement pathway. Associations with complement compo-
nents including C4 may vary between disorders, however, which to us 
suggests a nuanced model of complement’s role in autoimmunity: one in 
which the balance of various complement components and other im-
mune factors determines disease phenotype. For example, our work has 
shown that there is a clear C4A gene dosage effect on the risk of disease 
susceptibility in SLE and other conditions such as inflammatory 
myositis. In contrast, C4B shows no such strong associations for most 
diseases. An exception to this rule is rheumatoid arthritis, in which low 
C4B GCN increases the odds of disease. Low gene copy number or 
deficiency of C4A remains a common risk factor for SLE across different 
racial groups despite divergent HLA haplotypes. In SLE and patients 
with antiphospholipid antibodies, high copy numbers of C4B are asso-
ciated with greater incidence of cardiovascular complications including 
a history of hypertension, higher incidence of thrombosis, and recurrent 
pregnancy loss in female patients. Additional evidence implicates 
complement C4A in autoimmune arthritis and type I diabetes mellitus, 
but the determination of whether associations suggest a protective or 
risk role for various complement components is incomplete. 

Additional subtleties exist regarding the downstream effects of 
complement deficiencies in autoimmune disorders. Patients with SLE 
and myositis both present with type I interferon-stimulated gene 
expression signatures in peripheral blood samples and local tissues. 
However, this phenomenon is less conspicuous among patients with C4A 
deficiency or with HLA-DR3 haplotypes. The mechanistic relevance of 
C4A deficiency and HLA-DR3 in type I interferon-induced gene expres-
sion requires further inquiry, but these findings suggest that comple-
ment signaling may contribute to autoimmunity in a way that is distinct 
from type I interferon pathways. 

Despite ongoing advancements in our understanding of complement 
biology, there remain many puzzles to solve. Examples include the 
relative contribution of various complement deficiencies or poly-
morphisms and HLA haplotype in various autoimmune disorders, the 
relevance of the long versus short C4 genes, as well as the mechanisms 
by which complement contributes to autoimmune phenotypes. 
Furthermore, technical and scientific challenges remain on the path to 
understanding the pathophysiology of complement in autoimmune 
disease. Recent advances in whole-genome or whole-exome next-gen-
eration sequencing offer alternative methodologies to impute copy 
number variations for some innate immunity genes. However, valida-
tion is essential in genes with copy number variation and can be 
cumbersome, time-consuming, and expensive. 

Finally, recent utilization of bone marrow transplantation and he-
matopoietic stem cell transfer has enabled complementation with intact 
complement C1q in C1q-deficient patients. Additional prospects for 
future gene therapy offer encouraging and innovative approaches to 
treat subjects with complement deficiency. Naturally, there remain 
many hurdles to overcome before this idea can become a reality, 
including graft versus host disease and viral reactivation under immu-
nosuppressive conditions. Nevertheless, our increasing understanding of 
complement biology and its implications in immunity and autoimmu-
nity is opening the door to more rational therapeutic design and offers 
hope for patients with a variety of immune-mediated conditions, from 
immunodeficiency to autoimmune disease. 
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[142] P.M. Schneider, K. Witzel-Schlömp, C. Rittner, L. Zhang, The endogenous 
retroviral insertion in the human complement C4 gene modulates the expression 
of homologous genes by antisense inhibition, Epub 2001/03/23, Immunogenetics 
53 (1) (2001) 1–9, https://doi.org/10.1007/s002510000288. PubMed PMID: 
11261924. 

[143] C.Y. Yu, R.D. Campbell, R.R. Porter, A structural model for the location of the 
Rodgers and the Chido antigenic determinants and their correlation with the 
human complement component C4A/C4B isotypes, Epub 1988/01/01, 
Immunogenetics 27 (6) (1988) 399–405, https://doi.org/10.1007/bf00364425. 
PubMed PMID: 2453459. 

[144] E.K. Chung, Y.L. Wu, Y. Yang, B. Zhou, C.Y. Yu, Human complement components 
C4A and C4B genetic diversities: complex genotypes and phenotypes (Chapter 
13):Unit 13.8. Epub 2008/04/25, Curr. Protoc. Im. (2005), https://doi.org/ 
10.1002/0471142735.im1308s68. PubMed PMID: 18432942. 

[145] E.K. Chung, Y. Yang, K.L. Rupert, K.N. Jones, R.M. Rennebohm, C.A. Blanchong, 
C.Y. Yu, Determining the one, two, three, or four long and short loci of human 
complement C4 in a major histocompatibility complex haplotype encoding C4A 
or C4B proteins, Epub 2002/09/12, Am. J. Hum. Genet. 71 (4) (2002) 810–822, 
https://doi.org/10.1086/342778. PubMed PMID: 12224044; PMCID: 
PMC378538. 

[146] G.N. Fredrikson, B. Gullstrand, P.M. Schneider, K. Witzel-Schlomp, A.G. Sjoholm, 
C.A. Alper, Z. Awdeh, L. Truedsson, Characterization of non-expressed C4 genes 
in a case of complete C4 deficiency: identification of a novel point mutation 
leading to a premature stop codon, Hum. Immunol. 59 (11) (1998) 713–719. 
Epub 1998/10/31. PubMed PMID: 9796739. 

S.L. Coss et al.                                                                                                                                                                                                                                   

https://doi.org/10.1097/TP.0000000000000975
https://doi.org/10.1172/JCI106902
https://doi.org/10.1172/JCI106902
https://doi.org/10.1056/NEJM197203302861304
https://doi.org/10.1056/NEJM197203302861304
https://doi.org/10.1084/jem.131.4.803
https://doi.org/10.1084/jem.131.4.803
https://doi.org/10.4049/jimmunol.166.12.7612
https://doi.org/10.4049/jimmunol.166.12.7612
https://doi.org/10.1177/0961203311404914
https://doi.org/10.1002/art.40158
https://doi.org/10.1002/art.39781
https://doi.org/10.1002/art.39781
https://doi.org/10.1056/NEJM199203263261306
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref120
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref120
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref120
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref120
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref120
https://doi.org/10.1074/jbc.271.10.5824
https://doi.org/10.1074/jbc.271.10.5824
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref122
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref122
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref122
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref123
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref123
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref123
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref123
https://doi.org/10.1046/j.1365-2567.1998.00392.x
https://doi.org/10.1046/j.1365-2567.1998.00392.x
https://doi.org/10.1172/JCI114821
https://doi.org/10.1111/j.1365-3083.2006.01729.x
https://doi.org/10.1111/j.1365-3083.2006.01729.x
https://doi.org/10.1016/j.bbrc.2005.02.159
https://doi.org/10.1016/j.bbrc.2005.02.159
https://doi.org/10.1038/307237a0
https://doi.org/10.2741/yang
https://doi.org/10.2741/yang
https://doi.org/10.1016/s0167-5699(00)01664-9
https://doi.org/10.1016/s0167-5699(00)01664-9
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref131
https://doi.org/10.1002/art.39589
https://doi.org/10.1002/art.39589
https://doi.org/10.1086/342777
https://doi.org/10.1074/jbc.274.17.12147
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref135
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref135
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref135
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref135
https://doi.org/10.3390/cells8091008
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref137
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref137
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref137
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref137
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref137
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref138
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref138
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref138
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref138
https://doi.org/10.1007/s00251-004-0705-y
https://doi.org/10.1007/s00251-004-0705-y
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref140
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref140
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref140
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref140
https://doi.org/10.1016/j.it.2004.10.006
https://doi.org/10.1016/j.it.2004.10.006
https://doi.org/10.1007/s002510000288
https://doi.org/10.1007/bf00364425
https://doi.org/10.1002/0471142735.im1308s68
https://doi.org/10.1002/0471142735.im1308s68
https://doi.org/10.1086/342778
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref146
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref146
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref146
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref146
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref146


Journal of Autoimmunity 137 (2023) 102979

22

[147] M.L. Lokki, A. Circolo, P. Ahokas, K.L. Rupert, C.Y. Yu, H.R. Colten, Deficiency of 
human complement protein C4 due to identical frameshift mutations in the C4A 
and C4B genes, J. Immunol. 162 (6) (1999) 3687–3693. Epub 1999/03/27. 
PubMed PMID: 10092831. 

[148] K.L. Rupert, J.M. Moulds, Y. Yang, F.C. Arnett, R.W. Warren, J.D. Reveille, B. 
L. Myones, C.A. Blanchong, C.Y. Yu, The molecular basis of complete complement 
C4A and C4B deficiencies in a systemic lupus erythematosus patient with 
homozygous C4A and C4B mutant genes, Epub 2002/07/23, J. Immunol. 169 (3) 
(2002) 1570–1578, https://doi.org/10.4049/jimmunol.169.3.1570. PubMed 
PMID: 12133986. 

[149] Y.L. Wu, G. Hauptmann, M. Viguier, C.Y. Yu, Molecular basis of complete 
complement C4 deficiency in two North-African families with systemic lupus 
erythematosus, Epub 2009/03/13, Gene Immun. 10 (5) (2009) 433–445, https:// 
doi.org/10.1038/gene.2009.10. PubMed PMID: 19279649; PMCID: 
PMC2767122. 

[150] Y. Yang, K. Lhotta, E.K. Chung, P. Eder, F. Neumair, C.Y. Yu, Complete 
complement components C4A and C4B deficiencies in human kidney diseases and 
systemic lupus erythematosus, J. Immunol. 173 (4) (2004) 2803–2814. Epub 
2004/08/06. PubMed PMID: 15294999. 

[151] G. Barba, C. Rittner, P.M. Schneider, Genetic basis of human complement C4A 
deficiency. Detection of a point mutation leading to nonexpression, Epub 1993/ 
04/01, J. Clin. Invest. 91 (4) (1993) 1681–1686, https://doi.org/10.1172/ 
JCI116377. PubMed PMID: 8473511; PMCID: PMC288147. 

[152] K.E. Sullivan, N.A. Kim, D. Goldman, M.A. Petri, C4A deficiency due to a 2 bp 
insertion is increased in patients with systemic lupus erythematosus, 
J. Rheumatol. 26 (10) (1999) 2144–2147. Epub 1999/10/21. PubMed PMID: 
10529130. 

[153] Y. Yang, E.K. Chung, Y.L. Wu, S.L. Savelli, H.N. Nagaraja, B. Zhou, M. Hebert, K. 
N. Jones, Y. Shu, K. Kitzmiller, C.A. Blanchong, K.L. McBride, G.C. Higgins, R. 
M. Rennebohm, R.R. Rice, K.V. Hackshaw, R.A. Roubey, J.M. Grossman, B. 
P. Tsao, D.J. Birmingham, B.H. Rovin, L.A. Hebert, C.Y. Yu, Gene copy-number 
variation and associated polymorphisms of complement component C4 in human 
systemic lupus erythematosus (SLE): low copy number is a risk factor for and high 
copy number is a protective factor against SLE susceptibility in European 
Americans, Epub 2007/05/16, Am. J. Hum. Genet. 80 (6) (2007) 1037–1054, 
https://doi.org/10.1086/518257. PubMed PMID: 17503323; PMCID: 
PMC1867093. 

[154] D. Zhou, M. Rudnicki, G.T. Chua, S.K. Lawrance, B. Zhou, J.L. Drew, F. Barbar- 
Smiley, T.K. Armstrong, M.E. Hilt, D.J. Birmingham, W. Passler, J.J. Auletta, S. 
A. Bowden, R.P. Hoffman, Y.L. Wu, W.N. Jarjour, C.C. Mok, S.P. Ardoin, Y.L. Lau, 
C.Y. Yu, Human complement C4B allotypes and deficiencies in selected cases with 
autoimmune diseases, Epub 2021/11/13, Front. Immunol. 12 (2021) 739430, 
https://doi.org/10.3389/fimmu.2021.739430. PubMed PMID: 34764957; 
PMCID: PMC8577214. 

[155] S.K. Law, A.W. Dodds, R.R. Porter, A comparison of the properties of two classes, 
C4A and C4B, of the human complement component C4, EMBO J. 3 (8) (1984) 
1819–1823. Epub 1984/08/01. PubMed PMID: 6332733; PMCID: PMC557602. 

[156] D.E. Isenman, J.R. Young, The molecular basis for the difference in immune 
hemolysis activity of the Chido and Rodgers isotypes of human complement 
component C4, J. Immunol. 132 (6) (1984) 3019–3027. Epub 1984/06/01. 
PubMed PMID: 6609966. 

[157] P.R. Taylor, A. Carugati, V.A. Fadok, H.T. Cook, M. Andrews, M.C. Carroll, J. 
S. Savill, P.M. Henson, M. Botto, M.J. Walport, A hierarchical role for classical 
pathway complement proteins in the clearance of apoptotic cells in vivo, Epub 
2000/08/10, J. Exp. Med. 192 (3) (2000) 359–366, https://doi.org/10.1084/ 
jem.192.3.359. PubMed PMID: 10934224; PMCID: PMC2193213. 

[158] A.J. Nauta, M.R. Daha, C. van Kooten, A. Roos, Recognition and clearance of 
apoptotic cells: a role for complement and pentraxins, Epub 2003/03/05, Trends 
Immunol. 24 (3) (2003) 148–154, https://doi.org/10.1016/s1471-4906(03) 
00030-9. PubMed PMID: 12615211. 

[159] I. Liesmaa, R. Paakkanen, A. Järvinen, V. Valtonen, M.L. Lokki, Clinical features 
of patients with homozygous complement C4A or C4B deficiency, e0199305. 
Epub 2018/06/22, PLoS One (6) (2018) 13, https://doi.org/10.1371/journal. 
pone.0199305. PubMed PMID: 29928053; PMCID: PMC6013154. 

[160] J. Banchereau, V. Pascual, Type I interferon in systemic lupus erythematosus and 
other autoimmune diseases, Epub 2006/09/19, Immunity 25 (3) (2006) 383–392, 
https://doi.org/10.1016/j.immuni.2006.08.010. PubMed PMID: 16979570. 

[161] T.B. Niewold, S.N. Kariuki, G.A. Morgan, S. Shrestha, L.M. Pachman, Elevated 
serum interferon-alpha activity in juvenile dermatomyositis: associations with 
disease activity at diagnosis and after thirty-six months of therapy, Epub 2009/ 
05/30, Arthritis Rheum. 60 (6) (2009) 1815–1824, https://doi.org/10.1002/ 
art.24555. PubMed PMID: 19479879; PMCID: PMC2697261. 

[162] M. Juptner, F. Flachsbart, A. Caliebe, W. Lieb, S. Schreiber, R. Zeuner, A. Franke, 
J.O. Schroder, Low copy numbers of complement C4 and homozygous deficiency 
of C4A may predispose to severe disease and earlier disease onset in patients with 
systemic lupus erythematosus, Epub 2017/10/21, Lupus 27 (4) (2018) 600–609, 
https://doi.org/10.1177/0961203317735187. PubMed PMID: 29050534; 
PMCID: PMC5871021. 

[163] Y.L. Wu, S.L. Savelli, Y. Yang, B. Zhou, B.H. Rovin, D.J. Birmingham, H. 
N. Nagaraja, L.A. Hebert, C.Y. Yu, Sensitive and specific real-time polymerase 
chain reaction assays to accurately determine copy number variations (CNVs) of 
human complement C4A, C4B, C4-long, C4-short, and RCCX modules: elucidation 
of C4 CNVs in 50 consanguineous subjects with defined HLA genotypes, 
J. Immunol. 179 (5) (2007) 3012–3025. Epub 2007/08/22. PubMed PMID: 
17709516. 

[164] C.S. Lau, G. Yin, M.Y. Mok, Ethnic and geographical differences in systemic lupus 
erythematosus: an overview, Epub 2006/12/13, Lupus 15 (11) (2006) 715–719, 
https://doi.org/10.1177/0961203306072311. PubMed PMID: 17153840. 

[165] H. Dunckley, P.A. Gatenby, B. Hawkins, S. Naito, S.W. Serjeantson, Deficiency of 
C4A is a genetic determinant of systemic lupus erythematosus in three ethnic 
groups, Epub 1987/08/01, J. Immunogenet 14 (4–5) (1987) 209–218, https:// 
doi.org/10.1111/j.1744-313x.1987.tb00383.x. PubMed PMID: 3502648. 

[166] J.H. Kim, S.H. Jung, J.S. Bae, H.S. Lee, S.H. Yim, S.Y. Park, S.Y. Bang, H.J. Hu, H. 
D. Shin, S.C. Bae, Y.J. Chung, Deletion variants of RABGAP1L, 10q21.3, and C4 
are associated with the risk of systemic lupus erythematosus in Korean women, 
Epub 2013/01/22, Arthritis Rheum. 65 (4) (2013) 1055–1063, https://doi.org/ 
10.1002/art.37854. PubMed PMID: 23335107. 

[167] Y. Lv, S. He, Z. Zhang, Y. Li, D. Hu, K. Zhu, H. Cheng, F. Zhou, G. Chen, X. Zheng, 
P. Li, Y. Ren, X. Yin, Y. Cui, L. Sun, S. Yang, X. Zhang, Confirmation of C4 gene 
copy number variation and the association with systemic lupus erythematosus in 
Chinese Han population, Epub 2011/09/10, Rheumatol. Int. 32 (10) (2012) 
3047–3053, https://doi.org/10.1007/s00296-011-2023-7. PubMed PMID: 
21904924. 

[168] K.M.C. Pereira, S. Perazzio, A.G.A. Faria, E.S. Moreira, V.C. Santos, M. Grecco, N. 
P. da Silva, L.E.C. Andrade, Impact of C4, C4A and C4B gene copy number 
variation in the susceptibility, phenotype and progression of systemic lupus 
erythematosus, Epub 2019/08/08, Adv Rheumatol 59 (1) (2019) 36, https://doi. 
org/10.1186/s42358-019-0076-6. PubMed PMID: 31387635. 

[169] K.M. Pereira, A.G. Faria, B.L. Liphaus, A.A. Jesus, C.A. Silva, M. Carneiro- 
Sampaio, L.E. Andrade, Low C4, C4A and C4B gene copy numbers are stronger 
risk factors for juvenile-onset than for adult-onset systemic lupus erythematosus, 
Epub 2016/01/24, Rheumatology 55 (5) (2016) 869–873, https://doi.org/ 
10.1093/rheumatology/kev436. PubMed PMID: 26800705. 

[170] E. Mulvihill, S. Ardoin, S.D. Thompson, B. Zhou, G.R. Yu, E. King, N. Singer, D. 
M. Levy, H. Brunner, Y.L. Wu, H.N. Nagaraja, L.E. Schanberg, C.Y. Yu, Elevated 
serum complement levels and higher gene copy number of complement C4B are 
associated with hypertension and effective response to statin therapy in 
childhood-onset systemic lupus erythematosus (SLE), e000333. Epub 2019/08/ 
27, Lupus Sci Med 6 (1) (2019), https://doi.org/10.1136/lupus-2019-000333. 
PubMed PMID: 31448126; PMCID: PMC6687033. 

[171] L.E. Schanberg, C. Sandborg, H.X. Barnhart, S.P. Ardoin, E. Yow, G.W. Evans, K. 
L. Mieszkalski, N.T. Ilowite, A. Eberhard, L.F. Imundo, Y. Kimura, E. von Scheven, 
E. Silverman, S.L. Bowyer, M. Punaro, N.G. Singer, D.D. Sherry, D. McCurdy, 
M. Klein-Gitelman, C. Wallace, R. Silver, L. Wagner-Weiner, G.C. Higgins, H. 
I. Brunner, L. Jung, J.B. Soep, A.M. Reed, J. Provenzale, S.D. Thompson, 
Atherosclerosis Prevention in Pediatric Lupus Erythematosus I. Use of 
atorvastatin in systemic lupus erythematosus in children and adolescents, Epub 
2011/10/28, Arthritis Rheum. 64 (1) (2012) 285–296, https://doi.org/10.1002/ 
art.30645. PubMed PMID: 22031171; PMCID: PMC4074430. 

[172] J.A. Elliott Jr., D.R. Mathieson, Complement in disseminated (systemic) lupus 
erythematosus, AMA Arch Derm Syphilol 68 (2) (1953) 119–128. Epub 1953/08/ 
01. PubMed PMID: 13064837. 

[173] E.J. Lewis, C.B. Carpenter, P.H. Schur, Serum complement component levels in 
human glomerulonephritis, Ann. Intern. Med. 75 (4) (1971) 555–560. Epub 
1971/10/01. PubMed PMID: 4106150. 

[174] C.C. Liu, S. Manzi, A.H. Kao, J.S. Navratil, M.J. Ruffing, J.M. Ahearn, 
Reticulocytes bearing C4d as biomarkers of disease activity for systemic lupus 
erythematosus, Epub 2005/10/04, Arthritis Rheum. 52 (10) (2005) 3087–3099, 
https://doi.org/10.1002/art.21305. PubMed PMID: 16200588. 

[175] S.L. Savelli, R.A.S. Roubey, K.J. Kitzmiller, D. Zhou, H.N. Nagaraja, E. Mulvihill, 
F. Barbar-Smiley, S.P. Ardoin, Y.L. Wu, C.Y. Yu, Opposite profiles of complement 
in antiphospholipid syndrome (APS) and systemic lupus erythematosus (SLE) 
among patients with antiphospholipid antibodies (aPL), Epub 2019/05/28, Front. 
Immunol. 10 (2019) 885, https://doi.org/10.3389/fimmu.2019.00885. PubMed 
PMID: 31134052; PMCID: PMC6514053. 

[176] S. Miyakis, M.D. Lockshin, T. Atsumi, D.W. Branch, R.L. Brey, R. Cervera, R. 
H. Derksen, Koike T. Pg Deg, P.L. Meroni, G. Reber, Y. Shoenfeld, A. Tincani, P. 
G. Vlachoyiannopoulos, S.A. Krilis, International consensus statement on an 
update of the classification criteria for definite antiphospholipid syndrome (APS), 
Epub 2006/01/20, J. Thromb. Haemostasis 4 (2) (2006) 295–306, https://doi. 
org/10.1111/j.1538-7836.2006.01753.x. PubMed PMID: 16420554. 

[177] W.A. Wilson, A.E. Gharavi, T. Koike, M.D. Lockshin, D.W. Branch, J.C. Piette, 
R. Brey, R. Derksen, E.N. Harris, G.R. Hughes, D.A. Triplett, M.A. Khamashta, 
International consensus statement on preliminary classification criteria for 
definite antiphospholipid syndrome: report of an international workshop, Epub 
1999/07/14, Arthritis Rheum. 42 (7) (1999) 1309–1311, https://doi.org/ 
10.1002/1529-0131(199907)42, 7<1309::AID-ANR1>3.0.CO;2-F. PubMed 
PMID: 10403256. 

[178] T. Koike, Antiphospholipid syndrome: 30 years and our contribution, Epub 2014/ 
12/20, Int J Rheum Dis 18 (2) (2015) 233–241, https://doi.org/10.1111/1756- 
185X.12438. PubMed PMID: 25524556. 

[179] A. Steinkasserer, C. Estaller, E.H. Weiss, R.B. Sim, A.J. Day, Complete nucleotide 
and deduced amino acid sequence of human beta 2-glycoprotein I, Biochem. J. 
277 (Pt 2) (1991) 387–391. Epub 1991/07/15. PubMed PMID: 1650181; PMCID: 
PMC1151245. 

[180] J.C. Weaver, S.A. Krilis, B. Giannakopoulos, Oxidative post-translational 
modification of betaeta 2-glycoprotein I in the pathophysiology of the anti- 
phospholipid syndrome, Epub 2018/04/01, Free Radic. Biol. Med. 125 (2018) 
98–103, https://doi.org/10.1016/j.freeradbiomed.2018.03.048. PubMed PMID: 
29604397. 

S.L. Coss et al.                                                                                                                                                                                                                                   

http://refhub.elsevier.com/S0896-8411(22)00187-1/sref147
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref147
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref147
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref147
https://doi.org/10.4049/jimmunol.169.3.1570
https://doi.org/10.1038/gene.2009.10
https://doi.org/10.1038/gene.2009.10
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref150
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref150
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref150
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref150
https://doi.org/10.1172/JCI116377
https://doi.org/10.1172/JCI116377
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref152
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref152
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref152
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref152
https://doi.org/10.1086/518257
https://doi.org/10.3389/fimmu.2021.739430
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref155
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref155
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref155
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref156
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref156
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref156
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref156
https://doi.org/10.1084/jem.192.3.359
https://doi.org/10.1084/jem.192.3.359
https://doi.org/10.1016/s1471-4906(03)00030-9
https://doi.org/10.1016/s1471-4906(03)00030-9
https://doi.org/10.1371/journal.pone.0199305
https://doi.org/10.1371/journal.pone.0199305
https://doi.org/10.1016/j.immuni.2006.08.010
https://doi.org/10.1002/art.24555
https://doi.org/10.1002/art.24555
https://doi.org/10.1177/0961203317735187
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref163
https://doi.org/10.1177/0961203306072311
https://doi.org/10.1111/j.1744-313x.1987.tb00383.x
https://doi.org/10.1111/j.1744-313x.1987.tb00383.x
https://doi.org/10.1002/art.37854
https://doi.org/10.1002/art.37854
https://doi.org/10.1007/s00296-011-2023-7
https://doi.org/10.1186/s42358-019-0076-6
https://doi.org/10.1186/s42358-019-0076-6
https://doi.org/10.1093/rheumatology/kev436
https://doi.org/10.1093/rheumatology/kev436
https://doi.org/10.1136/lupus-2019-000333
https://doi.org/10.1002/art.30645
https://doi.org/10.1002/art.30645
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref172
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref172
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref172
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref173
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref173
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref173
https://doi.org/10.1002/art.21305
https://doi.org/10.3389/fimmu.2019.00885
https://doi.org/10.1111/j.1538-7836.2006.01753.x
https://doi.org/10.1111/j.1538-7836.2006.01753.x
https://doi.org/10.1002/1529-0131(199907)42
https://doi.org/10.1002/1529-0131(199907)42
https://doi.org/10.1111/1756-185X.12438
https://doi.org/10.1111/1756-185X.12438
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref179
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref179
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref179
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref179
https://doi.org/10.1016/j.freeradbiomed.2018.03.048


Journal of Autoimmunity 137 (2023) 102979

23

[181] M.Y. Kim, M.M. Guerra, E. Kaplowitz, C.A. Laskin, M. Petri, D.W. Branch, M. 
D. Lockshin, L.R. Sammaritano, J.T. Merrill, T.F. Porter, A. Sawitzke, A.M. Lynch, 
J.P. Buyon, J.E. Salmon, Complement activation predicts adverse pregnancy 
outcome in patients with systemic lupus erythematosus and/or antiphospholipid 
antibodies, Epub 2018/01/27, Ann. Rheum. Dis. 77 (4) (2018) 549–555, https:// 
doi.org/10.1136/annrheumdis-2017-212224. PubMed PMID: 29371202; PMCID: 
PMC6037302. 

[182] J.M. Shamonki, J.E. Salmon, E. Hyjek, R.N. Baergen, Excessive complement 
activation is associated with placental injury in patients with antiphospholipid 
antibodies, Epub 2007/02/20, Am. J. Obstet. Gynecol. 196 (2) (2007) 167, 
https://doi.org/10.1016/j.ajog.2006.10.879. PubMed PMID: 17306667; PMCID: 
PMC2248299. 

[183] R. Cervera, Antiphospholipid syndrome, Epub 2017/03/07, Thromb. Res. 1 
(2017) S43–S47, https://doi.org/10.1016/S0049-3848(17)30066-X. PubMed 
PMID: 28262233. 

[184] R. Cervera, J.C. Piette, J. Font, M.A. Khamashta, Y. Shoenfeld, M.T. Camps, 
S. Jacobsen, G. Lakos, A. Tincani, I. Kontopoulou-Griva, M. Galeazzi, P.L. Meroni, 
R.H. Derksen, P.G. de Groot, E. Gromnica-Ihle, M. Baleva, M. Mosca, 
S. Bombardieri, F. Houssiau, J.C. Gris, I. Quere, E. Hachulla, C. Vasconcelos, 
B. Roch, A. Fernandez-Nebro, M.C. Boffa, G.R. Hughes, M. Ingelmo, Euro- 
Phospholipid Project G. Antiphospholipid syndrome: clinical and immunologic 
manifestations and patterns of disease expression in a cohort of 1,000 patients, 
Arthritis Rheum. 46 (4) (2002) 1019–1027. Epub 2002/04/16. PubMed PMID: 
11953980. 

[185] P.E. Love, S.A. Santoro, Antiphospholipid antibodies: anticardiolipin and the 
lupus anticoagulant in systemic lupus erythematosus (SLE) and in non-SLE 
disorders. Prevalence and clinical significance, Ann. Intern. Med. 112 (9) (1990) 
682–698. Epub 1990/05/01. PubMed PMID: 2110431. 

[186] G.J. Pons-Estel, L. Andreoli, F. Scanzi, R. Cervera, A. Tincani, The 
antiphospholipid syndrome in patients with systemic lupus erythematosus, Epub 
2016/10/26, J. Autoimmun. 76 (2017) 10–20, https://doi.org/10.1016/j. 
jaut.2016.10.004. PubMed PMID: 27776934. 

[187] S.L. Savelli, R.A.S. Roubey, K.J. Kitzmiller, D. Zhou, H.N. Nagaraja, E. Mulvihill, 
F. Barbar-Smiley, S.P. Ardoin, Y.L. Wu, C.Y. Yu, Opposite profiles of complement 
in antiphospholipid syndrome (APS) and systemic lupus erythematosus (SLE) 
among patients with antiphospholipid antibodies, Front. Immunol. 10 (2019) 
885, https://doi.org/10.3389/fimmu.2019.00885. 

[188] J.P. Atkinson, Complement system on the attack in autoimmunity, Epub 2003/ 
12/09, J. Clin. Invest. 112 (11) (2003) 1639–1641, https://doi.org/10.1172/ 
JCI20309. PubMed PMID: 14660739; PMCID: PMC281650. 

[189] D.W. Branch, D.J. Dudley, M.D. Mitchell, K.A. Creighton, T.M. Abbott, E. 
H. Hammond, R.A. Daynes, Immunoglobulin G fractions from patients with 
antiphospholipid antibodies cause fetal death in BALB/c mice: a model for 
autoimmune fetal loss, Am. J. Obstet. Gynecol. 163 (1 Pt 1) (1990) 210–216. 
Epub 1990/07/01. PubMed PMID: 2197866. 

[190] D. Cohen, A. Buurma, N.N. Goemaere, G. Girardi, S. le Cessie, S. Scherjon, K. 
W. Bloemenkamp, E. de Heer, J.A. Bruijn, I.M. Bajema, Classical complement 
activation as a footprint for murine and human antiphospholipid antibody- 
induced fetal loss, Epub 2011/06/21, J. Pathol. 225 (4) (2011) 502–511, https:// 
doi.org/10.1002/path, 2893. PubMed PMID: 21688269. 

[191] G. Girardi, J. Berman, P. Redecha, L. Spruce, J.M. Thurman, D. Kraus, T. 
J. Hollmann, P. Casali, M.C. Caroll, R.A. Wetsel, J.D. Lambris, V.M. Holers, J. 
E. Salmon, Complement C5a receptors and neutrophils mediate fetal injury in the 
antiphospholipid syndrome, Epub 2003/12/09, J. Clin. Invest. 112 (11) (2003) 
1644–1654, https://doi.org/10.1172/JCI18817. PubMed PMID: 14660741; 
PMCID: PMC281643. 

[192] V.M. Holers, G. Girardi, L. Mo, J.M. Guthridge, H. Molina, S.S. Pierangeli, 
R. Espinola, L.E. Xiaowei, D. Mao, C.G. Vialpando, J.E. Salmon, Complement C3 
activation is required for antiphospholipid antibody-induced fetal loss, J. Exp. 
Med. 195 (2) (2002) 211–220. Epub 2002/01/24. PubMed PMID: 11805148; 
PMCID: PMC2193604. 

[193] F. Tedesco, M.O. Borghi, M. Gerosa, C.B. Chighizola, P. Macor, P.A. Lonati, 
A. Gulino, B. Belmonte, P.L. Meroni, Pathogenic role of complement in 
antiphospholipid syndrome and therapeutic implications, Epub 2018/07/05, 
Front. Immunol. 9 (2018) 1388, https://doi.org/10.3389/fimmu.2018.01388. 
PubMed PMID: 29971066; PMCID: PMC6018396. 

[194] K.N. Ekdahl, Y. Teramura, O.A. Hamad, S. Asif, C. Duehrkop, K. Fromell, 
E. Gustafson, J. Hong, H. Kozarcanin, P.U. Magnusson, M. Huber-Lang, P. Garred, 
B. Nilsson, Dangerous liaisons: complement, coagulation, and kallikrein/kinin 
cross-talk act as a linchpin in the events leading to thromboinflammation, Epub 
2016/10/27, Immunol. Rev. 274 (1) (2016) 245–269, https://doi.org/10.1111/ 
imr.12471. PubMed PMID: 27782319. 

[195] K. Oku, T. Atsumi, M. Bohgaki, O. Amengual, H. Kataoka, T. Horita, S. Yasuda, 
T. Koike, Complement activation in patients with primary antiphospholipid 
syndrome, Epub 2008/07/16, Ann. Rheum. Dis. 68 (6) (2009) 1030–1035, 
https://doi.org/10.1136/ard.2008.090670. PubMed PMID: 18625630. 

[196] K. Oku, H. Nakamura, M. Kono, K. Ohmura, M. Kato, T. Bohgaki, T. Horita, 
S. Yasuda, O. Amengual, T. Atsumi, Complement and thrombosis in the 
antiphospholipid syndrome, Epub 2016/08/04, Autoimmun. Rev. 15 (10) (2016) 
1001–1004, https://doi.org/10.1016/j.autrev.2016.07.020. PubMed PMID: 
27485012. 

[197] M.A. Dragon-Durey, C. Blanc, M.C. Marinozzi, R.A. van Schaarenburg, L. 
A. Trouw, Autoantibodies against complement components and functional 
consequences, Epub 2013/06/25, Mol. Immunol. 56 (3) (2013) 213–221, https:// 
doi.org/10.1016/j.molimm.2013.05.009. PubMed PMID: 23790637. 

[198] V. Fremeaux-Bacchi, L. Weiss, C. Demouchy, J. Blouin, M.D. Kazatchkine, 
Autoantibodies to the collagen-like region of C1q are strongly associated with 
classical pathway-mediated hypocomplementemia in systemic lupus 
erythematosus, Epub 1996/06/01, Lupus 5 (3) (1996) 216–220, https://doi.org/ 
10.1177/096120339600500309. PubMed PMID: 8803893. 

[199] M. Mahler, R.A. van Schaarenburg, L.A. Trouw, Anti-C1q autoantibodies, novel 
tests, and clinical consequences, Epub 2013/05/30, Front. Immunol. 4 (2013) 
117, https://doi.org/10.3389/fimmu.2013.00117. PubMed PMID: 23717311; 
PMCID: PMC3653116. 

[200] A.M. Orbai, L. Truedsson, G. Sturfelt, O. Nived, H. Fang, G.S. Alarcon, C. Gordon, 
J. Merrill, P.R. Fortin, I.N. Bruce, D.A. Isenberg, D.J. Wallace, R. Ramsey- 
Goldman, S.C. Bae, J.G. Hanly, J. Sanchez-Guerrero, A.E. Clarke, C.B. Aranow, 
S. Manzi, M.B. Urowitz, D.D. Gladman, K.C. Kalunian, M.I. Costner, V.P. Werth, 
A. Zoma, S. Bernatsky, G. Ruiz-Irastorza, M.A. Khamashta, S. Jacobsen, J. 
P. Buyon, P. Maddison, M.A. Dooley, R.F. Van Vollenhoven, E. Ginzler, T. Stoll, 
C. Peschken, J.L. Jorizzo, J.P. Callen, S.S. Lim, B.J. Fessler, M. Inanc, D.L. Kamen, 
A. Rahman, K. Steinsson, A.G. Franks Jr., L. Sigler, S. Hameed, N. Pham, R. Brey, 
M.H. Weisman, G. McGwin Jr., L.S. Magder, M. Petri, Anti-C1q antibodies in 
systemic lupus erythematosus, Epub 2014/08/16, Lupus 24 (1) (2015) 42–49, 
https://doi.org/10.1177/0961203314547791. PubMed PMID: 25124676; 
PMCID: PMC4268323. 

[201] P.J. Lachmann, Conglutinin and immunoconglutinins, Adv. Immunol. 6 (1967) 
479–527. Epub 1967/01/01. PubMed PMID: 4860249. 

[202] B. Nilsson, K.N. Ekdahl, A. Sjoholm, U.R. Nilsson, G. Sturfelt, Detection and 
characterization of immunoconglutinins in patients with systemic lupus 
erythematosus (SLE): serial analysis in relation to disease course, Epub 1992/11/ 
01, Clin. Exp. Immunol. 90 (2) (1992) 251–255, https://doi.org/10.1111/j.1365- 
2249.1992.tb07937.x. PubMed PMID: 1424282; PMCID: PMC1554629. 

[203] J. Ronnelid, I. Gunnarsson, K. Nilsson-Ekdahl, B. Nilsson, Correlation between 
anti-C1q and immune conglutinin levels, but not between levels of antibodies to 
the structurally related autoantigens C1q and type II collagen in SLE or RA, Epub 
1997/08/01, J. Autoimmun. 10 (4) (1997) 415–423, https://doi.org/10.1006/ 
jaut.1997.0147. PubMed PMID: 9237806. 

[204] V.V. Vasilev, R. Noe, M.A. Dragon-Durey, S. Chauvet, V.J. Lazarov, B.P. Deliyska, 
V. Fremeaux-Bacchi, J.D. Dimitrov, L.T. Roumenina, Functional characterization 
of autoantibodies against complement component C3 in patients with lupus 
nephritis, Epub 2015/08/08, J. Biol. Chem. 290 (42) (2015) 25343–25355, 
https://doi.org/10.1074/jbc.M115.647008. PubMed PMID: 26245903; PMCID: 
PMC4646184. 

[205] D.J. Birmingham, J.E. Bitter, E.G. Ndukwe, S. Dials, T.R. Gullo, S. Conroy, H. 
N. Nagaraja, B.H. Rovin, L.A. Hebert, Relationship of circulating anti-C3b and 
anti-C1q IgG to lupus nephritis and its flare, Epub 2015/12/25, Clin. J. Am. Soc. 
Nephrol. 11 (1) (2016) 47–53, https://doi.org/10.2215/CJN.03990415. PubMed 
PMID: 26700439; PMCID: PMC4702227. 

[206] S. Ito, N. Tamura, T. Fujita, Effect of decay-accelerating factor on the assembly of 
the classical and alternative pathway C3 convertases in the presence of C4 or C3 
nephritic factor, Immunology 68 (4) (1989) 449–452. Epub 1989/12/01. PubMed 
PMID: 2481642; PMCID: PMC1385528. 

[207] M. Jozsi, S. Reuter, P. Nozal, M. Lopez-Trascasa, P. Sanchez-Corral, Z. Prohaszka, 
B. Uzonyi, Autoantibodies to complement components in C3 glomerulopathy and 
atypical hemolytic uremic syndrome, Epub 2014/02/05, Immunol. Lett. 160 (2) 
(2014) 163–171, https://doi.org/10.1016/j.imlet.2014.01.014. PubMed PMID: 
24491679. 

[208] M.R. Daha, L.A. van Es, Relative resistance of the F-42-stabilized classical 
pathway C3 convertase to inactivation by C4-binding protein, J. Immunol. 125 
(5) (1980) 2051–2054. Epub 1980/11/01. PubMed PMID: 6903579. 

[209] E.C. Miller, N.M. Chase, P. Densen, M.K. Hintermeyer, J.T. Casper, J.P. Atkinson, 
Autoantibody stabilization of the classical pathway C3 convertase leading to C3 
deficiency and Neisserial sepsis: C4 nephritic factor revisited, Epub 2012/11/03, 
Clin. Immunol. 145 (3) (2012) 241–250, https://doi.org/10.1016/j. 
clim.2012.09.007. PubMed PMID: 23117396; PMCID: PMC3501611. 

[210] D. Zhou, E.H. King, S. Rothwell, O. Krystufkova, A. Notarnicola, S. Coss, R. Abdul- 
Aziz, K.E. Miller, A. Dang, G.R. Yu, J. Drew, E. Lundström, L.M. Pachman, 
G. Mamyrova, R.V. Curiel, B. De Paepe, J.L. De Bleecker, A. Payton, W. Ollier, T. 
P. O’Hanlon, I.N. Targoff, W.A. Flegel, V. Sivaraman, E. Oberle, S. Akoghlanian, 
K. Driest, C.H. Spencer, Y.L. Wu, H.N. Nagaraja, S.P. Ardoin, H. Chinoy, L. 
G. Rider, F.W. Miller, I.E. Lundberg, L. Padyukov, J. Vencovský, J.A. Lamb, C. 
Y. Yu, Low copy numbers of complement C4 and C4A deficiency are risk factors 
for myositis, its subgroups and autoantibodies, Epub 2022/09/29, Ann. Rheum. 
Dis. (2022), https://doi.org/10.1136/ard-2022-222935. PubMed PMID: 
36171069. 

[211] V.M. Holers, N.K. Banda, Complement in the initiation and evolution of 
rheumatoid arthritis, Epub 2018/06/13, Front. Immunol. 9 (2018) 1057, https:// 
doi.org/10.3389/fimmu.2018.01057. PubMed PMID: 29892280; PMCID: 
PMC5985368. 

[212] T.D. Cooke, E.R. Hurd, H.E. Jasin, J. Bienenstock, M. Ziff, Identification of 
immunoglobulins and complement in rheumatoid articular collagenous tissues, 
Epub 1975/11/01, Arthritis Rheum. 18 (6) (1975) 541–551, https://doi.org/ 
10.1002/art.1780180603. PubMed PMID: 1106425. 

[213] K. Nakagawa, H. Sakiyama, T. Tsuchida, K. Yamaguchi, T. Toyoguchi, R. Masuda, 
H. Moriya, Complement C1s activation in degenerating articular cartilage of 
rheumatoid arthritis patients: immunohistochemical studies with an active form 
specific antibody, Epub 1999/06/12, Ann. Rheum. Dis. 58 (3) (1999) 175–181, 
https://doi.org/10.1136/ard.58.3.175. PubMed PMID: 10364916; PMCID: 
PMC1752845. 

S.L. Coss et al.                                                                                                                                                                                                                                   

https://doi.org/10.1136/annrheumdis-2017-212224
https://doi.org/10.1136/annrheumdis-2017-212224
https://doi.org/10.1016/j.ajog.2006.10.879
https://doi.org/10.1016/S0049-3848(17)30066-X
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref184
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref185
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref185
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref185
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref185
https://doi.org/10.1016/j.jaut.2016.10.004
https://doi.org/10.1016/j.jaut.2016.10.004
https://doi.org/10.3389/fimmu.2019.00885
https://doi.org/10.1172/JCI20309
https://doi.org/10.1172/JCI20309
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref189
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref189
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref189
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref189
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref189
https://doi.org/10.1002/path
https://doi.org/10.1002/path
https://doi.org/10.1172/JCI18817
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref192
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref192
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref192
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref192
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref192
https://doi.org/10.3389/fimmu.2018.01388
https://doi.org/10.1111/imr.12471
https://doi.org/10.1111/imr.12471
https://doi.org/10.1136/ard.2008.090670
https://doi.org/10.1016/j.autrev.2016.07.020
https://doi.org/10.1016/j.molimm.2013.05.009
https://doi.org/10.1016/j.molimm.2013.05.009
https://doi.org/10.1177/096120339600500309
https://doi.org/10.1177/096120339600500309
https://doi.org/10.3389/fimmu.2013.00117
https://doi.org/10.1177/0961203314547791
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref201
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref201
https://doi.org/10.1111/j.1365-2249.1992.tb07937.x
https://doi.org/10.1111/j.1365-2249.1992.tb07937.x
https://doi.org/10.1006/jaut.1997.0147
https://doi.org/10.1006/jaut.1997.0147
https://doi.org/10.1074/jbc.M115.647008
https://doi.org/10.2215/CJN.03990415
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref206
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref206
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref206
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref206
https://doi.org/10.1016/j.imlet.2014.01.014
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref208
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref208
http://refhub.elsevier.com/S0896-8411(22)00187-1/sref208
https://doi.org/10.1016/j.clim.2012.09.007
https://doi.org/10.1016/j.clim.2012.09.007
https://doi.org/10.1136/ard-2022-222935
https://doi.org/10.3389/fimmu.2018.01057
https://doi.org/10.3389/fimmu.2018.01057
https://doi.org/10.1002/art.1780180603
https://doi.org/10.1002/art.1780180603
https://doi.org/10.1136/ard.58.3.175


Journal of Autoimmunity 137 (2023) 102979

24

[214] E. Ballanti, C. Perricone, G. di Muzio, B. Kroegler, M.S. Chimenti, D. Graceffa, 
R. Perricone, Role of the complement system in rheumatoid arthritis and psoriatic 
arthritis: relationship with anti-TNF inhibitors, Epub 2011/05/10, Autoimmun. 
Rev. 10 (10) (2011) 617–623, https://doi.org/10.1016/j.autrev.2011.04.012. 
PubMed PMID: 21549221. 

[215] N.K. Banda, K.D. Deane, E.A. Bemis, C. Strickland, J. Seifert, K. Jordan, 
K. Goldman, B.P. Morgan, L.W. Moreland, M.J. Lewis, C. Pitzalis, V.M. Holers, 
Analysis of complement gene expression, clinical associations, and biodistribution 
of complement proteins in the synovium of early rheumatoid arthritis patients 
reveals unique pathophysiologic features, Epub 2022/05/03, J. Immunol. 208 
(11) (2022) 2482–2496, https://doi.org/10.4049/jimmunol.2101170. PubMed 
PMID: 35500934; PMCID: PMC9133225. 

[216] M. Mizuno, A review of current knowledge of the complement system and the 
therapeutic opportunities in inflammatory arthritis, Epub 2006/06/22, Curr. 
Med. Chem. 13 (14) (2006) 1707–1717, https://doi.org/10.2174/ 
092986706777441959. PubMed PMID: 16787214. 

[217] M.S. Chimenti, C. Perricone, D. Graceffa, G. Di Muzio, E. Ballanti, M.D. Guarino, 
P. Conigliaro, E. Greco, B. Kroegler, R. Perricone, Complement system in psoriatic 
arthritis: a useful marker in response prediction and monitoring of anti-TNF 
treatment, Clin. Exp. Rheumatol. 30 (1) (2012) 23–30. Epub 2012/01/21. 
PubMed PMID: 22260811. 

[218] A. Aggarwal, A. Bhardwaj, S. Alam, R. Misra, Evidence for activation of the 
alternate complement pathway in patients with juvenile rheumatoid arthritis, 
Rheumatology 39 (2) (2000) 189–192, https://doi.org/10.1093/rheumatology/ 
39.2.189. 

[219] T.L. Moore, Immune complexes in juvenile idiopathic arthritis, Epub 2016/06/ 
01, Front. Immunol. 7 (2016) 177, https://doi.org/10.3389/fimmu.2016.00177. 
PubMed PMID: 27242784; PMCID: PMC4873492. 

[220] T.E. Mollnes, A. Paus, Complement activation in synovial fluid and tissue from 
patients with juvenile rheumatoid arthritis, Epub 1986/11/01, Arthritis Rheum. 
29 (11) (1986) 1359–1364, https://doi.org/10.1002/art.1780291108. PubMed 
PMID: 3778542. 

[221] W.F. Rigby, Y.L. Wu, M. Zan, B. Zhou, S. Rosengren, C. Carlson, W. Hilton, C. 
Y. Yu, Increased frequency of complement C4B deficiency in rheumatoid arthritis, 
Epub 2011/11/15, Arthritis Rheum. 64 (5) (2012) 1338–1344, https://doi.org/ 
10.1002/art.33472. PubMed PMID: 22076784; PMCID: PMC3775471. 

[222] A. Barton, W. Thomson, X. Ke, S. Eyre, A. Hinks, J. Bowes, D. Plant, L.J. Gibbons, 
A.G. Wilson, D.E. Bax, A.W. Morgan, P. Emery, S. Steer, L. Hocking, D.M. Reid, 
P. Wordsworth, P. Harrison, J. Worthington, Rheumatoid arthritis susceptibility 
loci at chromosomes 10p15, 12q13 and 22q13, Epub 2008/09/17, Nat. Genet. 40 
(10) (2008) 1156–1159, https://doi.org/10.1038/ng.218. PubMed PMID: 
18794857; PMCID: PMC2662493. 

[223] F.A. Kurreeman, L. Padyukov, R.B. Marques, S.J. Schrodi, M. Seddighzadeh, 
G. Stoeken-Rijsbergen, A.H. van der Helm-van Mil, C.F. Allaart, W. Verduyn, 
J. Houwing-Duistermaat, L. Alfredsson, A.B. Begovich, L. Klareskog, T. 
W. Huizinga, R.E. Toes, A candidate gene approach identifies the TRAF1/C5 
region as a risk factor for rheumatoid arthritis, Epub 2007/09/21, PLoS Med. 4 
(9) (2007) e278, https://doi.org/10.1371/journal.pmed.0040278. PubMed 
PMID: 17880261; PMCID: PMC1976626 Biosystems and Celera Genomics. The 
remaining authors have declared no conflicts of interest. 

[224] W. Thomson, A. Barton, X. Ke, S. Eyre, A. Hinks, J. Bowes, R. Donn, D. Symmons, 
S. Hider, I.N. Bruce, A.G. Wilson, I. Marinou, A. Morgan, P. Emery, A. Carter, 
S. Steer, L. Hocking, D.M. Reid, P. Wordsworth, P. Harrison, D. Strachan, 
J. Worthington, Rheumatoid arthritis association at 6q23, Epub 2007/11/06, Nat. 
Genet. 39 (12) (2007) 1431–1433, https://doi.org/10.1038/ng.2007.32. PubMed 
PMID: 17982455; PMCID: PMC2674282. 

[225] L.A. Trouw, N. Daha, F.A.S. Kurreeman, S. Böhringer, G.N. Goulielmos, H. 
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