Single tube liquid biopsy for NSCLC
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STUDY 97 Non-small cell lung cancer (NSCLC) COUNTING The presence of biomarkers above the
patients before treatment were analyzed with: threshold (green bar) was determined for each

patient. 43% of the patients have one or more

“ CellSearch for EpCAM positive CTC biomarkers present in their blood.
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% Isolation and sequencing of plasma for EpCAM+ EpCAM- ctDNA
circulating tumor DNA (ctDNA) CTC CTC
Median 0 0 9 2.8
. Mean 4 1 28 6.6
All from a single tube of blood Min O 0 0 0.2
Max 186 6 381 60.4
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Overall survival

CONCLUSION Presence of EpCAM+ CTC, tdEV and

CctDNA are associated with poor overall survival in
NSCLC and are significant predictors for OS,
whereas EpCAM-/low CTC are not. What treatment
relevant information can be extracted from these
predictive biomarkers?

EpCAM+ CTC EpCAM-— CTC

1,0- Log-Rank test p=0.011 1,0- Log-Rank test p=0.562

Presence in patients

ctDNA In CellSave or EDTA plasma samples the

presence of >10% mutant alleles in ctDNA was
determined with the mFAST-SeqS method.

MUTATIONS IN PLASMA 14 patients were
sequenced for mutations detected in primary tumeor:

% All patients had <10% mutant alleles

1 patient with EpCAM+ CTC

5 patients with EpCAM- CTC

1 patient with EpCAM+ and EpCAM- CTC

/ patients without any CTC
< The mutation was found in all patients with CTC
% In 3 patients without CTC the mutation was
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