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We are very pleased to present this special section of the Com-

puters and Graphics Journal (C&G). It features six articles within

the scope of the EG Workshop on Visual Computing for Biology

and Medicine, which took place for the 9th time on September 4–

6, 2019, in Brno, Czech Republic. At the workshop, 16 full papers, 2

surveys, and 11 short papers were presented, addressing the state

of the art in visual computing research with a strong focus on ap-

plications in biology and medicine. The presented papers covered

relevant and innovative visual computing solutions for medicine,

healthcare, and the biotechnology sector by integrating elements

from visualization, visual analytics, computer graphics, image pro-

cessing, computer vision, and human-computer interfaces, guided

by domain expertise in biology and medicine. 

For this special section of C&G on Visual Computing for Biology

and Medicine, we solicited significantly extended and revised

versions (at least 30% of additional material) of full papers pre-

sented at VCBM 2019, as well as original works and surveys

related to the VCBM topics. All submissions have been fully

peer-reviewed by at least three experts according to the standards

of Computers and Graphics, drawing on members of the VCBM

program committee, and on additional researchers in the field.

Consequently, we accepted the six papers that are now collected

in this special section. The section includes a survey on medical

animation, covering applications in medical education, diagnosis,

treatment planning and forensics [1] , one paper that proposes a

novel approach for the visual exploration of large normal mode

spaces to study protein flexibility [2] , one paper presenting a

complete system for the data extraction and visual exploration

of colon contents and morphological data [3] , and three visual

analytics papers, addressing the exploration and analysis of pelvic

organ variability in cohorts of patients undergoing radiotherapy

[4] , the interactive exploration of metabolite signatures in MR

spectroscopy studies [5] , and explainability in clinical decision

support, inspired by decision making within clinical routine [6] . 

The VCBM workshop and, by extension, this special section

would not have been possible without the hard work of all au-

thors, and the members of our program committee. Additionally,

we gratefully acknowledge the full, short, and poster co-chairs for

their help, work, and support of this event. 
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