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RATIONALE

» Large variability between Next Generation Sequencing (NGS) tests throughout * To expand molecular profiling of tumors in order to improve immune-
laboratories in the Netherlands. and targeted treatment selection and outcomes in patients with
* Increasing application of immunotherapy, while only a selected group will advanced melanoma and NSCLC . WP: 1,2,3
benefit: need for biomarker e To project long-term cost-effectiveness, budget impact, and relevant
e Consequence: J quality of life due to side effects and I healthcare costs. patient, organizational & legal issues related to the introduction of WGS
* How can we apply NGS to select patients who will benefit from immuno- or compared to standard diagnostics. WP: 4,5,6

targeted therapy?
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