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Genetic diversity and selection of Tibetan sheep breeds  
revealed by whole-genome resequencing
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Objective: This study aimed to elucidate the underlying gene regions responsible for 
productive, phenotypic or adaptive traits in different ecological types of Tibetan sheep 
and the discovery of important genes encoding valuable traits.
Methods: We used whole-genome resequencing to explore the genetic relationships, phylo-
genetic tree, and population genetic structure analysis. In addition, we identified 28 
representative Tibetan sheep single-nucleotide polymorphisms (SNPs) and genomic 
selective sweep regions with different traits in Tibetan sheep by fixation index (Fst) and the 
nucleotide diversity (θπ) ratio.
Results: The genetic relationships analysis showed that each breed partitioned into its own 
clades and had close genetic relationships. We also identified many potential breed-specific 
selective sweep regions, including genes associated with hypoxic adaptability (MTOR, 
TRHDE, PDK1, PTPN9, TMTC2, SOX9, EPAS1, PDGFD, SOCS3, TGFBR3), coat color 
(MITF, MC1R, ERCC2, TCF25, ITCH, TYR, RALY, KIT), wool traits (COL4A2, ERC2, 
NOTCH2, ROCK1, FGF5, SOX9), and horn phenotypes (RXFP2). In particular, a horn-
related gene, RXFP2, showed the four most significantly associated SNP loci (g. 29481646 
A>G, g. 29469024 T>C, g. 29462010 C>T, g. 29461968 C>T) and haplotypes.
Conclusion: This finding demonstrates the potential for genetic markers in future molecular 
breeding programs to improve selection for horn phenotypes. The results will facilitate the 
understanding of the genetic basis of production and adaptive unique traits in Chinese 
indigenous Tibetan sheep taxa and offer a reference for the molecular breeding of Tibetan 
sheep.
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INTRODUCTION

Tibetan sheep are one of the three coarse wool sheep breeds in China and are mainly dis-
tributed across Qinghai, Tibet, Gansu Sichuan provinces and their adjacent high altitude 
cold areas. It has the unique characteristics of cold zone breed resources in the Qinghai-
Tibet Plateau and is the dominant breed and valuable gene pool in the Qinghai-Tibet 
Plateau. Previous investigations have indicated that Tibetan sheep initially stepwise spread 
onto the Qinghai–Tibetan Plateau from its northeastern part 3,100 years ago following 
the expansions of the Di-Qiang people and then spread further from the southwest to the 
center 1,300 years ago [1,2].
 Since then, Tibetan sheep have been raised to provide fur and meat products for nomads, 
playing an important role in agriculture, economics, culture and even religion [3] as well 
as being crucial to long-term human settlement at high altitudes. The spread of Tibetan 
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sheep on the Qinghai-Tibet Plateau represents an impor-
tant event of human occupation of the plateau in the late 
Holocene [1]. Tibetan sheep mainly live in the region of 
the Qinghai-Tibet Plateau with a nomadic culture. Due to 
natural geographical isolation and the rare invasion of exotic 
species, Tibetan sheep have rich genetic resources and par-
ticular local characteristics, with 16 indigenous populations 
of approximately 2.3 million distributed over 2.5 million 
km2 on the Qinghai-Tibet Plateau [4]. Under the influence 
of geographical distribution and artificial selection, Tibetan 
sheep can be divided into three ecological groups, namely, 
plateau, mountain-valley and Oula types.
 Tibetan sheep have formed some unique breeds with 
valuable genetic resources in the process of adapting to the 
local environment by the different needs and preferences of 
human beings, such as Speckled and Zeku sheep. These in-
digenous sheep breeds have rich particular morphological 
features (e.g., horn morphology, ear size, tail length, coat color, 
etc.), disease resistance, reproductive performance and envi-
ronmental adaptability. Tibetan sheep breeds in different 
regions left different genomic selection marks on the genome, 
and the frequency of these imprinted fragments increased in 
the process of Tibetan sheep domestication generation by 
generation and eventually became fixed in some Tibetan do-
mestic breeds, which are valuable materials for researchers 
to study. However, as a result of genetic drift and a lack of 
systematic breeding and conservation measures, indigenous 
groups are facing the crisis of population reduction and loss 
of excellent genetic resources. Indigenous sheep breeds have 
relatively small numbers, and it is evident that they have de-
clined steadily over the past two decades [5]. Such a great 
reduction could result in the loss of unique genetic variation 
in sheep populations. However, little is known about the ge-
netic basis of the rich phenotypic diversity of different local 
groups of Chinese native sheep breeds.
 Hence, we collected and newly sequenced whole genome 
resequencing data of six representative Tibetan sheep breeds. 
By analysing single nucleotide polymorphisms, genetic variant 
annotation and selected signals, candidate genes related to 
phenotypic traits were identified using selective sweep map-
ping, which revealed the potential genetic basis of genetic 
diversity and some valuable genetic resource footprints of 
Tibetan sheep with natural selection advantages.

MATERIALS AND METHODS 

Animal care
The study was conducted according to the guidelines of the 
Institutional Animal Care and Use Committee of Institute of 
Animal Science and Veterinary Medicine, Chinese Academy 
of Sciences (IACUC2021311). 

Animals and whole-genome sequencing
We sampled ear tissues from 28 female sheep of six geo-
graphical and phenotypic representative Tibetan sheep breeds 
in Qinghai Province. The sample information, such as species 
names, codes, sampling sites and altitude, longitude and 
latitude, and phenotype/features, is shown (Figure 1A; Sup-
plementary Table S1). All tissue samples were preserved in 
95% alcohol and stored at –80°C for later genomic analysis. 
Total genomic DNA was extracted from samples, and at 
least 3 μg genomic DNA was used to construct paired-end 
libraries of 2×150 bp using paired-end sequencing. These li-
braries were sequenced using the Illumina NovaSeq6000 at 
Personalbio (Shanghai, China).

Read processing and variant calling
FASTP Toolkit v0.18.0 was used for quality control of the 
raw reads according to three stringent filtering standards: i) 
removing reads with ≥10% unidentified nucleotides (N); ii) 
removing reads with >50% bases having Phred quality scores 
of ≤20; and iii) removing reads aligned to the barcode adapter. 
The Burrows–Wheeler Aligner was used to align the clean 
reads from each sample against the reference genome (https:// 
www.ncbi.nlm.nih.gov/genome/?term=Ovis%20aries) with 
the settings ‘mem 4 -k 32 -M’, where −k is the minimum 
seed length and −M is an option used to mark shorter split 
alignment hits as secondary alignments [6]. Variant calling 
was performed for all samples using GATK’s Unified Geno-
typer [7]. Single-nucleotide polymorphisms (SNPs) and 
InDels were filtered using GATK’s Variant Filtration with 
proper standards (-Window 4, -filter "QD<2.0 || FS>60.0 || 
MQ<40.0, -G_filter "GQ<20"), and those exhibiting segrega-
tion distortion or sequencing errors were discarded [8]. To 
determine the physical positions of each SNP, the software 
tool ANNOVAR [9] was used to align and annotate SNPs or 
InDels. structural variation (SV) types included translocations, 
inversions and insertion events, and SVs were determined 
by the software breakdancer (Max1.1.2.) [10]. Copy number 
variants (CNVs) were classified by CNVnator (0.3.2) [11].

Population genetic analyses
The resulting SNP-only dataset was analysed using a maximum 
likelihood algorithm. A phylogenetic tree was constructed 
using PHYML 3.0 [12] software and fast Tree based on the 
selected best nucleotide substitution model of generalized 
time reversible. Node support was estimated with 1,000 
bootstrap replicates. The SNP dataset with minor allele fre-
quency (MAF) <0.05 removed was used to perform principal 
component analysis using GCTA to estimate the variance 
explained by genome-wide SNPs. Structure 2.3.4 [13] was 
used to estimate the population genetic structure, which 
implies the genetic ancestry of each sample, with the Bayesian 
method.

https://www.ncbi.nlm.nih.gov/genome/?term=Ovis%20aries
https://www.ncbi.nlm.nih.gov/genome/?term=Ovis%20aries
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with strong selective sweep signals along the genome, which 
should harbor genes that underwent a selective sweep. To 
detect genome selection signatures and SNPs related to im-
portant phenotypic traits, both the Fst and θπ in the top 5% 
were considered to be potentially positively selected regions.

Enrichment analysis of selected candidate genes
Gene ontology and Kyoto encyclopedia of genes and ge-
nomes (KEGG) [14,15] enrichment analyses for all candidate 
genes were performed with DAVID 6.8 [16], and KEGG or-
thology annotation in the Pathway database were used to 
uncover the biological functional pathways. The calculated p 
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Figure 1. Geographic distribution and genetic diversity analyses. (A) Geographic distribution of six Tibetan sheep breeds in Qinghai. The map was 
generated using Adobe Illustrator software. (B) Mutation spectrum analysis. The colored bars represent the number of six SNP mutations and the 
proportion of Ts and Tv in the genome. Ts, transition; Tv, transversion.  (C) Functional classification of the detected SNPs. (D) The length and num-
ber of indels in six Tibetan sheep breeds. Black and red dots represent the number of insertions and indels, respectively. Colored and gray pillars 
represent the lengths of insertions and indels, respectively. (E) The number of different types of SVs. DEL, deletions; INS, insertions; INV, inver-
sions; CTX, interchromosomal translocation; ITX, intrachromosomal translocation; SNP, single-nucleotide polymorphism. 



994  www.animbiosci.org

Tian et al (2023) Anim Biosci 36:991-1002

with FDR ≤0.05 as a threshold. Pathways meeting this con-
dition were defined as significantly enriched pathways in 
genes.

Sanger sequencing validation and detection of selective 
loci
To confirm the SNPs detected in exons of the genes identi-
fied by sweep analysis, 50 hornless and 50 horned sheep were 
selected, and primers were designed for Sanger sequencing 
(Supplementary Table S17) using Primer3 v0.4.0 (1) [17] and 
SNaPshot minisequencing.

RESULTS 

Sequencing, mapping and genetic variation
Whole-genome sequencing of 28 samples generated a total 
of 15.84 billion paired-end raw reads with a 400-bp insert 
size, and stringent quality filtering yielded 15.26 billion reads 
at a total of 560× effective sequence depth for the subsequent 
analyses. Clean reads were aligned to the reference genome 
with a coverage rate of 99.39% and mapping rate of 99.91% 
(Supplementary Table S2). The transition-to-transversion 
average ratio (ts/tv) was 2.36 (Figure 1B; Supplementary Table 
S3). A total of 34.57 million SNPs were obtained, and used for 
subsequent analyses. Most of the high-quality SNPs (61.59%) 
were present in intergenic regions with T/C and A/G re-
placement, with only 0.69% located in exonic regions. The 
remaining SNPs were located upstream (0.59%) and down-
stream (0.62%) of the open reading frame in introns (35.54%) 
and untranslated regions (3%). Exons contained 0.69% of the 
total SNPs, with 95,484 nonsynonymous SNPs and 131,946 
synonymous SNPs, which resulted in a nonsynonymous/
synonymous ratio of 0.724 (Figure 1C; Supplementary Table 
S4). In addition, an average of 885,612 insertions and 1,010,337 
deletions were identified for six indigenous sheep (Figure 
1D; Supplementary Table S5). Most indels were located in 
intergenic regions (Supplementary Figure S1,S2) and be-
longed to frameshift deletion/insertion, which were enriched 
for sizes that were multiples of three lengths (3n). We de-
tected 7,105, 7,865, 7,612, 7,079, 7,036, 7,430, and 7,039 
CNVs after quality control on a per sample and on a per 
CNV basis in Qinghai black Tibetan sheep (HZ), Qumaari 
Speckled sheep (BD), Plateau Tibetan sheep (GY), Oula 
sheep (OL), Zeku sheep (ZK), Valley Tibetan sheep1 (SG1), 
and Valley Tibetan sheep2 (SG2), respectively (Supplemen-
tary Table S6). A total of 601,986 reliable SVs were detected. 
Among these, 1,609 were insertions, 327,658 were deletions, 
55,889 were inversions, and 216,830 were chromosomal 
translocations (Figure 1E; Supplementary Table S7).

Population genetic structure
To explore the relationships among the Tibetan sheep breeds 

under investigation, we constructed a phylogenetic tree by 
using the weighted method. The resulting traditional→ 
rectangular type of neighbor-joining tree supported the 
evidence of separations occurring between breeds, with 
each breed partitioned into its own clades (Figure 2A). How-
ever, hornless traits did not cause genetic differentiation 
within varieties showed that GY, HZ, OL, and ZK were ge-
netically clustered tightly at an intermediate position, while 
parts of BD and SG were separated from them (Figure 2B). 
To further estimate the proportion of common ancestry 
among breeds, we performed a population structure analysis 
for a range of K (K = 2 to 4) (Figure 2C). At K = 2, SG showed 
strong genetic differentiation from the other groups. At K 
= 3, BD tended to be separated from the main population 
in another direction, while other breeds were distributed 
across the two remaining clusters. When K = 4, SG showed 
evidence of admixture, while GY, HZ, and OL were much 
closer to ZK.

Genome-wide selective sweep study
Hypoxic adaptability: Tibetan sheep breeds are well adapt-
able to the high-altitude stress of the environment, and they 
are also an excellent model for rapid adaptation to extreme 
environments. Genomic regions with a high Fst and nucleo-
tide diversity ratio (θπ) were identified relative to hypoxic 
adaptability. We detected 2,279, 2,464, 2,460, and 2,517 po-
tentially positive selection regions identified for BD (Fst>0.29, 
θπ>2.10), GY (Fst>0.19, θπ>2.40), HZ (Fst>0.20, θπ>2.35), 
and OL (Fst>0.21, θπ>2.33) (Supplementary Table S8), cor-
responding to 888, 891, 897, and 928 candidate genes on 
breed-specific selection events, respectively, while 209 iden-
tical selective regions (121 co-selection genes) were shared 
by all four breeds (Figure 3A, 3B; Supplementary Table S12). 
These shared genes were selected across the four breeds through 
responses that critically involve the mammalian target of ra-
pamycin (MTOR) under plateau environments. Comparison 
with genomic regions around the MTOR locus showed a 
higher level of population differentiation (Fst(BD vs SG) = 0.38, 
Fst(GY vs SG) = 0.27, Fst(HZ vs SG) = 0.29, Fst(OL vs SG) = 0.29; Supple-
mentary Table S8). Several positively selected genes associated 
with hypoxic adaptability were found in one or more groups, 
including thyrotropin-releasing hormone degrading enzyme 
(TRHDE) in ZK, GY, OL, and BD, pyruvate dehydrogenase 
kinase 1 (PDK1) in OL and ZK, protein tyrosine phospha-
tase non-receptor type 9 (PTPN9) in SG1, transmembrane 
O-mannosyltransferase targeting cadherins 2 (TMTC2) in 
GY and BD, SRY-box transcription factor 9 (SOX9) in OL 
and BD, endothelial PAS domain protein 1 (EPAS1) in GY 
and OL, platelet-derived growth factor D (PDGFD) in OL, 
suppressor of cytokine signaling 3 (SOCS3) in BD and OL, 
and transforming growth factor beta receptor 3 (TGFBR3) 
in HZ.
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Figure 2. Population genetic analysis. (A) Plots of principal components 1 and 2 for the 28 individuals. (B) Neighbor-joining tree constructed from 
single-nucleotide polymorphism data among six sheep populations. (C) Genetic structure analysis of samples using Admixture, with changing an-
cestral populations from K = 2 to K = 4.

Figure 3. Venn diagrams of common selected regions for hypoxic adaptability (A) and corresponding genes (B) among different comparisons. 
Venn diagrams of common selected regions for coat color (C) and corresponding genes (D) among different comparisons.
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 Kyoto encyclopedia of genes and genomes enrichment 
analyses were performed on the highlighted candidate genes. 
There were 15, 22, 16, and 14 significant KEGG terms (p<0.05) 
for BD, GY, HZ, and OL, respectively (Supplementary Table 
S13). Genes selected by at least three breeds were enriched 
in significantly enriched pathways, including dopaminergic 
synapse, glutamatergic synapse, and phospholipase D sig-
naling pathways. This indicates that the adaptation to the 
hypoxic environment of Tibetan sheep is regulated by certain 
pathways involving some important genes, such as PDGFD, 
MTOR, adenylate cyclase 5 (ADCY5), homer scaffold protein 
1 (HOMER1), and protein phosphatase 2 regulatory subunit 
Bbeta (PPP2R2B), indicating functional importance.
 Coat color: Considering the physical characteristics of the 
coat color, we utilized the broader approach of comparing 
the BD, ZK, GY, and OL breeds (control) to apparently coat 
color different HZ (black Tibetan sheep) (case). There were 
2,016, 2,639, 2,483, and 2,628 selective regions identified for 
BD (Fst>0.24, θπ<0.35), ZK (Fst>0.15, θπ<0.50), GY (Fst>0.14, 
θπ<0.54), and OL (Fst>0.16, θπ<0.49) (Supplementary Table 
S9), corresponding to 824, 914, 939, and 870 candidate genes 
for breed-specific selection events, respectively, while 37 identi-
cal selective regions (27 co-selection genes) were shared by 
all four breeds (Figure 3C, 3D; Supplementary Table S12). 
These shared genes were selected through responses that 
critically involve the microphthalmia-associated transcrip-
tion factor (MITF). Comparison with genomic regions around 
the MITF locus showed a higher level of population differ-
entiation (Fst(BD vs HZ) = 0.48, Fst(GY vs HZ) = 0.44, Fst(OL vs HZ) = 
0.41, Fst(ZK vs HZ) = 0.37; Supplementary Table S9), suggesting 
that a strong selective sweep occurred in these genes. Several 
genes associated with hypoxic adaptability appeared to be 
targets of positive selection, including melanocortin 1 recep-
tor (MC1R) in HZ, excision repair cross-complementing 2 
(ERCC2) in HZ, transcription factor 25 (TCF25) in BD and 
OL, itchy E3 ubiquitin protein ligase (ITCH) in HZ and BD, 
tyrosinase (TYR) in GY, ZK and SG1, RALY heterogeneous 
nuclear ribonucleoprotein (RALY) in OL, and KIT proto-
oncogene receptor tyrosine kinase (KIT) in ZK.
 KEGG pathway analysis showed that 16, 41, 36, and 14 
terms were significantly enriched (p<0.05) for BD, GY, OL, 
and ZK relative to HZ, respectively (Supplementary Table 
S14). Genes selected by at least three breeds were enriched 
in significantly enriched pathways, including melanogenesis, 
cAMP signaling pathway, calcium signaling pathway, and 
glutamatergic synapse.
 Wool traits: Tibetan carpet wool is not only a protective 
material against environmental changes but also an impor-
tant economic trait. We employed a comprehensive approach 
by comparing the long-haired fiber breeds of HZ, ZK, and 
GY (cases) with the short-haired fiber breed of OL (controls), 
and we detected 2,663, 2,797, and 2,563 selective regions iden-

tified for HZ (Fst>0.16, θπ>1.95), ZK (Fst>0.29, θπ>2.10), 
GY (Fst>0.14, θπ>1.81) (Supplementary Table S10), corre-
sponding to 886, 885, and 941 candidate genes, respectively, 
on breed-specific selection events, while 96 identical selec-
tive regions (50 co-selection genes) were shared by all three 
breeds (Supplementary Figure S3, S4; Supplementary Table 
S12). Several shared genes within these regions may be related 
to wool fiber traits, including collagen type IV alpha 2 chain 
(COL4A2) (Fst(GY vs OL) = 0.17, Fst(HZ vs OL) = 0.20, Fst(ZK vs OL) = 
0.21; Supplementary Table S2), and ELKS/RAB6-interacting/
CAST family member 2 (ERC2) (Fst(GY vs OL) = 0.15, Fst(HZ vs OL) 
= 0.25, Fst(ZK vs OL) = 0.24; Supplementary Table S10). Several 
genes associated with wool traits showed clear evidence of 
positive selection, including notch receptor 2 (NOTCH2) 
in ZK and GY, Rho associated coiled-coil containing protein 
kinase 1 (ROCK1) in GY, fibroblast growth factor 5 (FGF5) 
in GY and HZ, and SOX9 in BD and OL.
 KEGG pathway analysis showed that 32, 15, and 37 terms 
were significantly enriched (p<0.05) for GY, ZK, and HZ rel-
ative to OL, respectively (Supplementary Table S15). Common 
selected genes were closely related to extracellular matrix 
-receptor interactions, focal adhesion, the relaxin signaling 
pathway, and the cancer pathway. These findings suggest 
that wool length-related genes are pervasive targets of posi-
tive selection because of their critical role in carpet wool 
breed selection.
 Horn phenotypes: Tibetan sheep are the dominant breed 
with an excellent gene pool on the Qinghai-Tibet Plateau, 
and some rams and ewes showed no horns. Selective sweeps 
across the sheep genome in three horned populations, SG2, 
ZK, and OL, were detected by comparison with polled SG1. 
There were 2,598, 2,768, and 2,691 selective regions identi-
fied for SG2 (Fst>0.13, θπ<0.57), ZK (Fst>0.17, θπ<0.49), and 
OL (Fst>0.19, θπ<0.48) (Supplementary Table S11), corre-
sponding to 895, 927, and 976 candidate genes in breed-specific 
selection events, respectively, while 40 identical selective re-
gions (30 co-selection genes) were shared by all three breeds 
(Supplementary Figure S5, S6; Supplementary Table S12). 
Relaxin family peptide receptor 2 (RXFP2) gene (Fst(ZK vs SG1) 
= 0.22, Fst(OL vs SG1) = 0.35, Fst(SG2 vs SG1) = 0.22; Supplementary 
Table S11) within shared regions may be related to the horn-
less phenotype.
 KEGG pathway analysis showed that 34, 16, and 25 terms 
were significantly enriched (p<0.05) for ZK, OL, and SG2 
relative to SG1, respectively (Supplementary Table S16). The 
RXFP2 gene was significantly enriched in the Relaxin signal-
ing pathway, which may also be the difference between the 
polled and horned phenotypes.

A horn-related locus RXFP2 underlies selection in six 
sheep breeds
We investigated selected RXFP2 gene-adjacent regions in the 
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genomic region of the six Tibetan sheep breeds at chromo-
some 10 spanning a 400 kb region. The sweep region exhibits 
a higher differentiation (Fst(IZK vs SG1) = 0.20, Fst(IOL vs SG1) = 0.11) 
and a lower heterozygosity (θπZK/θπSG1 = 0.22, θπOL/θπSG1 = 
0.27) (Figure 4A, 4B). The RXFP2 gene was selected for 
further analysis of the association between the polymorphic 
loci and horned phenotype by Sanger sequencing and 
SNaPshot minisequencing. The four most significantly as-
sociated frequencies of SNPs for the horned phenotype 
were located on chromosome 10 (g. 29481646 A>G, p = 
0.048, g. 29469024 T>C, p = 0.010, g. 29462010 C>T, p = 
0.007, g. 29461968 C>T, p = 0.074 E3; Figure 4C, 4D, 4E, 
4F; Supplementary Table S18) within the RXFP2 gene. Four 
haplotypes incorporating three SNPs were identified within 
the 7 Kb LD block, which included the abovementioned 
SNPs on chromosome 10 (Figure 4G, 4H). Of the associated 
haplotypes, three were observed at a higher frequency in 
the polled population. Two nonsynonymous mutations 
cause amino acid sequence changes in the translated pro-
tein (Supplementary Table S18).

DISCUSSION

Native sheep breeds were the dominant breed with a gene 
pool exhibiting a rich diversity of phenotypes and produc-
tion traits [2]. The phenotypic polymorphism of Tibetan 
sheep is largely the result of natural and artificial selection. 
Due to the rise and development of human civilization, dif-
ferent domestic animal groups were subjected to strong 
artificial selection and show a high degree of phenotypic 
polymorphism. However, few reports have focused on the 
comparison of different taxa of landraces at the genomic 
level. In the present study, the genetic variation of different 
groups of Tibetan sheep was analysed. These animals were 
separated into various local breeds, within which distinctive 
traits were observed. Our analyses revealed the selection sig-
natures that help provide potential genomic evidence linking 
indigenous sheep breeds with their unique morphological 
traits.
 The six indigenous sheep breeds used in this study are 
widely distributed and have their own distinctive traits. Due 
to living in cold environments of the highlands, GY, HZ, ZK, 
and SG sheep are covered with long and thick wool fiber, 
whereas the wool of BD and OL sheep is thick and short and 
has almost no textile value. The coat color of wool fibers is 
mainly white but also black and brown. Interestingly, BD sheep 
coat color is mainly dark brown and tan, and there are brown 
and black brown spots on the white rump (Figure 1).
 Unique genomic features and precise molecular regula-
tory elements ensure the adaptation of plateau species to 
high-altitude environments. Many intensive studies have 
been performed, such as studies on the mechanisms un-

derlying the adaptive evolution of yaks [18], insights into 
the rapid adaptation of local sheep to extreme environments 
[19], associations between CNV variation and high-altitude 
adaptation of Chaidamu cattle [20], high-altitude adapta-
tion in the Tibetan horse [21], and high-altitude Tibetan 
semiwild wheat [22]. Genome-wide association studies 
and selective sweep tests using mathematical approaches to 
pinpoint candidate causal genes and variants for related 
traits have been proven to be an effective strategy [23]. We 
conducted a comprehensive study to identify the selection 
characteristics of Tibetan sheep in different regions and 
found some genetic variations associated with hypoxic adap-
tive performance. Mechanistic target of rapamycin (MTOR) 
controls biomass accumulation and metabolism by modu-
lating key cellular processes [24]. Hypoxia-inducible factor 
1α (HiF1α) translation is heavily influenced by MTOR, and 
activating mutations in MTOR increase HiF1α expression 
to influence the hypoxia-induced transcriptional landscape 
[25-27]. Pairwise comparison of genetic differentiation be-
tween sheep inhabiting high-altitude and low-altitude 
environments identified selection signatures in the MTOR 
genes that have been associated with high-altitude adaptation 
[28]. The PDGFD has been found to be a hypoxia-inducible 
gene. Under hypoxic conditions, HIF1α can induce the ex-
pression of PDGFD and then increase the protein level and 
activity of HIF1α, which plays a key role in promoting cell 
growth [29]. Moreover, SOCS3, TGFBR3 [30], PDK1 [19], 
and EPAS1 [30] genes involved in hypoxic adaptation were 
positively selected. Tibetan sheep have stable genetic per-
formance in adapting to hypoxic environments, which can 
induce a series of adaptive genomic footprints that play an 
important role in the response to extreme high-altitude 
stress.
 The highly diversified coat of domesticated animals large-
ly reflects the differences in people's preferences, or because 
some special color was linked to domestication traits, includ-
ing docile, birth rate and growth rate and may have become 
fixed. In the local taxa of Tibetan sheep, there are black, white, 
brown, color and other phenotypes, among which white is 
more common. The MITF is an activator of tyrosinase family 
genes and melanin biosynthesis, as it connects melanogenesis 
with other signaling pathways [31]. MITF plays a key role in 
the modulation of hair pigmentation in mammals. Studies 
have shown that the black coat of Tibetan sheep is related to 
high MITF expression in hair follicles, and both MITF mRNA 
and protein levels were significantly higher in both solid-
black skin tissue and black-spot tissue than in white-color 
tissue [32]. These genes were also associated with coat color, 
such as MC1R, TCF25 [33], RALY [34], KIT [35], and TYR 
[36]. The fleece of carpet or coarse wool sheep is dominated 
by long and thick medullated wool developed from primary 
wool follicles [37], and hair follicle development is essential 



998  www.animbiosci.org

Tian et al (2023) Anim Biosci 36:991-1002

Figure 4. Characterization of selection signals around the horn-related gene RXFP2 gene locus and correlation of horn phenotypes. (A) Fst and θπ 
statistics plotted over an approximately 400-kb region surrounding RXFP2. (B) Haplotypic distributions among 28 sheep of a local region of 
RXFP2 (chromosome 10: 29,450,000 to 29,600,000 bp). The allele consistent with the reference genome is indicated in yellow, and the derived al-
lele is indicated in blue. (C) Genotype frequency at locus RXFP2-CDS09_SNP-49. (D) Genotype frequency at locus RXFP2-CDS09_SNP-25. (E) 
Genotype frequency at locus RXFP2-CDS09_SNP-144. (F) Genotype frequency at locus RXFP2-CDS09_SNP-186. (G) 7-kb LD block. (H) Four hap-
lotypes within the sampled sheep population. RXFP2, relaxin family peptide receptor 2.
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for the genetic basis of sheep production traits. COL4A2 is a 
key molecule and a key gene involved in collagen fibrillo-
genesis [38]. COL4A2 may regulate secondary hair follicle 
growth [39]. ERC2 is involved in neurotransmitter release by 
binding cytomatrix at the active zone (CAZ) proteins [40] 
and was shown to be a significant feature related to behavior 
evolution in domestic animals [41,42]. NOTCH2 is involved 
in hair follicle cycling and participates in multiple wingless-
type (WNT), mitogen-activated protein kinase (MAPK), 
and notch signaling pathways [43]. NOTCH2 is involved in 
hair follicle morphogenesis and skin development, and it 
may regulate cashmere fineness [44].
 To reduce injury risk to the handlers and other farm ani-
mals, reduce economic losses, and for animal welfare reasons, 
efforts are taken to breed hornless sheep. More and more ar-
tificial interventions are involved in breeding genetically 
hornless sheep in recent years. The RXFP2 locus not only 
controls horn type but is also is a QTL with a major contri-
bution to heritable variation in horn size in normal-horned 
males [45,46]. One study found that an 1,833-bp genomic 
insertion located in the 3’-UTR of RXFP2 was associated 
with polledness [47]. Several novel mutations were identi-
fied in ovine RXFP2, which is a prime candidate gene for 
horn type and size indigenous sheep breeds in China, a syn-
onymous mutation, p. P375 (c.1125A>G) is regarded as an 
indicator for the presence and absence of horns in Tan sheep 
[48]. To date, causal mutation(s) of the horn phenotype have 
not been definitively identified. Although RXFP2 has been 
successfully mapped to the genome, there are some differ-
ences in RXFP2 association among different breeds, and the 
complex and variable results indicate that the inheritance of 
hornless phenotype genes is complicated. In these studies, 
mapped loci only explain a small portion of the overall ge-
netic variation. Any causal sites for polledness in ruminants 
warrant additional experimentation.

CONCLUSION

Our experimental strategy relies on whole-genome rese-
quencing to detect potentially selective scanning regions that 
include novel genes and important pathways associated with 
hypoxic adaptation, coat color, wool, and hornless traits. These 
results provide new ideas for the formation of the unique 
production and adaptation characteristics of Tibetan native 
sheep breeds and provide a scientific basis for the genetic 
basis of phenotypic variation diversity.
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Fig.s1 The pie plot shows annotated SNPs.







Fig.s2 The pie plot shows annotated SNPs at exonic regions.







Fig.s3 Venn diagrams of common selected regions for wool traits.







Fig.s4 Venn diagrams of common selected genes for wool traits.







Fig.s5 Venn diagrams of common selected regions for horn phenotypes.







Fig.s6 Venn diagrams of common selected genes for horn phenotypes.








Supplementary Table1. Sample information of six indigenous Tibetan sheep breeds in Qinghai


Species Breed  Code Sample Site Altitude(m) Latitude(0


N)
Longitude(0


E)
Phenotype/Feature


Grassland GY Tianjun County, Haixi Mongolian and
Tibetan Autonomous Prefecture 3352 37.18 99.12 Fiber(carpet wool),


Horned


Valley SG1 Huzhu County, Haidong City 2913 36.71 102.1 Fiber(carpet wool),
Horned


Valley SG2 Huzhu County, Haidong City 2913 36.71 102.1 Fiber(carpet wool),
Hornless


Black HZ Hainan Tibetan Autonomous Prefecture
Guinan County 2918 36.29 100.63 Black coated(black


fur), Horned


Qumaari
Speckled BD Qumaari Village, Zeku County, Huangnan


Tibetan Autonomous Prefecture 3704 34.96 101.84
Meat, higher body
weight, speckled,
Horned


Zeku ZK Zeku County, Huangnan Tibetan
Autonomous Prefecture 3662 35.04 101.47 Meat, Horned


Oula OL Henan County, Huangnan Prefecture 3538 34.74 101.61
Meat, higher body
weight, tawny coated,
Horned, high fertility


Ovis aries







Supplementary Table2. Sequencing reads,  alignment  statistics and  mean genome-wide coverage of each sample


Reads_Num Total_Bases(bp)
Proportion of
Raw Q20 (%)


Proportion of
Raw Q30 (%)


Clean Reads
(M)


Proportion of
Clean Base (%) Clean Base (Gb)


GY_1 611551140 91732671000 97.11 92.4 586598100 95.92% 86557178866


GY_2 624776106 93716415900 96.92 91.96 596719088 95.51% 88011605642


GY_3 565390970 84808645500 97.14 92.36 543421054 96.11% 80220709964


GY_4 648807520 97321128000 96.95 92.07 619877196 95.54% 91409966698


OL_1 611049336 91657400400 97.89 94.24 592184980 96.91% 87738649083


OL_2 534141524 80121228600 97.72 93.86 516153874 96.63% 76411552331


OL_3 507820734 76173110100 97.61 93.44 492742584 97.03% 72916335934


OL_4 513851334 77077700100 97.24 92.78 490647718 95.48% 72475857863


HZ_1 520325678 78048851700 97.1 92.35 498794148 95.86% 73653755404


HZ_2 611350244 91702536600 97.81 94.22 595669022 97.43% 88129289790


HZ_3 618848128 92827219200 97.72 94 602207762 97.31% 89059897622


HZ_4 589211150 88381672500 97.75 94.06 573649464 97.36% 84853357312


ZK_1 472016560 70802484000 97.17 92.7 449397280 95.21% 66345789487


ZK_2 601406180 90210927000 97.18 92.54 577830774 96.08% 85282206854


ZK_3 538868474 80830271100 97.24 92.62 518329742 96.19% 76559153760


ZK_4 601758146 90263721900 97.03 92.2 575845380 95.69% 84974710819


BD_1 511305860 76695879000 97.29 92.68 491844456 96.19% 72688438411


BD_2 498914288 74837143200 97.2 92.53 479030396 96.01% 70769383105


BD_3 499894628 74984194200 97.17 92.42 480411684 96.10% 70946741709


BD_4 502276640 75341496000 97.49 93.15 485115508 96.58% 71739959579


SG_1 578532698 86779904700 96.86 91.93 552264714 95.46% 81379892384


SG_2 567632722 85144908300 96.91 92.06 542169336 95.51% 79885209347


SG_3 585761800 87864270000 97.06 92.39 560696422 95.72% 82683116106


SG_4 529377242 79406586300 96.74 91.56 506989760 95.77% 74667678966


SG_5 652807604 97921140600 97.82 94.21 636246682 97.46% 94146995050


SG_6 610474484 91571172600 97.79 94.15 594608310 97.40% 87965598794


SG_7 566156954 84923543100 97.84 94.23 551868986 97.48% 81676831865


SG_8 565482238 84822335700 97.8 93.92 549377954 97.15% 81352337197


15839790382 2375968557300 97.34 92.97 15260692374 96.32% 2254502199942Total/Mean


Grassland


Oula


Black


Zeku


umaari Speck


Valley


Breed Pool ID
Raw Data Clean Data







Proportion of
Clean Reads (%)


94.36% 587461676 99.94% 22.56 99.47% 97.86%


93.91% 597660137 99.94% 23.08 99.48% 98.13%


94.59% 544238054 99.94% 20.93 99.44% 97.24%


93.93% 620864948 99.94% 22.96 99.47% 97.70%


95.72% 592232626 99.81% 21.51 99.45% 97.14%


95.37% 515857832 99.74% 18.64 99.24% 92.74%


95.72% 493039223 99.84% 16.75 99.22% 88.83%


94.03% 491055518 99.87% 21.15 99.42% 97.06%


94.37% 499335606 99.90% 20.07 99.39% 96.41%


96.10% 596440193 99.92% 18.13 99.36% 92.98%


95.94% 602903426 99.91% 18.41 99.37% 93.17%


96.01% 574386540 99.92% 17.89 99.36% 93.22%


93.71% 450540692 99.93% 19.39 99.38% 93.94%


94.54% 578895333 99.94% 22.40 99.45% 96.45%


94.72% 518785859 99.83% 20.18 99.27% 93.89%


94.14% 576764885 99.94% 22.27 99.46% 97.79%


94.77% 492521122 99.93% 19.91 99.36% 96.22%


94.56% 479780003 99.94% 19.07 99.32% 95.42%


94.62% 481110521 99.94% 18.88 99.36% 94.91%


95.22% 485846994 99.94% 19.86 99.39% 96.50%


93.78% 553004701 99.93% 20.61 99.43% 97.10%


93.82% 542566237 99.86% 20.41 99.42% 96.75%


94.10% 561385733 99.92% 20.62 99.44% 96.98%


94.03% 507704794 99.93% 20.69 99.43% 97.12%


96.15% 636894182 99.90% 19.07 99.41% 95.06%


96.06% 595391543 99.93% 18.38 99.38% 93.79%


96.18% 552700015 99.94% 16.98 99.35% 91.25%


95.91% 549993912 99.90% 19.94 99.41% 96.41%


94.87% 15279362305 99.91% 20.03 99.39% 95.43%


Coverage_at
_least_4X


Coverage_at_
least_10X


Average
Sequencing


depth


 Mapped_reads
(bp)


Mapping
rate (%)







Sample HOM_REF HET UNKNOWN HOM_ALT Ts Tv Ts/Tv


BD_1 20565561 7934061 102652 5965623 9788814 4110870 2.3812


BD_2 20761217 7490779 101282 6214619 9652529 4052869 2.3817


BD_3 20018397 9052376 86762 5410362 10185823 4276915 2.3816


BD_4 19994397 9087198 84343 5401959 10201384 4287773 2.3792


GY_1 20013554 9180202 73275 5300866 10195714 4285354 2.3792


GY_2 19935826 9296480 73103 5262488 10247568 4311400 2.3769


GY_3 19949988 9234000 83613 5300296 10235532 4298764 2.381


GY_4 19958631 9251223 72170 5285873 10236973 4300123 2.3806


HZ_1 20071614 8988526 80959 5426798 10150465 4264859 2.38


HZ_2 19919623 9240368 78447 5329459 10259020 4310807 2.3798


HZ_3 19980781 9155042 73565 5358509 10219341 4294210 2.3798


HZ_4 19893854 9349644 80268 5244131 10275069 4318706 2.3792


OL_1 20006915 9092175 77489 5391318 10195136 4288357 2.3774


OL_2 20049210 9013736 101783 5403168 10154053 4262851 2.382


OL_3 19979781 9135396 94418 5358302 10207028 4286670 2.3811


OL_4 20025354 9069749 81312 5391482 10183575 4277656 2.3806


ZK_1 20126420 8916970 77722 5446785 10116287 4247468 2.3817


ZK_2 20177359 8846203 69878 5474457 10084057 4236603 2.3802


ZK_3 20080295 8912131 71205 5504266 10147361 4269036 2.377


ZK_4 20023492 9096701 70858 5376846 10192554 4280993 2.3809


SG_1 19989416 9390613 80940 5106928 10208594 4288947 2.3802


SG_2 20146916 9039418 79182 5302381 10097374 4244425 2.379


SG_3 19864891 9649577 73491 4979938 10302751 4326764 2.3812


SG_4 20025433 9175629 80911 5285924 10181124 4280429 2.3785


SG_5 19953610 9467585 76812 5069890 10234997 4302478 2.3789


SG_6 19852319 9598640 80719 5036219 10303579 4331280 2.3789


SG_7 20060110 9202533 71608 5233646 10164843 4271336 2.3798


SG_8 20026033 9123738 92103 5326023 10171182 4278579 2.3772


Supplementary Table3. The result statistics of population SNP in each sample







Type Number Percentage


exonic total 238323 0.69


synonymous SNV 131946 0.38


nonsynonymous SNV 95484 0.28


stopgain 1235 0


stoploss 197 0


unknown 9461 0.03


splicing 788 0


ncRNA total 6434 0.02


ncRNA_exonic 3021 0.01


ncRNA_splicing 6 0


ncRNA_exonic;splicing 0 0


ncRNA_intronic 3407 0.01


intronic 12286032 35.54


intergenic 21289559 61.59


UTR5 102440 0.3


UTR3 220607 0.63


UTR5;UTR3 391 0


upstream 204148 0.59


downstream 212755 0.62


upstream;downstream 6420 0.02


Total 34567897 100


Supplementary Table4. SNP annotation







Type Length Count Percent(%) Type Length Count Percent(%) Type Length Count Percent(%)


Deletion -44 199 0.01081993 Deletion -58 24 0.001259952 Deletion -68 3 0.00015833


Deletion -34 584 0.03175297 Deletion -23 1507 0.079114464 Deletion -68 1 5.24E-05


Deletion -48 124 0.00674207 Deletion -42 267 0.014016962 Deletion -68 2 0.0001049


Deletion -14 6956 0.37820833 Deletion -29 753 0.039530983 Deletion -68 2 0.00010477


Deletion -12 9989 0.54311716 Deletion -65 5 0.00026249 Deletion -67 2 0.00010555


Deletion -20 2970 0.16148343 Deletion -3 99389 5.21772227 Deletion -67 1 5.24E-05


Deletion -54 64 0.00347978 Deletion -39 323 0.016956849 Deletion -67 1 5.25E-05


Deletion -61 15 0.00081557 Deletion -18 4257 0.223483924 Deletion -67 1 5.24E-05


Deletion -50 83 0.00451284 Deletion -68 2 0.000104996 Deletion -66 3 0.00015833


Deletion -16 5208 0.2831669 Deletion -10 14694 0.771405397 Deletion -66 3 0.00015736


Deletion -59 20 0.00108743 Deletion -8 20501 1.076261198 Deletion -66 1 5.24E-05


Deletion -27 994 0.0540453 Deletion -32 723 0.037956043 Deletion -65 2 0.00010555


Deletion -38 387 0.02104178 Deletion -5 42240 2.217514903 Deletion -65 4 0.00020961


Deletion -7 17632 0.95867873 Deletion -16 5423 0.284696575 Deletion -65 4 0.00020981


Deletion -1 423788 23.0419998 Deletion -60 19 0.000997462 Deletion -65 5 0.00026191


Deletion -49 68 0.00369726 Deletion -54 71 0.003727357 Deletion -64 5 0.00026388


Deletion -22 2452 0.13331898 Deletion -14 7248 0.380505398 Deletion -64 6 0.00031441


Deletion -41 176 0.00956939 Deletion -26 1468 0.077067043 Deletion -64 5 0.00026226


Deletion -32 711 0.03865815 Deletion -38 388 0.020369218 Deletion -64 4 0.00020953


Deletion -9 13495 0.73374373 Deletion -1 439000 23.04661559 Deletion -63 4 0.0002111


Deletion -2 168114 9.14061455 Deletion -41 210 0.011024577 Deletion -63 5 0.00026201


Deletion -45 152 0.00826447 Deletion -31 634 0.033283723 Deletion -63 6 0.00031471


Deletion -57 23 0.00125055 Deletion -66 3 0.000157494 Deletion -63 4 0.00020953


Deletion -28 1266 0.06883435 Deletion -22 2546 0.133659871 Deletion -62 5 0.00026388


Deletion -66 2 0.00010874 Deletion -48 110 0.005774778 Deletion -62 6 0.00031441


Deletion -10 14083 0.76571419 Deletion -15 4529 0.237763376 Deletion -62 6 0.00031471


Deletion -46 149 0.00810136 Deletion -4 82498 4.330978799 Deletion -62 8 0.00041906


Deletion -18 4194 0.22803418 Deletion -28 1273 0.066829935 Deletion -61 16 0.00084441


Deletion -60 24 0.00130492 Deletion -30 1042 0.054702901 Deletion -61 17 0.00089084


Deletion -30 965 0.05246852 Deletion -33 493 0.025881507 Deletion -61 18 0.00094413


Deletion -47 99 0.00538278 Deletion -17 3187 0.167311079 Deletion -61 11 0.00057621


Deletion -62 12 0.00065246 Deletion -27 988 0.05186801 Deletion -60 19 0.00100274


Deletion -56 45 0.00244672 Deletion -43 163 0.008557172 Deletion -60 22 0.00115285


Deletion -67 1 5.44E-05 Deletion -61 16 0.000839968 Deletion -60 19 0.00099658


Deletion -37 305 0.01658332 Deletion -20 3173 0.166576108 Deletion -60 23 0.0012048


Deletion -11 7989 0.43437411 Deletion -21 1942 0.101951088 Deletion -59 14 0.00073886


Deletion -36 501 0.02724013 Deletion -50 101 0.005302297 Deletion -59 14 0.00073363


Deletion -40 366 0.01989998 Deletion -51 79 0.004147341 Deletion -59 19 0.00099658


Deletion -19 2272 0.1235321 Deletion -13 6289 0.33015983 Deletion -59 14 0.00073336


Deletion -63 5 0.00027186 Deletion -36 501 0.026301491 Deletion -58 28 0.00147772


Deletion -33 494 0.02685953 Deletion -35 396 0.020789202 Deletion -58 21 0.00110045


Supplementary Table5.The number and length of InDels in each breed


BD GY HZ







Deletion -35 407 0.02212921 Deletion -40 361 0.018951773 Deletion -58 26 0.00136374


Deletion -52 57 0.00309918 Deletion -19 2390 0.125470185 Deletion -58 24 0.00125719


Deletion -58 31 0.00168552 Deletion -34 612 0.032128767 Deletion -57 23 0.00121384


Deletion -26 1468 0.0798174 Deletion -62 6 0.000314988 Deletion -57 20 0.00104805


Deletion -24 1982 0.10776436 Deletion -12 10478 0.550073891 Deletion -57 22 0.00115394


Deletion -29 731 0.03974558 Deletion -46 148 0.007769702 Deletion -57 22 0.00115242


Deletion -25 1137 0.06182042 Deletion -56 42 0.002204915 Deletion -56 40 0.00211103


Deletion -17 2973 0.16164654 Deletion -55 52 0.002729895 Deletion -56 39 0.00204369


Deletion -8 19657 1.06878107 Deletion -49 77 0.004042345 Deletion -56 42 0.00220297


Deletion -53 54 0.00293606 Deletion -47 109 0.00572228 Deletion -56 43 0.00225246


Deletion -3 95132 5.17247191 Deletion -37 315 0.016536865 Deletion -55 49 0.00258601


Deletion -68 2 0.00010874 Deletion -11 8210 0.43100846 Deletion -55 51 0.00267252


Deletion -64 6 0.00032623 Deletion -64 8 0.000419984 Deletion -55 57 0.00298975


Deletion -5 40898 2.22368663 Deletion -45 170 0.008924658 Deletion -55 48 0.00251437


Deletion -65 6 0.00032623 Deletion -52 59 0.003097381 Deletion -54 57 0.00300822


Deletion -55 53 0.00288169 Deletion -2 174446 9.158063559 Deletion -54 65 0.00340615


Deletion -4 79547 4.3250917 Deletion -53 59 0.003097381 Deletion -54 66 0.00346181


Deletion -31 601 0.03267729 Deletion -24 2033 0.106728404 Deletion -54 55 0.00288105


Deletion -42 251 0.01364725 Deletion -7 18323 0.961920586 Deletion -53 52 0.00274434


Deletion -23 1411 0.07671822 Deletion -59 20 0.00104996 Deletion -53 58 0.00303933


Deletion -6 32010 1.74043251 Deletion -6 33129 1.739205758 Deletion -53 52 0.00272749


Deletion -15 4346 0.23629865 Deletion -63 5 0.00026249 Deletion -53 57 0.00298582


Deletion -51 83 0.00451284 Deletion -57 21 0.001102458 Deletion -52 60 0.00316654


Deletion -21 1883 0.10238158 Deletion -25 1205 0.063260072 Deletion -52 65 0.00340615


Deletion -13 6082 0.33068761 Deletion -44 180 0.009449637 Deletion -52 66 0.00346181


Deletion -39 272 0.01478905 Deletion -9 13982 0.734026832 Deletion -52 57 0.00298582


Deletion -43 178 0.00967813 Deletion -57 19 0.000993144 Deletion -51 72 0.00379985


Deletion -19 2239 0.1232213 Deletion -65 6 0.000313624 Deletion -51 68 0.00356336


Deletion -46 154 0.00847525 Deletion -60 24 0.001254497 Deletion -51 76 0.00398633


Deletion -5 40388 2.22271631 Deletion -15 4562 0.238459017 Deletion -51 67 0.00350964


Deletion -29 735 0.04045005 Deletion -9 13983 0.730901456 Deletion -50 97 0.00511925


Deletion -12 9822 0.54054471 Deletion -36 520 0.027180774 Deletion -50 91 0.00476861


Deletion -3 93730 5.15834405 Deletion -25 1187 0.062045343 Deletion -50 87 0.0045633


Deletion -48 120 0.00660409 Deletion -62 9 0.000470436 Deletion -50 89 0.00466207


Deletion -45 141 0.0077598 Deletion -67 1 5.23E-05 Deletion -49 67 0.00353597


Deletion -2 165638 9.11573446 Deletion -18 4324 0.226018586 Deletion -49 68 0.00356336


Deletion -67 2 0.00011007 Deletion -64 8 0.000418166 Deletion -49 67 0.00351427


Deletion -20 2980 0.16400155 Deletion -66 1 5.23E-05 Deletion -49 73 0.00382394


Deletion -50 85 0.0046779 Deletion -43 182 0.009513271 Deletion -48 123 0.00649142


Deletion -27 992 0.0545938 Deletion -35 395 0.020646934 Deletion -48 126 0.00660269


Deletion -36 502 0.02762711 Deletion -37 304 0.015890298 Deletion -48 124 0.00650401


Deletion -64 6 0.0003302 Deletion -5 42556 2.224432693 Deletion -48 120 0.00628593


Deletion -47 104 0.00572354 Deletion -4 82595 4.317299987 Deletion -47 111 0.00585811


Deletion -55 51 0.00280674 Deletion -52 66 0.003449867 Deletion -47 104 0.00544984







Deletion -40 339 0.01865655 Deletion -14 7215 0.377133233 Deletion -47 117 0.00613685


Deletion -53 46 0.00253157 Deletion -55 61 0.003188514 Deletion -47 100 0.00523828


Deletion -22 2443 0.13444825 Deletion -27 1031 0.053891111 Deletion -46 140 0.0073886


Deletion -10 13884 0.76409313 Deletion -42 265 0.01385174 Deletion -46 149 0.00780794


Deletion -44 198 0.01089675 Deletion -11 8287 0.433167443 Deletion -46 145 0.0076055


Deletion -30 966 0.05316292 Deletion -19 2391 0.124979288 Deletion -46 150 0.00785741


Deletion -14 6884 0.37885459 Deletion -30 992 0.051852553 Deletion -45 152 0.00802191


Deletion -41 163 0.00897055 Deletion -10 14707 0.768745456 Deletion -45 143 0.00749353


Deletion -32 684 0.03764331 Deletion -29 715 0.037373564 Deletion -45 149 0.00781531


Deletion -42 265 0.01458403 Deletion -51 78 0.004077116 Deletion -45 156 0.00817171


Deletion -52 58 0.00319198 Deletion -63 4 0.000209083 Deletion -44 189 0.00997461


Deletion -43 169 0.00930076 Deletion -31 651 0.034028238 Deletion -44 193 0.01011364


Deletion -16 5175 0.28480135 Deletion -58 28 0.00146358 Deletion -44 206 0.01080506


Deletion -33 462 0.02542574 Deletion -22 2595 0.135642514 Deletion -44 176 0.00921937


Deletion -57 19 0.00104565 Deletion -32 711 0.037164481 Deletion -43 174 0.00918298


Deletion -49 74 0.00407252 Deletion -7 18475 0.965701523 Deletion -43 158 0.00827956


Deletion -13 5989 0.32959909 Deletion -24 2050 0.107154973 Deletion -43 161 0.00844473


Deletion -51 73 0.00401749 Deletion -47 94 0.004913448 Deletion -43 165 0.00864316


Deletion -35 356 0.01959213 Deletion -13 6386 0.333800808 Deletion -42 269 0.01419667


Deletion -58 31 0.00170606 Deletion -17 3146 0.16444368 Deletion -42 254 0.01331019


Deletion -54 58 0.00319198 Deletion -54 71 0.003711221 Deletion -42 266 0.01395216


Deletion -37 303 0.01667533 Deletion -2 175225 9.159136634 Deletion -42 245 0.01283378


Deletion -61 18 0.00099061 Deletion -38 413 0.021587807 Deletion -41 196 0.01034405


Deletion -62 9 0.00049531 Deletion -59 14 0.00073179 Deletion -41 206 0.01079487


Deletion -8 19499 1.07310947 Deletion -12 10423 0.544817698 Deletion -41 193 0.01012318


Deletion -1 418740 23.0449694 Deletion -45 147 0.007683796 Deletion -41 205 0.01073847


Deletion -26 1433 0.07886383 Deletion -56 47 0.002456724 Deletion -40 359 0.01894649


Deletion -38 359 0.01975723 Deletion -23 1481 0.077412934 Deletion -40 371 0.01944126


Deletion -11 7787 0.42855036 Deletion -26 1552 0.081124155 Deletion -40 367 0.01924978


Deletion -21 1844 0.10148284 Deletion -40 346 0.018085669 Deletion -40 337 0.01765299


Deletion -60 23 0.00126578 Deletion -33 514 0.026867149 Deletion -39 294 0.01551607


Deletion -68 1 5.50E-05 Deletion -8 20543 1.073797368 Deletion -39 280 0.01467265


Deletion -66 4 0.00022014 Deletion -48 120 0.006272486 Deletion -39 284 0.01489629


Deletion -4 78309 4.30966354 Deletion -46 159 0.008311044 Deletion -39 284 0.0148767


Deletion -28 1230 0.06769191 Deletion -44 191 0.009983707 Deletion -38 396 0.02089919


Deletion -23 1416 0.07792825 Deletion -1 441386 23.07156332 Deletion -38 368 0.01928405


Deletion -7 17404 0.95781308 Deletion -6 33387 1.745162476 Deletion -38 390 0.02045617


Deletion -34 581 0.0319748 Deletion -61 16 0.000836331 Deletion -38 378 0.01980068


Deletion -59 21 0.00115572 Deletion -53 53 0.002770348 Deletion -37 322 0.01699379


Deletion -39 282 0.01551961 Deletion -41 198 0.010349602 Deletion -37 315 0.01650673


Deletion -56 38 0.00209129 Deletion -20 3159 0.165123199 Deletion -37 297 0.01557816


Deletion -18 4080 0.22453903 Deletion -28 1315 0.068735995 Deletion -37 309 0.01618627


Deletion -24 1899 0.10450971 Deletion -3 99790 5.216094991 Deletion -36 494 0.02607122


Deletion -17 2939 0.16174515 Deletion -49 73 0.003815762 Deletion -36 523 0.02740641







Deletion -15 4227 0.23262904 Deletion -21 1949 0.10187563 Deletion -36 521 0.02732735


Deletion -65 6 0.0003302 Deletion -39 300 0.015681216 Deletion -36 497 0.02603423


Deletion -31 576 0.03169963 Deletion -50 93 0.004861177 Deletion -35 367 0.0193687


Deletion -25 1141 0.06279388 Deletion -68 2 0.000104541 Deletion -35 383 0.02007008


Deletion -9 13301 0.73200826 Deletion -16 5398 0.282157338 Deletion -35 372 0.01951204


Deletion -6 31874 1.75415617 Deletion -34 626 0.03272147 Deletion -35 368 0.01927686


Deletion -63 6 0.0003302 Deletion -66 1 5.24E-05 Deletion -34 603 0.03182377


Deletion -1 438076 23.0639635 Deletion -12 10455 0.548162829 Deletion -34 588 0.03081256


Deletion -66 3 0.00015794 Deletion -31 628 0.032926471 Deletion -34 581 0.03047445


Deletion -22 2502 0.13172609 Deletion -39 283 0.014837884 Deletion -34 567 0.02970103


Deletion -9 13913 0.73249601 Deletion -22 2609 0.136791661 Deletion -33 481 0.02538513


Deletion -18 4207 0.22149146 Deletion -51 70 0.003670148 Deletion -33 479 0.0251007


Deletion -44 191 0.01005583 Deletion -32 755 0.039585168 Deletion -33 499 0.02617341


Deletion -65 5 0.00026324 Deletion -59 16 0.000838891 Deletion -33 484 0.02535326


Deletion -59 19 0.00100032 Deletion -36 511 0.026792081 Deletion -32 676 0.0356764


Deletion -46 151 0.0079499 Deletion -1 440230 23.08156118 Deletion -32 703 0.03683882


Deletion -16 5464 0.2876704 Deletion -64 6 0.000314584 Deletion -32 688 0.03608679


Deletion -40 366 0.01926928 Deletion -6 33268 1.744264083 Deletion -32 728 0.03813465


Deletion -2 173497 9.13432481 Deletion -61 12 0.000629168 Deletion -31 615 0.03245708


Deletion -53 49 0.00257977 Deletion -67 1 5.24E-05 Deletion -31 606 0.0317558


Deletion -15 4515 0.23770714 Deletion -26 1457 0.07639151 Deletion -31 611 0.032048


Deletion -35 403 0.02121727 Deletion -38 389 0.020395537 Deletion -31 619 0.03242493


Deletion -27 1031 0.05428041 Deletion -10 14738 0.77272346 Deletion -30 1014 0.0535146


Deletion -12 10330 0.5438571 Deletion -19 2364 0.123946143 Deletion -30 1014 0.05313594


Deletion -68 2 0.0001053 Deletion -68 3 0.000157292 Deletion -30 1008 0.05287134


Deletion -31 646 0.03401081 Deletion -28 1310 0.068684199 Deletion -30 982 0.05143987


Deletion -32 723 0.03806473 Deletion -57 23 0.001205906 Deletion -29 731 0.03857907


Deletion -67 1 5.26E-05 Deletion -20 3144 0.164842079 Deletion -29 752 0.03940653


Deletion -38 377 0.01984841 Deletion -29 747 0.039165723 Deletion -29 752 0.0394437


Deletion -26 1504 0.07918307 Deletion -46 151 0.007917034 Deletion -29 741 0.03881563


Deletion -57 25 0.00131621 Deletion -33 490 0.025691036 Deletion -28 1257 0.06633911


Deletion -48 140 0.00737076 Deletion -3 99526 5.218216518 Deletion -28 1190 0.06235874


Deletion -56 46 0.00242182 Deletion -47 99 0.005190638 Deletion -28 1272 0.06671859


Deletion -23 1429 0.07523444 Deletion -13 6316 0.331152217 Deletion -28 1313 0.06877856


Deletion -64 6 0.00031589 Deletion -14 7201 0.377553374 Deletion -27 1025 0.05409513


Deletion -28 1328 0.06991696 Deletion -16 5415 0.283912168 Deletion -27 1011 0.05297873


Deletion -42 269 0.0141624 Deletion -34 581 0.030462229 Deletion -27 1023 0.05365811


Deletion -33 493 0.02595562 Deletion -58 29 0.00152049 Deletion -27 1036 0.05426854


Deletion -24 2038 0.10729727 Deletion -52 58 0.00304098 Deletion -26 1466 0.07736923


Deletion -20 3174 0.16710575 Deletion -63 5 0.000262153 Deletion -26 1475 0.0772934


Deletion -14 7217 0.37996289 Deletion -24 2056 0.107797492 Deletion -26 1501 0.07873004


Deletion -5 42402 2.23239388 Deletion -37 305 0.015991359 Deletion -26 1446 0.07574547


Deletion -45 154 0.00810784 Deletion -23 1495 0.078383877 Deletion -25 1201 0.06338366


Deletion -29 774 0.0407498 Deletion -27 1048 0.05494736 Deletion -25 1184 0.06204433







Deletion -7 18254 0.96104235 Deletion -44 186 0.009752108 Deletion -25 1211 0.06351904


Deletion -41 192 0.01010848 Deletion -62 9 0.000471876 Deletion -25 1169 0.06123545


Deletion -47 113 0.00594926 Deletion -56 43 0.00225452 Deletion -24 2039 0.10760973


Deletion -13 6355 0.33458005 Deletion -15 4469 0.234312739 Deletion -24 2021 0.10590506


Deletion -37 311 0.01637363 Deletion -7 18358 0.962522545 Deletion -24 2031 0.10652945


Deletion -52 67 0.00352744 Deletion -2 174920 9.171175706 Deletion -24 2008 0.10518458


Deletion -8 20424 1.0752892 Deletion -48 133 0.006973281 Deletion -23 1485 0.07837197


Deletion -21 1942 0.10224303 Deletion -5 42560 2.231450023 Deletion -23 1473 0.0771886


Deletion -58 25 0.00131621 Deletion -65 8 0.000419445 Deletion -23 1499 0.07862514


Deletion -30 984 0.05180594 Deletion -11 8299 0.435122268 Deletion -23 1468 0.07689789


Deletion -10 14644 0.77098193 Deletion -53 53 0.002778826 Deletion -22 2501 0.13199213


Deletion -25 1191 0.06270414 Deletion -40 344 0.018036156 Deletion -22 2500 0.13100576


Deletion -34 619 0.03258931 Deletion -4 82682 4.335074032 Deletion -22 2564 0.13448622


Deletion -63 3 0.00015794 Deletion -25 1182 0.061973072 Deletion -22 2536 0.13284268


Deletion -62 10 0.00052648 Deletion -50 85 0.004456608 Deletion -21 1873 0.09884896


Deletion -61 14 0.00073708 Deletion -41 210 0.011010444 Deletion -21 1898 0.09945958


Deletion -11 8149 0.42903112 Deletion -49 82 0.004299316 Deletion -21 1900 0.09965828


Deletion -3 99132 5.21913282 Deletion -17 3126 0.163898326 Deletion -21 1944 0.10183209


Deletion -4 82196 4.32748095 Deletion -43 168 0.008808355 Deletion -20 3132 0.16529362


Deletion -43 180 0.0094767 Deletion -8 20348 1.066859612 Deletion -20 3129 0.16396681


Deletion -51 79 0.00415922 Deletion -21 1903 0.099775597 Deletion -20 3119 0.16359693


Deletion -17 3082 0.16226211 Deletion -9 13975 0.732718846 Deletion -20 3194 0.16731054


Deletion -36 526 0.02769301 Deletion -18 4320 0.226500566 Deletion -19 2338 0.12338968


Deletion -60 18 0.00094767 Deletion -55 47 0.002464242 Deletion -19 2391 0.12529391


Deletion -6 33351 1.75587397 Deletion -45 151 0.007917034 Deletion -19 2450 0.12850673


Deletion -54 52 0.00273771 Deletion -60 23 0.001205906 Deletion -19 2353 0.12325664


Deletion -19 2387 0.12567153 Deletion -35 378 0.0198188 Deletion -18 4242 0.22387469


Deletion -55 50 0.00263242 Deletion -42 254 0.013317394 Deletion -18 4281 0.22433427


Deletion -50 94 0.00494894 Deletion -30 1015 0.053217147 Deletion -18 4223 0.22150363


Deletion -49 78 0.00410657 Deletion -54 67 0.003512856 Deletion -18 4219 0.22100287


Deletion -39 292 0.01537331 Deletion -50 92 0.004821666 Deletion -17 3070 0.16202152


Deletion -27 1048 0.05502838 Deletion -62 9 0.000471685 Deletion -17 3137 0.16438603


Deletion -7 18336 0.96278654 Deletion -47 109 0.005712627 Deletion -17 3157 0.1655901


Deletion -67 1 5.25E-05 Deletion -2 175186 9.181396334 Deletion -17 3143 0.16463902


Deletion -20 3109 0.16324735 Deletion -38 397 0.020806539 Deletion -16 5472 0.28878885


Deletion -1 439544 23.0795727 Deletion -23 1482 0.077670758 Deletion -16 5430 0.28454452


Deletion -30 989 0.0519304 Deletion -54 62 0.003249384 Deletion -16 5502 0.28858939


Deletion -54 70 0.00367556 Deletion -1 440014 23.06087773 Deletion -16 5356 0.28056207


Deletion -28 1312 0.06889049 Deletion -24 2064 0.108173039 Deletion -15 4458 0.23527425


Deletion -50 84 0.00441067 Deletion -37 308 0.016142101 Deletion -15 4500 0.23581037


Deletion -12 10514 0.55206902 Deletion -27 999 0.052357009 Deletion -15 4487 0.23535089


Deletion -8 20541 1.07856666 Deletion -60 16 0.000838551 Deletion -15 4474 0.23436047


Deletion -32 731 0.03838334 Deletion -39 292 0.01530355 Deletion -14 7177 0.37877149


Deletion -15 4473 0.23486825 Deletion -66 2 0.000104819 Deletion -14 7195 0.37703458







Deletion -25 1177 0.06180191 Deletion -10 14709 0.770890132 Deletion -14 7181 0.37665584


Deletion -26 1489 0.0781844 Deletion -55 43 0.002253605 Deletion -14 7182 0.37621299


Deletion -3 99028 5.1997614 Deletion -21 1928 0.101045358 Deletion -13 6199 0.32715681


Deletion -57 20 0.00105016 Deletion -15 4488 0.235213469 Deletion -13 6344 0.33244022


Deletion -11 8213 0.43124814 Deletion -33 510 0.026728803 Deletion -13 6275 0.32913457


Deletion -52 62 0.0032555 Deletion -35 421 0.022064365 Deletion -13 6438 0.33724021


Deletion -59 18 0.00094514 Deletion -36 534 0.027986629 Deletion -12 10423 0.55008154


Deletion -24 2045 0.10737884 Deletion -40 366 0.019181847 Deletion -12 10400 0.54498397


Deletion -23 1490 0.07823691 Deletion -12 10459 0.548150105 Deletion -12 10422 0.54665188


Deletion -2 174305 9.1524055 Deletion -19 2362 0.123791046 Deletion -12 10430 0.5463522


Deletion -37 324 0.01701259 Deletion -32 751 0.039359473 Deletion -11 8230 0.43434434


Deletion -55 59 0.00309797 Deletion -45 149 0.007809003 Deletion -11 8398 0.44007456


Deletion -43 177 0.00929391 Deletion -42 267 0.013993315 Deletion -11 8238 0.43209731


Deletion -39 276 0.01449221 Deletion -4 82617 4.329908902 Deletion -11 8350 0.43739605


Deletion -51 69 0.00362305 Deletion -48 127 0.006655996 Deletion -10 14515 0.76603987


Deletion -38 412 0.02163329 Deletion -6 33177 1.738787267 Deletion -10 14617 0.76596449


Deletion -49 79 0.00414813 Deletion -7 18288 0.95846344 Deletion -10 14634 0.76757854


Deletion -68 2 0.00010502 Deletion -28 1321 0.069232841 Deletion -10 14674 0.76866463


Deletion -66 1 5.25E-05 Deletion -52 58 0.003039746 Deletion -9 13978 0.73769929


Deletion -31 620 0.03255495 Deletion -57 20 0.001048188 Deletion -9 14176 0.74285508


Deletion -36 525 0.0275667 Deletion -46 165 0.008647554 Deletion -9 14129 0.74109042


Deletion -18 4253 0.22331649 Deletion -29 762 0.039935977 Deletion -9 14050 0.73597779


Deletion -61 11 0.00057759 Deletion -20 3157 0.165456533 Deletion -8 20402 1.07673065


Deletion -21 1940 0.1018655 Deletion -9 14102 0.739077615 Deletion -8 20518 1.0751905


Deletion -53 56 0.00294045 Deletion -17 3159 0.165561352 Deletion -8 20364 1.06812692


Deletion -60 20 0.00105016 Deletion -58 24 0.001257826 Deletion -8 20467 1.07211797


Deletion -17 3115 0.16356239 Deletion -31 639 0.033489618 Deletion -7 18393 0.97070419


Deletion -19 2380 0.12496902 Deletion -5 42329 2.218438262 Deletion -7 18480 0.9683946


Deletion -65 5 0.00026254 Deletion -41 194 0.010167427 Deletion -7 18420 0.96616077


Deletion -56 46 0.00241537 Deletion -44 189 0.00990538 Deletion -7 18390 0.96331897


Deletion -22 2538 0.13326528 Deletion -61 12 0.000628913 Deletion -6 33072 1.74539927


Deletion -44 194 0.01018655 Deletion -14 7307 0.382955619 Deletion -6 33246 1.74216703


Deletion -14 7167 0.37632478 Deletion -34 596 0.031236013 Deletion -6 33408 1.75230722


Deletion -41 188 0.0098715 Deletion -30 981 0.051413639 Deletion -6 33451 1.75225573


Deletion -47 118 0.00619594 Deletion -56 47 0.002463243 Deletion -5 42060 2.21974763


Deletion -35 403 0.02116072 Deletion -49 82 0.004297572 Deletion -5 42106 2.20645146


Deletion -29 750 0.03938099 Deletion -64 8 0.000419275 Deletion -5 42226 2.21482653


Deletion -40 366 0.01921792 Deletion -53 56 0.002934927 Deletion -5 42585 2.23071987


Deletion -64 5 0.00026254 Deletion -68 1 5.24E-05 Deletion -4 82359 4.34655717


Deletion -9 14046 0.73752725 Deletion -51 85 0.004454801 Deletion -4 82708 4.33408985


Deletion -5 42348 2.22360843 Deletion -8 20528 1.075860536 Deletion -4 82725 4.33906893


Deletion -46 163 0.0085588 Deletion -65 6 0.000314457 Deletion -4 82983 4.34687864


Deletion -58 27 0.00141772 Deletion -26 1475 0.077303892 Deletion -3 98510 5.19893815


Deletion -42 259 0.01359957 Deletion -59 18 0.00094337 Deletion -3 99701 5.22456222







Deletion -10 14654 0.76945211 Deletion -63 4 0.000209638 Deletion -3 99647 5.22665702


Deletion -48 122 0.00640597 Deletion -3 99270 5.202682943 Deletion -3 99974 5.23691413


Deletion -63 4 0.00021003 Deletion -18 4299 0.225308089 Deletion -2 173109 9.13595558


Deletion -45 147 0.00771867 Deletion -43 170 0.008909601 Deletion -2 174940 9.16725925


Deletion -13 6312 0.33143044 Deletion -16 5414 0.28374459 Deletion -2 174716 9.16415554


Deletion -34 595 0.03124226 Deletion -22 2607 0.136631353 Deletion -2 174793 9.15613991


Deletion -6 33254 1.74610076 Deletion -13 6272 0.328711871 Deletion -1 437858 23.10828


Deletion -33 499 0.02620149 Deletion -25 1237 0.06483045 Deletion -1 440415 23.0787612


Deletion -4 82453 4.32944144 Deletion -11 8176 0.428499403 Deletion -1 439467 23.0508021


Deletion -62 9 0.00047257 Insertion 46 1 5.25E-05 Deletion -1 440818 23.0912639


Deletion -16 5418 0.2844883 Insertion 30 539 0.028296414 Insertion 1 500410 26.4095081


Insertion 33 318 0.01729014 Insertion 23 1180 0.061947623 Insertion 1 503878 26.4043687


Insertion 37 190 0.01033059 Insertion 1 502977 26.4052792 Insertion 1 503442 26.4064012


Insertion 24 1230 0.06687698 Insertion 45 7 0.000367486 Insertion 1 503421 26.3705818


Insertion 25 822 0.04469339 Insertion 4 52613 2.762076505 Insertion 2 131666 6.94877059


Insertion 11 5039 0.27397811 Insertion 38 173 0.009082151 Insertion 2 132288 6.93219613


Insertion 30 518 0.02816445 Insertion 26 930 0.048823126 Insertion 2 132272 6.93789454


Insertion 41 85 0.00462158 Insertion 33 331 0.017376833 Insertion 2 132229 6.92652008


Insertion 44 27 0.00146803 Insertion 8 12039 0.632023246 Insertion 3 67900 3.58347275


Insertion 32 436 0.02370598 Insertion 41 91 0.004777317 Insertion 3 68769 3.60365412


Insertion 17 2073 0.11271217 Insertion 21 1480 0.077697018 Insertion 3 68246 3.57962041


Insertion 16 3059 0.16632249 Insertion 17 2130 0.111820709 Insertion 3 68276 3.57648538


Insertion 9 8413 0.45742764 Insertion 12 6270 0.329162368 Insertion 4 52321 2.7612795


Insertion 31 407 0.02212921 Insertion 22 1581 0.082999315 Insertion 4 52550 2.75374113


Insertion 26 897 0.04877126 Insertion 44 27 0.001417446 Insertion 4 52650 2.76158331


Insertion 42 88 0.00478469 Insertion 6 19738 1.036205236 Insertion 4 52650 2.75795236


Insertion 22 1495 0.08128543 Insertion 18 2668 0.140064625 Insertion 5 25669 1.35470047


Insertion 7 10525 0.5722603 Insertion 32 454 0.023834085 Insertion 5 26168 1.37126352


Insertion 40 143 0.00777513 Insertion 15 3155 0.165631144 Insertion 5 25989 1.36316787


Insertion 38 181 0.00984125 Insertion 11 5221 0.274091982 Insertion 5 26249 1.37499509


Insertion 6 18873 1.02615379 Insertion 37 178 0.009344641 Insertion 6 19337 1.02052449


Insertion 2 127617 6.9387309 Insertion 2 131837 6.9211769 Insertion 6 19624 1.02834283


Insertion 15 3015 0.16393015 Insertion 5 26181 1.374449755 Insertion 6 19675 1.03198768


Insertion 27 730 0.03969121 Insertion 31 430 0.022574134 Insertion 6 19811 1.03775487


Insertion 45 7 0.0003806 Insertion 10 8862 0.465237147 Insertion 7 10865 0.57340842


Insertion 28 681 0.03702701 Insertion 27 741 0.038901007 Insertion 7 10924 0.57244278


Insertion 19 1676 0.09112668 Insertion 28 707 0.037116076 Insertion 7 10897 0.57156644


Insertion 8 11593 0.63032909 Insertion 9 8830 0.463557211 Insertion 7 10904 0.57118162


Insertion 20 1890 0.10276218 Insertion 34 300 0.015749396 Insertion 8 11993 0.63293945


Insertion 10 8417 0.45764513 Insertion 14 4374 0.229626188 Insertion 8 11914 0.62432106


Insertion 4 50553 2.7486437 Insertion 35 232 0.012179533 Insertion 8 11993 0.62905353


Insertion 29 506 0.02751199 Insertion 42 84 0.004409831 Insertion 8 12068 0.63215516


Insertion 35 223 0.01212485 Insertion 20 1994 0.104680983 Insertion 9 8723 0.46036278


Insertion 43 55 0.00299043 Insertion 40 134 0.00703473 Insertion 9 8773 0.45972542







Insertion 12 6060 0.32949144 Insertion 3 68130 3.576687745 Insertion 9 8887 0.46613848


Insertion 5 25306 1.37592581 Insertion 7 10930 0.57380298 Insertion 9 8705 0.45599193


Insertion 46 2 0.00010874 Insertion 19 1737 0.091189001 Insertion 10 8738 0.46115442


Insertion 14 4186 0.2275992 Insertion 43 59 0.003097381 Insertion 10 8734 0.45768173


Insertion 39 138 0.00750327 Insertion 25 879 0.046145729 Insertion 10 8830 0.46314873


Insertion 21 1459 0.07932805 Insertion 24 1275 0.066934931 Insertion 10 8855 0.46384935


Insertion 36 256 0.01391911 Insertion 16 3287 0.172560878 Insertion 11 5169 0.2727978


Insertion 23 1118 0.06078736 Insertion 13 4209 0.220964021 Insertion 11 5282 0.27678898


Insertion 3 65735 3.57411219 Insertion 36 277 0.014541942 Insertion 11 5232 0.27442742


Insertion 34 295 0.0160396 Insertion 29 504 0.026458985 Insertion 11 5243 0.27464282


Insertion 1 487998 26.5331954 Insertion 39 144 0.00755971 Insertion 12 6105 0.32219589


Insertion 18 2626 0.14277962 Insertion 36 266 0.013904011 Insertion 12 6224 0.32615195


Insertion 13 4003 0.21764921 Insertion 44 25 0.001306768 Insertion 12 6252 0.32792818


Insertion 37 195 0.01073165 Insertion 1 505425 26.41892785 Insertion 12 6226 0.32613507


Insertion 41 87 0.00478796 Insertion 16 3222 0.168416255 Insertion 13 4126 0.2177527


Insertion 21 1445 0.07952424 Insertion 45 7 0.000365895 Insertion 13 4232 0.22176656


Insertion 17 2030 0.11171918 Insertion 46 1 5.23E-05 Insertion 13 4190 0.21977273


Insertion 35 221 0.01216253 Insertion 8 12015 0.628032682 Insertion 13 4159 0.2178599


Insertion 43 54 0.00297184 Insertion 33 321 0.016778901 Insertion 14 4271 0.22540519


Insertion 27 718 0.03951447 Insertion 5 26187 1.368813303 Insertion 14 4322 0.22648276


Insertion 9 8346 0.45931441 Insertion 25 851 0.044482381 Insertion 14 4330 0.22711597


Insertion 42 86 0.00473293 Insertion 3 68284 3.569253736 Insertion 14 4261 0.22320294


Insertion 26 864 0.04754944 Insertion 26 919 0.04803679 Insertion 15 3101 0.16365757


Insertion 29 511 0.02812241 Insertion 42 86 0.004495282 Insertion 15 3127 0.16386201


Insertion 20 1910 0.10511509 Insertion 29 533 0.027860293 Insertion 15 3105 0.16286261


Insertion 34 287 0.01579478 Insertion 35 216 0.011290475 Insertion 15 3092 0.1619675


Insertion 38 174 0.00957593 Insertion 23 1167 0.060999928 Insertion 16 3183 0.16798518


Insertion 12 6001 0.3302595 Insertion 17 2144 0.11206842 Insertion 16 3110 0.16297117


Insertion 15 2987 0.16438679 Insertion 40 135 0.007056547 Insertion 16 3257 0.17083527


Insertion 10 8416 0.46316679 Insertion 27 750 0.039203039 Insertion 16 3164 0.16573906


Insertion 2 126467 6.95999463 Insertion 19 1775 0.092780525 Insertion 17 2126 0.11220122


Insertion 30 511 0.02812241 Insertion 12 6255 0.326953344 Insertion 17 2160 0.11318898


Insertion 13 3920 0.21573358 Insertion 22 1566 0.081855945 Insertion 17 2152 0.11287611


Insertion 4 50049 2.75440052 Insertion 24 1275 0.066645166 Insertion 17 2165 0.11340868


Insertion 31 407 0.02239887 Insertion 38 183 0.009565541 Insertion 18 2636 0.13911685


Insertion 6 18855 1.03766752 Insertion 20 1976 0.10328694 Insertion 18 2712 0.14211505


Insertion 22 1520 0.0836518 Insertion 18 2716 0.141967271 Insertion 18 2707 0.14198682


Insertion 33 306 0.01684043 Insertion 39 148 0.007736066 Insertion 18 2688 0.14080486


Insertion 1 482279 26.5417797 Insertion 34 297 0.015524403 Insertion 19 1762 0.09299085


Insertion 45 8 0.00044027 Insertion 4 52872 2.763657424 Insertion 19 1775 0.09301409


Insertion 19 1659 0.09130153 Insertion 13 4206 0.219850642 Insertion 19 1733 0.09089884


Insertion 46 1 5.50E-05 Insertion 6 19738 1.03171944 Insertion 19 1760 0.09219366


Insertion 5 24974 1.37442104 Insertion 32 469 0.024514967 Insertion 20 1994 0.10523483


Insertion 23 1122 0.06174823 Insertion 41 91 0.004756635 Insertion 20 1944 0.10187008







Insertion 14 4100 0.22563972 Insertion 30 526 0.027494398 Insertion 20 1981 0.10390687


Insertion 28 658 0.03621242 Insertion 2 132695 6.93606298 Insertion 20 2006 0.10507982


Insertion 3 64943 3.57407807 Insertion 43 56 0.00292716 Insertion 21 1439 0.07594429


Insertion 36 260 0.01430886 Insertion 9 8901 0.465261665 Insertion 21 1489 0.07802703


Insertion 24 1212 0.0667013 Insertion 7 10873 0.568339521 Insertion 21 1498 0.07857268


Insertion 32 448 0.02465527 Insertion 10 8885 0.464425333 Insertion 21 1467 0.07684551


Insertion 40 134 0.00737457 Insertion 11 5196 0.271598653 Insertion 22 1523 0.08037745


Insertion 11 4991 0.27467508 Insertion 37 180 0.009408729 Insertion 22 1538 0.08059475


Insertion 18 2552 0.14044696 Insertion 15 3111 0.162614205 Insertion 22 1542 0.08088056


Insertion 8 11551 0.63569862 Insertion 28 702 0.036694044 Insertion 22 1543 0.0808266


Insertion 25 819 0.04507291 Insertion 21 1481 0.077412934 Insertion 23 1162 0.06132541


Insertion 39 145 0.00797994 Insertion 14 4346 0.227168542 Insertion 23 1135 0.05947662


Insertion 7 10389 0.57174903 Insertion 31 429 0.022424138 Insertion 23 1121 0.05879838


Insertion 44 25 0.00137585 Insertion 36 269 0.014103855 Insertion 23 1157 0.06060685


Insertion 16 3044 0.16752373 Insertion 20 1988 0.104232205 Insertion 24 1287 0.06792238


Insertion 9 8756 0.46098865 Insertion 12 6257 0.328058806 Insertion 24 1295 0.06786099


Insertion 38 177 0.00931875 Insertion 3 68284 3.580177006 Insertion 24 1244 0.06524995


Insertion 21 1456 0.07665595 Insertion 39 148 0.007759742 Insertion 24 1291 0.06762614


Insertion 22 1586 0.08350023 Insertion 8 12004 0.629377962 Insertion 25 866 0.04570379


Insertion 29 520 0.02737712 Insertion 25 848 0.044461222 Insertion 25 845 0.04427995


Insertion 7 10806 0.5689177 Insertion 14 4265 0.223616878 Insertion 25 840 0.04405945


Insertion 37 194 0.01021377 Insertion 27 739 0.038746277 Insertion 25 864 0.04525871


Insertion 17 2146 0.11298329 Insertion 16 3234 0.169560841 Insertion 26 908 0.04792037


Insertion 14 4326 0.22775661 Insertion 32 459 0.024065685 Insertion 26 900 0.04716207


Insertion 45 7 0.00036854 Insertion 45 7 0.000367015 Insertion 26 886 0.04647223


Insertion 15 3077 0.16199887 Insertion 17 2151 0.112778407 Insertion 26 920 0.04819214


Insertion 19 1733 0.09123953 Insertion 38 177 0.009280232 Insertion 27 748 0.03947625


Insertion 18 2670 0.140571 Insertion 30 528 0.027683403 Insertion 27 777 0.04071659


Insertion 42 87 0.0045804 Insertion 5 26211 1.374260727 Insertion 27 753 0.03949615


Insertion 24 1255 0.06607364 Insertion 46 1 5.24E-05 Insertion 27 752 0.03939184


Insertion 12 6251 0.32910462 Insertion 6 19558 1.025439369 Insertion 28 696 0.03673192


Insertion 46 1 5.26E-05 Insertion 13 4125 0.216276582 Insertion 28 702 0.03678642


Insertion 13 4105 0.21612134 Insertion 29 524 0.02747368 Insertion 28 701 0.03676866


Insertion 26 895 0.04712024 Insertion 9 8901 0.466685542 Insertion 28 713 0.03734891


Insertion 20 2018 0.1062443 Insertion 40 132 0.006920851 Insertion 29 533 0.02812947


Insertion 11 5230 0.27535069 Insertion 44 24 0.001258336 Insertion 29 514 0.02693478


Insertion 6 19516 1.02748453 Insertion 1 503076 26.37662011 Insertion 29 533 0.02795677


Insertion 31 428 0.02253348 Insertion 11 5204 0.272849293 Insertion 29 522 0.0273438


Insertion 5 26212 1.38001765 Insertion 42 89 0.004666331 Insertion 30 522 0.02754894


Insertion 28 680 0.03580085 Insertion 21 1497 0.078488738 Insertion 30 516 0.02703959


Insertion 2 131908 6.94473401 Insertion 7 10885 0.570708024 Insertion 30 518 0.02716999


Insertion 32 472 0.02485 Insertion 34 284 0.014890315 Insertion 30 531 0.02781525


Insertion 36 263 0.01384651 Insertion 33 325 0.017039973 Insertion 31 412 0.0217436


Insertion 33 323 0.01700541 Insertion 26 945 0.049546999 Insertion 31 407 0.02132774







Insertion 43 55 0.00289566 Insertion 22 1581 0.082892916 Insertion 31 416 0.02181992


Insertion 34 318 0.01674216 Insertion 37 206 0.010800721 Insertion 31 424 0.02221029


Insertion 35 220 0.01158263 Insertion 41 93 0.004876054 Insertion 32 434 0.02290467


Insertion 44 26 0.00136886 Insertion 18 2662 0.139570488 Insertion 32 434 0.0227426


Insertion 3 68166 3.58882508 Insertion 19 1723 0.090338073 Insertion 32 432 0.02265915


Insertion 4 52398 2.75866644 Insertion 35 236 0.012373642 Insertion 32 441 0.0231008


Insertion 25 853 0.04490901 Insertion 43 58 0.00304098 Insertion 33 310 0.01636048


Insertion 23 1134 0.05970319 Insertion 10 8868 0.464955329 Insertion 33 320 0.01676874


Insertion 40 135 0.00710752 Insertion 28 699 0.03664905 Insertion 33 312 0.01636494


Insertion 39 145 0.00763401 Insertion 24 1267 0.06642968 Insertion 33 326 0.01707678


Insertion 16 3205 0.16873785 Insertion 23 1187 0.062235225 Insertion 34 306 0.01614938


Insertion 10 8667 0.45630295 Insertion 2 132238 6.933329139 Insertion 34 304 0.0159303


Insertion 1 501343 26.3948645 Insertion 4 52646 2.760265928 Insertion 34 313 0.01641739


Insertion 41 87 0.0045804 Insertion 31 428 0.022440334 Insertion 34 281 0.01471956


Insertion 30 532 0.0280089 Insertion 15 3056 0.160228178 Insertion 35 226 0.01192732


Insertion 8 11990 0.6312533 Insertion 3 68224 3.575580146 Insertion 35 233 0.01220974


Insertion 27 740 0.03895975 Insertion 22 1595 0.083593022 Insertion 35 229 0.01201144


Insertion 19 1728 0.09073381 Insertion 2 132279 6.932665428 Insertion 35 225 0.01178612


Insertion 25 873 0.04583948 Insertion 27 764 0.040040795 Insertion 36 266 0.01403835


Insertion 13 4187 0.21985096 Insertion 32 430 0.02253605 Insertion 36 270 0.01414862


Insertion 33 340 0.01785272 Insertion 8 12072 0.632686496 Insertion 36 268 0.01405706


Insertion 7 10902 0.57244213 Insertion 28 700 0.036686593 Insertion 36 265 0.01388143


Insertion 4 52510 2.75719465 Insertion 4 52662 2.75998478 Insertion 37 199 0.01050237


Insertion 41 89 0.00467321 Insertion 13 4228 0.22158702 Insertion 37 192 0.01006124


Insertion 37 192 0.01008153 Insertion 30 537 0.028143858 Insertion 37 199 0.01043789


Insertion 45 6 0.00031505 Insertion 43 54 0.002830109 Insertion 37 202 0.01058132


Insertion 43 57 0.00299296 Insertion 29 526 0.027567354 Insertion 38 169 0.0089191


Insertion 36 274 0.01438719 Insertion 24 1277 0.066926827 Insertion 38 185 0.00969443


Insertion 32 450 0.0236286 Insertion 23 1150 0.060270831 Insertion 38 176 0.0092315


Insertion 44 26 0.00136521 Insertion 39 150 0.007861413 Insertion 38 167 0.00874792


Insertion 16 3200 0.16802557 Insertion 11 5201 0.272581384 Insertion 39 150 0.00791636


Insertion 10 8777 0.46086264 Insertion 35 229 0.012001757 Insertion 39 139 0.00728392


Insertion 8 12057 0.63308886 Insertion 38 177 0.009276467 Insertion 39 149 0.00781531


Insertion 9 8793 0.46170277 Insertion 41 87 0.004559619 Insertion 39 141 0.00738597


Insertion 12 6154 0.32313418 Insertion 26 912 0.047797389 Insertion 40 138 0.00728305


Insertion 20 2025 0.10632868 Insertion 18 2685 0.140719288 Insertion 40 146 0.00765074


Insertion 42 90 0.00472572 Insertion 33 317 0.016613786 Insertion 40 140 0.00734324


Insertion 3 68330 3.58787107 Insertion 40 142 0.007442137 Insertion 40 135 0.00707167


Insertion 18 2664 0.13988129 Insertion 7 10950 0.573883129 Insertion 41 87 0.00459149


Insertion 39 143 0.00750864 Insertion 37 200 0.010481884 Insertion 41 85 0.0044542


Insertion 34 294 0.01543735 Insertion 36 267 0.013993315 Insertion 41 81 0.00424859


Insertion 31 437 0.02294599 Insertion 12 6297 0.330022106 Insertion 41 87 0.0045573


Insertion 15 3108 0.16319484 Insertion 42 85 0.004454801 Insertion 42 82 0.00432761


Insertion 17 2165 0.1136798 Insertion 14 4281 0.224364719 Insertion 42 84 0.00440179







Insertion 27 756 0.03969604 Insertion 16 3221 0.168810736 Insertion 42 88 0.00461575


Insertion 46 1 5.25E-05 Insertion 5 26169 1.371502064 Insertion 42 84 0.00440015


Insertion 23 1158 0.06080425 Insertion 45 6 0.000314457 Insertion 43 51 0.00269156


Insertion 26 905 0.04751973 Insertion 6 19629 1.028744469 Insertion 43 59 0.00309174


Insertion 22 1576 0.08275259 Insertion 15 3120 0.163517385 Insertion 43 55 0.00288484


Insertion 11 5185 0.27225394 Insertion 10 8847 0.463666123 Insertion 43 55 0.00288105


Insertion 14 4316 0.22662449 Insertion 25 850 0.044548005 Insertion 44 24 0.00126662


Insertion 28 696 0.03654556 Insertion 20 1962 0.102827278 Insertion 44 25 0.00131006


Insertion 21 1504 0.07897202 Insertion 17 2130 0.111632061 Insertion 44 27 0.0014162


Insertion 38 172 0.00903137 Insertion 1 503847 26.40632812 Insertion 44 28 0.00146672


Insertion 2 132454 6.95489353 Insertion 21 1480 0.077565939 Insertion 45 8 0.00042221


Insertion 29 531 0.02788174 Insertion 9 8840 0.463299257 Insertion 45 7 0.00036682


Insertion 6 19594 1.02884159 Insertion 31 411 0.021540271 Insertion 45 7 0.00036716


Insertion 5 26269 1.37933243 Insertion 19 1758 0.092135757 Insertion 45 7 0.00036668


Insertion 30 540 0.02835432 Insertion 44 25 0.001310235 Insertion 46 1 5.28E-05


Insertion 24 1242 0.06521493 Insertion 34 283 0.014831865 Insertion 46 1 5.24E-05


Insertion 35 238 0.0124969 Insertion 46 1 5.25E-05


Insertion 40 135 0.00708858 Insertion 46 2 0.00010477


Insertion 1 502321 26.3758669







Type Length Count Percent(%) Type Length Count Percent(%) Type Length Count


Deletion -64 8 0.000420504 Deletion -54 65 0.003450251 Deletion -47 108


Deletion -14 7242 0.380660832 Deletion -1 435071 23.09390893 Deletion -20 3151


Deletion -35 418 0.02197131 Deletion -13 6216 0.329950141 Deletion -39 265


Deletion -2 174030 9.147528937 Deletion -50 91 0.004830351 Deletion -24 1997


Deletion -59 19 0.000998696 Deletion -32 704 0.037368871 Deletion -11 8198


Deletion -22 2589 0.136085459 Deletion -36 502 0.026646553 Deletion -28 1302


Deletion -68 2 0.000105126 Deletion -55 57 0.003025605 Deletion -4 82448


Deletion -7 18313 0.962585172 Deletion -60 17 0.000902373 Deletion -58 31


Deletion -50 97 0.005098605 Deletion -30 975 0.051753762 Deletion -35 409


Deletion -34 602 0.031642892 Deletion -67 2 0.000106162 Deletion -15 4521


Deletion -26 1482 0.077898281 Deletion -57 19 0.001008535 Deletion -33 482


Deletion -3 99361 5.222706561 Deletion -45 145 0.007696713 Deletion -31 647


Deletion -16 5364 0.281947625 Deletion -21 1845 0.097934043 Deletion -60 20


Deletion -37 315 0.016557327 Deletion -58 31 0.001645504 Deletion -6 33061


Deletion -28 1310 0.068857455 Deletion -63 7 0.000371565 Deletion -63 8


Deletion -9 14023 0.737090147 Deletion -16 5281 0.28031961 Deletion -1 439168


Deletion -53 45 0.002365332 Deletion -61 12 0.000636969 Deletion -42 259


Deletion -1 439043 23.0773921 Deletion -53 53 0.002813281 Deletion -65 5


Deletion -31 608 0.031958269 Deletion -51 74 0.003927978 Deletion -56 47


Deletion -43 168 0.008830574 Deletion -59 17 0.000902373 Deletion -14 7121


Deletion -18 4253 0.223550196 Deletion -14 7092 0.376448906 Deletion -34 611


Deletion -66 1 5.26E-05 Deletion -10 14328 0.760541445 Deletion -66 1


Deletion -36 518 0.027227604 Deletion -65 5 0.000265404 Deletion -57 28


Deletion -40 365 0.019185474 Deletion -15 4392 0.233130795 Deletion -37 311


Deletion -6 33154 1.742671806 Deletion -37 314 0.016667366 Deletion -38 409


Deletion -4 82462 4.33444539 Deletion -42 264 0.014013326 Deletion -16 5349


Deletion -13 6312 0.331777295 Deletion -52 56 0.002972524 Deletion -25 1213


Deletion -5 42227 2.219575386 Deletion -64 6 0.000318485 Deletion -51 76


Deletion -63 5 0.000262815 Deletion -38 386 0.020489182 Deletion -13 6291


Deletion -54 68 0.00357428 Deletion -40 357 0.018949839 Deletion -2 174547


Deletion -62 7 0.000367941 Deletion -44 181 0.009607622 Deletion -55 51


Deletion -32 714 0.037529941 Deletion -3 98146 5.209666435 Deletion -67 1


Deletion -20 3145 0.165310455 Deletion -6 32733 1.737493239 Deletion -50 93


Deletion -38 407 0.021393118 Deletion -7 18084 0.959912863 Deletion -52 65


Deletion -51 78 0.00409991 Deletion -47 94 0.004989594 Deletion -19 2391


Deletion -49 80 0.004205035 Deletion -11 8069 0.42830883 Deletion -12 10449


Deletion -41 207 0.010880529 Deletion -18 4171 0.221399942 Deletion -10 14692


Deletion -48 124 0.006517805 Deletion -12 10252 0.544184178 Deletion -32 741


Deletion -24 2028 0.106597648 Deletion -46 156 0.008280602 Deletion -26 1492


Deletion -56 43 0.002260207 Deletion -27 993 0.052709217 Deletion -7 18370


Deletion -11 8252 0.433749404 Deletion -5 41687 2.212778561 Deletion -21 1904
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Deletion -60 25 0.001314074 Deletion -39 276 0.014650296 Deletion -30 996


Deletion -33 491 0.025808405 Deletion -19 2368 0.125695292 Deletion -17 3165


Deletion -8 20576 1.081535111 Deletion -62 9 0.000477727 Deletion -5 42310


Deletion -45 153 0.00804213 Deletion -26 1428 0.075799357 Deletion -27 1013


Deletion -10 14646 0.76983686 Deletion -17 3051 0.161949466 Deletion -40 362


Deletion -44 200 0.010512589 Deletion -35 373 0.019799132 Deletion -9 14068


Deletion -12 10416 0.547495612 Deletion -68 1 5.31E-05 Deletion -45 148


Deletion -58 28 0.001471762 Deletion -48 132 0.007006663 Deletion -22 2513


Deletion -27 1014 0.053298824 Deletion -24 2034 0.107966311 Deletion -62 11


Deletion -47 108 0.005676798 Deletion -56 45 0.002388635 Deletion -44 205


Deletion -19 2390 0.125625433 Deletion -2 172473 9.155001722 Deletion -49 77


Deletion -67 2 0.000105126 Deletion -33 477 0.025319533 Deletion -46 156


Deletion -52 61 0.00320634 Deletion -4 81347 4.317962377 Deletion -36 514


Deletion -17 3116 0.16378613 Deletion -23 1448 0.076860972 Deletion -68 1


Deletion -25 1174 0.061708895 Deletion -31 621 0.032963166 Deletion -23 1499


Deletion -21 1927 0.101288791 Deletion -49 69 0.003662574 Deletion -64 3


Deletion -29 780 0.040999095 Deletion -34 623 0.033069327 Deletion -8 20423


Deletion -57 23 0.001208948 Deletion -29 734 0.038961294 Deletion -29 764


Deletion -30 986 0.051827062 Deletion -41 201 0.010669237 Deletion -18 4239


Deletion -23 1513 0.079527732 Deletion -9 13728 0.728692976 Deletion -41 191


Deletion -46 166 0.008725449 Deletion -66 1 5.31E-05 Deletion -61 13


Deletion -55 56 0.002943525 Deletion -8 20326 1.078919976 Deletion -53 67


Deletion -39 300 0.015768883 Deletion -28 1276 0.067731078 Deletion -59 23


Deletion -15 4441 0.233432029 Deletion -20 3152 0.167310625 Deletion -43 160


Deletion -61 18 0.000946133 Deletion -43 159 0.008439844 Deletion -3 99066


Deletion -65 3 0.000157689 Deletion -25 1169 0.062051434 Deletion -48 134


Deletion -42 278 0.014612498 Deletion -22 2524 0.133975894 Deletion -54 68


Deletion -50 95 0.005042557 Deletion -21 1885 0.099934844 Deletion -15 4478


Deletion -24 1991 0.105681369 Deletion -57 23 0.001219364 Deletion -19 2404


Deletion -40 375 0.019904828 Deletion -20 3155 0.16726495 Deletion -22 2566


Deletion -33 467 0.024788146 Deletion -2 172973 9.170307529 Deletion -7 18311


Deletion -61 13 0.000690034 Deletion -43 169 0.008959676 Deletion -59 17


Deletion -32 698 0.037049521 Deletion -22 2540 0.134660214 Deletion -36 509


Deletion -65 6 0.000318477 Deletion -13 6197 0.328539112 Deletion -63 4


Deletion -13 6305 0.334666515 Deletion -61 14 0.000742222 Deletion -30 993


Deletion -37 290 0.015393067 Deletion -51 65 0.003446029 Deletion -1 435584


Deletion -6 32695 1.735435637 Deletion -56 47 0.002491744 Deletion -4 82168


Deletion -16 5271 0.279782268 Deletion -5 41827 2.21749321 Deletion -42 264


Deletion -22 2498 0.132592697 Deletion -46 156 0.00827047 Deletion -24 2064


Deletion -2 172470 9.154628669 Deletion -59 17 0.000901269 Deletion -13 6247


Deletion -11 8082 0.428988861 Deletion -28 1270 0.067330107 Deletion -6 33187


Deletion -9 13806 0.732816162 Deletion -6 32743 1.735897391 Deletion -21 1905


Deletion -21 1845 0.097931756 Deletion -49 71 0.003764124 Deletion -52 70


Deletion -44 182 0.009660477 Deletion -8 20327 1.077652819 Deletion -67 2







Deletion -58 22 0.00116775 Deletion -4 81720 4.332453801 Deletion -38 388


Deletion -10 14333 0.76078908 Deletion -19 2350 0.124587205 Deletion -26 1501


Deletion -3 98465 5.226477137 Deletion -33 506 0.026826011 Deletion -49 72


Deletion -51 64 0.003397091 Deletion -65 4 0.000212063 Deletion -44 192


Deletion -41 189 0.010032034 Deletion -60 20 0.001060317 Deletion -31 642


Deletion -47 105 0.005573352 Deletion -37 317 0.016806019 Deletion -28 1311


Deletion -15 4351 0.230949089 Deletion -48 123 0.006520947 Deletion -8 20421


Deletion -23 1441 0.076487621 Deletion -53 51 0.002703807 Deletion -37 323


Deletion -14 7069 0.375219285 Deletion -63 4 0.000212063 Deletion -25 1191


Deletion -55 45 0.002388579 Deletion -62 8 0.000424127 Deletion -40 360


Deletion -62 8 0.000424636 Deletion -18 4241 0.224840144 Deletion -45 142


Deletion -68 1 5.31E-05 Deletion -16 5425 0.287610889 Deletion -5 42212


Deletion -27 1007 0.053451099 Deletion -11 8120 0.430488557 Deletion -34 614


Deletion -56 38 0.002017023 Deletion -34 577 0.030590135 Deletion -10 14698


Deletion -42 254 0.013482204 Deletion -55 52 0.002756823 Deletion -47 110


Deletion -45 152 0.00806809 Deletion -68 2 0.000106032 Deletion -48 127


Deletion -43 157 0.008333488 Deletion -10 14542 0.770956231 Deletion -33 500


Deletion -28 1257 0.066720985 Deletion -15 4404 0.233481725 Deletion -14 7194


Deletion -63 4 0.000212318 Deletion -38 393 0.020835222 Deletion -16 5367


Deletion -7 18163 0.964083728 Deletion -12 10208 0.541185614 Deletion -17 3094


Deletion -29 738 0.039172702 Deletion -27 994 0.052697737 Deletion -20 3138


Deletion -38 388 0.020594862 Deletion -7 18030 0.955875453 Deletion -46 158


Deletion -46 144 0.007643454 Deletion -50 78 0.004135235 Deletion -11 8099


Deletion -57 19 0.001008511 Deletion -9 13660 0.724196267 Deletion -53 52


Deletion -5 41937 2.225996767 Deletion -66 1 5.30E-05 Deletion -3 98882


Deletion -54 60 0.003184773 Deletion -41 175 0.009277771 Deletion -27 1063


Deletion -12 10246 0.543852991 Deletion -40 357 0.018926652 Deletion -65 5


Deletion -17 3052 0.161998763 Deletion -25 1133 0.060066938 Deletion -51 69


Deletion -20 3149 0.167147479 Deletion -17 3058 0.162122415 Deletion -9 14023


Deletion -48 121 0.006422625 Deletion -64 6 0.000318095 Deletion -43 168


Deletion -30 965 0.051221758 Deletion -39 292 0.015480623 Deletion -61 11


Deletion -35 376 0.019957908 Deletion -54 69 0.003658092 Deletion -64 4


Deletion -8 20219 1.073215267 Deletion -23 1473 0.078092321 Deletion -12 10390


Deletion -64 6 0.000318477 Deletion -35 394 0.020888238 Deletion -29 742


Deletion -1 435392 23.1104081 Deletion -26 1507 0.079894859 Deletion -35 410


Deletion -60 28 0.001486227 Deletion -44 189 0.010019992 Deletion -50 76


Deletion -31 615 0.032643919 Deletion -24 2022 0.107198013 Deletion -56 50


Deletion -39 276 0.014649954 Deletion -29 732 0.038807589 Deletion -41 198


Deletion -53 49 0.002600898 Deletion -1 435080 23.06612824 Deletion -39 281


Deletion -59 18 0.000955432 Deletion -45 157 0.008323486 Deletion -54 68


Deletion -18 4112 0.218263078 Deletion -31 613 0.032498705 Deletion -55 49


Deletion -67 1 5.31E-05 Deletion -47 108 0.00572571 Deletion -66 2


Deletion -26 1459 0.077443052 Deletion -30 1011 0.053599006 Deletion -23 1452


Deletion -25 1171 0.062156144 Deletion -32 713 0.037800288 Deletion -62 10







Deletion -4 81735 4.338456394 Deletion -36 459 0.024334267 Deletion -32 748


Deletion -36 495 0.026274373 Deletion -14 7098 0.376306376 Deletion -57 23


Deletion -66 2 0.000106159 Deletion -52 67 0.003552061 Deletion -18 4225


Deletion -34 568 0.03014918 Deletion -3 98718 5.233616915 Deletion -2 173651


Deletion -49 79 0.004193284 Deletion -58 25 0.001325396 Deletion -58 23


Deletion -19 2336 0.123993811 Deletion -42 274 0.014526338 Deletion -68 2


Deletion -52 50 0.002653977 Deletion -57 19 0.001005797 Deletion -60 20


Deletion -31 596 0.031479294 Deletion -46 141 0.007464073 Deletion -9 14052


Deletion -2 173216 9.148854809 Deletion -60 16 0.000846987 Deletion -62 5


Deletion -15 4459 0.235513715 Deletion -17 3085 0.163309687 Deletion -33 487


Deletion -62 7 0.000369723 Deletion -68 1 5.29E-05 Deletion -3 99410


Deletion -67 1 5.28E-05 Deletion -34 585 0.030967963 Deletion -14 7240


Deletion -61 15 0.000792264 Deletion -66 2 0.000105873 Deletion -22 2533


Deletion -43 160 0.008450817 Deletion -21 1876 0.099309229 Deletion -64 7


Deletion -18 4201 0.221886772 Deletion -59 20 0.001058734 Deletion -63 5


Deletion -6 32976 1.741713445 Deletion -63 6 0.00031762 Deletion -66 3


Deletion -33 464 0.02450737 Deletion -2 172901 9.152806518 Deletion -58 21


Deletion -1 438790 23.17583827 Deletion -67 1 5.29E-05 Deletion -37 308


Deletion -34 590 0.031162389 Deletion -40 355 0.018792525 Deletion -51 77


Deletion -30 959 0.050652086 Deletion -3 98015 5.188589602 Deletion -17 3199


Deletion -32 704 0.037183596 Deletion -53 48 0.002540961 Deletion -32 729


Deletion -9 13857 0.731893596 Deletion -61 14 0.000741114 Deletion -42 270


Deletion -59 20 0.001056352 Deletion -47 114 0.006034783 Deletion -28 1323


Deletion -46 154 0.008133912 Deletion -27 1021 0.05404836 Deletion -2 175532


Deletion -16 5279 0.278824153 Deletion -62 6 0.00031762 Deletion -20 3172


Deletion -4 81894 4.3254452 Deletion -23 1529 0.080940198 Deletion -41 188


Deletion -5 42024 2.219607164 Deletion -44 174 0.009210984 Deletion -8 20604


Deletion -3 98595 5.207552073 Deletion -8 20276 1.073344312 Deletion -55 54


Deletion -38 378 0.019965056 Deletion -31 603 0.031920824 Deletion -50 90


Deletion -20 3023 0.159667629 Deletion -10 14443 0.764564604 Deletion -52 58


Deletion -27 1010 0.053345784 Deletion -19 2322 0.122918993 Deletion -38 394


Deletion -35 371 0.019595333 Deletion -45 150 0.007940503 Deletion -68 2


Deletion -68 2 0.000105635 Deletion -33 499 0.026415408 Deletion -18 4323


Deletion -64 5 0.000264088 Deletion -52 64 0.003387948 Deletion -59 16


Deletion -51 69 0.003644415 Deletion -51 76 0.004023188 Deletion -30 1014


Deletion -41 192 0.010140981 Deletion -7 18257 0.966465137 Deletion -25 1146


Deletion -39 291 0.015369924 Deletion -16 5351 0.283264224 Deletion -5 42415


Deletion -22 2539 0.134103907 Deletion -39 292 0.015457513 Deletion -23 1502


Deletion -10 14428 0.76205245 Deletion -15 4418 0.233874293 Deletion -13 6366


Deletion -56 45 0.002376792 Deletion -20 3142 0.166327078 Deletion -1 442201


Deletion -13 6236 0.329370604 Deletion -13 6164 0.326301753 Deletion -65 5


Deletion -58 20 0.001056352 Deletion -65 3 0.00015881 Deletion -26 1523


Deletion -53 45 0.002376792 Deletion -6 32734 1.732829588 Deletion -45 153


Deletion -24 1961 0.10357533 Deletion -48 122 0.006458276 Deletion -21 1916







Deletion -12 10347 0.546503791 Deletion -22 2536 0.134247444 Deletion -4 82941


Deletion -28 1280 0.067606538 Deletion -26 1463 0.077446376 Deletion -47 101


Deletion -14 7067 0.373262037 Deletion -4 81530 4.315928279 Deletion -57 25


Deletion -42 244 0.012887496 Deletion -58 25 0.001323417 Deletion -7 18305


Deletion -29 799 0.042201269 Deletion -38 397 0.021015866 Deletion -43 153


Deletion -65 4 0.00021127 Deletion -35 382 0.020221815 Deletion -60 19


Deletion -66 2 0.000105635 Deletion -25 1177 0.062306483 Deletion -29 743


Deletion -63 4 0.00021127 Deletion -55 48 0.002540961 Deletion -16 5390


Deletion -17 3100 0.163734585 Deletion -24 1978 0.104708771 Deletion -36 492


Deletion -8 20306 1.072514351 Deletion -43 164 0.008681617 Deletion -39 303


Deletion -60 19 0.001003535 Deletion -56 42 0.002223341 Deletion -54 70


Deletion -37 297 0.01568683 Deletion -28 1278 0.067653089 Deletion -35 396


Deletion -50 90 0.004753585 Deletion -12 10327 0.54667719 Deletion -56 47


Deletion -25 1172 0.061902237 Deletion -42 270 0.014292906 Deletion -6 33335


Deletion -44 197 0.010405069 Deletion -11 8270 0.437786421 Deletion -44 198


Deletion -54 58 0.003063421 Deletion -1 436457 23.10458861 Deletion -53 58


Deletion -11 7990 0.422012689 Deletion -36 498 0.026362471 Deletion -12 10370


Deletion -19 2386 0.126022813 Deletion -37 281 0.01487521 Deletion -27 1031


Deletion -57 22 0.001161987 Deletion -49 73 0.003864378 Deletion -24 2012


Deletion -7 18138 0.958005776 Deletion -32 688 0.036420442 Deletion -61 14


Deletion -49 71 0.00375005 Deletion -64 6 0.00031762 Deletion -48 137


Deletion -36 488 0.025774993 Deletion -54 66 0.003493821 Deletion -19 2388


Deletion -21 1902 0.100459091 Deletion -18 4254 0.225192676 Deletion -34 585


Deletion -55 54 0.002852151 Deletion -50 99 0.005240732 Deletion -40 358


Deletion -47 96 0.00507049 Deletion -29 782 0.041396491 Deletion -10 14697


Deletion -26 1438 0.07595172 Deletion -14 7144 0.378179708 Deletion -46 150


Deletion -23 1471 0.077694702 Deletion -5 41879 2.216935612 Deletion -31 596


Deletion -48 108 0.005704302 Deletion -9 13954 0.738678563 Deletion -67 1


Deletion -52 54 0.002852151 Deletion -30 991 0.052460259 Deletion -15 4529


Deletion -40 365 0.019278427 Deletion -41 182 0.009634477 Deletion -11 8258


Deletion -45 155 0.008186729 Deletion -35 393 0.020635879 Deletion -49 76


Deletion -6 32858 1.731146035 Deletion -39 294 0.015437528 Deletion -49 75


Deletion -53 49 0.002581598 Deletion -47 93 0.0048833 Deletion -14 7114


Deletion -19 2352 0.123916717 Deletion -26 1505 0.07902544 Deletion -20 3120


Deletion -38 406 0.021390386 Deletion -46 149 0.007823781 Deletion -60 23


Deletion -68 1 5.27E-05 Deletion -68 3 0.000157526 Deletion -30 1004


Deletion -23 1447 0.076236177 Deletion -59 20 0.001050172 Deletion -53 57


Deletion -15 4480 0.236031841 Deletion -17 3145 0.165139542 Deletion -19 2410


Deletion -18 4242 0.22349265 Deletion -6 33343 1.750794193 Deletion -38 386


Deletion -59 17 0.000895657 Deletion -50 87 0.004568248 Deletion -1 437801


Deletion -13 6284 0.331076806 Deletion -29 772 0.040536638 Deletion -29 746


Deletion -44 190 0.010010279 Deletion -10 14677 0.770668697 Deletion -50 91


Deletion -55 52 0.002739655 Deletion -43 159 0.008348867 Deletion -63 5


Deletion -39 301 0.015858389 Deletion -55 51 0.002677939 Deletion -6 33068







Deletion -30 1003 0.052843736 Deletion -45 155 0.008138833 Deletion -37 311


Deletion -58 32 0.001685942 Deletion -56 41 0.002152853 Deletion -9 13952


Deletion -25 1175 0.061905673 Deletion -58 23 0.001207698 Deletion -17 3152


Deletion -35 375 0.01975713 Deletion -51 87 0.004568248 Deletion -3 99233


Deletion -28 1265 0.066647384 Deletion -53 51 0.002677939 Deletion -8 20459


Deletion -46 157 0.008271652 Deletion -37 303 0.015910105 Deletion -2 174003


Deletion -63 3 0.000158057 Deletion -8 20574 1.080311901 Deletion -13 6309


Deletion -52 57 0.003003084 Deletion -57 23 0.001207698 Deletion -11 8262


Deletion -12 10363 0.54598169 Deletion -38 421 0.02210612 Deletion -41 190


Deletion -2 173812 9.157403207 Deletion -19 2406 0.126335687 Deletion -18 4245


Deletion -42 264 0.013909019 Deletion -61 14 0.00073512 Deletion -47 103


Deletion -67 1 5.27E-05 Deletion -65 7 0.00036756 Deletion -27 1019


Deletion -66 3 0.000158057 Deletion -42 284 0.014912442 Deletion -39 290


Deletion -60 21 0.001106399 Deletion -40 350 0.018378009 Deletion -46 147


Deletion -36 477 0.025131069 Deletion -15 4438 0.233033159 Deletion -65 7


Deletion -64 8 0.000421485 Deletion -62 9 0.000472577 Deletion -4 82303


Deletion -51 72 0.003793369 Deletion -3 99329 5.215626559 Deletion -45 141


Deletion -5 42066 2.216275765 Deletion -22 2542 0.133476857 Deletion -43 181


Deletion -37 328 0.017280903 Deletion -31 613 0.032187771 Deletion -40 368


Deletion -47 116 0.006111539 Deletion -7 18316 0.961747486 Deletion -56 47


Deletion -61 13 0.000684914 Deletion -63 6 0.000315052 Deletion -68 2


Deletion -17 3111 0.163905147 Deletion -49 71 0.00372811 Deletion -28 1285


Deletion -29 732 0.038565917 Deletion -16 5435 0.285384232 Deletion -7 18181


Deletion -27 1007 0.053054479 Deletion -66 1 5.25E-05 Deletion -16 5370


Deletion -32 696 0.036669232 Deletion -54 66 0.003465567 Deletion -33 494


Deletion -9 13996 0.737388761 Deletion -33 483 0.025361653 Deletion -42 261


Deletion -4 81980 4.31917195 Deletion -60 19 0.000997663 Deletion -12 10276


Deletion -50 88 0.00463634 Deletion -52 74 0.003885636 Deletion -57 30


Deletion -48 139 0.007323309 Deletion -67 2 0.000105017 Deletion -21 1889


Deletion -24 2003 0.105529415 Deletion -27 1023 0.053716296 Deletion -10 14617


Deletion -10 14622 0.770369996 Deletion -9 13908 0.730289585 Deletion -34 589


Deletion -14 7143 0.376333804 Deletion -32 731 0.038383785 Deletion -61 12


Deletion -21 1884 0.099259819 Deletion -5 42305 2.22137625 Deletion -22 2507


Deletion -31 596 0.031400665 Deletion -48 125 0.006563575 Deletion -48 114


Deletion -20 3174 0.167224345 Deletion -24 2024 0.106277403 Deletion -55 46


Deletion -62 8 0.000421485 Deletion -36 510 0.026779385 Deletion -25 1182


Deletion -41 184 0.009694165 Deletion -30 998 0.052403581 Deletion -62 10


Deletion -65 7 0.0003688 Deletion -2 174629 9.16952401 Deletion -35 413


Deletion -57 24 0.001264456 Deletion -41 199 0.010449211 Deletion -64 5


Deletion -16 5394 0.284186552 Deletion -18 4232 0.222216388 Deletion -58 24


Deletion -11 8252 0.434762222 Deletion -4 82705 4.342723621 Deletion -31 569


Deletion -40 345 0.018176559 Deletion -13 6240 0.327653653 Deletion -52 61


Deletion -54 64 0.003371883 Deletion -20 3168 0.166347239 Deletion -67 1


Deletion -56 42 0.002212799 Deletion -44 197 0.010344194 Deletion -32 719







Deletion -22 2520 0.132767911 Deletion -14 7186 0.377326787 Deletion -23 1485


Deletion -49 73 0.003846055 Deletion -25 1196 0.062800284 Deletion -24 1958


Deletion -8 20474 1.078686588 Deletion -1 438415 23.02055712 Deletion -66 2


Deletion -26 1460 0.076921091 Deletion -21 1906 0.100081388 Deletion -36 487


Deletion -43 172 0.009061937 Deletion -23 1528 0.080233138 Deletion -15 4481


Deletion -1 437618 23.05620139 Deletion -28 1323 0.069468876 Deletion -59 20


Deletion -34 595 0.031347979 Deletion -12 10469 0.549712515 Deletion -54 63


Deletion -3 99260 5.22958048 Deletion -64 5 0.000262543 Deletion -26 1466


Deletion -7 18273 0.962725409 Deletion -34 586 0.030770039 Deletion -44 192


Deletion -45 155 0.00816628 Deletion -11 8161 0.428522671 Deletion -51 71


Deletion -33 497 0.026184782 Insertion 37 187 0.009926106 Deletion -5 42139


Insertion 30 522 0.027437856 Insertion 29 514 0.027283522 Insertion 40 136


Insertion 24 1275 0.067017752 Insertion 8 11867 0.629909641 Insertion 5 26139


Insertion 28 704 0.037004312 Insertion 46 1 5.31E-05 Insertion 6 19563


Insertion 44 26 0.001366637 Insertion 18 2677 0.142097254 Insertion 15 3028


Insertion 31 433 0.022759754 Insertion 16 3159 0.16768219 Insertion 21 1523


Insertion 40 138 0.007253686 Insertion 25 842 0.044694018 Insertion 11 5265


Insertion 3 68030 3.575856999 Insertion 15 3077 0.163329566 Insertion 37 195


Insertion 17 2175 0.114324401 Insertion 34 287 0.015234184 Insertion 10 8785


Insertion 43 55 0.002890962 Insertion 35 234 0.012420903 Insertion 38 175


Insertion 8 12049 0.633330898 Insertion 42 84 0.004458786 Insertion 28 715


Insertion 15 3095 0.162682308 Insertion 5 25887 1.374102205 Insertion 4 52427


Insertion 35 228 0.011984351 Insertion 24 1302 0.069111178 Insertion 25 862


Insertion 16 3185 0.167412973 Insertion 40 133 0.007059744 Insertion 30 527


Insertion 6 19687 1.034806655 Insertion 39 136 0.007218986 Insertion 44 28


Insertion 20 1974 0.103759249 Insertion 43 55 0.002919443 Insertion 2 132171


Insertion 19 1774 0.093246661 Insertion 44 25 0.00132702 Insertion 20 2007


Insertion 2 131793 6.927427922 Insertion 32 430 0.022824736 Insertion 13 4122


Insertion 18 2656 0.139607176 Insertion 14 4330 0.229839786 Insertion 8 12097


Insertion 27 745 0.039159392 Insertion 31 425 0.022559332 Insertion 19 1722


Insertion 23 1155 0.060710199 Insertion 36 265 0.014066407 Insertion 23 1178


Insertion 13 4132 0.21719008 Insertion 27 739 0.039226698 Insertion 22 1590


Insertion 12 6266 0.3293594 Insertion 12 6148 0.326340648 Insertion 31 438


Insertion 5 26123 1.373101755 Insertion 33 330 0.017516658 Insertion 43 53


Insertion 38 176 0.009251078 Insertion 19 1711 0.090821218 Insertion 16 3236


Insertion 1 502009 26.38707036 Insertion 4 51984 2.759351374 Insertion 24 1260


Insertion 42 90 0.004730665 Insertion 7 10648 0.565204167 Insertion 27 754


Insertion 14 4339 0.228070609 Insertion 41 87 0.004618028 Insertion 39 141


Insertion 34 295 0.015506068 Insertion 6 19265 1.022601266 Insertion 41 90


Insertion 26 914 0.04804253 Insertion 2 130779 6.941851596 Insertion 35 230


Insertion 46 1 5.26E-05 Insertion 21 1454 0.077179457 Insertion 45 7


Insertion 21 1532 0.080526428 Insertion 3 67251 3.569735674 Insertion 3 68061


Insertion 32 421 0.022128999 Insertion 22 1539 0.081691324 Insertion 14 4282


Insertion 11 5186 0.272591421 Insertion 28 685 0.036360336 Insertion 33 333







Insertion 36 275 0.014454809 Insertion 1 498892 26.48157752 Insertion 9 8760


Insertion 7 10840 0.5697823 Insertion 38 174 0.009236056 Insertion 17 2202


Insertion 9 8780 0.461502638 Insertion 10 8638 0.458511795 Insertion 32 453


Insertion 37 193 0.010144648 Insertion 11 5125 0.272039008 Insertion 29 546


Insertion 10 8781 0.461555201 Insertion 13 4128 0.219117468 Insertion 18 2640


Insertion 45 6 0.000315378 Insertion 45 8 0.000424646 Insertion 36 264


Insertion 41 82 0.004310161 Insertion 17 2175 0.115450701 Insertion 7 10877


Insertion 33 322 0.016925268 Insertion 26 885 0.046976492 Insertion 26 889


Insertion 4 52535 2.761394201 Insertion 20 1984 0.105312272 Insertion 46 2


Insertion 22 1566 0.082313568 Insertion 9 8701 0.461855885 Insertion 34 301


Insertion 25 867 0.045572071 Insertion 23 1160 0.061573707 Insertion 12 6269


Insertion 29 522 0.027437856 Insertion 30 519 0.027548926 Insertion 1 502485


Insertion 39 149 0.007831878 Insertion 34 284 0.015056496 Insertion 42 84


Insertion 28 721 0.03827035 Insertion 13 4121 0.218478244 Insertion 34 301


Insertion 6 19169 1.017481747 Insertion 33 317 0.016806019 Insertion 30 512


Insertion 30 520 0.027601362 Insertion 45 7 0.000371111 Insertion 43 57


Insertion 34 291 0.015446147 Insertion 18 2691 0.142665604 Insertion 40 129


Insertion 9 8716 0.462641291 Insertion 17 2141 0.113506897 Insertion 5 26024


Insertion 13 4072 0.216139896 Insertion 35 219 0.011610467 Insertion 29 519


Insertion 44 24 0.001273909 Insertion 10 8697 0.461078692 Insertion 38 169


Insertion 16 3184 0.169005263 Insertion 21 1435 0.076077719 Insertion 25 830


Insertion 43 53 0.002813216 Insertion 2 130718 6.930123543 Insertion 42 78


Insertion 8 11862 0.629629531 Insertion 28 698 0.037005051 Insertion 46 1


Insertion 23 1172 0.062209224 Insertion 24 1258 0.066693917 Insertion 36 255


Insertion 33 304 0.016136181 Insertion 15 3051 0.161751304 Insertion 35 234


Insertion 31 411 0.021815692 Insertion 19 1736 0.092035485 Insertion 33 323


Insertion 21 1440 0.076434541 Insertion 1 498650 26.43634469 Insertion 31 392


Insertion 2 130143 6.90793088 Insertion 12 6230 0.330288634 Insertion 19 1767


Insertion 38 165 0.008758124 Insertion 5 25669 1.360863395 Insertion 12 6266


Insertion 32 424 0.022505726 Insertion 4 52152 2.764881677 Insertion 28 695


Insertion 15 3074 0.163166513 Insertion 44 26 0.001378412 Insertion 24 1287


Insertion 45 7 0.000371557 Insertion 42 84 0.00445333 Insertion 27 752


Insertion 22 1495 0.079353916 Insertion 23 1156 0.061286302 Insertion 20 2031


Insertion 4 52185 2.769955917 Insertion 36 266 0.014102211 Insertion 16 3208


Insertion 39 142 0.007537295 Insertion 8 11873 0.629456975 Insertion 14 4262


Insertion 17 2119 0.11247555 Insertion 11 5181 0.274675026 Insertion 3 67641


Insertion 36 266 0.014119158 Insertion 30 527 0.027939344 Insertion 8 11934


Insertion 24 1266 0.067198701 Insertion 26 912 0.048350439 Insertion 45 7


Insertion 10 8701 0.461845098 Insertion 43 59 0.003127934 Insertion 15 3110


Insertion 20 1976 0.104885176 Insertion 38 176 0.009330786 Insertion 22 1571


Insertion 18 2632 0.139705355 Insertion 29 527 0.027939344 Insertion 13 4157


Insertion 1 498416 26.45569318 Insertion 22 1552 0.082280571 Insertion 7 10871


Insertion 11 5194 0.275695143 Insertion 27 730 0.038701557 Insertion 37 195


Insertion 26 880 0.046709997 Insertion 37 198 0.010497135 Insertion 32 449







Insertion 29 536 0.028450635 Insertion 40 132 0.00699809 Insertion 6 19553


Insertion 5 25806 1.36977067 Insertion 39 136 0.007210153 Insertion 23 1170


Insertion 14 4245 0.225322657 Insertion 31 421 0.022319665 Insertion 11 5219


Insertion 41 84 0.004458682 Insertion 3 67482 3.577614383 Insertion 39 144


Insertion 37 191 0.010138193 Insertion 20 1961 0.103964047 Insertion 41 92


Insertion 40 140 0.007431136 Insertion 41 83 0.004400314 Insertion 2 130810


Insertion 7 10747 0.570445842 Insertion 7 10713 0.567958609 Insertion 26 911


Insertion 27 735 0.039013464 Insertion 32 432 0.022902839 Insertion 44 25


Insertion 3 67430 3.579153541 Insertion 25 842 0.044639331 Insertion 4 52222


Insertion 12 6083 0.322882856 Insertion 6 19466 1.032006188 Insertion 21 1490


Insertion 35 232 0.012314454 Insertion 14 4292 0.227543951 Insertion 9 8799


Insertion 25 860 0.045648406 Insertion 9 8669 0.459594249 Insertion 17 2135


Insertion 42 86 0.004564841 Insertion 16 3220 0.170710979 Insertion 18 2648


Insertion 19 1746 0.092676881 Insertion 17 2169 0.114819679 Insertion 10 8876


Insertion 16 3140 0.16584729 Insertion 31 433 0.022921586 Insertion 1 499252


Insertion 6 19333 1.021122818 Insertion 13 4193 0.221963538 Insertion 11 5274


Insertion 19 1785 0.09427943 Insertion 15 3129 0.165638901 Insertion 18 2662


Insertion 7 10842 0.572648507 Insertion 9 8728 0.462031424 Insertion 33 327


Insertion 10 8814 0.465534398 Insertion 28 684 0.036208695 Insertion 14 4300


Insertion 12 6099 0.322134592 Insertion 44 27 0.001429291 Insertion 15 3086


Insertion 26 923 0.048750652 Insertion 11 5149 0.272571013 Insertion 27 757


Insertion 33 321 0.016954452 Insertion 19 1736 0.091898093 Insertion 21 1490


Insertion 24 1303 0.068821343 Insertion 12 6194 0.327889854 Insertion 41 86


Insertion 23 1139 0.060159256 Insertion 46 2 0.000105873 Insertion 6 19515


Insertion 21 1478 0.078064425 Insertion 1 499416 26.43742963 Insertion 3 68338


Insertion 4 52246 2.759508754 Insertion 14 4244 0.224663309 Insertion 24 1249


Insertion 43 58 0.003063421 Insertion 35 224 0.011857818 Insertion 26 894


Insertion 46 1 5.28E-05 Insertion 32 442 0.023398017 Insertion 17 2162


Insertion 13 4122 0.217714181 Insertion 45 7 0.000370557 Insertion 32 447


Insertion 41 84 0.004436679 Insertion 37 192 0.010163844 Insertion 25 838


Insertion 30 514 0.027148251 Insertion 21 1480 0.0783463 Insertion 36 264


Insertion 27 738 0.038979395 Insertion 4 52126 2.759377867 Insertion 2 132784


Insertion 35 233 0.012306503 Insertion 3 67704 3.584025613 Insertion 10 8886


Insertion 44 27 0.001426075 Insertion 27 736 0.038961403 Insertion 1 506598


Insertion 40 142 0.0075001 Insertion 42 83 0.004393745 Insertion 8 12122


Insertion 42 81 0.004278226 Insertion 18 2634 0.13943524 Insertion 43 57


Insertion 15 3073 0.16230851 Insertion 38 173 0.009158047 Insertion 38 180


Insertion 8 11845 0.625624568 Insertion 34 299 0.01582807 Insertion 35 231


Insertion 25 850 0.044894967 Insertion 10 8744 0.462878411 Insertion 31 416


Insertion 37 198 0.010457886 Insertion 16 3132 0.165797711 Insertion 30 517


Insertion 17 2161 0.114138851 Insertion 6 19423 1.028189316 Insertion 44 25


Insertion 20 1934 0.102149254 Insertion 23 1162 0.061512433 Insertion 23 1145


Insertion 18 2643 0.139596938 Insertion 25 827 0.043778642 Insertion 34 310


Insertion 1 500632 26.44218479 Insertion 20 1943 0.102855987 Insertion 46 1







Insertion 3 67515 3.565980812 Insertion 36 271 0.014345843 Insertion 28 711


Insertion 45 7 0.000369723 Insertion 29 537 0.028427002 Insertion 20 1992


Insertion 11 5197 0.274493109 Insertion 26 897 0.04748421 Insertion 7 10924


Insertion 31 420 0.022183395 Insertion 43 63 0.003335011 Insertion 22 1559


Insertion 36 264 0.013943849 Insertion 2 131097 6.939841158 Insertion 42 81


Insertion 14 4231 0.2234713 Insertion 7 10855 0.574627762 Insertion 29 528


Insertion 2 131129 6.925920136 Insertion 41 85 0.004499619 Insertion 37 197


Insertion 38 174 0.009190264 Insertion 40 132 0.006987643 Insertion 16 3257


Insertion 29 519 0.027412339 Insertion 8 11843 0.626929211 Insertion 19 1763


Insertion 28 678 0.035810338 Insertion 5 25974 1.374977568 Insertion 5 26101


Insertion 34 293 0.015475559 Insertion 33 329 0.017416171 Insertion 12 6209


Insertion 9 8791 0.464319593 Insertion 22 1506 0.079722654 Insertion 40 141


Insertion 22 1527 0.080652488 Insertion 30 520 0.027527078 Insertion 4 52548


Insertion 5 25907 1.368345774 Insertion 39 148 0.00783463 Insertion 45 6


Insertion 39 152 0.008028276 Insertion 24 1271 0.067282532 Insertion 9 8711


Insertion 32 445 0.023503836 Insertion 29 530 0.027829557 Insertion 13 4193


Insertion 46 2 0.000105371 Insertion 32 443 0.023261309 Insertion 39 145


Insertion 13 4147 0.21848751 Insertion 28 687 0.036073407 Insertion 41 89


Insertion 23 1138 0.059956302 Insertion 1 503010 26.41235002 Insertion 5 26076


Insertion 41 82 0.004320226 Insertion 41 88 0.004620757 Insertion 10 8800


Insertion 19 1738 0.09156771 Insertion 25 851 0.044684817 Insertion 42 81


Insertion 37 193 0.010168336 Insertion 2 131883 6.924991467 Insertion 25 875


Insertion 20 1980 0.104317644 Insertion 35 224 0.011761926 Insertion 34 302


Insertion 43 60 0.003161141 Insertion 8 11931 0.626480086 Insertion 27 750


Insertion 7 10858 0.572061101 Insertion 9 8800 0.462075665 Insertion 8 11927


Insertion 35 220 0.011590849 Insertion 4 52876 2.776444643 Insertion 44 27


Insertion 40 139 0.007323309 Insertion 7 10878 0.571188532 Insertion 43 61


Insertion 21 1499 0.078975833 Insertion 45 7 0.00036756 Insertion 18 2710


Insertion 34 308 0.016227189 Insertion 16 3208 0.168447583 Insertion 35 235


Insertion 12 6146 0.323806182 Insertion 27 742 0.03896138 Insertion 23 1198


Insertion 6 19524 1.028635193 Insertion 20 2025 0.106329912 Insertion 20 2054


Insertion 5 26058 1.372883419 Insertion 15 3109 0.163249232 Insertion 38 172


Insertion 2 131510 6.928693622 Insertion 13 4148 0.217805666 Insertion 12 6246


Insertion 45 6 0.000316114 Insertion 19 1775 0.093202762 Insertion 40 134


Insertion 17 2115 0.111430211 Insertion 6 19686 1.033684266 Insertion 17 2154


Insertion 39 147 0.007744795 Insertion 5 26220 1.376775447 Insertion 36 264


Insertion 24 1278 0.067332298 Insertion 43 55 0.002887973 Insertion 24 1265


Insertion 15 3086 0.162588005 Insertion 33 332 0.017432855 Insertion 29 520


Insertion 11 5246 0.276389071 Insertion 44 25 0.001312715 Insertion 6 19551


Insertion 8 11949 0.629541176 Insertion 14 4308 0.226207041 Insertion 30 514


Insertion 26 914 0.04815471 Insertion 30 521 0.02735698 Insertion 28 696


Insertion 1 502177 26.45753613 Insertion 39 150 0.00787629 Insertion 31 434


Insertion 32 447 0.023550498 Insertion 22 1578 0.082858568 Insertion 22 1588


Insertion 31 424 0.022338728 Insertion 37 192 0.010081651 Insertion 9 8785







Insertion 33 309 0.016279875 Insertion 26 920 0.04830791 Insertion 15 3088


Insertion 44 27 0.001422513 Insertion 38 189 0.009924125 Insertion 7 10798


Insertion 9 8844 0.465952143 Insertion 42 89 0.004673265 Insertion 32 456


Insertion 30 511 0.026922382 Insertion 21 1499 0.078710389 Insertion 21 1497


Insertion 10 8799 0.463581288 Insertion 23 1165 0.061172517 Insertion 19 1736


Insertion 3 67970 3.581045589 Insertion 3 68256 3.584026884 Insertion 11 5135


Insertion 36 270 0.014225133 Insertion 31 410 0.021528525 Insertion 14 4307


Insertion 16 3179 0.167487773 Insertion 11 5143 0.270051721 Insertion 37 199


Insertion 29 525 0.027659981 Insertion 40 137 0.007193678 Insertion 4 52486


Insertion 27 761 0.040093802 Insertion 12 6209 0.326025887 Insertion 26 895


Insertion 42 90 0.004741711 Insertion 17 2148 0.112788469 Insertion 2 131786


Insertion 18 2650 0.139617049 Insertion 36 257 0.01349471 Insertion 45 7


Insertion 14 4276 0.225283963 Insertion 24 1276 0.067000971 Insertion 1 502525


Insertion 25 859 0.045256998 Insertion 10 8871 0.465803775 Insertion 46 2


Insertion 38 166 0.008745823 Insertion 34 298 0.015647562 Insertion 13 4110


Insertion 22 1544 0.081346688 Insertion 18 2698 0.141668198 Insertion 16 3255


Insertion 28 685 0.03608969 Insertion 39 140


Insertion 4 52315 2.756251288 Insertion 33 323


Insertion 3 67726







Percent(%) Type Length Count Percent(%)


0.005673956 Deletion -30 1016 0.053055107


0.165542908 Deletion -4 83514 4.36106716


0.013922206 Deletion -12 10494 0.547992418


0.104915642 Deletion -25 1215 0.063446807


0.430695259 Deletion -54 68 0.003550932


0.068402687 Deletion -66 3 0.000156659


4.331539733 Deletion -45 154 0.008041817


0.001628635 Deletion -23 1503 0.07848605


0.02148748 Deletion -65 3 0.000156659


0.237518086 Deletion -48 125 0.006527449


0.025322654 Deletion -59 15 0.000783294


0.033991197 Deletion -15 4455 0.232638291


0.001050733 Deletion -60 21 0.001096611


1.736913389 Deletion -57 24 0.00125327


0.000420293 Deletion -10 14738 0.769612374


23.07240493 Deletion -52 70 0.003655372


0.013606986 Deletion -27 1067 0.055718307


0.000262683 Deletion -7 18499 0.966010266


0.002469221 Deletion -21 1934 0.100992694


0.374113313 Deletion -61 10 0.000522196


0.032099878 Deletion -22 2594 0.135457626


5.25E-05 Deletion -14 7172 0.374518927


0.001471026 Deletion -43 170 0.008877331


0.016338891 Deletion -53 56 0.002924297


0.02148748 Deletion -41 203 0.010600578


0.281018412 Deletion -39 292 0.015248121


0.063726927 Deletion -29 783 0.040887942


0.003992784 Deletion -37 307 0.016031415


0.330507914 Deletion -63 5 0.000261098


9.170110442 Deletion -24 2032 0.106110215


0.002679368 Deletion -18 4325 0.225849743


5.25E-05 Deletion -34 597 0.031175098


0.004885906 Deletion -28 1272 0.066423323


0.003414881 Deletion -62 7 0.000365537


0.125615073 Deletion -51 75 0.00391647


0.548955204 Deletion -35 402 0.020992277


0.771868108 Deletion -47 102 0.005326399


0.03892964 Deletion -33 485 0.025326503


0.078384646 Deletion -26 1474 0.076971681


0.965097818 Deletion -16 5417 0.28287354


0.100029736 Deletion -67 1 5.22E-05


SG2







0.052326479 Deletion -49 71 0.003707591


0.166278421 Deletion -50 98 0.00511752


2.222824642 Deletion -31 640 0.03342054


0.053219602 Deletion -46 154 0.008041817


0.019018259 Deletion -2 175675 9.173677147


0.739085253 Deletion -56 49 0.00255876


0.007775421 Deletion -5 42868 2.238549549


0.132024541 Deletion -58 22 0.001148831


0.000577903 Deletion -1 441082 23.03312289


0.010770008 Deletion -13 6383 0.333317667


0.00404532 Deletion -68 2 0.000104439


0.008195714 Deletion -8 20601 1.075775853


0.027003826 Deletion -36 523 0.027310848


5.25E-05 Deletion -44 196 0.01023504


0.078752402 Deletion -19 2404 0.125535904


0.00015761 Deletion -42 261 0.013629314


1.072955511 Deletion -40 358 0.018694615


0.040137982 Deletion -6 33508 1.74977415


0.222702757 Deletion -38 398 0.020783398


0.010034496 Deletion -9 14269 0.745121384


0.000682976 Deletion -3 100218 5.233343255


0.003519954 Deletion -64 9 0.000469976


0.001208342 Deletion -17 3163 0.165170575


0.00840586 Deletion -11 8321 0.43451924


5.204593382 Deletion -20 3192 0.166684944


0.007039908 Deletion -55 56 0.002924297


0.003572491 Deletion -32 703 0.036710374


0.236593602 Deletion -24 2010 0.104879013


0.127014519 Deletion -26 1484 0.077433063


0.135573734 Deletion -3 100322 5.234662879


0.967455435 Deletion -8 20672 1.078636301


0.000898189 Deletion -42 250 0.013044653


0.026892841 Deletion -61 9 0.000469608


0.000211339 Deletion -5 42749 2.230583555


0.052464816 Deletion -35 385 0.020088766


23.01393197 Deletion -60 21 0.001095751


4.341318235 Deletion -21 1909 0.099608973


0.01394835 Deletion -52 61 0.003182895


0.109050736 Deletion -59 21 0.001095751


0.330058113 Deletion -46 134 0.006991934


1.753423818 Deletion -7 18544 0.967600212


0.100650025 Deletion -39 299 0.015601405


0.003698426 Deletion -68 2 0.000104357


0.000105669 Deletion -32 711 0.037098994







0.020499848 Deletion -45 151 0.007878971


0.079304823 Deletion -1 442020 23.06399081


0.003804095 Deletion -37 302 0.015757941


0.010144254 Deletion -48 122 0.006365791


0.033919851 Deletion -41 193 0.010070472


0.069266238 Deletion -56 46 0.002400216


1.078936565 Deletion -23 1503 0.078424456


0.017065595 Deletion -15 4423 0.230786008


0.062926079 Deletion -43 162 0.008452935


0.019020477 Deletion -6 33555 1.750853381


0.007502522 Deletion -63 5 0.000260893


2.230256613 Deletion -33 530 0.027654665


0.03244048 Deletion -67 2 0.000104357


0.776563813 Deletion -55 47 0.002452395


0.005811812 Deletion -4 83134 4.337816868


0.006710002 Deletion -12 10463 0.545944835


0.026417329 Deletion -30 993 0.051813363


0.380092535 Deletion -64 7 0.00036525


0.283563613 Deletion -44 174 0.009079079


0.163470434 Deletion -20 3173 0.165562741


0.165795159 Deletion -10 14690 0.766503835


0.008347876 Deletion -34 612 0.031933312


0.427907901 Deletion -65 3 0.000156536


0.002747402 Deletion -25 1193 0.062249086


5.224396721 Deletion -40 369 0.019253908


0.056163242 Deletion -53 56 0.002922002


0.000264173 Deletion -18 4289 0.223794074


0.003645591 Deletion -16 5529 0.288495555


0.740900419 Deletion -19 2432 0.126898388


0.008876223 Deletion -31 623 0.032507276


0.000581181 Deletion -2 175511 9.157920661


0.000211339 Deletion -38 390 0.020349659


0.548952104 Deletion -9 14143 0.737962133


0.039203317 Deletion -28 1322 0.068980127


0.02166221 Deletion -27 1055 0.055048437


0.004015434 Deletion -54 74 0.003861217


0.002641733 Deletion -50 95 0.004956968


0.010461262 Deletion -13 6376 0.332690841


0.014846539 Deletion -29 769 0.040125354


0.003592757 Deletion -11 8317 0.43396953


0.002588898 Deletion -58 20 0.001043572


0.000105669 Deletion -51 77 0.004017753


0.076715924 Deletion -62 7 0.00036525


0.000528347 Deletion -47 110 0.005739648







0.039520325 Deletion -57 21 0.001095751


0.001215197 Deletion -22 2580 0.134620823


0.223226433 Deletion -17 3131 0.163371239


9.174791316 Deletion -36 504 0.026298021


0.001215197 Deletion -49 74 0.003861217


0.000105669 Deletion -14 7260 0.378816735


0.001056693 Deletion -42 273 0.014414144


0.734112514 Deletion -61 15 0.000791986


0.000261213 Deletion -62 6 0.000316794


0.025442129 Deletion -11 8214 0.433691505


5.193433319 Deletion -66 2 0.000105598


0.378236166 Deletion -7 18289 0.965642066


0.132330415 Deletion -18 4218 0.222706448


0.000365698 Deletion -5 42222 2.229282044


0.000261213 Deletion -46 146 0.007708663


0.000156728 Deletion -55 45 0.002375958


0.001097094 Deletion -3 98947 5.2243089


0.01609071 Deletion -20 3150 0.166317049


0.004022677 Deletion -4 82202 4.340188588


0.167123963 Deletion -54 60 0.003167944


0.038084829 Deletion -30 1010 0.053327054


0.014105492 Deletion -35 386 0.020380438


0.069116913 Deletion -41 195 0.010295817


9.170241799 Deletion -25 1174 0.0619861


0.165713414 Deletion -16 5402 0.285220539


0.009821602 Deletion -27 1046 0.05522782


1.076405795 Deletion -40 340 0.017951681


0.002821098 Deletion -21 1860 0.098206257


0.004701831 Deletion -29 753 0.039757695


0.003030069 Deletion -2 173227 9.146223309


0.02058357 Deletion -36 487 0.025713144


0.000104485 Deletion -47 111 0.005860696


0.225844606 Deletion -53 61 0.003220743


0.000835881 Deletion -13 6267 0.330891729


0.05297396 Deletion -22 2485 0.131205672


0.059869979 Deletion -12 10393 0.548740663


2.215868365 Deletion -63 4 0.000211196


0.078468332 Deletion -44 177 0.009345434


0.332576164 Deletion -10 14496 0.765375219


23.10171418 Deletion -26 1463 0.077245029


0.000261213 Deletion -43 159 0.008395051


0.079565425 Deletion -38 393 0.020750032


0.007993112 Deletion -9 13958 0.736969323


0.100096753 Deletion -51 67 0.003537537







4.333050527 Deletion -39 290 0.015311728


0.005276499 Deletion -23 1473 0.07777302


0.001306064 Deletion -52 64 0.00337914


0.95630014 Deletion -49 78 0.004118327


0.007993112 Deletion -37 302 0.015945317


0.000992609 Deletion -56 41 0.002164762


0.038816225 Deletion -59 16 0.000844785


0.281587422 Deletion -34 575 0.030359461


0.025703342 Deletion -1 436965 23.07134262


0.015829497 Deletion -31 635 0.033527405


0.00365698 Deletion -24 1986 0.104858939


0.020688055 Deletion -14 7150 0.377513301


0.002455401 Deletion -64 8 0.000422393


1.741505881 Deletion -57 26 0.001372776


0.010344028 Deletion -48 142 0.007497467


0.003030069 Deletion -8 20318 1.072771365


0.541755392 Deletion -45 145 0.007655864


0.053862084 Deletion -32 713 0.037645732


0.105112039 Deletion -58 30 0.001583972


0.000731396 Deletion -28 1284 0.067793997


0.007157231 Deletion -19 2405 0.126981747


0.124755244 Deletion -17 3164 0.167056236


0.0305619 Deletion -15 4454 0.235167027


0.018702838 Deletion -33 458 0.024181971


0.767808968 Deletion -6 33065 1.745801023


0.007836385 Deletion -67 1 5.28E-05


0.031136568 Deletion -65 5 0.000263995


5.22E-05 Deletion -50 94 0.004963112


0.236606574 Deletion -60 23 0.001214378


0.431419096 Deletion -10 14536 0.765976641


0.003970435 Deletion -16 5341 0.281444774


0.003948154 Deletion -7 18243 0.961317547


0.374495558 Deletion -18 4252 0.224059761


0.164243202 Deletion -55 53 0.002792843


0.001210767 Deletion -49 77 0.004057526


0.05285262 Deletion -21 1899 0.100068082


0.003000597 Deletion -20 3154 0.16620049


0.126867345 Deletion -42 269 0.014174994


0.020319832 Deletion -63 3 0.000158085


23.04674298 Deletion -28 1273 0.067080921


0.039270971 Deletion -36 510 0.026874524


0.004790427 Deletion -43 171 0.00901087


0.00026321 Deletion -34 590 0.031090136


1.740767374 Deletion -44 188 0.009906687







0.016371678 Deletion -9 13971 0.736203884


0.734461909 Deletion -25 1159 0.061073674


0.165927748 Deletion -29 771 0.040627958


5.223828741 Deletion -33 497 0.026189488


1.077003741 Deletion -23 1512 0.079675061


9.159874965 Deletion -57 21 0.001106598


0.332118706 Deletion -6 33029 1.740467975


0.434928633 Deletion -45 149 0.007851577


0.01000199 Deletion -39 265 0.013964214


0.223465511 Deletion -22 2544 0.134056451


0.005422131 Deletion -60 22 0.001159293


0.053642251 Deletion -3 99012 5.217451789


0.015266195 Deletion -2 173757 9.156150472


0.007738382 Deletion -5 42281 2.228003465


0.000368494 Deletion -24 2004 0.105601072


4.332598801 Deletion -56 41 0.002160501


0.007422529 Deletion -58 20 0.001053903


0.009528211 Deletion -50 85 0.004479087


0.019372275 Deletion -1 437809 23.07040915


0.002474176 Deletion -47 104 0.005480295


0.000105284 Deletion -27 1020 0.053749049


0.067645037 Deletion -4 82206 4.331857167


0.957085146 Deletion -51 70 0.00368866


0.282687819 Deletion -14 7164 0.377508025


0.026005174 Deletion -65 5 0.000263476


0.013739576 Deletion -59 18 0.000948513


0.540949726 Deletion -31 577 0.030405099


0.001579262 Deletion -12 10341 0.544920504


0.099440836 Deletion -52 67 0.003530575


0.769468873 Deletion -26 1459 0.076882218


0.031006169 Deletion -53 52 0.002740148


0.000631705 Deletion -13 6360 0.335141128


0.131973624 Deletion -40 360 0.018970253


0.006001194 Deletion -62 7 0.000368866


0.002421534 Deletion -17 3160 0.166516661


0.062222905 Deletion -41 193 0.010170163


0.000526421 Deletion -30 1017 0.053590963


0.021741167 Deletion -46 137 0.007219235


0.00026321 Deletion -19 2382 0.125519838


0.001263409 Deletion -61 11 0.000579647


0.029953328 Deletion -37 302 0.015913934


0.003211165 Deletion -54 70 0.00368866


5.26E-05 Deletion -64 7 0.000368866


0.037849635 Deletion -15 4422 0.233017935







0.078173447 Deletion -67 1 5.27E-05


0.103073138 Deletion -35 392 0.020656497


0.000105284 Deletion -48 122 0.006428808


0.025636679 Deletion -11 8172 0.430624733


0.235889035 Deletion -38 400 0.021078058


0.001052841 Deletion -8 20348 1.072240829


0.003316449 Deletion -32 704 0.037097383


0.077173248 Insertion 32 446 0.023289939


0.010107274 Insertion 19 1759 0.091854266


0.003737586 Insertion 35 239 0.012480483


2.218283427 Insertion 37 196 0.01023504


0.007144981 Insertion 34 299 0.015613659


1.373254865 Insertion 30 546 0.028511898


1.027774013 Insertion 23 1182 0.06172356


0.159080903 Insertion 10 8921 0.465850997


0.080013281 Insertion 41 89 0.004647544


0.276605335 Insertion 31 441 0.023028841


0.010244642 Insertion 18 2656 0.138695241


0.461534259 Insertion 11 5223 0.272742939


0.00919391 Insertion 36 249 0.013002679


0.037563688 Insertion 40 136 0.007101865


2.754337687 Insertion 14 4299 0.224492034


0.045286572 Insertion 26 875 0.045692145


0.027686802 Insertion 28 683 0.035665983


0.001471026 Insertion 42 86 0.004490885


6.943818383 Insertion 17 2198 0.114778667


0.105441008 Insertion 33 345 0.01801576


0.216555972 Insertion 4 52897 2.762259855


0.635535564 Insertion 7 10903 0.569350232


0.09046807 Insertion 15 3104 0.162089619


0.061888145 Insertion 46 1 5.22E-05


0.083533235 Insertion 6 19776 1.032694688


0.023011042 Insertion 1 504019 26.31966747


0.002784441 Insertion 44 27 0.001409929


0.170008521 Insertion 24 1279 0.066788861


0.066196149 Insertion 20 2013 0.105118042


0.039612616 Insertion 38 175 0.009138429


0.007407664 Insertion 12 6342 0.331176664


0.004728296 Insertion 45 6 0.000313318


0.012083424 Insertion 13 4123 0.215301385


0.000367756 Insertion 27 779 0.040679064


3.575695296 Insertion 16 3226 0.16846041


0.224961832 Insertion 22 1590 0.083029154


0.017494696 Insertion 3 68551 3.579705377







0.460220843 Insertion 21 1490 0.077807195


0.11568565 Insertion 25 885 0.046214341


0.023799092 Insertion 39 146 0.007624061


0.028684998 Insertion 29 515 0.026893091


0.138696692 Insertion 8 12100 0.631857085


0.013869669 Insertion 5 26530 1.385385824


0.57144088 Insertion 2 132825 6.936067551


0.04670506 Insertion 43 56 0.002924297


0.000105073 Insertion 9 8841 0.461673429


0.015813524 Insertion 15 3120 0.162797275


0.329352108 Insertion 3 68583 3.57856586


26.39886647 Insertion 28 682 0.035585815


0.004413077 Insertion 34 304 0.015862299


0.015903232 Insertion 10 8838 0.461154587


0.027051345 Insertion 33 330 0.017218943


0.003011576 Insertion 29 517 0.026976343


0.006815671 Insertion 38 172 0.008974722


1.374969158 Insertion 8 12139 0.633396191


0.027421188 Insertion 9 8828 0.460632801


0.008929057 Insertion 24 1281 0.066840804


0.043852767 Insertion 2 132717 6.924989069


0.004121103 Insertion 39 144 0.00751372


5.28E-05 Insertion 44 28 0.001461001


0.013472838 Insertion 19 1756 0.091625646


0.01236331 Insertion 37 204 0.010644437


0.017065595 Insertion 25 876 0.045708466


0.020711186 Insertion 31 438 0.022854233


0.093358842 Insertion 42 85 0.004435182


0.331061971 Insertion 5 26410 1.378037187


0.036720088 Insertion 14 4319 0.225359432


0.067998206 Insertion 22 1558 0.08129428


0.039731663 Insertion 18 2641 0.137803719


0.107307192 Insertion 35 234 0.012209796


0.169493585 Insertion 27 755 0.039394853


0.225181315 Insertion 40 142 0.007409363


3.573789149 Insertion 46 1 5.22E-05


0.630528817 Insertion 7 10933 0.570468783


0.000369843 Insertion 17 2182 0.113853735


0.164315789 Insertion 36 256 0.013357725


0.083003249 Insertion 30 528 0.027550308


0.219633676 Insertion 16 3206 0.167284635


0.574365575 Insertion 41 82 0.004278646


0.010302758 Insertion 13 4142 0.216123818


0.023722762 Insertion 6 19812 1.033762694







1.033076081 Insertion 32 446 0.023271662


0.061816551 Insertion 26 886 0.046230252


0.275744084 Insertion 1 505422 26.37221927


0.007608191 Insertion 12 6304 0.32893398


0.004860789 Insertion 23 1174 0.061257692


6.911301703 Insertion 20 2046 0.106757444


0.048132374 Insertion 45 6 0.000313072


0.001320866 Insertion 21 1477 0.077067812


2.759131546 Insertion 4 52976 2.764214237


0.078723641 Insertion 43 59 0.003078538


0.464892162 Insertion 11 5235 0.273155042


0.112801996 Insertion 35 241 0.012724574


0.139906176 Insertion 6 19400 1.024301825


0.468960431 Insertion 24 1247 0.065840432


26.37780902 Insertion 26 900 0.047519157


0.275527284 Insertion 13 4154 0.219327308


0.139069706 Insertion 7 10779 0.569121102


0.017083319 Insertion 34 293 0.015470125


0.224643027 Insertion 45 6 0.000316794


0.161220553 Insertion 41 83 0.004382322


0.039547621 Insertion 32 453 0.023917976


0.077841421 Insertion 18 2606 0.137594359


0.004492861 Insertion 39 138 0.007286271


1.019513643 Insertion 46 2 0.000105598


3.57015236 Insertion 21 1450 0.076558642


0.065250963 Insertion 25 864 0.045618391


0.046704852 Insertion 10 8800 0.464631756


0.112948424 Insertion 5 25995 1.372511646


0.023352426 Insertion 3 67853 3.582574831


0.043779269 Insertion 4 52272 2.759912628


0.013792037 Insertion 44 26 0.001372776


6.93697666 Insertion 31 423 0.022334004


0.464227427 Insertion 9 8742 0.46156941


26.4659786 Insertion 16 3218 0.169907385


0.633284365 Insertion 29 517 0.027297116


0.002977826 Insertion 40 140 0.007391869


0.009403662 Insertion 12 6193 0.326984598


0.012068032 Insertion 1 500225 26.41141136


0.021732907 Insertion 20 1981 0.104594944


0.027009406 Insertion 15 3089 0.163096306


0.001306064 Insertion 27 722 0.038120924


0.059817736 Insertion 17 2168 0.114468369


0.016195195 Insertion 14 4280 0.22597999


5.22E-05 Insertion 36 256 0.01351656







0.037144463 Insertion 11 5225 0.275875105


0.104067188 Insertion 19 1720 0.090814389


0.570697773 Insertion 43 55 0.002903948


0.081446158 Insertion 33 321 0.016948499


0.004231648 Insertion 28 681 0.035956162


0.027584074 Insertion 22 1538 0.081204959


0.010291785 Insertion 42 84 0.004435121


0.170154032 Insertion 30 528 0.027877905


0.092103641 Insertion 2 131357 6.935526536


1.363583171 Insertion 8 11852 0.625774496


0.324374082 Insertion 38 180 0.009503831


0.007366202 Insertion 37 177 0.009345434


2.74524227 Insertion 23 1126 0.059451745


0.000313455 Insertion 17 2165 0.114084991


0.455084978 Insertion 18 2651 0.139694832


0.219053072 Insertion 2 131619 6.935682413


0.007575172 Insertion 28 688 0.03625426


0.004685143 Insertion 42 84 0.004426392


1.372694147 Insertion 5 26071 1.37381515


0.463250057 Insertion 22 1565 0.082467903


0.004264006 Insertion 11 5166 0.272223124


0.046061795 Insertion 26 894 0.04710946


0.0158979 Insertion 29 525 0.027664952


0.039481539 Insertion 40 136 0.00716654


0.627861754 Insertion 43 58 0.003056318


0.001421335 Insertion 24 1262 0.066501274


0.003211165 Insertion 19 1743 0.091847639


0.142659961 Insertion 21 1501 0.079095414


0.012370882 Insertion 32 439 0.023133169


0.063065178 Insertion 36 261 0.013753433


0.108126775 Insertion 35 227 0.011961798


0.009054433 Insertion 31 432 0.022764303


0.328802256 Insertion 45 7 0.000368866


0.007054035 Insertion 23 1136 0.059861686


0.11339098 Insertion 20 2001 0.105442987


0.013897502 Insertion 27 747 0.039363274


0.066592196 Insertion 30 514 0.027085305


0.027373867 Insertion 6 19432 1.023972076


1.029204758 Insertion 4 52295 2.755692657


0.027058015 Insertion 41 88 0.004637173


0.036638868 Insertion 46 2 0.00010539


0.022846651 Insertion 12 6213 0.327394942


0.083595578 Insertion 3 67922 3.579159702


0.462460426 Insertion 14 4315 0.227379555







0.162558656 Insertion 7 10796 0.568896796


0.568428877 Insertion 34 305 0.01607202


0.024004776 Insertion 15 3091 0.162880696


0.078805152 Insertion 37 195 0.010275553


0.091386602 Insertion 8 11902 0.627177627


0.270316937 Insertion 44 27 0.001422769


0.226729318 Insertion 38 178 0.009379736


0.010475768 Insertion 13 4098 0.215944708


2.762970738 Insertion 25 883 0.046529814


0.047114636 Insertion 10 8736 0.460344795


6.937485458 Insertion 16 3177 0.167412479


0.000368494 Insertion 33 313 0.016493581


26.45394715 Insertion 1 501842 26.44463743


0.000105284 Insertion 9 8707 0.458816636


0.216358833 Insertion 39 141 0.007430016


0.171349879


0.007369887


0.017003383


3.56523561







Sample deletion duplication Count of CNV


HZ_1 1188 682 1870


HZ_2 1045 710 1755


HZ_3 1012 732 1744


HZ_4 1033 703 1736


BD_1 1339 628 1967


BD_2 1410 677 2087


BD_3 1193 689 1882


BD_4 1286 643 1929


GY_1 1210 724 1934


GY_2 1206 664 1870


GY_3 1231 732 1963


GY_4 1162 683 1845


OL_1 1180 695 1875


OL_2 1051 695 1746


OL_3 952 665 1617


OL_4 1204 637 1841


ZK_1 989 720 1709


ZK_2 1029 817 1846


ZK_3 930 650 1580


ZK_4 1209 692 1901


SG_1 1196 662 1858


SG_2 1217 622 1839


SG_3 1169 717 1886


SG_4 1171 676 1847


SG_5 1157 688 1845


SG_6 1018 710 1728


SG_7 892 707 1599


SG_8 1168 699 1867


Supplementary Table6.The number of CNV







Sample CTX DEL INS INV ITX Count of SV


HZ_1 5177 11594 93 1873 2584 21321


HZ_2 4980 11097 6 1847 2640 20570


HZ_3 4763 10484 34 1793 2665 19739


HZ_4 4725 10421 61 1709 2476 19392


BD_1 4832 11283 43 1746 2622 20526


BD_2 4692 10501 111 1718 2542 19564


BD_3 4799 11112 40 1799 2534 20284


BD_4 4996 11072 37 1811 2583 20499


OL_1 5067 12498 21 2137 2904 22627


OL_2 4376 11069 27 1869 2676 20017


OL_3 4254 10943 50 1549 2377 19173


OL_4 4994 12365 48 2095 2772 22274


ZK_1 4032 11110 0 3238 2658 21038


ZK_2 4934 12219 0 2443 3244 22840


ZK_3 5404 12711 111 2251 2926 23403


ZK_4 5293 13023 20 2227 3042 23605


GY_1 5775 13588 18 2187 3023 24591


GY_2 5724 12925 49 2241 3163 24102


GY_3 5286 12369 27 2117 2911 22710


GY_4 5000 12637 0 2171 3204 23012


SG_1 5403 12187 49 2059 2737 22435


SG_2 5114 11581 132 1886 2747 21460


SG_3 5369 12210 289 1971 2619 22458


SG_4 5659 12595 231 2035 2554 23074


SG_5 4802 10658 46 1762 2734 20002


SG_6 4739 10611 36 1796 2618 19800


SG_7 4655 10500 6 1709 2202 19072


SG_8 5505 12295 24 1850 2724 22398


Supplementary Table7.The number of SV







BD vs SG2 GY vs SG2
CHROM Start end Pi Fst Region Gene CHROM Start end
NC_056068.1 1205001 1225001 10.0294 0.356387 BD AASDHPPT;KBTBD3NC_056057.1 30380001 30400001
NC_056077.1 14820001 14840001 2.13714 0.294611 BD ABCC1 NC_056057.1 30385001 30405001
NC_056056.1 1.94E+08 193940001 2.38445 0.367681 BD ABCC9 NC_056057.1 30390001 30410001
NC_056056.1 1.94E+08 193945001 2.1189 0.347875 BD ABCC9 NC_056080.1 67170001 67190001
NC_056059.1 37170001 37190001 4.46913 0.352764 BD ABCG2 NC_056080.1 67175001 67195001
NC_056059.1 37175001 37195001 2.92135 0.348616 BD ABCG2 NC_056080.1 67180001 67200001
NC_056059.1 37125001 37145001 2.27849 0.347842 BD ABCG2;PPM1K NC_056080.1 67185001 67205001
NC_056070.1 64130001 64150001 3.24393 0.450178 BD ACACB;UNG NC_056054.1 203740001 203760001
NC_056070.1 64125001 64145001 4.9632 0.405495 BD ACACB;UNG NC_056073.1 26670001 26690001
NC_056070.1 64120001 64140001 2.38671 0.315771 BD ACACB;UNG NC_056073.1 26675001 26695001
NC_056054.1 1.93E+08 193025001 2.16193 0.336964 BD ACAP2 NC_056073.1 26680001 26700001
NC_056054.1 1.93E+08 193030001 3.50064 0.328763 BD ACAP2 NC_056073.1 26690001 26710001
NC_056065.1 60965001 60985001 2.84688 0.35444 BD ACBD6 NC_056073.1 26685001 26705001
NC_056065.1 60970001 60990001 11.8736 0.292642 BD ACBD6 NC_056056.1 5920001 5940001
NC_056056.1 1.17E+08 117230001 4.95959 0.387928 BD ACSS3 NC_056068.1 82095001 82115001
NC_056056.1 1.17E+08 117235001 3.95786 0.379339 BD ACSS3 NC_056068.1 82100001 82120001
NC_056056.1 1.17E+08 117225001 3.15127 0.304654 BD ACSS3 NC_056068.1 82105001 82125001
NC_056058.1 66715001 66735001 2.73729 0.312833 BD ADAM19 NC_056068.1 82090001 82110001
NC_056057.1 73740001 73760001 3.50848 0.400585 BD ADAM22 NC_056056.1 117175001 117195001
NC_056055.1 86625001 86645001 3.49715 0.341407 BD ADAMTSL1 NC_056056.1 117180001 117200001
NW_024599827.1 865001 885001 3.23273 0.33907 BD ADAMTSL3 NC_056056.1 117185001 117205001
NW_024599827.1 870001 890001 2.49759 0.321849 BD ADAMTSL3 NC_056056.1 117190001 117210001
NC_056060.1 87080001 87100001 3.45946 0.422234 BD ADCK1 NC_056056.1 117195001 117215001
NC_056060.1 87085001 87105001 3.52444 0.421494 BD ADCK1 NC_056056.1 117205001 117225001
NC_056060.1 87090001 87110001 2.31484 0.382871 BD ADCK1 NC_056056.1 117210001 117230001
NC_056060.1 87075001 87095001 2.33724 0.381632 BD ADCK1 NC_056056.1 117215001 117235001
NC_056054.1 1.2E+08 120045001 9.43229 0.494807 BD ADCY10 NC_056056.1 117220001 117240001
NC_056054.1 1.2E+08 120050001 7.24784 0.49394 BD ADCY10 NC_056055.1 14395001 14415001
NC_056054.1 1.2E+08 120055001 4.61901 0.482188 BD ADCY10 NC_056058.1 66715001 66735001
NC_056054.1 1.2E+08 120060001 3.22962 0.461121 BD ADCY10 NC_056057.1 73705001 73725001
NC_056059.1 1.03E+08 102675001 2.97156 0.423006 BD AFF1 NC_056057.1 73710001 73730001
NC_056059.1 1.03E+08 102670001 2.6419 0.298723 BD AFF1 NC_056057.1 73835001 73855001
NC_056080.1 87120001 87140001 2.45506 0.332609 BD AFF2 NC_056057.1 73845001 73865001
NC_056080.1 87115001 87135001 2.38188 0.317502 BD AFF2 NC_056057.1 73855001 73875001
NC_056080.1 87110001 87130001 2.30843 0.308042 BD AFF2 NC_056071.1 5860001 5880001
NC_056071.1 16985001 17005001 2.15202 0.323999 BD AGBL1 NC_056071.1 5865001 5885001
NC_056079.1 5960001 5980001 19.33 0.333027 BD AGPAT5 NC_056071.1 5870001 5890001
NC_056055.1 1.33E+08 132655001 2.21647 0.294797 BD AGPS NC_056071.1 5875001 5895001
NC_056057.1 94895001 94915001 4.36304 0.326651 BD AHCYL2 NC_056055.1 86510001 86530001
NC_056057.1 94890001 94910001 4.28054 0.311131 BD AHCYL2 NC_056055.1 86515001 86535001
NC_056057.1 94900001 94920001 3.03891 0.302793 BD AHCYL2 NC_056070.1 46190001 46210001
NC_056055.1 73050001 73070001 2.85648 0.41107 BD AK3 NC_056080.1 17235001 17255001
NC_056061.1 76120001 76140001 5.66166 0.35385 BD AKAP12 NC_056079.1 32295001 32315001
NC_056061.1 76115001 76135001 3.8617 0.328331 BD AKAP12 NC_056059.1 102565001 102585001
NC_056071.1 15655001 15675001 2.14143 0.309902 BD AKAP13 NC_056059.1 102630001 102650001
NC_056061.1 49600001 49620001 6.61438 0.418045 BD AKIRIN2 NC_056059.1 102635001 102655001
NC_056061.1 49605001 49625001 6.30768 0.37918 BD AKIRIN2 NC_056059.1 102640001 102660001
NC_056061.1 49610001 49630001 6.08696 0.338459 BD AKIRIN2 NC_056059.1 102645001 102665001
NC_056054.1 1.71E+08 171165001 6.08952 0.475712 BD ALCAM NC_056059.1 102650001 102670001
NC_056054.1 1.71E+08 171170001 7.15548 0.468021 BD ALCAM NC_056059.1 102655001 102675001
NC_056054.1 1.71E+08 171160001 5.05782 0.458181 BD ALCAM NC_056059.1 102660001 102680001
NC_056054.1 1.71E+08 171175001 7.19678 0.452922 BD ALCAM NC_056080.1 86995001 87015001
NC_056054.1 1.71E+08 171155001 4.43673 0.437737 BD ALCAM NC_056080.1 87015001 87035001
NC_056054.1 1.71E+08 171180001 4.63637 0.390534 BD ALCAM NC_056080.1 87110001 87130001
NC_056054.1 1.71E+08 171150001 4.38824 0.386369 BD ALCAM NC_056080.1 87115001 87135001
NC_056054.1 1.71E+08 171185001 3.10375 0.30094 BD ALCAM NC_056080.1 87120001 87140001
NC_056068.1 21900001 21920001 2.42971 0.303658 BD ALG9;C15H11orf1;FDNC_056056.1 101370001 101390001
NC_056070.1 64135001 64155001 2.61637 0.398454 BD ALKBH2;UNG NC_056054.1 10845001 10865001
NC_056070.1 64145001 64165001 2.65127 0.342211 BD ALKBH2;UNG;USP30NC_056054.1 264610001 264630001
NC_056070.1 64140001 64160001 2.65293 0.313128 BD ALKBH2;UNG;USP30NC_056061.1 56735001 56755001
NC_056070.1 64155001 64175001 16.1892 0.424262 BD ALKBH2;USP30 NC_056072.1 48750001 48770001
NC_056070.1 64150001 64170001 7.67949 0.375825 BD ALKBH2;USP30 NC_056072.1 48745001 48765001
NC_056058.1 14740001 14760001 2.18444 0.328763 BD ANGPTL4 NC_056055.1 247460001 247480001
NC_056078.1 15435001 15455001 5.60194 0.413864 BD ANK3 NC_056072.1 52795001 52815001
NC_056078.1 15430001 15450001 4.49124 0.381643 BD ANK3 NC_056072.1 52780001 52800001
NC_056078.1 15440001 15460001 4.36531 0.379779 BD ANK3 NC_056072.1 52785001 52805001
NC_056078.1 15500001 15520001 2.75669 0.320854 BD ANK3 NC_056080.1 124960001 124980001
NC_056078.1 15505001 15525001 2.45268 0.29984 BD ANK3 NC_056080.1 124980001 125000001
NC_056078.1 15445001 15465001 2.54865 0.295523 BD ANK3 NC_056080.1 125015001 125035001


Supplementary Table8.Putative selection regions associated with hypoxic adaptation among different breeds







NC_056060.1 11855001 11875001 2.72701 0.311709 BD ANKDD1A NC_056080.1 121900001 121920001
NC_056060.1 6990001 7010001 11.0891 0.296336 BD ANKDD1B;POLK NC_056068.1 15230001 15250001
NC_056068.1 23635001 23655001 5.34725 0.304566 BD ANKK1 NC_056060.1 86225001 86245001
NC_056061.1 47970001 47990001 3.90696 0.313587 BD ANKRD6 NC_056060.1 11845001 11865001
NC_056055.1 49065001 49085001 18.7985 0.308504 BD ANKS6 NC_056060.1 11850001 11870001
NC_056055.1 49060001 49080001 4.71853 0.306327 BD ANKS6 NC_056060.1 11855001 11875001
NC_056056.1 1.7E+08 170445001 3.80808 0.371925 BD ANO4 NC_056068.1 23630001 23650001
NC_056056.1 1.7E+08 170440001 12.062 0.334937 BD ANO4 NC_056068.1 23635001 23655001
NC_056074.1 20060001 20080001 6.16667 0.504217 BD ANO5 NC_056068.1 23640001 23660001
NC_056074.1 20065001 20085001 3.60578 0.48754 BD ANO5 NC_056068.1 23645001 23665001
NC_056074.1 20055001 20075001 5.51242 0.466613 BD ANO5 NC_056068.1 23650001 23670001
NC_056074.1 20050001 20070001 4.6455 0.447036 BD ANO5 NC_056068.1 23655001 23675001
NC_056074.1 20035001 20055001 3.43128 0.418587 BD ANO5 NC_056063.1 84690001 84710001
NC_056074.1 20070001 20090001 2.10004 0.40105 BD ANO5 NC_056063.1 84675001 84695001
NC_056074.1 20045001 20065001 2.43986 0.371126 BD ANO5 NC_056063.1 84680001 84700001
NC_056074.1 20040001 20060001 2.225 0.310676 BD ANO5 NC_056063.1 84685001 84705001
NC_056080.1 1425001 1445001 5.93411 0.315337 BD ANOS1 NC_056060.1 6610001 6630001
NC_056080.1 1430001 1450001 6.67339 0.302819 BD ANOS1 NC_056060.1 6615001 6635001
NC_056074.1 46840001 46860001 2.14471 0.334127 BD AP2A2 NC_056060.1 6620001 6640001
NC_056074.1 46835001 46855001 2.77778 0.322396 BD AP2A2 NC_056069.1 62770001 62790001
NC_056056.1 28785001 28805001 2.11722 0.297305 BD APOB NC_056069.1 62775001 62795001
NC_056056.1 28790001 28810001 2.94609 0.295876 BD APOB NC_056069.1 62780001 62800001
NC_056074.1 15960001 15980001 2.57783 0.37651 BD AQP11 NC_056069.1 62785001 62805001
NC_056074.1 15965001 15985001 2.11335 0.308076 BD AQP11 NC_056079.1 14845001 14865001
NC_056074.1 15955001 15975001 2.49347 0.3905 BD AQP11;CLNS1A NC_056079.1 14835001 14855001
NC_056074.1 15950001 15970001 2.44166 0.389193 BD AQP11;CLNS1A NC_056079.1 14840001 14860001
NC_056055.1 37705001 37725001 5.15228 0.361816 BD AQP3;NOL6 NC_056055.1 199425001 199445001
NC_056060.1 41095001 41115001 2.97819 0.334943 BD ARF6 NC_056055.1 199430001 199450001
NC_056070.1 10395001 10415001 3.42869 0.353769 BD ARHGAP10 NC_056055.1 199435001 199455001
NC_056070.1 10390001 10410001 5.19577 0.335118 BD ARHGAP10 NC_056056.1 170315001 170335001
NC_056070.1 10385001 10405001 2.65275 0.331548 BD ARHGAP10 NC_056056.1 170320001 170340001
NC_056070.1 10400001 10420001 3.38248 0.301819 BD ARHGAP10 NC_056056.1 170325001 170345001
NC_056076.1 40355001 40375001 3.12107 0.332311 BD ARHGAP28 NC_056056.1 170330001 170350001
NC_056076.1 40365001 40385001 2.15683 0.298722 BD ARHGAP28 NC_056056.1 170365001 170385001
NC_056076.1 40360001 40380001 2.41898 0.290952 BD ARHGAP28 NC_056056.1 170370001 170390001
NC_056080.1 9680001 9700001 11.4155 0.46378 BD ARHGAP6 NC_056056.1 170375001 170395001
NC_056080.1 9675001 9695001 4.94558 0.424336 BD ARHGAP6 NC_056056.1 170380001 170400001
NC_056080.1 9720001 9740001 3.37127 0.415007 BD ARHGAP6 NC_056056.1 170385001 170405001
NC_056080.1 9730001 9750001 2.82927 0.412982 BD ARHGAP6 NC_056056.1 170555001 170575001
NC_056080.1 9725001 9745001 2.52864 0.404416 BD ARHGAP6 NC_056056.1 141285001 141305001
NC_056080.1 9710001 9730001 3.52173 0.397896 BD ARHGAP6 NC_056056.1 141290001 141310001
NC_056080.1 9715001 9735001 3.325 0.396154 BD ARHGAP6 NC_056056.1 28790001 28810001
NC_056080.1 9550001 9570001 8.56801 0.391342 BD ARHGAP6 NC_056055.1 37705001 37725001
NC_056080.1 9670001 9690001 2.22222 0.391316 BD ARHGAP6 NC_056060.1 41095001 41115001
NC_056080.1 9335001 9355001 2.12575 0.383333 BD ARHGAP6 NC_056080.1 9260001 9280001
NC_056080.1 9625001 9645001 2.43038 0.375152 BD ARHGAP6 NC_056058.1 58755001 58775001
NC_056080.1 9735001 9755001 2.2093 0.352938 BD ARHGAP6 NC_056062.1 42985001 43005001
NC_056080.1 9310001 9330001 3.06333 0.345628 BD ARHGAP6 NC_056060.1 68490001 68510001
NC_056080.1 9585001 9605001 2.60172 0.342356 BD ARHGAP6 NC_056056.1 188040001 188060001
NC_056080.1 9590001 9610001 2.83983 0.330296 BD ARHGAP6 NC_056056.1 188045001 188065001
NC_056080.1 9595001 9615001 3.27419 0.316558 BD ARHGAP6 NC_056072.1 9610001 9630001
NC_056080.1 9600001 9620001 2.67136 0.310181 BD ARHGAP6 NC_056072.1 9615001 9635001
NC_056080.1 9545001 9565001 4.09565 0.310043 BD ARHGAP6 NC_056079.1 6960001 6980001
NC_056080.1 9315001 9335001 2.13333 0.29321 BD ARHGAP6 NC_056074.1 45670001 45690001
NC_056054.1 1.06E+08 105990001 3.31648 0.35843 BD ARHGEF2;RXFP4 NC_056065.1 57750001 57770001
NC_056054.1 1.06E+08 105985001 13.6194 0.358021 BD ARHGEF2;RXFP4 NC_056065.1 57755001 57775001
NC_056054.1 1.06E+08 106045001 2.21542 0.297381 BD ARHGEF2;SSR2 NC_056065.1 57760001 57780001
NC_056054.1 1.01E+08 100810001 6.12063 0.365189 BD ARNT NC_056080.1 127080001 127100001
NC_056054.1 1.01E+08 100805001 4.28434 0.355037 BD ARNT NC_056067.1 7200001 7220001
NC_056054.1 1.01E+08 100815001 5.55718 0.354405 BD ARNT NC_056067.1 7205001 7225001
NC_056054.1 1.01E+08 100795001 3.77131 0.333374 BD ARNT NC_056058.1 69800001 69820001
NC_056054.1 1.01E+08 100800001 3.75532 0.324018 BD ARNT NC_056058.1 69805001 69825001
NC_056068.1 39040001 39060001 4.74745 0.377746 BD ARNTL;BTBD10 NC_056058.1 69810001 69830001
NC_056068.1 39045001 39065001 2.27272 0.338572 BD ARNTL;BTBD10 NC_056064.1 42275001 42295001
NC_056068.1 39035001 39055001 5.62173 0.312885 BD ARNTL;BTBD10 NC_056080.1 69055001 69075001
NC_056062.1 23595001 23615001 2.19563 0.342958 BD ASAP1 NC_056080.1 69060001 69080001
NC_056062.1 23590001 23610001 2.17369 0.297093 BD ASAP1 NC_056080.1 69065001 69085001
NC_056055.1 2.21E+08 221450001 3.26235 0.322916 BD ASIC4 NC_056080.1 69070001 69090001
NC_056064.1 24075001 24095001 4.36843 0.481744 BD ASPA;SPATA22 NC_056054.1 247180001 247200001
NC_056064.1 24080001 24100001 2.1658 0.330863 BD ASPA;SPATA22 NC_056054.1 247185001 247205001
NC_056055.1 6910001 6930001 2.30689 0.299527 BD ASTN2 NC_056066.1 59195001 59215001
NC_056055.1 1.35E+08 135015001 3.30829 0.336234 BD ATF2 NC_056066.1 59200001 59220001
NC_056055.1 1.35E+08 135010001 5.24818 0.315713 BD ATF2 NC_056066.1 59205001 59225001
NC_056055.1 1.35E+08 135020001 2.98039 0.311883 BD ATF2 NC_056066.1 59210001 59230001







NC_056055.1 1.35E+08 135000001 3.66498 0.309466 BD ATF2 NC_056066.1 59215001 59235001
NC_056055.1 1.35E+08 135005001 4.1768 0.295426 BD ATF2 NC_056078.1 7580001 7600001
NC_056060.1 41700001 41720001 4.83697 0.417802 BD ATL1 NC_056078.1 7585001 7605001
NC_056060.1 41695001 41715001 4.63835 0.40332 BD ATL1 NC_056076.1 25780001 25800001
NC_056060.1 41705001 41725001 4.42548 0.372941 BD ATL1 NC_056076.1 25785001 25805001
NC_056060.1 41690001 41710001 2.63992 0.322904 BD ATL1 NC_056076.1 25790001 25810001
NC_056067.1 7200001 7220001 9.20987 0.519729 BD ATMIN;CENPN NC_056076.1 25820001 25840001
NC_056067.1 7205001 7225001 4.10382 0.455697 BD ATMIN;CENPN NC_056076.1 25825001 25845001
NC_056067.1 7210001 7230001 2.35674 0.35818 BD ATMIN;CENPN NC_056076.1 25830001 25850001
NC_056058.1 69800001 69820001 5.23786 0.364987 BD ATP10B NC_056074.1 40820001 40840001
NC_056058.1 69805001 69825001 3.19513 0.361235 BD ATP10B NC_056074.1 40825001 40845001
NC_056058.1 69810001 69830001 2.43125 0.360637 BD ATP10B NC_056074.1 40810001 40830001
NC_056080.1 95530001 95550001 5.81545 0.33288 BD ATP11C NC_056074.1 40815001 40835001
NC_056056.1 1.62E+08 161750001 2.16788 0.396681 BD ATP23 NC_056079.1 32455001 32475001
NC_056056.1 1.62E+08 161745001 2.10556 0.394292 BD ATP23 NC_056059.1 23195001 23215001
NC_056056.1 1.62E+08 161735001 2.35361 0.341823 BD ATP23 NC_056059.1 23200001 23220001
NC_056064.1 24420001 24440001 2.71134 0.477816 BD ATP2A3;P2RX1 NC_056067.1 23620001 23640001
NC_056064.1 24415001 24435001 2.32443 0.451638 BD ATP2A3;P2RX1 NC_056057.1 65110001 65130001
NC_056054.1 1.22E+08 122305001 3.47988 0.448261 BD ATP5PO NC_056067.1 52335001 52355001
NC_056054.1 1.22E+08 122310001 3.19005 0.431099 BD ATP5PO NC_056067.1 52340001 52360001
NC_056054.1 1.22E+08 122315001 3.15662 0.448611 BD ATP5PO;ITSN1 NC_056054.1 70870001 70890001
NC_056071.1 54585001 54605001 2.84597 0.532062 BD ATXN3 NC_056080.1 39390001 39410001
NC_056071.1 54580001 54600001 2.32857 0.502432 BD ATXN3 NC_056075.1 50220001 50240001
NC_056071.1 54575001 54595001 2.24546 0.50049 BD ATXN3 NC_056075.1 50225001 50245001
NC_056071.1 54570001 54590001 2.43988 0.454296 BD ATXN3 NC_056075.1 50230001 50250001
NC_056071.1 54600001 54620001 2.70454 0.34833 BD ATXN3;NDUFB1 NC_056069.1 5500001 5520001
NC_056071.1 54595001 54615001 2.26755 0.307696 BD ATXN3;NDUFB1 NC_056054.1 69350001 69370001
NC_056066.1 59205001 59225001 5.21239 0.729278 BD AURKA;CSTF1 NC_056054.1 69355001 69375001
NC_056066.1 59200001 59220001 4.45929 0.687639 BD AURKA;CSTF1 NC_056060.1 33990001 34010001
NC_056066.1 59195001 59215001 2.32719 0.574545 BD AURKA;CSTF1 NC_056060.1 34020001 34040001
NC_056066.1 59210001 59230001 3.91259 0.706025 BD AURKA;CSTF1;FAM NC_056063.1 20855001 20875001
NC_056077.1 30530001 30550001 2.48087 0.378398 BD AUTS2 NC_056065.1 64915001 64935001
NC_056077.1 30535001 30555001 3.41576 0.36483 BD AUTS2 NC_056065.1 64920001 64940001
NC_056077.1 30540001 30560001 3.86416 0.346626 BD AUTS2 NC_056065.1 64925001 64945001
NC_056077.1 30545001 30565001 2.40586 0.307757 BD AUTS2 NC_056065.1 64930001 64950001
NC_056074.1 40825001 40845001 5.72254 0.410358 BD B4GAT1;BRMS1 NC_056065.1 64935001 64955001
NC_056074.1 40820001 40840001 6.47501 0.400067 BD B4GAT1;BRMS1 NC_056065.1 65035001 65055001
NC_056074.1 40815001 40835001 2.87138 0.33751 BD B4GAT1;BRMS1;RINNC_056065.1 65040001 65060001
NC_056079.1 32455001 32475001 2.54286 0.388034 BD BAG4 NC_056065.1 65045001 65065001
NC_056066.1 35405001 35425001 2.39033 0.32917 BD BAMBI NC_056067.1 12355001 12375001
NC_056057.1 65110001 65130001 5.14635 0.474808 BD BBS9 NC_056067.1 12360001 12380001
NC_056057.1 65115001 65135001 3.36878 0.422684 BD BBS9 NC_056067.1 55360001 55380001
NC_056057.1 65105001 65125001 4.14457 0.414775 BD BBS9 NC_056068.1 21940001 21960001
NC_056057.1 65120001 65140001 2.18574 0.315913 BD BBS9 NC_056068.1 21945001 21965001
NC_056057.1 65100001 65120001 2.89513 0.303578 BD BBS9 NC_056068.1 19010001 19030001
NC_056067.1 52335001 52355001 6.88449 0.352636 BD BCAM;CBLC NC_056068.1 15635001 15655001
NC_056080.1 18455001 18475001 2.38308 0.299855 BD BCLAF3 NC_056068.1 15640001 15660001
NC_056080.1 1.29E+08 129150001 2.90919 0.324352 BD BEX4 NC_056068.1 15645001 15665001
NC_056080.1 1.29E+08 129155001 2.96306 0.295606 BD BEX4 NC_056080.1 104945001 104965001
NC_056062.1 13605001 13625001 8.23496 0.434705 BD BOP1;MROH1 NC_056054.1 69460001 69480001
NC_056062.1 13600001 13620001 7.58683 0.419655 BD BOP1;MROH1;SCX NC_056054.1 69485001 69505001
NC_056062.1 13595001 13615001 4.08756 0.344555 BD BOP1;MROH1;SCX NC_056054.1 69490001 69510001
NC_056054.1 19475001 19495001 5.31034 0.354312 BD BTBD19;DYNLT4;PLNC_056054.1 69495001 69515001
NC_056054.1 69355001 69375001 2.79629 0.319519 BD BTBD8 NC_056054.1 69500001 69520001
NC_056080.1 1.33E+08 133065001 2.66789 0.431104 BD BTK;LOC101105982 NC_056054.1 69505001 69525001
NC_056060.1 33990001 34010001 5.11707 0.307025 BD BUB1B NC_056054.1 102650001 102670001
NC_056065.1 64925001 64945001 10.8593 0.472874 BD C12H1orf21 NC_056054.1 232600001 232620001
NC_056065.1 64920001 64940001 13.2903 0.441683 BD C12H1orf21 NC_056056.1 102170001 102190001
NC_056065.1 64930001 64950001 4.89429 0.412041 BD C12H1orf21 NC_056059.1 25430001 25450001
NC_056065.1 64935001 64955001 3.57143 0.388845 BD C12H1orf21 NC_056059.1 25435001 25455001
NC_056065.1 64855001 64875001 2.67476 0.351579 BD C12H1orf21 NC_056059.1 25440001 25460001
NC_056065.1 64915001 64935001 5.22763 0.319776 BD C12H1orf21 NC_056059.1 25445001 25465001
NC_056065.1 64940001 64960001 2.51306 0.309872 BD C12H1orf21 NC_056059.1 103935001 103955001
NC_056065.1 64850001 64870001 2.84342 0.291474 BD C12H1orf21 NC_056059.1 103940001 103960001
NC_056068.1 21940001 21960001 8.32789 0.444844 BD C15H11orf52;DIXDC NC_056068.1 25495001 25515001
NC_056068.1 21945001 21965001 3.69474 0.424458 BD C15H11orf52;DIXDC NC_056054.1 154775001 154795001
NC_056068.1 21935001 21955001 3.68931 0.314659 BD C15H11orf52;DIXDC NC_056054.1 154780001 154800001
NC_056068.1 15635001 15655001 2.24532 0.403139 BD C15H11orf97 NC_056054.1 154785001 154805001
NC_056068.1 15640001 15660001 2.29783 0.375269 BD C15H11orf97 NC_056054.1 154790001 154810001
NC_056068.1 15630001 15650001 2.38709 0.372015 BD C15H11orf97 NC_056056.1 132815001 132835001
NC_056068.1 15625001 15645001 3.6189 0.370715 BD C15H11orf97 NC_056056.1 132820001 132840001
NC_056072.1 50890001 50910001 7.10184 0.396902 BD C19H3orf84;CCDC71 NC_056056.1 79865001 79885001
NC_056072.1 50895001 50915001 7.90982 0.400322 BD C19H3orf84;CCDC71 NC_056056.1 79870001 79890001
NC_056072.1 50900001 50920001 7.89566 0.394188 BD C19H3orf84;CCDC71 NC_056056.1 79875001 79895001







NC_056072.1 50885001 50905001 3.10769 0.307843 BD C19H3orf84;KLHDC8NC_056056.1 79880001 79900001
NC_056080.1 1.05E+08 104965001 9.26895 0.462851 BD C1GALT1C1 NC_056056.1 79885001 79905001
NC_056080.1 1.05E+08 104960001 4.02703 0.426046 BD C1GALT1C1 NC_056056.1 79890001 79910001
NC_056054.1 69505001 69525001 7.97115 0.424315 BD C1H1orf146;GLMN NC_056056.1 79895001 79915001
NC_056054.1 69500001 69520001 6.44473 0.334037 BD C1H1orf146;GLMN NC_056056.1 79900001 79920001
NC_056054.1 69495001 69515001 6.1845 0.313016 BD C1H1orf146;GLMN NC_056056.1 79925001 79945001
NC_056054.1 1.04E+08 104515001 2.34649 0.35661 BD C1H1orf189;C1H1orf4NC_056056.1 79945001 79965001
NC_056054.1 1.14E+08 113920001 7.13445 0.465109 BD C1H1orf226 NC_056056.1 79950001 79970001
NC_056054.1 1.14E+08 113915001 4.38095 0.430793 BD C1H1orf226 NC_056073.1 39195001 39215001
NC_056054.1 1.14E+08 113910001 2.85219 0.387946 BD C1H1orf226;SPATA46NC_056073.1 39200001 39220001
NC_056074.1 41180001 41200001 4.40137 0.423037 BD C21H11orf80 NC_056065.1 26240001 26260001
NC_056074.1 41375001 41395001 2.34627 0.329488 BD C21H11orf86 NC_056065.1 26245001 26265001
NC_056074.1 41370001 41390001 2.61765 0.301544 BD C21H11orf86;PC NC_056065.1 26250001 26270001
NC_056055.1 1.19E+08 119125001 6.40116 0.411657 BD C2H2orf88 NC_056065.1 26255001 26275001
NC_056055.1 1.19E+08 119130001 6.91176 0.40421 BD C2H2orf88 NC_056056.1 181540001 181560001
NC_056055.1 1.19E+08 119120001 7.87584 0.396556 BD C2H2orf88 NC_056056.1 181545001 181565001
NC_056055.1 1.19E+08 119115001 8.32025 0.395257 BD C2H2orf88;HIBCH NC_056056.1 181550001 181570001
NC_056055.1 1.19E+08 119110001 9.21311 0.366203 BD C2H2orf88;HIBCH NC_056056.1 181555001 181575001
NC_056055.1 1.19E+08 119105001 2.37201 0.310526 BD C2H2orf88;HIBCH NC_056080.1 40870001 40890001
NC_056055.1 64670001 64690001 8.76548 0.387096 BD C2H9orf85 NC_056054.1 111220001 111240001
NC_056055.1 64675001 64695001 5.5826 0.329636 BD C2H9orf85 NC_056066.1 59170001 59190001
NC_056055.1 64665001 64685001 4.51447 0.301317 BD C2H9orf85 NC_056066.1 59175001 59195001
NC_056057.1 88550001 88570001 3.44883 0.301341 BD CADPS2 NC_056066.1 59180001 59200001
NC_056057.1 88545001 88565001 3.48546 0.293298 BD CADPS2 NC_056067.1 13625001 13645001
NC_056056.1 79880001 79900001 7.72109 0.72329 BD CAMKMT NC_056067.1 13630001 13650001
NC_056056.1 79885001 79905001 8.57928 0.654468 BD CAMKMT NC_056067.1 13635001 13655001
NC_056056.1 79875001 79895001 3.91135 0.600541 BD CAMKMT NC_056067.1 13650001 13670001
NC_056056.1 79890001 79910001 7.46584 0.598198 BD CAMKMT NC_056067.1 52320001 52340001
NC_056056.1 79895001 79915001 3.9106 0.523592 BD CAMKMT NC_056067.1 52325001 52345001
NC_056056.1 79870001 79890001 2.86477 0.482718 BD CAMKMT NC_056067.1 52330001 52350001
NC_056056.1 79945001 79965001 2.47834 0.459855 BD CAMKMT NC_056078.1 24275001 24295001
NC_056056.1 79940001 79960001 3.13031 0.403876 BD CAMKMT NC_056078.1 24260001 24280001
NC_056058.1 14195001 14215001 3.83165 0.349296 BD CAMSAP3;LOC10112NC_056078.1 24265001 24285001
NC_056080.1 40860001 40880001 2.46558 0.378833 BD CASK;GPR34 NC_056064.1 44155001 44175001
NC_056080.1 40865001 40885001 2.51282 0.391851 BD CASK;GPR34;GPR82 NC_056076.1 54625001 54645001
NC_056080.1 40870001 40890001 2.79736 0.372707 BD CASK;GPR82 NC_056076.1 54630001 54650001
NC_056065.1 42175001 42195001 3.19356 0.362699 BD CASZ1 NC_056076.1 54635001 54655001
NC_056065.1 42180001 42200001 2.69452 0.339946 BD CASZ1 NC_056064.1 15485001 15505001
NC_056065.1 42185001 42205001 2.37389 0.317141 BD CASZ1 NC_056064.1 15490001 15510001
NC_056067.1 13630001 13650001 4.73786 0.457249 BD CBFA2T3 NC_056059.1 34735001 34755001
NC_056067.1 13625001 13645001 2.6134 0.404291 BD CBFA2T3 NC_056059.1 34740001 34760001
NC_056067.1 13635001 13655001 6.7234 0.369101 BD CBFA2T3 NC_056059.1 34895001 34915001
NC_056067.1 52330001 52350001 11.6605 0.388421 BD CBLC NC_056059.1 34900001 34920001
NC_056067.1 52325001 52345001 7.95798 0.373265 BD CBLC NC_056059.1 34905001 34925001
NC_056067.1 52320001 52340001 6.33015 0.350895 BD CBLC NC_056059.1 34910001 34930001
NC_056064.1 52095001 52115001 2.49275 0.354594 BD CBX2 NC_056064.1 45985001 46005001
NC_056064.1 52100001 52120001 2.31836 0.33582 BD CBX2 NC_056067.1 32370001 32390001
NC_056078.1 24265001 24285001 6.32172 0.318068 BD CCAR1;TET1 NC_056076.1 60235001 60255001
NC_056078.1 24260001 24280001 7 0.303511 BD CCAR1;TET1 NC_056066.1 55030001 55050001
NC_056056.1 2.19E+08 218650001 2.60686 0.345449 BD CCDC134;MEI1 NC_056066.1 55035001 55055001
NC_056080.1 1.01E+08 100735001 2.43263 0.386661 BD CCDC160 NC_056066.1 55040001 55060001
NC_056064.1 50255001 50275001 3.07235 0.295782 BD CCDC57 NC_056078.1 38215001 38235001
NC_056064.1 50230001 50250001 2.53658 0.292958 BD CCDC57 NC_056055.1 2975001 2995001
NC_056064.1 50265001 50285001 2.95906 0.310417 BD CCDC57;FASN NC_056055.1 2980001 3000001
NC_056064.1 50260001 50280001 3.6845 0.308226 BD CCDC57;FASN NC_056059.1 91165001 91185001
NC_056070.1 54705001 54725001 9.17647 0.341534 BD CCDC63 NC_056059.1 91170001 91190001
NC_056070.1 54710001 54730001 6.84082 0.317164 BD CCDC63 NC_056059.1 91175001 91195001
NC_056072.1 50905001 50925001 4.89142 0.376857 BD CCDC71;KLHDC8B;LNC_056059.1 91180001 91200001
NC_056072.1 50910001 50930001 3.07089 0.332878 BD CCDC71;LOC106991 NC_056060.1 4640001 4660001
NC_056077.1 34490001 34510001 13.6979 0.302801 BD CCL26 NC_056060.1 21540001 21560001
NC_056074.1 43275001 43295001 2.83473 0.400539 BD CCND1 NC_056060.1 21545001 21565001
NC_056074.1 43280001 43300001 2.19772 0.302432 BD CCND1 NC_056067.1 7195001 7215001
NC_056072.1 53005001 53025001 16.5279 0.403998 BD CCR5 NC_056067.1 7190001 7210001
NC_056072.1 53010001 53030001 17.2611 0.394156 BD CCR5 NC_056055.1 140890001 140910001
NC_056072.1 53000001 53020001 15.5965 0.361427 BD CCR5 NC_056055.1 140895001 140915001
NC_056072.1 53015001 53035001 23.5969 0.400063 BD CCR5;LOC101117706NC_056055.1 140900001 140920001
NC_056072.1 53020001 53040001 8.84298 0.329522 BD CCR5;LOC101117706NC_056055.1 140905001 140925001
NC_056072.1 52990001 53010001 13.4078 0.317948 BD CCRL2 NC_056055.1 140910001 140930001
NC_056054.1 1.28E+08 127720001 2.34449 0.342471 BD CCT8;USP16 NC_056055.1 140915001 140935001
NC_056054.1 1.12E+08 112090001 3.00624 0.299017 BD CD244 NC_056055.1 140920001 140940001
NC_056054.1 1.12E+08 112095001 2.9878 0.297789 BD CD244 NC_056080.1 35435001 35455001
NC_056064.1 45925001 45945001 2.12791 0.465863 BD CDC27 NC_056080.1 35440001 35460001
NC_056064.1 45985001 46005001 2.52355 0.33929 BD CDC27 NC_056080.1 35445001 35465001
NC_056058.1 35790001 35810001 2.46154 0.36417 BD CDHR2;GPRIN1 NC_056080.1 35450001 35470001







NC_056061.1 26780001 26800001 3.10207 0.412537 BD CDK19 NC_056080.1 35455001 35475001
NC_056061.1 26795001 26815001 2.64893 0.37292 BD CDK19 NC_056057.1 98260001 98280001
NC_056061.1 26775001 26795001 2.20793 0.330349 BD CDK19 NC_056057.1 98270001 98290001
NC_056055.1 3070001 3090001 21.5117 0.315346 BD CDK5RAP2 NC_056057.1 98275001 98295001
NC_056055.1 3020001 3040001 2.54054 0.312881 BD CDK5RAP2 NC_056057.1 98280001 98300001
NC_056055.1 3075001 3095001 16.0785 0.309695 BD CDK5RAP2 NC_056057.1 98285001 98305001
NC_056055.1 3065001 3085001 16.1835 0.308639 BD CDK5RAP2 NC_056057.1 98290001 98310001
NC_056055.1 3080001 3100001 9.93672 0.299976 BD CDK5RAP2 NC_056057.1 98295001 98315001
NC_056055.1 3085001 3105001 8.08275 0.295338 BD CDK5RAP2 NC_056057.1 98300001 98320001
NC_056074.1 26775001 26795001 3.49448 0.472929 BD CDON;VSIG10L2 NC_056057.1 98305001 98325001
NC_056074.1 26780001 26800001 2.72557 0.423974 BD CDON;VSIG10L2 NC_056057.1 98330001 98350001
NC_056074.1 26770001 26790001 2.48303 0.397848 BD CDON;VSIG10L2 NC_056057.1 98335001 98355001
NC_056055.1 64950001 64970001 11.2576 0.493627 BD CEMIP2 NC_056057.1 98375001 98395001
NC_056055.1 64940001 64960001 5.20995 0.312043 BD CEMIP2 NC_056077.1 1160001 1180001
NC_056059.1 22050001 22070001 2.17647 0.3572 BD CENPE NC_056068.1 24030001 24050001
NC_056067.1 7195001 7215001 9.30179 0.5243 BD CENPN NC_056068.1 24035001 24055001
NC_056067.1 7190001 7210001 4.22233 0.465018 BD CENPN;LOC1011211 NC_056068.1 24025001 24045001
NC_056065.1 60575001 60595001 2.44386 0.300932 BD CEP350 NC_056068.1 24020001 24040001
NC_056056.1 43275001 43295001 5.39655 0.319819 BD CEP68 NC_056056.1 206070001 206090001
NC_056056.1 43255001 43275001 6.74672 0.315987 BD CEP68 NC_056056.1 206075001 206095001
NC_056056.1 43270001 43290001 5.45652 0.293347 BD CEP68 NC_056056.1 206080001 206100001
NC_056060.1 6895001 6915001 3.53447 0.438298 BD CERT1 NC_056056.1 206085001 206105001
NC_056060.1 6890001 6910001 3.13536 0.428448 BD CERT1 NC_056073.1 19130001 19150001
NC_056054.1 1.79E+08 179035001 2.15038 0.373671 BD CFAP44 NC_056073.1 19135001 19155001
NC_056080.1 35450001 35470001 3.99167 0.422454 BD CFAP47 NC_056073.1 19140001 19160001
NC_056080.1 35445001 35465001 4.25208 0.415058 BD CFAP47 NC_056077.1 33500001 33520001
NC_056080.1 35455001 35475001 2.5071 0.405319 BD CFAP47 NC_056077.1 33535001 33555001
NC_056080.1 35440001 35460001 3.72393 0.392537 BD CFAP47 NC_056077.1 33540001 33560001
NC_056055.1 1.35E+08 135190001 3.83378 0.297097 BD CHN1 NC_056077.1 33545001 33565001
NC_056078.1 11575001 11595001 3.59872 0.341972 BD CHRM3 NC_056077.1 33550001 33570001
NC_056078.1 11570001 11590001 2.54023 0.32901 BD CHRM3 NC_056077.1 33555001 33575001
NC_056072.1 7845001 7865001 2.42131 0.292617 BD CLASP2 NC_056054.1 249490001 249510001
NC_056080.1 55520001 55540001 2.18875 0.349548 BD CLCN5 NC_056063.1 75990001 76010001
NC_056080.1 55510001 55530001 2.31127 0.322693 BD CLCN5 NC_056063.1 75995001 76015001
NC_056080.1 55515001 55535001 2.42194 0.308426 BD CLCN5 NC_056063.1 76000001 76020001
NC_056056.1 2.07E+08 207240001 2.39851 0.305033 BD CLEC4A NC_056067.1 25430001 25450001
NC_056077.1 33500001 33520001 7.61608 0.554959 BD CLIP2 NC_056067.1 25435001 25455001
NC_056077.1 33545001 33565001 4.03323 0.524996 BD CLIP2 NC_056067.1 25440001 25460001
NC_056077.1 33550001 33570001 2.76311 0.479996 BD CLIP2 NC_056067.1 25445001 25465001
NC_056077.1 33540001 33560001 7.23888 0.439236 BD CLIP2 NC_056067.1 25450001 25470001
NC_056077.1 33535001 33555001 13.1795 0.417851 BD CLIP2 NC_056067.1 25455001 25475001
NC_056077.1 26545001 26565001 2.33648 0.527247 BD CLN3 NC_056075.1 23385001 23405001
NC_056077.1 26550001 26570001 2.32783 0.447446 BD CLN3 NC_056075.1 23390001 23410001
NC_056077.1 26540001 26560001 4.15807 0.662763 BD CLN3;LOC101112694NC_056075.1 23395001 23415001
NC_056074.1 15945001 15965001 2.78125 0.313402 BD CLNS1A NC_056075.1 23410001 23430001
NC_056054.1 2.49E+08 249510001 7.48327 0.647187 BD CLSTN2 NC_056075.1 23415001 23435001
NC_056054.1 2.49E+08 249475001 2.23549 0.543251 BD CLSTN2 NC_056058.1 63815001 63835001
NC_056054.1 2.49E+08 249515001 2.31441 0.523059 BD CLSTN2 NC_056058.1 63820001 63840001
NC_056061.1 15550001 15570001 5.35309 0.33803 BD CLVS2 NC_056056.1 146160001 146180001
NC_056061.1 15545001 15565001 2.67057 0.301979 BD CLVS2 NC_056056.1 146165001 146185001
NC_056054.1 1.65E+08 165035001 2.13528 0.337953 BD CMSS1;FILIP1L NC_056068.1 8965001 8985001
NC_056054.1 1.65E+08 165030001 2.49578 0.318344 BD CMSS1;FILIP1L NC_056068.1 9500001 9520001
NC_056075.1 23385001 23405001 4.83771 0.331376 BD CNNM2 NC_056068.1 9505001 9525001
NC_056056.1 1.49E+08 149505001 5.63141 0.333402 BD CNOT2 NC_056068.1 9510001 9530001
NC_056056.1 1.49E+08 149510001 5.66 0.325027 BD CNOT2 NC_056068.1 9800001 9820001
NC_056056.1 1.49E+08 149495001 4.6884 0.322727 BD CNOT2 NC_056057.1 112050001 112070001
NC_056056.1 1.49E+08 149450001 3.34339 0.313269 BD CNOT2 NC_056057.1 112055001 112075001
NC_056056.1 1.49E+08 149480001 4.6265 0.312404 BD CNOT2 NC_056057.1 50060001 50080001
NC_056056.1 1.49E+08 149515001 3.86765 0.310537 BD CNOT2 NC_056057.1 50065001 50085001
NC_056056.1 1.49E+08 149455001 2.72821 0.310524 BD CNOT2 NC_056057.1 50070001 50090001
NC_056056.1 1.49E+08 149445001 2.84455 0.309944 BD CNOT2 NC_056057.1 50075001 50095001
NC_056056.1 1.49E+08 149500001 3.50635 0.307918 BD CNOT2 NC_056057.1 50080001 50100001
NC_056056.1 1.49E+08 149470001 2.60639 0.304658 BD CNOT2 NC_056057.1 50085001 50105001
NC_056056.1 1.49E+08 149460001 2.62654 0.300832 BD CNOT2 NC_056062.1 4270001 4290001
NC_056056.1 1.49E+08 149490001 3.73091 0.300731 BD CNOT2 NC_056062.1 4275001 4295001
NC_056056.1 1.49E+08 149465001 2.60763 0.292075 BD CNOT2 NC_056062.1 4295001 4315001
NC_056056.1 1.49E+08 149485001 2.8953 0.291893 BD CNOT2 NC_056062.1 4300001 4320001
NC_056068.1 8720001 8740001 14.8854 0.35668 BD CNTN5 NC_056054.1 62915001 62935001
NC_056068.1 8715001 8735001 9.79084 0.339112 BD CNTN5 NC_056055.1 120350001 120370001
NC_056068.1 8725001 8745001 12.3747 0.317527 BD CNTN5 NC_056055.1 120355001 120375001
NC_056058.1 37060001 37080001 6.70475 0.33867 BD COL23A1 NC_056055.1 120360001 120380001
NC_056054.1 62915001 62935001 2.19481 0.309328 BD COL24A1 NC_056055.1 120370001 120390001
NC_056059.1 16465001 16485001 3.45539 0.351738 BD COL25A1 NC_056055.1 120375001 120395001
NC_056059.1 16455001 16475001 5.03136 0.335293 BD COL25A1 NC_056055.1 120380001 120400001







NC_056059.1 16460001 16480001 4.06982 0.301748 BD COL25A1 NC_056055.1 120385001 120405001
NC_056059.1 16430001 16450001 3.32409 0.30016 BD COL25A1 NC_056055.1 120390001 120410001
NC_056077.1 35640001 35660001 4.11985 0.368646 BD COL26A1 NC_056063.1 84355001 84375001
NC_056077.1 35650001 35670001 4.0299 0.316632 BD COL26A1 NC_056063.1 84360001 84380001
NC_056077.1 35635001 35655001 2.53572 0.31514 BD COL26A1 NC_056054.1 3760001 3780001
NC_056077.1 35645001 35665001 3.70115 0.308039 BD COL26A1 NC_056058.1 35405001 35425001
NC_056055.1 1.2E+08 120400001 8.49558 0.809906 BD COL3A1 NC_056062.1 44560001 44580001
NC_056055.1 1.2E+08 120405001 8.15388 0.807423 BD COL3A1 NC_056062.1 44565001 44585001
NC_056055.1 1.2E+08 120395001 7.72264 0.802796 BD COL3A1 NC_056062.1 44570001 44590001
NC_056055.1 1.2E+08 120390001 3.05705 0.735703 BD COL3A1 NC_056062.1 44575001 44595001
NC_056055.1 1.2E+08 120410001 2.18107 0.708724 BD COL3A1 NC_056062.1 44580001 44600001
NC_056080.1 1.27E+08 126820001 2.22505 0.404387 BD COL4A6 NC_056062.1 44585001 44605001
NC_056080.1 1.27E+08 126825001 2.12624 0.374449 BD COL4A6 NC_056058.1 5855001 5875001
NC_056058.1 35320001 35340001 8.53139 0.393967 BD COMMD10 NC_056058.1 5860001 5880001
NC_056058.1 35315001 35335001 6.11142 0.365238 BD COMMD10 NC_056057.1 68625001 68645001
NC_056058.1 35325001 35345001 3.88109 0.360743 BD COMMD10 NC_056057.1 68630001 68650001
NC_056058.1 35310001 35330001 3.94506 0.354232 BD COMMD10 NC_056057.1 68645001 68665001
NC_056054.1 2.59E+08 259075001 2.11308 0.30941 BD CPNE4 NC_056057.1 68655001 68675001
NC_056073.1 10845001 10865001 14.063 0.305131 BD CPNE5;PPIL1 NC_056057.1 68660001 68680001
NC_056054.1 1.64E+08 163815001 2.1121 0.301612 BD CPOX NC_056056.1 102420001 102440001
NC_056054.1 1.64E+08 163830001 2.936 0.299541 BD CPOX NC_056056.1 102425001 102445001
NC_056071.1 54605001 54625001 3.45439 0.413932 BD CPSF2;NDUFB1 NC_056056.1 102430001 102450001
NC_056071.1 54615001 54635001 2.17167 0.409838 BD CPSF2;NDUFB1 NC_056057.1 69260001 69280001
NC_056071.1 54610001 54630001 3.48907 0.399656 BD CPSF2;NDUFB1 NC_056069.1 4965001 4985001
NC_056057.1 68660001 68680001 6.38889 0.501877 BD CPVL NC_056069.1 4970001 4990001
NC_056057.1 68655001 68675001 11.8074 0.474884 BD CPVL NC_056069.1 4975001 4995001
NC_056057.1 68645001 68665001 27.9466 0.375644 BD CPVL NC_056069.1 4980001 5000001
NC_056057.1 68625001 68645001 4.31012 0.322925 BD CPVL NC_056066.1 47890001 47910001
NC_056056.1 1.3E+08 130135001 2.34254 0.366463 BD CRADD NC_056066.1 47895001 47915001
NC_056056.1 1.3E+08 130140001 2.21606 0.358921 BD CRADD NC_056066.1 47900001 47920001
NC_056056.1 1.3E+08 130095001 3.21477 0.297633 BD CRADD NC_056066.1 47905001 47925001
NC_056057.1 69025001 69045001 13.6104 0.308921 BD CREB5 NC_056066.1 47910001 47930001
NC_056057.1 69020001 69040001 8.54763 0.306491 BD CREB5 NC_056059.1 86190001 86210001
NC_056069.1 4970001 4990001 5.52867 0.551475 BD CREBRF NC_056059.1 86195001 86215001
NC_056069.1 4975001 4995001 3.56922 0.54495 BD CREBRF NC_056059.1 86200001 86220001
NC_056069.1 4980001 5000001 2.25743 0.527208 BD CREBRF NC_056059.1 86205001 86225001
NC_056069.1 4965001 4985001 3.23165 0.502049 BD CREBRF NC_056062.1 44185001 44205001
NC_056080.1 6765001 6785001 3.38451 0.348173 BD CRLF2 NC_056055.1 143960001 143980001
NC_056080.1 6770001 6790001 2.5202 0.330603 BD CRLF2 NC_056055.1 143965001 143985001
NC_056080.1 6760001 6780001 3.25426 0.307258 BD CRLF2 NC_056055.1 144010001 144030001
NC_056064.1 17870001 17890001 5.1025 0.400397 BD CRLF3 NC_056055.1 144015001 144035001
NC_056064.1 17875001 17895001 4.10495 0.378128 BD CRLF3 NC_056055.1 144080001 144100001
NC_056064.1 17865001 17885001 3.89691 0.358818 BD CRLF3 NC_056055.1 144085001 144105001
NC_056064.1 17880001 17900001 2.43724 0.31191 BD CRLF3 NC_056055.1 144090001 144110001
NC_056066.1 47910001 47930001 7.51935 0.328426 BD CRLS1;LRRN4 NC_056056.1 112765001 112785001
NC_056066.1 47905001 47925001 6.3112 0.297736 BD CRLS1;LRRN4 NC_056056.1 51885001 51905001
NC_056068.1 74810001 74830001 6.42446 0.444878 BD CRY2 NC_056056.1 51890001 51910001
NC_056068.1 74805001 74825001 5.6689 0.425466 BD CRY2 NC_056056.1 51895001 51915001
NC_056068.1 74825001 74845001 2.60988 0.368322 BD CRY2 NC_056069.1 61520001 61540001
NC_056068.1 74800001 74820001 2.68208 0.365449 BD CRY2 NC_056057.1 52095001 52115001
NC_056068.1 74815001 74835001 2.52607 0.346641 BD CRY2 NC_056057.1 52100001 52120001
NC_056068.1 74820001 74840001 2.43719 0.33661 BD CRY2 NC_056057.1 52120001 52140001
NC_056068.1 74835001 74855001 4.20512 0.414167 BD CRY2;MAPK8IP1 NC_056057.1 52125001 52145001
NC_056068.1 74830001 74850001 3.71186 0.40566 BD CRY2;MAPK8IP1 NC_056057.1 52130001 52150001
NC_056068.1 74840001 74860001 2.6134 0.388647 BD CRY2;MAPK8IP1 NC_056057.1 52135001 52155001
NC_056059.1 86200001 86220001 5.60181 0.650656 BD CSN2 NC_056066.1 30750001 30770001
NC_056059.1 86205001 86225001 6.29659 0.556494 BD CSN2 NC_056066.1 30755001 30775001
NC_056059.1 86195001 86215001 2.68635 0.537898 BD CSN2 NC_056066.1 30760001 30780001
NC_056059.1 86210001 86230001 2.70799 0.334409 BD CSN2 NC_056066.1 30765001 30785001
NC_056056.1 1.13E+08 112785001 2.14935 0.386861 BD CSRP2 NC_056068.1 15715001 15735001
NC_056056.1 1.13E+08 112790001 2.90205 0.335833 BD CSRP2 NC_056068.1 15720001 15740001
NC_056056.1 51875001 51895001 5.04405 0.308206 BD CTNNA2 NC_056068.1 15725001 15745001
NC_056056.1 51870001 51890001 4.05818 0.308168 BD CTNNA2 NC_056068.1 15730001 15750001
NC_056078.1 21660001 21680001 2.52445 0.357421 BD CTNNA3 NC_056068.1 15735001 15755001
NC_056078.1 21670001 21690001 5.44581 0.347887 BD CTNNA3 NC_056068.1 15740001 15760001
NC_056078.1 21665001 21685001 5.31798 0.325271 BD CTNNA3 NC_056068.1 15745001 15765001
NC_056078.1 21680001 21700001 6.19658 0.296807 BD CTNNA3 NC_056068.1 15755001 15775001
NC_056078.1 21675001 21695001 5.98618 0.295031 BD CTNNA3 NC_056068.1 15760001 15780001
NC_056066.1 30660001 30680001 3.83925 0.405614 BD CUBN NC_056068.1 15825001 15845001
NC_056066.1 30665001 30685001 3.49171 0.371976 BD CUBN NC_056068.1 15830001 15850001
NC_056066.1 30655001 30675001 2.79121 0.408752 BD CUBN;RSU1 NC_056068.1 15835001 15855001
NC_056068.1 15835001 15855001 2.85456 0.557187 BD CWF19L2 NC_056068.1 15840001 15860001
NC_056068.1 15830001 15850001 2.88697 0.527579 BD CWF19L2 NC_056068.1 15700001 15720001
NC_056068.1 15825001 15845001 2.33228 0.498747 BD CWF19L2 NC_056068.1 15705001 15725001







NC_056068.1 15730001 15750001 7.05065 0.420791 BD CWF19L2 NC_056080.1 37130001 37150001
NC_056068.1 15735001 15755001 6.19616 0.386881 BD CWF19L2 NC_056080.1 37135001 37155001
NC_056068.1 15725001 15745001 4.19508 0.369338 BD CWF19L2 NC_056080.1 37140001 37160001
NC_056068.1 15720001 15740001 2.6922 0.365619 BD CWF19L2 NC_056080.1 37145001 37165001
NC_056068.1 15740001 15760001 4.92787 0.355713 BD CWF19L2 NC_056058.1 66590001 66610001
NC_056060.1 57310001 57330001 2.39843 0.425611 BD CYP19 NC_056058.1 66595001 66615001
NC_056056.1 1.81E+08 181345001 5.10741 0.322833 BD CYTH4 NC_056058.1 66600001 66620001
NC_056054.1 1.31E+08 130530001 2.34283 0.346461 BD CYYR1 NC_056056.1 218940001 218960001
NC_056063.1 46925001 46945001 2.3163 0.335303 BD DACH1 NC_056056.1 181315001 181335001
NC_056063.1 46855001 46875001 20.4571 0.307459 BD DACH1 NC_056056.1 181320001 181340001
NC_056059.1 25185001 25205001 2.21027 0.350441 BD DAPP1 NC_056056.1 181325001 181345001
NC_056056.1 2445001 2465001 2.3109 0.2972 BD DBH NC_056063.1 47120001 47140001
NC_056067.1 14315001 14335001 2.96515 0.360458 BD DBNDD1;GAS8 NC_056063.1 47125001 47145001
NC_056067.1 14305001 14325001 7.2381 0.352456 BD DBNDD1;GAS8;LOC NC_056063.1 47130001 47150001
NC_056067.1 14310001 14330001 4.62089 0.332245 BD DBNDD1;GAS8;LOC NC_056063.1 47135001 47155001
NC_056067.1 14295001 14315001 8.9156 0.340447 BD DBNDD1;LOC101113NC_056055.1 230040001 230060001
NC_056067.1 14290001 14310001 6.46024 0.337538 BD DBNDD1;LOC101113NC_056055.1 230045001 230065001
NC_056067.1 14300001 14320001 8.93196 0.333441 BD DBNDD1;LOC101113NC_056067.1 14315001 14335001
NC_056056.1 1.42E+08 141570001 2.55838 0.305519 BD DBX2 NC_056067.1 14305001 14325001
NC_056072.1 49360001 49380001 3.95343 0.342321 BD DCAF1 NC_056067.1 14310001 14330001
NC_056072.1 49370001 49390001 3.09392 0.327853 BD DCAF1 NC_056067.1 14290001 14310001
NC_056072.1 49365001 49385001 3.20919 0.315631 BD DCAF1 NC_056067.1 14295001 14315001
NC_056070.1 3340001 3360001 2.30125 0.291733 BD DCHS2 NC_056067.1 14300001 14320001
NC_056070.1 7775001 7795001 2.60212 0.405686 BD DCLK2 NC_056056.1 141550001 141570001
NC_056054.1 62385001 62405001 2.12283 0.313028 BD DDAH1 NC_056070.1 3400001 3420001
NC_056054.1 62415001 62435001 2.47832 0.298216 BD DDAH1 NC_056070.1 3405001 3425001
NC_056054.1 62425001 62445001 2.47023 0.294452 BD DDAH1 NC_056070.1 7835001 7855001
NC_056054.1 62410001 62430001 2.3346 0.292052 BD DDAH1 NC_056072.1 47745001 47765001
NC_056057.1 6185001 6205001 4.07927 0.302501 BD DDC NC_056072.1 47750001 47770001
NC_056060.1 63775001 63795001 5.18297 0.440934 BD DDHD1 NC_056072.1 47755001 47775001
NC_056060.1 63770001 63790001 4.81088 0.419196 BD DDHD1 NC_056072.1 47760001 47780001
NC_056060.1 63765001 63785001 4.16596 0.407067 BD DDHD1 NC_056072.1 47765001 47785001
NC_056060.1 63780001 63800001 3.1879 0.338832 BD DDHD1 NC_056074.1 36395001 36415001
NC_056079.1 32505001 32525001 7.48215 0.447114 BD DDHD2;NSD3;PLPP5 NC_056079.1 32505001 32525001
NC_056054.1 1.14E+08 114210001 2.36643 0.529254 BD DDR2 NC_056062.1 15685001 15705001
NC_056054.1 1.14E+08 114205001 2.34182 0.503056 BD DDR2 NC_056056.1 183985001 184005001
NC_056054.1 1.14E+08 114200001 2.11201 0.479484 BD DDR2 NC_056056.1 183990001 184010001
NC_056054.1 1.14E+08 114325001 2.5697 0.346833 BD DDR2 NC_056056.1 183995001 184015001
NC_056054.1 1.14E+08 114295001 2.54732 0.335973 BD DDR2 NC_056072.1 43675001 43695001
NC_056054.1 1.14E+08 114335001 2.16887 0.33233 BD DDR2 NC_056072.1 43680001 43700001
NC_056080.1 21375001 21395001 2.64333 0.33802 BD DDX53 NC_056062.1 94205001 94225001
NC_056068.1 29110001 29130001 3.08897 0.314861 BD DDX6 NC_056056.1 199565001 199585001
NC_056068.1 29105001 29125001 3.14463 0.311408 BD DDX6 NC_056068.1 75265001 75285001
NC_056068.1 29100001 29120001 2.56331 0.303039 BD DDX6 NC_056068.1 75270001 75290001
NC_056067.1 14280001 14300001 2.83681 0.417652 BD DEF8;LOC101113004 NC_056068.1 75275001 75295001
NC_056067.1 14250001 14270001 2.67347 0.332133 BD DEF8;MC1R NC_056065.1 25710001 25730001
NC_056056.1 12185001 12205001 3.90705 0.650668 BD DENND1A NC_056068.1 21950001 21970001
NC_056056.1 12190001 12210001 2.87276 0.643718 BD DENND1A NC_056068.1 21955001 21975001
NC_056056.1 12180001 12200001 2.6195 0.529849 BD DENND1A NC_056068.1 21995001 22015001
NC_056062.1 94205001 94225001 4.56446 0.410358 BD DEPTOR;DSCC1 NC_056074.1 11100001 11120001
NC_056062.1 94210001 94230001 2.91986 0.317361 BD DEPTOR;DSCC1 NC_056074.1 11105001 11125001
NC_056058.1 11110001 11130001 2.41366 0.400326 BD DHPS;FBXW9;GNG1 NC_056074.1 11110001 11130001
NC_056058.1 11120001 11140001 2.42073 0.44339 BD DHPS;MAN2B1;WDRNC_056074.1 11115001 11135001
NC_056058.1 11115001 11135001 2.21554 0.407332 BD DHPS;WDR83;WDR8NC_056074.1 11120001 11140001
NC_056075.1 44815001 44835001 2.17459 0.352638 BD DHX32;LOC10111618NC_056074.1 11125001 11145001
NC_056054.1 28440001 28460001 3.68831 0.552359 BD DIO1 NC_056080.1 63340001 63360001
NC_056054.1 28445001 28465001 11.3445 0.491865 BD DIO1;HSPB11 NC_056076.1 38490001 38510001
NC_056065.1 25710001 25730001 2.52526 0.391506 BD DISP1 NC_056076.1 38495001 38515001
NC_056065.1 25715001 25735001 2.66072 0.365691 BD DISP1 NC_056080.1 30935001 30955001
NC_056068.1 21950001 21970001 2.45323 0.390215 BD DIXDC1 NC_056080.1 30940001 30960001
NC_056068.1 21955001 21975001 2.37298 0.376527 BD DIXDC1 NC_056080.1 30945001 30965001
NC_056068.1 21995001 22015001 2.47396 0.301363 BD DIXDC1 NC_056080.1 30950001 30970001
NC_056074.1 11110001 11130001 2.8876 0.388793 BD DLG2 NC_056080.1 31710001 31730001
NC_056074.1 11105001 11125001 2.73377 0.382091 BD DLG2 NC_056080.1 31715001 31735001
NC_056074.1 11100001 11120001 2.18696 0.361268 BD DLG2 NC_056080.1 31720001 31740001
NC_056074.1 11115001 11135001 4.61152 0.320351 BD DLG2 NC_056080.1 32265001 32285001
NC_056080.1 30950001 30970001 3.77248 0.518824 BD DMD NC_056072.1 43200001 43220001
NC_056080.1 30940001 30960001 4.8979 0.508557 BD DMD NC_056072.1 43205001 43225001
NC_056080.1 30945001 30965001 4.34482 0.507051 BD DMD NC_056060.1 82250001 82270001
NC_056080.1 30955001 30975001 2.09896 0.470471 BD DMD NC_056057.1 63605001 63625001
NC_056080.1 32265001 32285001 2.33413 0.443009 BD DMD NC_056057.1 63610001 63630001
NC_056080.1 32270001 32290001 2.27572 0.404117 BD DMD NC_056057.1 63615001 63635001
NC_056080.1 30935001 30955001 3.34623 0.376537 BD DMD NC_056057.1 63620001 63640001
NC_056080.1 32315001 32335001 10.2727 0.352415 BD DMD NC_056057.1 63660001 63680001







NC_056080.1 32310001 32330001 4.08095 0.342054 BD DMD NC_056057.1 63665001 63685001
NC_056080.1 32305001 32325001 2.37187 0.328523 BD DMD NC_056057.1 63670001 63690001
NC_056080.1 32110001 32130001 3.34957 0.324476 BD DMD NC_056057.1 63685001 63705001
NC_056080.1 32115001 32135001 8.05915 0.322104 BD DMD NC_056062.1 82440001 82460001
NC_056064.1 30375001 30395001 11.5125 0.43023 BD DNAH9 NC_056062.1 82445001 82465001
NC_056064.1 30360001 30380001 3.03907 0.413873 BD DNAH9 NC_056062.1 82450001 82470001
NC_056064.1 30380001 30400001 3.55468 0.369536 BD DNAH9 NC_056062.1 82455001 82475001
NC_056064.1 30265001 30285001 2.13681 0.318169 BD DNAH9 NC_056062.1 82475001 82495001
NC_056064.1 30250001 30270001 2.50931 0.305881 BD DNAH9 NC_056062.1 82485001 82505001
NC_056065.1 38735001 38755001 4.58713 0.410033 BD DNM3 NC_056062.1 82495001 82515001
NC_056065.1 38730001 38750001 2.91947 0.369978 BD DNM3 NC_056062.1 82500001 82520001
NC_056063.1 75325001 75345001 4.81169 0.290805 BD DOCK9 NC_056058.1 56385001 56405001
NC_056054.1 78345001 78365001 4.42013 0.374242 BD DPH5 NC_056068.1 27950001 27970001
NC_056054.1 78350001 78370001 3.43778 0.352157 BD DPH5 NC_056068.1 27970001 27990001
NC_056054.1 78355001 78375001 3.37149 0.347056 BD DPH5 NC_056068.1 27975001 27995001
NC_056054.1 78360001 78380001 2.41287 0.295208 BD DPH5 NC_056068.1 27980001 28000001
NC_056060.1 29125001 29145001 12.4132 0.412588 BD DPH6 NC_056068.1 27985001 28005001
NC_056060.1 29130001 29150001 5.53901 0.377053 BD DPH6 NC_056068.1 27990001 28010001
NC_056060.1 29120001 29140001 8.96 0.36399 BD DPH6 NC_056068.1 28005001 28025001
NC_056060.1 29115001 29135001 9.68487 0.321485 BD DPH6 NC_056068.1 28045001 28065001
NC_056060.1 29135001 29155001 2.95996 0.321328 BD DPH6 NC_056068.1 28050001 28070001
NC_056060.1 29110001 29130001 7.69836 0.300394 BD DPH6 NC_056062.1 94200001 94220001
NC_056062.1 94200001 94220001 8.06635 0.442025 BD DSCC1 NC_056061.1 21540001 21560001
NC_056062.1 94195001 94215001 6.25841 0.375764 BD DSCC1 NC_056061.1 21555001 21575001
NC_056062.1 94190001 94210001 14.0281 0.353497 BD DSCC1;TAF2 NC_056061.1 21560001 21580001
NC_056062.1 94180001 94200001 9.91452 0.342233 BD DSCC1;TAF2 NC_056054.1 203775001 203795001
NC_056062.1 94185001 94205001 9.95512 0.335781 BD DSCC1;TAF2 NC_056063.1 72370001 72390001
NC_056076.1 22585001 22605001 7.78096 0.309641 BD DTNA NC_056056.1 20390001 20410001
NC_056074.1 46345001 46365001 2.19991 0.32255 BD DUSP8 NC_056056.1 20395001 20415001
NC_056076.1 49065001 49085001 2.45643 0.320444 BD DYM NC_056056.1 112905001 112925001
NC_056076.1 49070001 49090001 2.18624 0.319631 BD DYM NC_056080.1 62675001 62695001
NC_056076.1 49060001 49080001 2.25503 0.29417 BD DYM NC_056080.1 62680001 62700001
NC_056068.1 5145001 5165001 3.60524 0.367746 BD DYNC2H1 NC_056080.1 62685001 62705001
NC_056068.1 5150001 5170001 4.55872 0.349282 BD DYNC2H1 NC_056080.1 62690001 62710001
NC_056068.1 5155001 5175001 4.12364 0.318709 BD DYNC2H1 NC_056080.1 62695001 62715001
NC_056080.1 62690001 62710001 12.1354 0.330603 BD EDA NC_056058.1 81560001 81580001
NC_056080.1 62685001 62705001 15.7542 0.320728 BD EDA NC_056058.1 81565001 81585001
NC_056080.1 62725001 62745001 6.28672 0.292966 BD EDA NC_056058.1 81570001 81590001
NC_056064.1 46550001 46570001 2.15201 0.551872 BD EFCAB3 NC_056063.1 53625001 53645001
NC_056064.1 46540001 46560001 2.11728 0.52037 BD EFCAB3 NC_056063.1 53630001 53650001
NC_056064.1 46535001 46555001 2.34305 0.504997 BD EFCAB3 NC_056063.1 53635001 53655001
NC_056066.1 61930001 61950001 3.47961 0.397341 BD EFCAB8;SUN5 NW_024599827 550001 570001
NC_056066.1 61925001 61945001 2.62703 0.360955 BD EFCAB8;SUN5 NC_056062.1 22210001 22230001
NC_056080.1 43515001 43535001 2.31786 0.317599 BD EFHC2 NC_056062.1 22195001 22215001
NC_056080.1 43495001 43515001 12.3507 0.312973 BD EFHC2 NC_056062.1 22200001 22220001
NC_056080.1 43450001 43470001 2.62577 0.312475 BD EFHC2 NC_056062.1 22205001 22225001
NC_056080.1 43455001 43475001 2.58278 0.310641 BD EFHC2 NC_056072.1 29935001 29955001
NC_056080.1 43505001 43525001 10.9619 0.307102 BD EFHC2 NC_056072.1 29930001 29950001
NC_056080.1 43500001 43520001 11.2695 0.304886 BD EFHC2 NC_056057.1 61555001 61575001
NC_056080.1 43510001 43530001 6.07383 0.301552 BD EFHC2 NC_056057.1 61560001 61580001
NC_056080.1 43485001 43505001 3.80088 0.294819 BD EFHC2 NC_056057.1 61565001 61585001
NW_024599827.1 555001 575001 3.24433 0.53722 BD EFL1 NC_056057.1 61570001 61590001
NW_024599827.1 550001 570001 3.53402 0.518301 BD EFL1 NC_056057.1 61575001 61595001
NW_024599827.1 620001 640001 2.47312 0.362055 BD EFL1 NC_056057.1 61580001 61600001
NC_056062.1 22225001 22245001 6.26333 0.644181 BD EFR3A NC_056057.1 61600001 61620001
NC_056062.1 22230001 22250001 2.5914 0.618603 BD EFR3A NC_056057.1 61605001 61625001
NC_056062.1 22210001 22230001 9.94023 0.596758 BD EFR3A NC_056055.1 242865001 242885001
NC_056062.1 22205001 22225001 7.74194 0.595501 BD EFR3A;OC90 NC_056080.1 103860001 103880001
NC_056062.1 22200001 22220001 6.73656 0.553462 BD EFR3A;OC90 NC_056072.1 32615001 32635001
NC_056064.1 44305001 44325001 9.55797 0.29963 BD EFTUD2;LOC1141168NC_056056.1 78030001 78050001
NC_056058.1 35815001 35835001 3.69565 0.37077 BD EIF4E1B;SNCB NC_056060.1 1525001 1545001
NC_056058.1 35820001 35840001 3.0295 0.383322 BD EIF4E1B;SNCB;TSPANC_056060.1 1530001 1550001
NC_056079.1 32320001 32340001 2.21716 0.339408 BD EIF4EBP1 NC_056060.1 1535001 1555001
NC_056077.1 41695001 41715001 3.00625 0.31603 BD ELFN1 NC_056055.1 14065001 14085001
NC_056077.1 41690001 41710001 2.4138 0.301841 BD ELFN1 NC_056055.1 14070001 14090001
NC_056056.1 1.66E+08 166090001 5.2562 0.351299 BD ELK3 NC_056055.1 14080001 14100001
NC_056056.1 1.66E+08 166095001 4.39578 0.300311 BD ELK3 NC_056076.1 46080001 46100001
NC_056057.1 61600001 61620001 3.00011 0.685883 BD ELMO1 NC_056076.1 46085001 46105001
NC_056057.1 61555001 61575001 5.49891 0.440746 BD ELMO1 NC_056054.1 158330001 158350001
NC_056057.1 61560001 61580001 6.40334 0.440657 BD ELMO1 NC_056054.1 158335001 158355001
NC_056057.1 61565001 61585001 6.79397 0.436155 BD ELMO1 NC_056064.1 39830001 39850001
NC_056057.1 61550001 61570001 4.30726 0.431744 BD ELMO1 NC_056064.1 39835001 39855001
NC_056057.1 61570001 61590001 5.93433 0.378642 BD ELMO1 NC_056064.1 39825001 39845001
NC_056057.1 61575001 61595001 7.41339 0.355071 BD ELMO1 NC_056055.1 214045001 214065001







NC_056057.1 61580001 61600001 7.72681 0.34823 BD ELMO1 NC_056055.1 214050001 214070001
NC_056068.1 14975001 14995001 2.52381 0.337186 BD ENDOD1 NC_056055.1 214055001 214075001
NC_056073.1 19350001 19370001 2.59376 0.302639 BD ENPP4;ENPP5 NC_056055.1 214060001 214080001
NC_056060.1 1525001 1545001 9.61911 0.564534 BD EPB41L4A NC_056055.1 214065001 214085001
NC_056060.1 1530001 1550001 7.6062 0.554517 BD EPB41L4A NC_056055.1 214070001 214090001
NC_056060.1 1535001 1555001 5.20801 0.527502 BD EPB41L4A NC_056055.1 214075001 214095001
NC_056060.1 1520001 1540001 5.47191 0.527226 BD EPB41L4A NC_056055.1 214080001 214100001
NC_056060.1 1700001 1720001 2.18087 0.320658 BD EPB41L4A NC_056055.1 214280001 214300001
NC_056060.1 1695001 1715001 2.20448 0.304389 BD EPB41L4A NC_056055.1 214290001 214310001
NC_056055.1 2.14E+08 214315001 2.24832 0.326824 BD ERBB4 NC_056055.1 214295001 214315001
NC_056055.1 2.14E+08 214305001 2.23645 0.316718 BD ERBB4 NC_056056.1 213710001 213730001
NC_056055.1 2.14E+08 214310001 2.33638 0.31431 BD ERBB4 NC_056056.1 213715001 213735001
NC_056056.1 2.14E+08 213730001 3.58 0.4937 BD ERC1 NC_056072.1 44985001 45005001
NC_056056.1 2.14E+08 213735001 4.55147 0.466079 BD ERC1 NC_056072.1 44990001 45010001
NC_056056.1 2.14E+08 213725001 2.20307 0.418987 BD ERC1 NC_056072.1 44995001 45015001
NC_056056.1 2.14E+08 213890001 2.13065 0.408983 BD ERC1 NC_056054.1 3120001 3140001
NC_056056.1 2.14E+08 213895001 7.32822 0.386965 BD ERC1 NC_056069.1 4835001 4855001
NC_056072.1 45115001 45135001 2.86286 0.375103 BD ERC2 NC_056069.1 4840001 4860001
NC_056072.1 45120001 45140001 2.49847 0.362464 BD ERC2 NC_056069.1 4845001 4865001
NC_056072.1 45110001 45130001 2.2175 0.326108 BD ERC2 NC_056069.1 4850001 4870001
NC_056064.1 48060001 48080001 5.83708 0.581676 BD ERN1 NC_056055.1 73940001 73960001
NC_056064.1 48080001 48100001 2.65229 0.458035 BD ERN1;TEX2 NC_056055.1 73945001 73965001
NC_056060.1 11480001 11500001 3.80061 0.561906 BD ERO1A NC_056055.1 73895001 73915001
NC_056060.1 11485001 11505001 2.43058 0.544512 BD ERO1A NC_056055.1 73900001 73920001
NC_056060.1 11475001 11495001 4.44136 0.490177 BD ERO1A NC_056055.1 73905001 73925001
NC_056060.1 11470001 11490001 2.25192 0.38826 BD ERO1A NC_056064.1 48035001 48055001
NC_056056.1 2.01E+08 200620001 2.14105 0.309414 BD ERP27 NC_056064.1 48060001 48080001
NC_056054.1 3165001 3185001 4.42378 0.649914 BD ESPNL;KLHL30 NC_056064.1 48070001 48090001
NC_056054.1 3160001 3180001 2.97897 0.603212 BD ESPNL;KLHL30 NC_056060.1 11470001 11490001
NC_056054.1 3155001 3175001 2.35475 0.575683 BD ESPNL;KLHL30 NC_056060.1 11475001 11495001
NC_056060.1 85970001 85990001 2.29801 0.47274 BD ESRRB NC_056060.1 11480001 11500001
NC_056060.1 85965001 85985001 2.35293 0.451994 BD ESRRB NC_056060.1 11485001 11505001
NC_056060.1 85915001 85935001 2.15371 0.352775 BD ESRRB NC_056057.1 23045001 23065001
NC_056060.1 85880001 85900001 2.15154 0.314428 BD ESRRB NC_056057.1 23050001 23070001
NC_056060.1 85885001 85905001 2.2871 0.300317 BD ESRRB NC_056054.1 201910001 201930001
NC_056060.1 79105001 79125001 5.5082 0.714931 BD EXD2 NC_056054.1 201915001 201935001
NC_056071.1 65400001 65420001 3.78618 0.323566 BD EXOC3L4 NC_056054.1 201920001 201940001
NC_056071.1 65395001 65415001 3.76565 0.338569 BD EXOC3L4;LBHD2 NC_056054.1 201925001 201945001
NC_056071.1 65390001 65410001 3.363 0.312967 BD EXOC3L4;LBHD2 NC_056054.1 201930001 201950001
NC_056071.1 65405001 65425001 5.58253 0.380777 BD EXOC3L4;LOC10560 NC_056054.1 201935001 201955001
NC_056071.1 65410001 65430001 7.14653 0.366207 BD EXOC3L4;LOC10560 NC_056054.1 201945001 201965001
NC_056071.1 65415001 65435001 15.3643 0.293523 BD EXOC3L4;LOC10560 NC_056054.1 201950001 201970001
NC_056065.1 41785001 41805001 6.99487 0.365308 BD EXOSC10 NC_056056.1 62545001 62565001
NC_056065.1 41790001 41810001 5.14143 0.341881 BD EXOSC10 NC_056056.1 62550001 62570001
NC_056065.1 41780001 41800001 8.92776 0.377152 BD MTOR NC_056056.1 62580001 62600001
NC_056059.1 36660001 36680001 4.46961 0.669265 BD FAM13A NC_056056.1 62585001 62605001
NC_056059.1 36665001 36685001 2.4816 0.5927 BD FAM13A NC_056056.1 62590001 62610001
NC_056059.1 36625001 36645001 2.88958 0.487096 BD FAM13A NC_056056.1 62595001 62615001
NC_056059.1 37970001 37990001 6.3803 0.490797 BD FAM184B NC_056071.1 65400001 65420001
NC_056059.1 37935001 37955001 6.82288 0.450637 BD FAM184B NC_056071.1 65405001 65425001
NC_056059.1 37965001 37985001 3.44385 0.430603 BD FAM184B NC_056071.1 65410001 65430001
NC_056059.1 37960001 37980001 2.33269 0.373577 BD FAM184B NC_056071.1 65415001 65435001
NC_056059.1 37905001 37925001 3.39467 0.35724 BD FAM184B NC_056065.1 41790001 41810001
NC_056080.1 1.3E+08 129810001 2.54243 0.393876 BD FAM199X NC_056065.1 41795001 41815001
NC_056080.1 1.3E+08 129805001 3.67546 0.461165 BD FAM199X;SLC25A53 NC_056065.1 41800001 41820001
NC_056057.1 73645001 73665001 2.15818 0.30209 BD FAM221A;STK31 NC_056080.1 81460001 81480001
NC_056056.1 2.02E+08 202505001 2.44927 0.390841 BD FAM234B NC_056080.1 81465001 81485001
NC_056056.1 2.02E+08 202510001 2.17875 0.380761 BD FAM234B NC_056080.1 81470001 81490001
NC_056059.1 13735001 13755001 7.09999 0.424778 BD FAM241A NC_056059.1 36620001 36640001
NC_056059.1 13710001 13730001 8.38909 0.421491 BD FAM241A NC_056059.1 36625001 36645001
NC_056059.1 13730001 13750001 6.4395 0.411956 BD FAM241A NC_056059.1 36660001 36680001
NC_056059.1 13740001 13760001 6.04404 0.411331 BD FAM241A NC_056059.1 36665001 36685001
NC_056059.1 13715001 13735001 7.13674 0.403464 BD FAM241A NC_056059.1 36690001 36710001
NC_056059.1 13725001 13745001 6.3284 0.403281 BD FAM241A NC_056059.1 36695001 36715001
NC_056059.1 13720001 13740001 5.43107 0.384168 BD FAM241A NC_056065.1 60350001 60370001
NC_056059.1 13705001 13725001 3.40833 0.370785 BD FAM241A NC_056065.1 60355001 60375001
NC_056059.1 13745001 13765001 3.97746 0.369429 BD FAM241A NC_056065.1 60360001 60380001
NC_056054.1 2.62E+08 262305001 3.54952 0.291035 BD FAM3B;MX2 NC_056065.1 60365001 60385001
NC_056064.1 39580001 39600001 2.16667 0.311827 BD FBXL20;MED1 NC_056065.1 60370001 60390001
NC_056064.1 39585001 39605001 2.10779 0.29976 BD FBXL20;MED1 NC_056058.1 91090001 91110001
NC_056069.1 57745001 57765001 2.73287 0.329875 BD FBXL7 NC_056058.1 91095001 91115001
NC_056055.1 2760001 2780001 16.8039 0.398955 BD FBXW2 NC_056059.1 37905001 37925001
NC_056055.1 2765001 2785001 12.7313 0.377323 BD FBXW2 NC_056071.1 25970001 25990001
NC_056055.1 2770001 2790001 7.16279 0.345863 BD FBXW2 NC_056072.1 52820001 52840001







NC_056070.1 5405001 5425001 11.4054 0.539754 BD FBXW7 NC_056072.1 52825001 52845001
NC_056070.1 5400001 5420001 6.53969 0.539179 BD FBXW7 NC_056054.1 262225001 262245001
NC_056070.1 5395001 5415001 5.28333 0.522385 BD FBXW7 NC_056054.1 262230001 262250001
NC_056070.1 5390001 5410001 2.65392 0.466161 BD FBXW7 NC_056054.1 262235001 262255001
NC_056070.1 5410001 5430001 4.22831 0.40004 BD FBXW7 NC_056054.1 262240001 262260001
NC_056070.1 58040001 58060001 2.68056 0.549501 BD FBXW8;TESC NC_056073.1 9525001 9545001
NC_056070.1 58035001 58055001 2.96376 0.520013 BD FBXW8;TESC NC_056073.1 9530001 9550001
NC_056054.1 1.13E+08 112995001 5.80093 0.379907 BD FCGR3A NC_056073.1 9535001 9555001
NC_056054.1 1.13E+08 113000001 5.45763 0.35045 BD FCGR3A NC_056056.1 185950001 185970001
NC_056054.1 1.13E+08 113010001 2.12903 0.335338 BD FCGR3A NC_056055.1 224815001 224835001
NC_056054.1 1.13E+08 113005001 2.45865 0.323633 BD FCGR3A NC_056055.1 224820001 224840001
NC_056057.1 88305001 88325001 2.36652 0.310288 BD FEZF1 NC_056070.1 44685001 44705001
NC_056063.1 77695001 77715001 5.63669 0.550799 BD FGF14 NC_056070.1 44690001 44710001
NC_056063.1 77700001 77720001 3.61054 0.544537 BD FGF14 NC_056070.1 44695001 44715001
NC_056063.1 77705001 77725001 2.71707 0.493161 BD FGF14 NC_056070.1 44700001 44720001
NC_056063.1 77690001 77710001 3.00182 0.450448 BD FGF14 NC_056070.1 44705001 44725001
NC_056063.1 77710001 77730001 2.16507 0.448362 BD FGF14 NC_056070.1 44710001 44730001
NC_056070.1 6520001 6540001 2.25302 0.340598 BD FHIP1A NC_056070.1 44715001 44735001
NC_056070.1 6525001 6545001 2.14046 0.32413 BD FHIP1A NC_056070.1 44720001 44740001
NC_056070.1 6515001 6535001 2.1869 0.31992 BD FHIP1A NC_056070.1 44725001 44745001
NC_056070.1 6510001 6530001 2.34081 0.313947 BD FHIP1A NC_056070.1 44735001 44755001
NC_056072.1 41200001 41220001 2.32376 0.306281 BD FHIT NC_056067.1 12470001 12490001
NC_056080.1 99055001 99075001 4.80316 0.491931 BD FHL1 NC_056067.1 12490001 12510001
NC_056080.1 99040001 99060001 5.73787 0.425139 BD FHL1 NC_056067.1 12495001 12515001
NC_056080.1 99060001 99080001 2.38581 0.413335 BD FHL1 NC_056067.1 12500001 12520001
NC_056080.1 99030001 99050001 5.09218 0.354226 BD FHL1 NC_056069.1 3880001 3900001
NC_056080.1 99025001 99045001 2.61885 0.340206 BD FHL1 NC_056069.1 3885001 3905001
NC_056056.1 97190001 97210001 3.5065 0.41881 BD FHL2 NC_056069.1 3890001 3910001
NC_056056.1 97185001 97205001 6.53788 0.355911 BD FHL2 NC_056069.1 3895001 3915001
NC_056056.1 97180001 97200001 7.144 0.332133 BD FHL2 NC_056069.1 3900001 3920001
NC_056076.1 21110001 21130001 3.85245 0.453078 BD FHOD3 NC_056069.1 3905001 3925001
NC_056056.1 5735001 5755001 3.54574 0.311394 BD FIBCD1 NC_056069.1 3910001 3930001
NC_056056.1 5740001 5760001 2.87113 0.298003 BD FIBCD1 NC_056069.1 3915001 3935001
NC_056056.1 1.34E+08 134485001 2.80006 0.331299 BD FIGNL2 NC_056070.1 5390001 5410001
NC_056056.1 1.34E+08 134490001 2.25646 0.307004 BD FIGNL2 NC_056070.1 5395001 5415001
NC_056073.1 27400001 27420001 2.35294 0.383731 BD FLOT1;IER3;MDC1;TNC_056070.1 5400001 5420001
NC_056073.1 27395001 27415001 2.50394 0.366576 BD FLOT1;IER3;TUBB NC_056070.1 5405001 5425001
NC_056073.1 27410001 27430001 5.38956 0.389508 BD FLOT1;MDC1;TUBB NC_056070.1 5410001 5430001
NC_056073.1 27405001 27425001 3.46093 0.385752 BD FLOT1;MDC1;TUBB NC_056070.1 58035001 58055001
NC_056080.1 87715001 87735001 3.24278 0.376434 BD FMR1 NC_056070.1 58040001 58060001
NC_056080.1 87720001 87740001 2.68663 0.373034 BD FMR1 NC_056054.1 112965001 112985001
NC_056060.1 75235001 75255001 2.59394 0.354709 BD FNTB NC_056069.1 8680001 8700001
NC_056056.1 76130001 76150001 2.93899 0.331841 BD FOXN2 NC_056069.1 8685001 8705001
NC_056056.1 76135001 76155001 2.55262 0.314434 BD FOXN2 NC_056069.1 8690001 8710001
NC_056072.1 30105001 30125001 2.93824 0.510832 BD FOXP1 NC_056069.1 8695001 8715001
NC_056056.1 75470001 75490001 8.42123 0.509738 BD FSHR NC_056069.1 8700001 8720001
NC_056056.1 75465001 75485001 7.78908 0.480585 BD FSHR NC_056069.1 8705001 8725001
NC_056056.1 75475001 75495001 2.84699 0.398555 BD FSHR NC_056069.1 8715001 8735001
NC_056056.1 75460001 75480001 4.75875 0.393228 BD FSHR NC_056069.1 8720001 8740001
NC_056072.1 53295001 53315001 8.02144 0.415263 BD FYCO1;XCR1 NC_056069.1 8735001 8755001
NC_056072.1 53300001 53320001 3.73469 0.349283 BD FYCO1;XCR1 NC_056069.1 8745001 8765001
NC_056072.1 53290001 53310001 3.50631 0.334058 BD FYCO1;XCR1 NC_056069.1 8750001 8770001
NC_056054.1 1.31E+08 131290001 14.5158 0.642705 BD GABPA NC_056069.1 8760001 8780001
NC_056054.1 1.31E+08 131285001 6.30001 0.63545 BD GABPA NC_056069.1 8780001 8800001
NC_056054.1 1.31E+08 131280001 3.19486 0.572157 BD GABPA NC_056069.1 8785001 8805001
NC_056054.1 1.31E+08 131300001 6.34417 0.474195 BD GABPA NC_056069.1 8790001 8810001
NC_056054.1 1.31E+08 131275001 2.21702 0.421417 BD GABPA NC_056069.1 8795001 8815001
NC_056080.1 83510001 83530001 8.90625 0.340983 BD GABRA3 NC_056054.1 201315001 201335001
NC_056057.1 1.16E+08 116145001 4.86021 0.396743 BD GALNT11;GALNTL5 NC_056055.1 220915001 220935001
NC_056060.1 79130001 79150001 2.1 0.565184 BD GALNT16 NC_056072.1 41200001 41220001
NC_056060.1 79135001 79155001 2.72593 0.507918 BD GALNT16 NC_056080.1 99055001 99075001
NC_056068.1 41125001 41145001 2.17883 0.509214 BD GALNT18 NC_056072.1 43340001 43360001
NC_056057.1 1.16E+08 116135001 2.6359 0.562511 BD GALNTL5 NC_056073.1 27400001 27420001
NC_056057.1 1.16E+08 116140001 4.25 0.518656 BD GALNTL5 NC_056073.1 27395001 27415001
NC_056055.1 1.08E+08 107770001 4.16729 0.378935 BD GALNTL6 NC_056073.1 27405001 27425001
NC_056055.1 1.08E+08 107850001 5.77852 0.371727 BD GALNTL6 NC_056073.1 27410001 27430001
NC_056055.1 1.08E+08 107775001 6.79048 0.3546 BD GALNTL6 NC_056056.1 76090001 76110001
NC_056055.1 1.08E+08 107765001 2.30551 0.353482 BD GALNTL6 NC_056056.1 76095001 76115001
NC_056055.1 1.08E+08 107985001 2.16609 0.323446 BD GALNTL6 NC_056060.1 99095001 99115001
NC_056055.1 1.08E+08 107980001 2.96428 0.310313 BD GALNTL6 NC_056060.1 99120001 99140001
NC_056076.1 25020001 25040001 2.14474 0.349896 BD GAREM1 NC_056060.1 99125001 99145001
NC_056076.1 25025001 25045001 2.46659 0.340447 BD GAREM1 NC_056060.1 99130001 99150001
NC_056067.1 14355001 14375001 2.3624 0.386685 BD GAS8 NC_056063.1 22240001 22260001
NC_056067.1 14320001 14340001 2.41126 0.399744 BD GAS8;LOC101109035NC_056072.1 30105001 30125001







NC_056067.1 7265001 7285001 5.29392 0.501949 BD GCSH;PKD1L2 NC_056072.1 30110001 30130001
NC_056067.1 7260001 7280001 3.77083 0.470129 BD GCSH;PKD1L2 NC_056057.1 55485001 55505001
NC_056058.1 63885001 63905001 2.77735 0.515257 BD GEMIN5;MRPL22 NC_056057.1 55520001 55540001
NC_056058.1 63880001 63900001 2.77412 0.508616 BD GEMIN5;MRPL22 NC_056057.1 55525001 55545001
NC_056066.1 26110001 26130001 15.4722 0.302442 BD GJD4 NC_056057.1 55530001 55550001
NC_056054.1 2.47E+08 247335001 13.3889 0.474674 BD GK5 NC_056066.1 27780001 27800001
NC_056054.1 2.47E+08 247340001 5.96184 0.457157 BD GK5 NC_056066.1 27785001 27805001
NC_056054.1 2.47E+08 247345001 2.38636 0.430404 BD GK5 NC_056066.1 27790001 27810001
NC_056054.1 2.47E+08 247330001 10.7921 0.419532 BD GK5 NC_056066.1 27795001 27815001
NC_056057.1 80465001 80485001 2.57071 0.478175 BD GLI3 NC_056066.1 28165001 28185001
NC_056055.1 52395001 52415001 3.88638 0.310291 BD GLIPR2 NC_056066.1 28175001 28195001
NC_056054.1 69515001 69535001 12.755 0.61154 BD GLMN NC_056066.1 28180001 28200001
NC_056054.1 69510001 69530001 9.98334 0.524108 BD GLMN NC_056066.1 28185001 28205001
NC_056054.1 2.33E+08 232545001 6.49506 0.367339 BD GMPS NC_056066.1 28190001 28210001
NC_056054.1 2.33E+08 232540001 3.96946 0.343377 BD GMPS NC_056080.1 10735001 10755001
NC_056054.1 2.33E+08 232550001 8.46252 0.301415 BD GMPS NC_056054.1 31270001 31290001
NC_056055.1 1.53E+08 153205001 11.4587 0.389075 BD GPD2 NC_056054.1 31275001 31295001
NC_056055.1 1.53E+08 153210001 9.21265 0.377228 BD GPD2 NC_056054.1 31280001 31300001
NC_056055.1 1.53E+08 153130001 2.12622 0.366803 BD GPD2 NC_056054.1 31285001 31305001
NC_056055.1 1.53E+08 153200001 7.32584 0.364071 BD GPD2 NC_056054.1 31265001 31285001
NC_056055.1 1.53E+08 153195001 4.17257 0.333242 BD GPD2 NC_056080.1 81165001 81185001
NC_056055.1 1.53E+08 153215001 4.89387 0.33318 BD GPD2 NC_056080.1 81170001 81190001
NC_056079.1 6585001 6605001 5.28403 0.616285 BD GPM6A NC_056080.1 81190001 81210001
NC_056079.1 6590001 6610001 4.33032 0.615352 BD GPM6A NC_056054.1 131255001 131275001
NC_056079.1 6595001 6615001 3.29309 0.58782 BD GPM6A NC_056054.1 131260001 131280001
NC_056079.1 6580001 6600001 2.36631 0.564177 BD GPM6A NC_056054.1 131265001 131285001
NC_056079.1 6600001 6620001 2.76355 0.52483 BD GPM6A NC_056054.1 131270001 131290001
NC_056080.1 11945001 11965001 4.31932 0.403369 BD GPM6B NC_056054.1 131280001 131300001
NC_056080.1 11940001 11960001 8.69442 0.356708 BD GPM6B NC_056080.1 83505001 83525001
NC_056080.1 11935001 11955001 6.36109 0.355217 BD GPM6B NC_056080.1 83510001 83530001
NC_056054.1 2.18E+08 217960001 2.84245 0.389748 BD GPR160;PHC3 NC_056058.1 70955001 70975001
NC_056054.1 2.18E+08 217965001 2.14699 0.334464 BD GPR160;PHC3 NC_056055.1 242855001 242875001
NC_056055.1 1.45E+08 145065001 24.033 0.328012 BD GRB14 NC_056055.1 155080001 155100001
NC_056055.1 1.45E+08 145070001 16.3448 0.323084 BD GRB14 NC_056055.1 155085001 155105001
NC_056064.1 55525001 55545001 5.1791 0.392791 BD GRB2 NC_056055.1 155090001 155110001
NC_056076.1 35230001 35250001 2.61237 0.298898 BD GREB1L NC_056055.1 155095001 155115001
NC_056068.1 2085001 2105001 43.0832 0.396508 BD GRIA4 NC_056078.1 1795001 1815001
NC_056068.1 2080001 2100001 29.3485 0.393757 BD GRIA4 NC_056055.1 107490001 107510001
NC_056068.1 2090001 2110001 23.9469 0.372844 BD GRIA4 NC_056055.1 107495001 107515001
NC_056068.1 2110001 2130001 17.3429 0.364458 BD GRIA4 NC_056070.1 45010001 45030001
NC_056068.1 2095001 2115001 18.1313 0.363985 BD GRIA4 NC_056055.1 107910001 107930001
NC_056068.1 2155001 2175001 16.7857 0.363454 BD GRIA4 NC_056059.1 15940001 15960001
NC_056068.1 2100001 2120001 15.5 0.350935 BD GRIA4 NC_056059.1 15945001 15965001
NC_056068.1 2105001 2125001 13.3121 0.345509 BD GRIA4 NC_056059.1 15925001 15945001
NC_056068.1 2160001 2180001 5.68447 0.297481 BD GRIA4 NC_056059.1 15930001 15950001
NC_056054.1 1.27E+08 127135001 3.52519 0.371276 BD GRIK1 NC_056059.1 15935001 15955001
NC_056054.1 1.27E+08 126850001 2.12796 0.35715 BD GRIK1 NC_056060.1 6490001 6510001
NC_056054.1 1.27E+08 126815001 3.22368 0.33584 BD GRIK1 NC_056067.1 7260001 7280001
NC_056054.1 1.27E+08 126830001 2.76254 0.30855 BD GRIK1 NC_056067.1 7265001 7285001
NC_056054.1 1.27E+08 127130001 2.31484 0.30407 BD GRIK1 NC_056054.1 95265001 95285001
NC_056055.1 21375001 21395001 3.18458 0.363254 BD GRIN3A NC_056067.1 34790001 34810001
NC_056055.1 21380001 21400001 2.65659 0.327054 BD GRIN3A NC_056067.1 34795001 34815001
NC_056055.1 21370001 21390001 2.19105 0.303875 BD GRIN3A NC_056067.1 34800001 34820001
NC_056056.1 1.53E+08 153045001 4.66872 0.368244 BD GRIP1 NC_056067.1 34805001 34825001
NC_056056.1 1.53E+08 153050001 3.28712 0.326734 BD GRIP1 NC_056069.1 32235001 32255001
NC_056056.1 1.53E+08 153040001 3.30899 0.309682 BD GRIP1 NC_056068.1 82165001 82185001
NC_056072.1 19395001 19415001 2.25125 0.456517 BD GRM7 NC_056057.1 80435001 80455001
NC_056072.1 19400001 19420001 2.63305 0.415584 BD GRM7 NC_056057.1 80465001 80485001
NC_056057.1 92445001 92465001 2.56152 0.442263 BD GRM8 NC_056057.1 80470001 80490001
NC_056057.1 92450001 92470001 2.42942 0.398955 BD GRM8 NC_056057.1 80475001 80495001
NC_056077.1 25915001 25935001 4.59548 0.382909 BD GSG1L NC_056057.1 80480001 80500001
NC_056077.1 25910001 25930001 3.40262 0.345371 BD GSG1L NC_056054.1 69510001 69530001
NC_056077.1 25905001 25925001 3.37263 0.327816 BD GSG1L NC_056054.1 69515001 69535001
NC_056077.1 25920001 25940001 4.07127 0.317396 BD GSG1L NC_056080.1 12895001 12915001
NC_056057.1 76165001 76185001 2.20185 0.482834 BD GTPBP10 NC_056070.1 48225001 48245001
NC_056057.1 76160001 76180001 3.1687 0.473717 BD GTPBP10 NC_056056.1 131965001 131985001
NC_056057.1 76155001 76175001 2.56147 0.424316 BD GTPBP10 NC_056054.1 232530001 232550001
NC_056077.1 750001 770001 11.3649 0.354358 BD HBM;HBQ1;LOC101 NC_056072.1 48265001 48285001
NC_056077.1 755001 775001 6.41246 0.353851 BD HBM;HBQ1;LOC101 NC_056071.1 55625001 55645001
NC_056077.1 760001 780001 3.95009 0.341466 BD HBQ1;LOC101108797NC_056071.1 55630001 55650001
NC_056077.1 765001 785001 2.54639 0.308706 BD HBQ1;LUC7L NC_056080.1 101300001 101320001
NC_056080.1 64990001 65010001 2.18447 0.354646 BD HDAC8 NC_056080.1 101305001 101325001
NC_056057.1 79210001 79230001 5.74688 0.426664 BD HECW1 NC_056063.1 66710001 66730001
NC_056057.1 79205001 79225001 5.93671 0.408345 BD HECW1 NC_056063.1 66715001 66735001







NC_056057.1 79200001 79220001 4.39671 0.394208 BD HECW1 NC_056063.1 66720001 66740001
NC_056057.1 79195001 79215001 2.92897 0.381309 BD HECW1 NC_056063.1 68740001 68760001
NC_056057.1 79215001 79235001 2.17062 0.316914 BD HECW1 NC_056055.1 153180001 153200001
NC_056059.1 36995001 37015001 15.7683 0.565956 BD HERC6 NC_056055.1 153185001 153205001
NC_056059.1 37000001 37020001 17.1356 0.549693 BD HERC6 NC_056055.1 153190001 153210001
NC_056059.1 37005001 37025001 16.0495 0.48643 BD HERC6 NC_056079.1 6580001 6600001
NC_056061.1 12550001 12570001 2.88764 0.41942 BD HINT3 NC_056079.1 6585001 6605001
NC_056070.1 63290001 63310001 15.1733 0.3169 BD HNF1A NC_056079.1 6590001 6610001
NC_056062.1 51790001 51810001 3.72096 0.349018 BD HNF4G NC_056079.1 6595001 6615001
NC_056062.1 51785001 51805001 3.53656 0.319378 BD HNF4G NC_056079.1 6600001 6620001
NC_056062.1 51780001 51800001 3.57311 0.314395 BD HNF4G NC_056054.1 217940001 217960001
NC_056080.1 1.01E+08 100550001 2.31332 0.310271 BD HPRT1 NC_056080.1 70375001 70395001
NC_056080.1 1.02E+08 102205001 2.92911 0.352393 BD HS6ST2 NC_056054.1 237515001 237535001
NC_056080.1 1.02E+08 102200001 4.00404 0.326021 BD HS6ST2 NC_056054.1 237530001 237550001
NC_056080.1 1.02E+08 102195001 3.55839 0.293534 BD HS6ST2 NC_056054.1 237535001 237555001
NC_056054.1 28450001 28470001 5.68724 0.481652 BD HSPB11 NC_056054.1 237540001 237560001
NC_056054.1 28455001 28475001 3.36171 0.450203 BD HSPB11 NC_056054.1 237510001 237530001
NC_056055.1 2.45E+08 244680001 2.70167 0.318017 BD HSPG2 NC_056076.1 35215001 35235001
NC_056055.1 2.45E+08 244675001 2.85663 0.291282 BD HSPG2 NC_056068.1 1640001 1660001
NC_056074.1 22120001 22140001 2.35411 0.297866 BD HTATIP2;LOC121817NC_056068.1 1645001 1665001
NC_056068.1 24150001 24170001 3.86227 0.365679 BD HTR3B NC_056068.1 2080001 2100001
NC_056067.1 39485001 39505001 4.41644 0.35803 BD HYDIN NC_056068.1 2085001 2105001
NC_056067.1 39480001 39500001 3.83298 0.307834 BD HYDIN NC_056068.1 2090001 2110001
NC_056055.1 2.42E+08 242500001 3.64227 0.376627 BD IFNLR1 NC_056068.1 2095001 2115001
NC_056055.1 2.42E+08 242505001 7.30412 0.477587 BD IFNLR1;IL22RA1 NC_056068.1 2105001 2125001
NC_056057.1 57490001 57510001 4.77127 0.294386 BD IFRD1 NC_056059.1 31865001 31885001
NC_056057.1 57465001 57485001 2.14385 0.305618 BD IFRD1;LSMEM1 NC_056059.1 31870001 31890001
NC_056068.1 28925001 28945001 7.31328 0.313694 BD IFT46;KMT2A;TMEMNC_056059.1 31875001 31895001
NC_056068.1 28930001 28950001 5.02013 0.324468 BD IFT46;TMEM25;TTC3NC_056059.1 31880001 31900001
NC_056060.1 12240001 12260001 3.96422 0.396397 BD IGDCC3 NC_056059.1 31885001 31905001
NC_056060.1 12245001 12265001 4.89718 0.372353 BD IGDCC3 NC_056059.1 31895001 31915001
NC_056060.1 12235001 12255001 4.83123 0.354659 BD IGDCC3 NC_056059.1 31900001 31920001
NC_056060.1 12250001 12270001 3.74399 0.315851 BD IGDCC3 NC_056059.1 31905001 31925001
NC_056054.1 2.37E+08 237400001 2.11136 0.317493 BD IGSF10 NC_056059.1 31910001 31930001
NC_056074.1 23565001 23585001 2.22523 0.339514 BD IGSF22;PTPN5 NC_056059.1 31915001 31935001
NC_056080.1 1.2E+08 119715001 8.78048 0.480057 BD IL13RA2 NC_056059.1 31935001 31955001
NC_056080.1 1.2E+08 119720001 6.5 0.450633 BD IL13RA2 NC_056059.1 31940001 31960001
NC_056080.1 1.2E+08 119705001 4.02695 0.443476 BD IL13RA2 NC_056059.1 31945001 31965001
NC_056080.1 1.2E+08 119725001 2.90517 0.344025 BD IL13RA2 NC_056059.1 31950001 31970001
NC_056056.1 99340001 99360001 2.4009 0.383945 BD IL18R1;IL1RL1 NC_056059.1 31955001 31975001
NC_056055.1 2.42E+08 242510001 10.717 0.467903 BD IL22RA1 NC_056059.1 32110001 32130001
NC_056055.1 74270001 74290001 12.4732 0.346327 BD IL33 NC_056059.1 32115001 32135001
NC_056055.1 74265001 74285001 9.10828 0.331379 BD IL33 NC_056067.1 50785001 50805001
NC_056055.1 74260001 74280001 5.67555 0.321556 BD IL33 NC_056067.1 50795001 50815001
NC_056055.1 74255001 74275001 3.81937 0.314047 BD IL33 NC_056055.1 21375001 21395001
NC_056068.1 61050001 61070001 2.40129 0.486764 BD IMMP1L NC_056055.1 21380001 21400001
NC_056057.1 58775001 58795001 3.18901 0.404117 BD IMMP2L NC_056056.1 152885001 152905001
NC_056057.1 58780001 58800001 3.10982 0.39746 BD IMMP2L NC_056074.1 6380001 6400001
NC_056057.1 58770001 58790001 3.05597 0.394656 BD IMMP2L NC_056074.1 6385001 6405001
NC_056057.1 59110001 59130001 3.76391 0.383654 BD IMMP2L NC_056072.1 19370001 19390001
NC_056057.1 59105001 59125001 2.96812 0.363637 BD IMMP2L NC_056072.1 19375001 19395001
NC_056057.1 58705001 58725001 3.66247 0.358357 BD IMMP2L NC_056072.1 19380001 19400001
NC_056057.1 59115001 59135001 4.16577 0.355858 BD IMMP2L NC_056057.1 92445001 92465001
NC_056057.1 58765001 58785001 2.37336 0.347386 BD IMMP2L NC_056057.1 92450001 92470001
NC_056057.1 58760001 58780001 2.3316 0.347157 BD IMMP2L NC_056057.1 92485001 92505001
NC_056057.1 59120001 59140001 6.76395 0.336153 BD IMMP2L NC_056057.1 92490001 92510001
NC_056057.1 58510001 58530001 2.17536 0.311046 BD IMMP2L NC_056057.1 92495001 92515001
NC_056057.1 58520001 58540001 3.56527 0.307629 BD IMMP2L NC_056057.1 92500001 92520001
NC_056057.1 58515001 58535001 2.80909 0.30577 BD IMMP2L NC_056067.1 11080001 11100001
NC_056057.1 58710001 58730001 3.3501 0.296693 BD IMMP2L NC_056077.1 25860001 25880001
NC_056057.1 58785001 58805001 2.4732 0.35015 BD IMMP2L;LRRN3 NC_056077.1 25865001 25885001
NC_056079.1 14090001 14110001 9.46845 0.355623 BD IRF2 NC_056055.1 165735001 165755001
NC_056079.1 14085001 14105001 12.2686 0.355441 BD IRF2 NC_056055.1 165740001 165760001
NC_056079.1 14095001 14115001 5.41257 0.326067 BD IRF2 NC_056055.1 165745001 165765001
NC_056079.1 14120001 14140001 3.23891 0.312595 BD IRF2 NC_056055.1 165750001 165770001
NC_056056.1 1.89E+08 188890001 7.8421 0.376275 BD ITPR2 NC_056079.1 25855001 25875001
NC_056056.1 1.89E+08 188895001 7.97413 0.375265 BD ITPR2 NC_056079.1 25860001 25880001
NC_056056.1 1.89E+08 188900001 6.55986 0.372206 BD ITPR2 NC_056079.1 25865001 25885001
NC_056056.1 1.89E+08 188905001 3.48252 0.350789 BD ITPR2 NC_056073.1 15915001 15935001
NC_056056.1 1.89E+08 188885001 6.14852 0.338493 BD ITPR2 NC_056073.1 15920001 15940001
NC_056056.1 1.89E+08 188880001 2.31055 0.309824 BD ITPR2 NC_056055.1 120940001 120960001
NC_056068.1 28605001 28625001 2.68011 0.302053 BD JAML;SCN2B NC_056055.1 120945001 120965001
NC_056065.1 52035001 52055001 2.24297 0.347881 BD KAZN NC_056055.1 120995001 121015001
NC_056065.1 52040001 52060001 2.98191 0.313743 BD KAZN NC_056055.1 121045001 121065001







NC_056068.1 1210001 1230001 11.7936 0.369328 BD KBTBD3 NC_056055.1 121050001 121070001
NC_056068.1 1215001 1235001 11.9841 0.366661 BD KBTBD3 NC_056055.1 121055001 121075001
NC_056068.1 1260001 1280001 9.43665 0.355992 BD KBTBD3 NC_056058.1 66370001 66390001
NC_056068.1 1265001 1285001 8.33745 0.351598 BD KBTBD3 NC_056057.1 79200001 79220001
NC_056068.1 1255001 1275001 8.08593 0.349455 BD KBTBD3 NC_056057.1 79205001 79225001
NC_056068.1 1245001 1265001 6.91525 0.337473 BD KBTBD3 NC_056057.1 79210001 79230001
NC_056068.1 1230001 1250001 8.42487 0.336855 BD KBTBD3 NC_056057.1 79215001 79235001
NC_056068.1 1270001 1290001 4.19717 0.292552 BD KBTBD3 NC_056059.1 36700001 36720001
NC_056056.1 1.04E+08 104420001 3.17827 0.358635 BD KCNIP3 NC_056057.1 40460001 40480001
NC_056056.1 1.04E+08 104415001 2.75869 0.332446 BD KCNIP3 NC_056057.1 40465001 40485001
NC_056056.1 1.04E+08 104425001 2.68726 0.32775 BD KCNIP3 NC_056065.1 66400001 66420001
NC_056056.1 1.04E+08 104440001 6.73189 0.426945 BD KCNIP3;PROM2 NC_056065.1 66405001 66425001
NC_056056.1 1.04E+08 104435001 5.23077 0.408429 BD KCNIP3;PROM2 NC_056065.1 66410001 66430001
NC_056056.1 1.04E+08 104430001 2.9142 0.337287 BD KCNIP3;PROM2 NC_056070.1 63290001 63310001
NC_056059.1 41675001 41695001 3.13478 0.471541 BD KCNIP4 NC_056070.1 63295001 63315001
NC_056059.1 41680001 41700001 2.23751 0.408159 BD KCNIP4 NC_056058.1 36985001 37005001
NC_056059.1 41420001 41440001 29.9263 0.325822 BD KCNIP4 NC_056058.1 36990001 37010001
NC_056064.1 35060001 35080001 3.48631 0.330878 BD KCNJ12 NC_056074.1 37570001 37590001
NC_056054.1 2.09E+08 208990001 2.82892 0.364219 BD KCNMB2 NC_056074.1 37575001 37595001
NC_056054.1 2.09E+08 208995001 3.03553 0.351904 BD KCNMB2 NC_056060.1 10420001 10440001
NC_056074.1 45460001 45480001 17.2875 0.517639 BD KCNQ1 NC_056064.1 9090001 9110001
NC_056074.1 45465001 45485001 10.5878 0.450907 BD KCNQ1 NC_056064.1 9095001 9115001
NC_056074.1 45450001 45470001 2.68224 0.36446 BD KCNQ1 NC_056064.1 9075001 9095001
NC_056074.1 45470001 45490001 13.2414 0.319098 BD KCNQ1 NC_056064.1 9080001 9100001
NC_056080.1 44090001 44110001 10.675 0.350642 BD KDM6A NC_056054.1 112955001 112975001
NC_056080.1 44095001 44115001 10.391 0.332032 BD KDM6A NC_056054.1 112950001 112970001
NC_056080.1 44100001 44120001 9.47975 0.318155 BD KDM6A NC_056055.1 246730001 246750001
NC_056062.1 19530001 19550001 2.6439 0.36258 BD KHDRBS3 NC_056075.1 41840001 41860001
NC_056062.1 19535001 19555001 2.4374 0.35286 BD KHDRBS3 NC_056059.1 116325001 116345001
NC_056062.1 19540001 19560001 2.36052 0.34801 BD KHDRBS3 NC_056059.1 116330001 116350001
NC_056062.1 19525001 19545001 2.36502 0.342674 BD KHDRBS3 NC_056059.1 116335001 116355001
NC_056068.1 63020001 63040001 13.9703 0.560983 BD KIAA1549L NC_056059.1 116340001 116360001
NC_056068.1 63015001 63035001 6.13777 0.51654 BD KIAA1549L NC_056059.1 116310001 116330001
NC_056068.1 63010001 63030001 2.23956 0.398035 BD KIAA1549L NC_056059.1 116315001 116335001
NC_056073.1 38965001 38985001 2.42634 0.358001 BD KIF13A NC_056059.1 116320001 116340001
NC_056073.1 38775001 38795001 2.29859 0.353559 BD KIF13A NC_056074.1 46100001 46120001
NC_056073.1 38970001 38990001 2.30134 0.342902 BD KIF13A NC_056057.1 57475001 57495001
NC_056073.1 38780001 38800001 2.46581 0.339765 BD KIF13A NC_056057.1 57480001 57500001
NC_056054.1 19415001 19435001 6.58 0.302785 BD KIF2C NC_056057.1 57485001 57505001
NC_056054.1 19420001 19440001 3.77988 0.29344 BD KIF2C NC_056057.1 57490001 57510001
NC_056074.1 27665001 27685001 2.29781 0.394635 BD KIRREL3 NC_056060.1 12235001 12255001
NC_056074.1 27670001 27690001 2.55963 0.362977 BD KIRREL3 NC_056060.1 12240001 12260001
NC_056074.1 27660001 27680001 2.61214 0.341808 BD KIRREL3 NC_056060.1 12245001 12265001
NC_056074.1 27615001 27635001 6.89547 0.311676 BD KIRREL3 NC_056060.1 12250001 12270001
NC_056066.1 40130001 40150001 2.19022 0.598676 BD KIZ NC_056060.1 12260001 12280001
NC_056063.1 49460001 49480001 2.28022 0.359388 BD KLF12 NC_056056.1 225310001 225330001
NC_056063.1 49455001 49475001 2.1254 0.358715 BD KLF12 NC_056058.1 9965001 9985001
NC_056063.1 49465001 49485001 2.41862 0.345185 BD KLF12 NC_056058.1 9960001 9980001
NC_056063.1 49470001 49490001 2.39179 0.32916 BD KLF12 NC_056058.1 9970001 9990001
NC_056066.1 44190001 44210001 2.11299 0.358464 BD KLF6 NC_056058.1 9975001 9995001
NC_056066.1 44185001 44205001 2.11428 0.35183 BD KLF6 NC_056057.1 58525001 58545001
NC_056059.1 58965001 58985001 2.22337 0.299456 BD KLHL5 NC_056057.1 58530001 58550001
NC_056059.1 58970001 58990001 2.23619 0.294824 BD KLHL5 NC_056057.1 58535001 58555001
NC_056068.1 28845001 28865001 6.8125 0.340532 BD KMT2A NC_056057.1 58705001 58725001
NC_056076.1 40450001 40470001 2.41059 0.420286 BD LAMA1 NC_056057.1 58710001 58730001
NC_056076.1 40455001 40475001 2.24646 0.414779 BD LAMA1 NC_056057.1 58715001 58735001
NC_056076.1 40470001 40490001 2.72969 0.401956 BD LAMA1 NC_056057.1 58720001 58740001
NC_056076.1 40465001 40485001 2.99338 0.381521 BD LAMA1 NC_056057.1 58725001 58745001
NC_056076.1 40460001 40480001 2.69325 0.373951 BD LAMA1 NC_056057.1 58730001 58750001
NC_056076.1 40480001 40500001 2.11043 0.304225 BD LAMA1 NC_056057.1 58735001 58755001
NC_056061.1 54795001 54815001 2.11258 0.325198 BD LAMA2 NC_056057.1 58740001 58760001
NC_056057.1 50645001 50665001 2.29879 0.426336 BD LAMB4 NC_056057.1 58745001 58765001
NC_056059.1 38065001 38085001 9.53751 0.767146 BD LCORL NC_056057.1 58750001 58770001
NC_056059.1 38215001 38235001 2.18447 0.376163 BD LCORL NC_056057.1 58780001 58800001
NC_056059.1 38210001 38230001 2.18447 0.339313 BD LCORL NC_056057.1 58880001 58900001
NC_056059.1 38205001 38225001 2.34356 0.30054 BD LCORL NC_056057.1 58885001 58905001
NC_056059.1 17520001 17540001 12.057 0.304056 BD LEF1 NC_056057.1 58890001 58910001
NC_056054.1 41245001 41265001 5.37346 0.50997 BD LEPR NC_056057.1 58895001 58915001
NC_056054.1 41240001 41260001 4.89913 0.488654 BD LEPR NC_056057.1 58900001 58920001
NC_056054.1 41235001 41255001 3.38437 0.371609 BD LEPR NC_056057.1 58905001 58925001
NC_056063.1 23265001 23285001 2.57111 0.294491 BD LHFPL6 NC_056057.1 58910001 58930001
NC_056059.1 61095001 61115001 6.2711 0.516324 BD LIMCH1 NC_056057.1 59110001 59130001
NC_056059.1 61090001 61110001 6.10909 0.516279 BD LIMCH1 NC_056077.1 41790001 41810001
NC_056059.1 61100001 61120001 5.97692 0.506586 BD LIMCH1 NC_056077.1 41795001 41815001







NC_056059.1 61085001 61105001 3.82413 0.444674 BD LIMCH1 NC_056077.1 41800001 41820001
NC_056059.1 61105001 61125001 2.74157 0.431116 BD LIMCH1 NC_056063.1 21220001 21240001
NC_056055.1 97690001 97710001 3.49712 0.327657 BD LINGO2 NC_056054.1 191040001 191060001
NC_056062.1 4610001 4630001 2.44148 0.343341 BD LMBRD1 NC_056054.1 191045001 191065001
NC_056062.1 4615001 4635001 2.39493 0.325285 BD LMBRD1 NC_056070.1 8555001 8575001
NC_056056.1 1.99E+08 198905001 2.78657 0.380787 BD LMO3 NC_056070.1 8560001 8580001
NC_056056.1 1.99E+08 198900001 3.08373 0.374336 BD LMO3 NC_056070.1 8565001 8585001
NC_056056.1 1.99E+08 198910001 2.22357 0.311915 BD LMO3 NC_056054.1 106485001 106505001
NC_056064.1 41330001 41350001 2.17727 0.43771 BD LOC100526781 NC_056054.1 106490001 106510001
NC_056064.1 41325001 41345001 2.44739 0.428143 BD LOC100526781 NC_056054.1 106495001 106515001
NC_056064.1 41335001 41355001 2.48335 0.387367 BD LOC100526781 NC_056054.1 106500001 106520001
NC_056064.1 41320001 41340001 3.14155 0.368818 BD LOC100526781;LOC1NC_056054.1 106505001 106525001
NC_056064.1 41340001 41360001 2.62897 0.326203 BD LOC100526781;V15 NC_056080.1 51165001 51185001
NC_056064.1 41310001 41330001 3.88481 0.332065 BD LOC100526782 NC_056056.1 212905001 212925001
NC_056064.1 41315001 41335001 3.35731 0.322364 BD LOC100526782 NC_056071.1 32205001 32225001
NC_056055.1 2.34E+08 234055001 8.77711 0.3903 BD LOC101101962 NC_056060.1 86835001 86855001
NC_056080.1 63760001 63780001 2.39667 0.356364 BD LOC101102537 NC_056064.1 24315001 24335001
NC_056075.1 36475001 36495001 4.3266 0.300626 BD LOC101103610 NC_056064.1 24320001 24340001
NC_056055.1 18335001 18355001 2.32895 0.398913 BD LOC101103627 NC_056080.1 63985001 64005001
NC_056075.1 43590001 43610001 5.84666 0.497953 BD LOC101104360 NC_056056.1 188865001 188885001
NC_056075.1 43595001 43615001 3.42215 0.447684 BD LOC101104360 NC_056056.1 188870001 188890001
NC_056075.1 43580001 43600001 7.21138 0.509283 BD LOC101104360;NKX NC_056056.1 188875001 188895001
NC_056073.1 42425001 42445001 2.66502 0.301579 BD LOC101104613 NC_056056.1 188880001 188900001
NC_056068.1 44540001 44560001 2.18168 0.296953 BD LOC101105275;LOC1NC_056056.1 188885001 188905001
NC_056075.1 16190001 16210001 3.48114 0.420807 BD LOC101105314 NC_056056.1 188975001 188995001
NC_056075.1 16185001 16205001 3.24834 0.408355 BD LOC101105314 NC_056054.1 122400001 122420001
NC_056075.1 16180001 16200001 2.97151 0.376412 BD LOC101105314 NC_056054.1 122405001 122425001
NC_056075.1 16175001 16195001 3.17802 0.3512 BD LOC101105314 NC_056070.1 29180001 29200001
NC_056075.1 16195001 16215001 2.92232 0.350105 BD LOC101105314 NC_056055.1 73350001 73370001
NC_056058.1 50155001 50175001 2.81746 0.307833 BD LOC101105495 NC_056055.1 73380001 73400001
NC_056058.1 40550001 40570001 4.75503 0.329007 BD LOC101105657 NC_056073.1 40885001 40905001
NC_056066.1 59330001 59350001 2.67505 0.316974 BD LOC101105678;LOC1NC_056064.1 41350001 41370001
NC_056060.1 25820001 25840001 42.7772 0.376484 BD LOC101105825 NC_056064.1 41355001 41375001
NC_056060.1 25815001 25835001 15.05 0.32332 BD LOC101105825;LOC1NC_056054.1 278280001 278300001
NC_056074.1 35605001 35625001 2.89814 0.351268 BD LOC101106045 NC_056054.1 278285001 278305001
NC_056074.1 35610001 35630001 4.36631 0.295749 BD LOC101106045 NC_056054.1 278290001 278310001
NC_056074.1 35615001 35635001 5.81918 0.292463 BD LOC101106045 NC_056054.1 278295001 278315001
NC_056074.1 36425001 36445001 3.59374 0.372464 BD LOC101106637;TMEMNC_056054.1 278300001 278320001
NC_056080.1 64030001 64050001 3.75943 0.717519 BD LOC101106743 NC_056054.1 278305001 278325001
NC_056080.1 64035001 64055001 3.87612 0.604582 BD LOC101106743 NC_056054.1 278310001 278330001
NC_056080.1 64040001 64060001 2.76992 0.373834 BD LOC101106743 NC_056054.1 278315001 278335001
NC_056056.1 2.01E+08 200665001 2.11671 0.346744 BD LOC101106925 NC_056054.1 278325001 278345001
NC_056056.1 2.01E+08 200670001 2.30698 0.296239 BD LOC101106925 NC_056054.1 278330001 278350001
NC_056066.1 3495001 3515001 3.88429 0.344165 BD LOC101109032 NC_056054.1 278335001 278355001
NC_056077.1 7640001 7660001 9.3067 0.433697 BD LOC101109062 NC_056054.1 278340001 278360001
NC_056077.1 7635001 7655001 3.96711 0.404147 BD LOC101109062 NC_056054.1 278345001 278365001
NC_056077.1 7630001 7650001 2.36149 0.359203 BD LOC101109062 NC_056054.1 232105001 232125001
NC_056074.1 5035001 5055001 7.924 0.300102 BD LOC101110373 NC_056057.1 86720001 86740001
NC_056068.1 44535001 44555001 3.02824 0.342254 BD LOC101111047 NC_056060.1 73050001 73070001
NC_056077.1 28920001 28940001 3.13314 0.383594 BD LOC101111335 NC_056054.1 277615001 277635001
NC_056077.1 28915001 28935001 3.20667 0.358214 BD LOC101111335 NC_056054.1 277635001 277655001
NC_056077.1 28925001 28945001 2.23849 0.354358 BD LOC101111335 NC_056054.1 277640001 277660001
NC_056054.1 1.08E+08 107725001 3.77638 0.381608 BD LOC101111337;LOC1NC_056054.1 277645001 277665001
NC_056054.1 1.08E+08 107720001 2.5188 0.355816 BD LOC101111337;LOC1NC_056054.1 277650001 277670001
NC_056068.1 81335001 81355001 2.23639 0.298826 BD LOC101111486 NC_056054.1 277655001 277675001
NC_056058.1 29220001 29240001 2.37624 0.340285 BD LOC101111543 NC_056054.1 277660001 277680001
NC_056065.1 28200001 28220001 4.2859 0.351384 BD LOC101111566 NC_056054.1 277670001 277690001
NC_056065.1 28195001 28215001 3.34216 0.33566 BD LOC101111566;TMEMNC_056054.1 277675001 277695001
NC_056054.1 1.08E+08 107735001 4.18045 0.384564 BD LOC101111854 NC_056059.1 41675001 41695001
NC_056054.1 1.08E+08 107730001 4.31428 0.364524 BD LOC101111854 NC_056059.1 41680001 41700001
NC_056068.1 81350001 81370001 10.3025 0.363383 BD LOC101112419 NC_056060.1 98130001 98150001
NC_056068.1 81345001 81365001 5.40323 0.348017 BD LOC101112419 NC_056060.1 3120001 3140001
NC_056068.1 81360001 81380001 4.91405 0.30108 BD LOC101112419 NC_056074.1 45460001 45480001
NC_056068.1 81365001 81385001 4.06294 0.2924 BD LOC101112419 NC_056080.1 44080001 44100001
NC_056077.1 26535001 26555001 4.65218 0.698727 BD LOC101112694 NC_056080.1 44090001 44110001
NC_056077.1 26530001 26550001 2.96176 0.62095 BD LOC101112694 NC_056080.1 44095001 44115001
NC_056077.1 26525001 26545001 2.16487 0.553041 BD LOC101112694 NC_056080.1 44100001 44120001
NC_056066.1 53975001 53995001 2.74285 0.307827 BD LOC101112800 NC_056080.1 44105001 44125001
NC_056066.1 53970001 53990001 4.21312 0.293477 BD LOC101112800 NC_056080.1 44110001 44130001
NC_056054.1 1.1E+08 109950001 12.3233 0.409822 BD LOC101112936 NC_056080.1 44115001 44135001
NC_056054.1 1.1E+08 109955001 6.91193 0.38296 BD LOC101112936 NC_056073.1 800001 820001
NC_056054.1 1.1E+08 109960001 2.54354 0.338722 BD LOC101112936 NC_056073.1 805001 825001
NC_056054.1 1.1E+08 109945001 3.20573 0.330253 BD LOC101112936;LOC1NC_056054.1 10465001 10485001
NC_056067.1 14285001 14305001 4.38291 0.349236 BD LOC101113004;LOC1NC_056068.1 63040001 63060001







NC_056065.1 4870001 4890001 4.84375 0.33577 BD LOC101114456 NC_056073.1 38790001 38810001
NC_056065.1 4900001 4920001 3.60231 0.320765 BD LOC101114456;LOC1NC_056073.1 38865001 38885001
NC_056065.1 4905001 4925001 3.02334 0.300375 BD LOC101114456;LOC1NC_056073.1 38870001 38890001
NC_056054.1 1.79E+08 178540001 3.61127 0.309804 BD LOC101114747 NC_056073.1 38875001 38895001
NC_056054.1 23115001 23135001 2.88129 0.388091 BD LOC101115174 NC_056073.1 38880001 38900001
NC_056054.1 23100001 23120001 3.14916 0.386285 BD LOC101115174 NC_056073.1 38970001 38990001
NC_056054.1 23095001 23115001 3.71641 0.382437 BD LOC101115174 NC_056074.1 27665001 27685001
NC_056054.1 23090001 23110001 2.61813 0.366996 BD LOC101115174 NC_056063.1 49220001 49240001
NC_056054.1 23110001 23130001 3.44284 0.362036 BD LOC101115174 NC_056063.1 49310001 49330001
NC_056054.1 23120001 23140001 2.46003 0.360629 BD LOC101115174 NC_056063.1 49315001 49335001
NC_056054.1 23105001 23125001 3.50493 0.35082 BD LOC101115174 NC_056063.1 49325001 49345001
NC_056067.1 62115001 62135001 5.96846 0.401715 BD LOC101115398 NC_056063.1 49330001 49350001
NC_056068.1 46930001 46950001 4.24275 0.398567 BD LOC101115569;LOC1NC_056063.1 49465001 49485001
NC_056068.1 46935001 46955001 2.19925 0.403193 BD LOC101115569;LOC1NC_056063.1 48395001 48415001
NC_056068.1 46945001 46965001 2.29804 0.346286 BD LOC101115824;LOC1NC_056063.1 44570001 44590001
NC_056080.1 34140001 34160001 17.7 0.394551 BD LOC101115943 NC_056063.1 44575001 44595001
NC_056080.1 34145001 34165001 12.6613 0.361556 BD LOC101115943 NC_056063.1 44580001 44600001
NC_056080.1 34150001 34170001 10.812 0.345928 BD LOC101115943 NC_056063.1 44585001 44605001
NC_056080.1 34155001 34175001 10.6339 0.335024 BD LOC101115943 NC_056063.1 44610001 44630001
NC_056058.1 9080001 9100001 21.2296 0.373502 BD LOC101116053 NC_056063.1 44640001 44660001
NC_056058.1 9075001 9095001 26.8532 0.355423 BD LOC101116053 NC_056063.1 44645001 44665001
NC_056058.1 9070001 9090001 25.3178 0.332762 BD LOC101116053 NC_056063.1 44670001 44690001
NC_056054.1 2.24E+08 223560001 2.20711 0.330622 BD LOC101116449 NC_056063.1 44675001 44695001
NC_056062.1 65200001 65220001 2.71338 0.406379 BD LOC101116738 NC_056063.1 44680001 44700001
NC_056062.1 65195001 65215001 3.53228 0.3853 BD LOC101116738 NC_056063.1 44685001 44705001
NC_056062.1 65190001 65210001 2.69794 0.291714 BD LOC101116738 NC_056063.1 44690001 44710001
NC_056067.1 53615001 53635001 2.34286 0.378463 BD LOC101117098;STRNNC_056063.1 44695001 44715001
NC_056080.1 9240001 9260001 9.53229 0.466922 BD LOC101118248 NC_056063.1 44700001 44720001
NC_056080.1 9245001 9265001 4.69018 0.421503 BD LOC101118248 NC_056063.1 44705001 44725001
NC_056080.1 9235001 9255001 15.364 0.418996 BD LOC101118248 NC_056063.1 44710001 44730001
NC_056080.1 2800001 2820001 6.53351 0.341107 BD LOC101118336 NC_056063.1 44715001 44735001
NC_056080.1 2795001 2815001 6.32158 0.307968 BD LOC101118336 NC_056063.1 44720001 44740001
NC_056056.1 44585001 44605001 13.0322 0.473554 BD LOC101119202 NC_056063.1 44725001 44745001
NC_056056.1 44590001 44610001 11.4041 0.46621 BD LOC101119202 NC_056063.1 44750001 44770001
NC_056056.1 44580001 44600001 9.21797 0.454922 BD LOC101119202 NC_056063.1 44755001 44775001
NC_056056.1 44575001 44595001 5.54135 0.431761 BD LOC101119202 NC_056063.1 44760001 44780001
NC_056056.1 44595001 44615001 6.3992 0.420645 BD LOC101119202 NC_056063.1 44765001 44785001
NC_056056.1 44560001 44580001 4.06862 0.378074 BD LOC101119202 NC_056063.1 44770001 44790001
NC_056056.1 44565001 44585001 3.17692 0.353108 BD LOC101119202 NC_056063.1 44775001 44795001
NC_056056.1 44600001 44620001 3.34832 0.352803 BD LOC101119202 NC_056063.1 44780001 44800001
NC_056058.1 6835001 6855001 2.2069 0.29952 BD LOC101119214 NC_056063.1 44785001 44805001
NC_056058.1 18605001 18625001 2.23399 0.518985 BD LOC101119303;LOC1NC_056063.1 44790001 44810001
NC_056058.1 18610001 18630001 2.28108 0.510709 BD LOC101119303;LOC1NC_056063.1 44795001 44815001
NC_056066.1 59325001 59345001 2.18449 0.31306 BD LOC101119839 NC_056063.1 44800001 44820001
NC_056068.1 38940001 38960001 2.33404 0.305023 BD LOC101120269;PTH NC_056063.1 44805001 44825001
NC_056068.1 38945001 38965001 2.8532 0.302378 BD LOC101120269;PTH NC_056063.1 44810001 44830001
NC_056056.1 1.95E+08 194525001 2.33274 0.312866 BD LOC101120653 NC_056063.1 44815001 44835001
NC_056056.1 1.95E+08 194530001 2.48962 0.294657 BD LOC101120653 NC_056063.1 44820001 44840001
NC_056064.1 24045001 24065001 6.60446 0.44475 BD LOC101120675 NC_056063.1 44825001 44845001
NC_056064.1 24040001 24060001 3.42341 0.393874 BD LOC101120675;LOC1NC_056063.1 44830001 44850001
NC_056064.1 24035001 24055001 2.33992 0.333924 BD LOC101120675;LOC1NC_056063.1 44835001 44855001
NC_056073.1 19800001 19820001 2.1913 0.327034 BD LOC101120701 NC_056063.1 44840001 44860001
NC_056073.1 19795001 19815001 2.38495 0.312315 BD LOC101120701 NC_056063.1 44845001 44865001
NC_056080.1 1.29E+08 129315001 2.18977 0.299147 BD LOC101120810 NC_056063.1 44850001 44870001
NC_056068.1 53715001 53735001 7.53158 0.427234 BD LOC101120816 NC_056063.1 44855001 44875001
NC_056068.1 53720001 53740001 7.50861 0.422321 BD LOC101120816 NC_056063.1 44860001 44880001
NC_056068.1 53705001 53725001 6.90122 0.401844 BD LOC101120816 NC_056063.1 44865001 44885001
NC_056068.1 53700001 53720001 6.35763 0.39326 BD LOC101120816 NC_056063.1 44870001 44890001
NC_056068.1 53710001 53730001 5.91667 0.385486 BD LOC101120816 NC_056063.1 44875001 44895001
NC_056068.1 53695001 53715001 5.93749 0.384403 BD LOC101120816 NC_056063.1 44880001 44900001
NC_056068.1 53730001 53750001 7.77174 0.416383 BD LOC101120816;LOC1NC_056063.1 44885001 44905001
NC_056068.1 53725001 53745001 7.22786 0.415683 BD LOC101120816;LOC1NC_056063.1 44890001 44910001
NC_056068.1 53740001 53760001 7.9652 0.405382 BD LOC101120816;LOC1NC_056071.1 15975001 15995001
NC_056068.1 53735001 53755001 6.87898 0.402412 BD LOC101120816;LOC1NC_056071.1 15980001 16000001
NC_056064.1 24050001 24070001 3.279 0.433582 BD LOC101120929 NC_056059.1 58965001 58985001
NC_056060.1 80105001 80125001 2.11815 0.40165 BD LOC101121353;LOC1NC_056059.1 58970001 58990001
NC_056074.1 41855001 41875001 4.65301 0.312178 BD LOC101121557;NDUFNC_056059.1 58975001 58995001
NC_056074.1 41860001 41880001 2.5387 0.319424 BD LOC101121557;NDUFNC_056064.1 27795001 27815001
NC_056058.1 39795001 39815001 3.02759 0.352283 BD LOC101121936 NC_056070.1 68440001 68460001
NC_056058.1 39800001 39820001 6.30814 0.348577 BD LOC101121936 NC_056070.1 68465001 68485001
NC_056054.1 1.03E+08 102645001 2.82337 0.299547 BD LOC101121986 NC_056070.1 68470001 68490001
NC_056058.1 39805001 39825001 6.67269 0.340499 BD LOC101122191 NC_056056.1 134180001 134200001
NC_056058.1 39810001 39830001 4.62963 0.31718 BD LOC101122191 NC_056059.1 38065001 38085001
NC_056067.1 46620001 46640001 5.96998 0.342349 BD LOC101122210;ZNF5 NC_056068.1 65420001 65440001







NC_056067.1 46410001 46430001 2.37036 0.380885 BD LOC101122457 NC_056068.1 56945001 56965001
NC_056054.1 1.44E+08 143670001 3.28194 0.352068 BD LOC101122496 NC_056060.1 9605001 9625001
NC_056054.1 1.44E+08 143675001 2.66563 0.302191 BD LOC101122496 NC_056060.1 9610001 9630001
NC_056058.1 14200001 14220001 3.91335 0.345375 BD LOC101122597;PCP2 NC_056060.1 9615001 9635001
NC_056058.1 14205001 14225001 3.81538 0.315792 BD LOC101122597;PCP2 NC_056060.1 9620001 9640001
NC_056068.1 53750001 53770001 7.70229 0.404321 BD LOC101122934 NC_056060.1 9625001 9645001
NC_056068.1 53745001 53765001 7.47335 0.40225 BD LOC101122934 NC_056060.1 9630001 9650001
NC_056068.1 53755001 53775001 5.71951 0.381173 BD LOC101122934 NC_056060.1 9640001 9660001
NC_056072.1 43535001 43555001 6.08 0.507193 BD LOC101123588 NC_056057.1 47300001 47320001
NC_056072.1 43530001 43550001 6.84293 0.505544 BD LOC101123588 NC_056057.1 47305001 47325001
NC_056072.1 43525001 43545001 5.76922 0.501424 BD LOC101123588 NC_056057.1 47310001 47330001
NC_056072.1 43540001 43560001 5.86898 0.500753 BD LOC101123588 NC_056057.1 47315001 47335001
NC_056072.1 43545001 43565001 5.70121 0.495009 BD LOC101123588 NC_056068.1 56950001 56970001
NC_056072.1 43515001 43535001 4.49148 0.488329 BD LOC101123588 NC_056068.1 56955001 56975001
NC_056072.1 43520001 43540001 3.9476 0.483407 BD LOC101123588 NC_056055.1 97430001 97450001
NC_056072.1 43550001 43570001 3.2595 0.438928 BD LOC101123588 NC_056055.1 97435001 97455001
NC_056072.1 43510001 43530001 4.46244 0.392154 BD LOC101123588 NC_056055.1 97440001 97460001
NC_056072.1 43555001 43575001 2.21753 0.367186 BD LOC101123588 NC_056055.1 97445001 97465001
NC_056072.1 43505001 43525001 3.39042 0.317278 BD LOC101123588 NC_056055.1 97535001 97555001
NC_056064.1 54605001 54625001 11.6797 0.311743 BD LOC105601853;RHBDNC_056055.1 97685001 97705001
NC_056060.1 4445001 4465001 10.1219 0.37097 BD LOC105601870 NC_056055.1 97690001 97710001
NC_056060.1 4440001 4460001 3.19566 0.306465 BD LOC105601870 NC_056056.1 102150001 102170001
NC_056068.1 19975001 19995001 2.76405 0.326503 BD LOC105602148;RDX NC_056064.1 41325001 41345001
NC_056068.1 19970001 19990001 2.24711 0.322985 BD LOC105602148;RDX NC_056064.1 41335001 41355001
NC_056068.1 61730001 61750001 2.25 0.373952 BD LOC105602333 NC_056064.1 41320001 41340001
NC_056074.1 45825001 45845001 2.83594 0.307194 BD LOC105604151 NC_056064.1 41340001 41360001
NC_056074.1 45830001 45850001 3.25654 0.295038 BD LOC105604151 NC_056064.1 41305001 41325001
NC_056080.1 57085001 57105001 2.39864 0.355641 BD LOC105605483 NC_056064.1 41310001 41330001
NC_056071.1 65450001 65470001 6.84448 0.368694 BD LOC105605761;LOC1NC_056064.1 41315001 41335001
NC_056071.1 65455001 65475001 4.93342 0.325762 BD LOC105605761;LOC1NC_056077.1 37225001 37245001
NC_056073.1 25895001 25915001 16.3849 0.374776 BD LOC105605990 NC_056077.1 37230001 37250001
NC_056073.1 25900001 25920001 16.2016 0.34596 BD LOC105605990 NC_056077.1 37235001 37255001
NC_056073.1 25905001 25925001 17.6037 0.311376 BD LOC105605990 NC_056074.1 8630001 8650001
NC_056073.1 25985001 26005001 12.9822 0.304491 BD LOC105605990 NC_056074.1 8635001 8655001
NC_056073.1 25960001 25980001 22.1371 0.300051 BD LOC105605990 NC_056074.1 8640001 8660001
NC_056067.1 44755001 44775001 2.89572 0.395617 BD LOC105607568;LOC1NC_056054.1 181375001 181395001
NC_056058.1 60960001 60980001 2.25501 0.315874 BD LOC105615377 NC_056074.1 35190001 35210001
NC_056054.1 1.58E+08 157520001 3.74901 0.33264 BD LOC105616630 NC_056074.1 35195001 35215001
NC_056071.1 65445001 65465001 8.05157 0.375125 BD LOC114109056 NC_056074.1 35200001 35220001
NC_056071.1 65440001 65460001 9.08365 0.347809 BD LOC114109056 NC_056074.1 35205001 35225001
NC_056074.1 35475001 35495001 2.1155 0.365793 BD LOC114110058 NC_056074.1 35210001 35230001
NC_056074.1 35470001 35490001 2.29443 0.344083 BD LOC114110058 NC_056074.1 35215001 35235001
NC_056077.1 14175001 14195001 3.82257 0.631743 BD LOC114110664;RRN3NC_056058.1 8120001 8140001
NC_056080.1 1.37E+08 137420001 2.58034 0.325729 BD LOC114111709 NC_056058.1 8125001 8145001
NC_056080.1 1.37E+08 137425001 2.16025 0.291097 BD LOC114111709 NC_056073.1 42415001 42435001
NC_056055.1 61440001 61460001 2.19789 0.293498 BD LOC114113073 NC_056073.1 42420001 42440001
NC_056056.1 92185001 92205001 4.31137 0.48925 BD LOC114113944 NC_056073.1 42425001 42445001
NC_056056.1 92180001 92200001 14.0107 0.416998 BD LOC114113944 NC_056058.1 39020001 39040001
NC_056056.1 92175001 92195001 14.1602 0.379256 BD LOC114113944;SRD5NC_056058.1 39025001 39045001
NC_056057.1 1.21E+08 121445001 4.88119 0.3086 BD LOC114114472 NC_056058.1 39030001 39050001
NC_056058.1 9005001 9025001 5.82265 0.432151 BD LOC114114788 NC_056077.1 4705001 4725001
NC_056058.1 9010001 9030001 15.9901 0.329298 BD LOC114114788 NC_056077.1 4710001 4730001
NC_056060.1 25825001 25845001 16.876 0.387269 BD LOC114115708 NC_056077.1 4715001 4735001
NC_056060.1 25830001 25850001 6.29383 0.373688 BD LOC114115708 NC_056055.1 89835001 89855001
NC_056060.1 25835001 25855001 4.41817 0.352773 BD LOC114115708 NC_056080.1 19350001 19370001
NC_056060.1 25840001 25860001 3.82016 0.3186 BD LOC114115708 NC_056064.1 49895001 49915001
NC_056064.1 23965001 23985001 2.57699 0.306545 BD LOC114116984 NC_056058.1 50150001 50170001
NC_056066.1 35555001 35575001 4.89563 0.323975 BD LOC114117570 NC_056058.1 50155001 50175001
NC_056067.1 44715001 44735001 3.11297 0.374792 BD LOC114117974 NC_056058.1 50165001 50185001
NC_056067.1 44720001 44740001 3.26694 0.328307 BD LOC114117974 NC_056058.1 50170001 50190001
NC_056067.1 44725001 44745001 3.97604 0.319462 BD LOC114117974;LOC1NC_056068.1 64210001 64230001
NC_056067.1 44740001 44760001 2.31336 0.308784 BD LOC114117975 NC_056068.1 64215001 64235001
NC_056069.1 75001 95001 7.7921 0.351695 BD LOC114118677 NC_056068.1 64220001 64240001
NC_056069.1 80001 100001 7.00001 0.343939 BD LOC114118677 NC_056068.1 64225001 64245001
NC_056069.1 90001 110001 7.38946 0.323333 BD LOC114118677 NC_056068.1 64230001 64250001
NC_056065.1 78425001 78445001 8.7652 0.299064 BD LOC121816068 NC_056074.1 35405001 35425001
NC_056067.1 51565001 51585001 19.437 0.293722 BD LOC121816525 NC_056074.1 35425001 35445001
NC_056076.1 24870001 24890001 8.57819 0.475107 BD LOC121817702 NC_056074.1 35430001 35450001
NC_056076.1 24875001 24895001 4.10754 0.426791 BD LOC121817702 NC_056074.1 35495001 35515001
NC_056076.1 24885001 24905001 3.16417 0.418193 BD LOC121817702 NC_056074.1 35500001 35520001
NC_056076.1 24880001 24900001 3.39411 0.416244 BD LOC121817702 NC_056074.1 35505001 35525001
NC_056076.1 24865001 24885001 3.43919 0.404682 BD LOC121817702 NC_056074.1 35485001 35505001
NC_056080.1 1.31E+08 131480001 7.05861 0.32979 BD LOC121818354 NC_056074.1 35490001 35510001
NC_056080.1 1.31E+08 131485001 2.98526 0.306564 BD LOC121818354 NC_056074.1 35620001 35640001







NW_024599807.1 15001 35001 3.88229 0.477145 BD LOC121818477 NC_056074.1 36425001 36445001
NW_024599807.1 20001 40001 5.59018 0.473326 BD LOC121818477 NC_056080.1 64030001 64050001
NW_024599807.1 25001 45001 12.9055 0.467352 BD LOC121818477 NC_056080.1 64035001 64055001
NC_056054.1 1.16E+08 116430001 2.96039 0.66878 BD LOC121818668 NC_056080.1 116285001 116305001
NC_056054.1 1.16E+08 116425001 2.15482 0.622934 BD LOC121818668 NC_056054.1 72195001 72215001
NC_056054.1 1.16E+08 116435001 5.58759 0.60763 BD LOC121818668 NC_056063.1 27275001 27295001
NC_056054.1 1.16E+08 116440001 5.47018 0.522871 BD LOC121818668 NC_056063.1 27285001 27305001
NC_056054.1 1.16E+08 116445001 2.59083 0.41621 BD LOC121818668 NC_056054.1 199485001 199505001
NC_056056.1 1.16E+08 116445001 2.29717 0.456485 BD LOC121819170 NC_056074.1 15575001 15595001
NC_056056.1 1.16E+08 116450001 2.40541 0.45193 BD LOC121819170 NC_056074.1 15565001 15585001
NC_056056.1 1.16E+08 116455001 2.4554 0.415446 BD LOC121819170 NC_056074.1 15570001 15590001
NC_056056.1 1.16E+08 116460001 2.58629 0.363364 BD LOC121819170 NC_056074.1 5035001 5055001
NC_056056.1 1.16E+08 116465001 2.30166 0.30669 BD LOC121819170 NC_056074.1 5040001 5060001
NC_056057.1 83400001 83420001 4.30794 0.449948 BD LOC121819513 NC_056059.1 25330001 25350001
NC_056057.1 83405001 83425001 2.88446 0.409284 BD LOC121819513 NC_056059.1 25335001 25355001
NC_056057.1 83395001 83415001 2.29174 0.388688 BD LOC121819513 NC_056059.1 25340001 25360001
NC_056061.1 14970001 14990001 6.19262 0.430787 BD LOC121820153 NC_056059.1 25345001 25365001
NC_056061.1 14975001 14995001 4.0669 0.376373 BD LOC121820153 NC_056059.1 25350001 25370001
NC_056061.1 14965001 14985001 6.0903 0.34602 BD LOC121820153 NC_056059.1 25355001 25375001
NC_056061.1 14980001 15000001 3.12477 0.344059 BD LOC121820153 NC_056054.1 10840001 10860001
NC_056061.1 15045001 15065001 2.38106 0.299775 BD LOC121820153 NC_056064.1 36700001 36720001
NC_056055.1 1.7E+08 169585001 2.73068 0.395801 BD LRP1B NC_056077.1 28920001 28940001
NC_056055.1 1.68E+08 168340001 2.94104 0.320996 BD LRP1B NC_056068.1 81335001 81355001
NC_056055.1 1.68E+08 168345001 3.19101 0.307609 BD LRP1B NC_056058.1 65965001 65985001
NC_056056.1 80350001 80370001 2.42396 0.478925 BD LRPPRC NC_056058.1 65970001 65990001
NC_056056.1 80375001 80395001 2.4312 0.46124 BD LRPPRC NC_056079.1 14815001 14835001
NC_056056.1 80385001 80405001 3.84031 0.459757 BD LRPPRC NC_056079.1 14820001 14840001
NC_056056.1 80380001 80400001 3.51175 0.456179 BD LRPPRC NC_056068.1 81345001 81365001
NC_056056.1 80345001 80365001 2.24888 0.413739 BD LRPPRC NC_056068.1 81350001 81370001
NC_056060.1 17845001 17865001 2.75274 0.382596 BD LRRC49 NC_056067.1 14285001 14305001
NC_056060.1 17840001 17860001 2.8497 0.358662 BD LRRC49 NC_056058.1 38450001 38470001
NC_056074.1 45950001 45970001 2.20976 0.342212 BD LSP1;TNNT3 NC_056058.1 38455001 38475001
NC_056077.1 770001 790001 2.51984 0.33447 BD LUC7L NC_056077.1 19640001 19660001
NC_056077.1 785001 805001 3.18807 0.328327 BD LUC7L NC_056077.1 19645001 19665001
NC_056077.1 780001 800001 3.02638 0.324071 BD LUC7L NC_056077.1 19650001 19670001
NC_056077.1 775001 795001 2.44293 0.31847 BD LUC7L NC_056078.1 40935001 40955001
NC_056074.1 18080001 18100001 12.2612 0.546508 BD LUZP2 NC_056078.1 40940001 40960001
NC_056074.1 18055001 18075001 14.243 0.543021 BD LUZP2 NC_056078.1 40945001 40965001
NC_056074.1 18115001 18135001 11.6163 0.540661 BD LUZP2 NC_056078.1 40950001 40970001
NC_056074.1 18125001 18145001 14.9743 0.538442 BD LUZP2 NC_056078.1 40955001 40975001
NC_056074.1 18120001 18140001 11.72 0.528705 BD LUZP2 NC_056078.1 40960001 40980001
NC_056074.1 18110001 18130001 9.48703 0.524826 BD LUZP2 NC_056074.1 37580001 37600001
NC_056074.1 18050001 18070001 8.03509 0.520866 BD LUZP2 NC_056065.1 4870001 4890001
NC_056074.1 18105001 18125001 8.53704 0.512094 BD LUZP2 NC_056061.1 50075001 50095001
NC_056074.1 18090001 18110001 7.25892 0.510413 BD LUZP2 NC_056077.1 34570001 34590001
NC_056074.1 18100001 18120001 7.98785 0.50981 BD LUZP2 NC_056058.1 9015001 9035001
NC_056074.1 18085001 18105001 6.10552 0.50619 BD LUZP2 NC_056058.1 9020001 9040001
NC_056074.1 18130001 18150001 6.97163 0.503332 BD LUZP2 NC_056067.1 62115001 62135001
NC_056074.1 18095001 18115001 7.7026 0.502375 BD LUZP2 NC_056058.1 9035001 9055001
NC_056074.1 18045001 18065001 4.40292 0.461479 BD LUZP2 NC_056058.1 9040001 9060001
NC_056074.1 18135001 18155001 3.77096 0.459538 BD LUZP2 NC_056058.1 9045001 9065001
NC_056066.1 8790001 8810001 6.38695 0.428607 BD MACROD2 NC_056077.1 16935001 16955001
NC_056066.1 8785001 8805001 2.22928 0.36041 BD MACROD2 NC_056077.1 16940001 16960001
NC_056066.1 9660001 9680001 4.12269 0.339168 BD MACROD2 NC_056077.1 16945001 16965001
NC_056066.1 9655001 9675001 4.51807 0.297725 BD MACROD2 NC_056080.1 34140001 34160001
NC_056077.1 41530001 41550001 18.0426 0.568256 BD MAD1L1 NC_056080.1 34145001 34165001
NC_056077.1 41525001 41545001 20.801 0.567699 BD MAD1L1 NC_056080.1 34150001 34170001
NC_056077.1 41535001 41555001 13.7903 0.562853 BD MAD1L1 NC_056080.1 34155001 34175001
NC_056077.1 41520001 41540001 23.1921 0.561627 BD MAD1L1 NC_056058.1 9070001 9090001
NC_056077.1 41540001 41560001 6.27878 0.523872 BD MAD1L1 NC_056058.1 9075001 9095001
NC_056077.1 41545001 41565001 5.8537 0.500658 BD MAD1L1 NC_056058.1 9080001 9100001
NC_056077.1 41560001 41580001 7.60133 0.480251 BD MAD1L1 NC_056071.1 24550001 24570001
NC_056077.1 41570001 41590001 4.92655 0.474881 BD MAD1L1 NC_056071.1 24565001 24585001
NC_056077.1 41555001 41575001 5.72537 0.468677 BD MAD1L1 NC_056065.1 55560001 55580001
NC_056077.1 41550001 41570001 4.702 0.457591 BD MAD1L1 NC_056065.1 55545001 55565001
NC_056077.1 41575001 41595001 4.33334 0.433056 BD MAD1L1 NC_056065.1 55550001 55570001
NC_056077.1 41565001 41585001 4.35801 0.426272 BD MAD1L1 NC_056065.1 55555001 55575001
NC_056077.1 41515001 41535001 3.2461 0.406827 BD MAD1L1 NC_056059.1 8845001 8865001
NC_056077.1 41580001 41600001 4.05976 0.372407 BD MAD1L1 NC_056059.1 8850001 8870001
NC_056077.1 41510001 41530001 2.2777 0.332935 BD MAD1L1 NC_056059.1 8855001 8875001
NC_056070.1 18085001 18105001 2.21181 0.33758 BD MAML3;MGST2 NC_056058.1 38970001 38990001
NC_056055.1 2.41E+08 241200001 5.58529 0.364602 BD MAN1C1 NC_056058.1 38980001 39000001
NC_056055.1 2.41E+08 241195001 2.96905 0.322009 BD MAN1C1 NC_056058.1 38985001 39005001
NC_056058.1 11125001 11145001 3.81915 0.415661 BD MAN2B1;WDR83OS NC_056058.1 39065001 39085001







NC_056056.1 99970001 99990001 5.62567 0.348043 BD MAP4K4 NC_056067.1 53615001 53635001
NC_056056.1 99965001 99985001 5.37204 0.347237 BD MAP4K4 NC_056056.1 165205001 165225001
NC_056056.1 99960001 99980001 4.10552 0.319557 BD MAP4K4 NC_056056.1 165210001 165230001
NC_056056.1 99975001 99995001 5.03438 0.318176 BD MAP4K4 NC_056056.1 165215001 165235001
NC_056056.1 99955001 99975001 2.6804 0.301365 BD MAP4K4 NC_056074.1 16545001 16565001
NC_056074.1 38670001 38690001 3.90104 0.459163 BD MARK2 NC_056074.1 16550001 16570001
NC_056074.1 38665001 38685001 2.48993 0.410678 BD MARK2 NC_056056.1 104795001 104815001
NC_056074.1 38690001 38710001 5.90001 0.405982 BD MARK2 NC_056056.1 104800001 104820001
NC_056074.1 38695001 38715001 6.5746 0.323609 BD MARK2;RCOR2 NC_056056.1 104805001 104825001
NC_056054.1 20450001 20470001 4.98388 0.311707 BD MAST2 NC_056056.1 104790001 104810001
NC_056080.1 20170001 20190001 5.4815 0.306587 BD MBTPS2;YY2 NC_056074.1 16740001 16760001
NC_056067.1 14245001 14265001 2.7526 0.331831 BD MC1R;TCF25 NC_056074.1 16745001 16765001
NC_056054.1 2.19E+08 218785001 2.70204 0.398644 BD MECOM NC_056074.1 16840001 16860001
NC_056054.1 2.19E+08 218790001 2.29923 0.385276 BD MECOM NC_056074.1 16845001 16865001
NC_056054.1 2.19E+08 218795001 2.67612 0.35472 BD MECOM NC_056059.1 113755001 113775001
NC_056054.1 2.38E+08 237525001 2.14286 0.302439 BD MED12L;P2RY13 NC_056059.1 113760001 113780001
NC_056063.1 18250001 18270001 3.62296 0.305229 BD MED4 NC_056059.1 113765001 113785001
NC_056060.1 12865001 12885001 3.51579 0.330075 BD MEGF11 NC_056059.1 113770001 113790001
NC_056060.1 12860001 12880001 2.24235 0.293062 BD MEGF11 NC_056059.1 113775001 113795001
NC_056056.1 2.19E+08 218645001 2.68545 0.356634 BD MEI1 NC_056059.1 113780001 113800001
NC_056056.1 2.19E+08 218640001 2.62023 0.352143 BD MEI1 NC_056059.1 113785001 113805001
NC_056056.1 2.19E+08 218635001 2.31087 0.333177 BD MEI1 NC_056059.1 113790001 113810001
NC_056059.1 37510001 37530001 20.6132 0.487708 BD MEPE NC_056055.1 105195001 105215001
NC_056059.1 37505001 37525001 18.7057 0.47767 BD MEPE NC_056055.1 105200001 105220001
NC_056059.1 37500001 37520001 14.8857 0.470387 BD MEPE NC_056055.1 105205001 105225001
NC_056059.1 37515001 37535001 8.0956 0.42796 BD MEPE NC_056080.1 9235001 9255001
NC_056057.1 53105001 53125001 2.18096 0.466526 BD MET NC_056080.1 9240001 9260001
NC_056057.1 53100001 53120001 2.28732 0.45171 BD MET NC_056080.1 9245001 9265001
NC_056057.1 53095001 53115001 2.28961 0.434572 BD MET NC_056080.1 2750001 2770001
NC_056057.1 53110001 53130001 2.55882 0.417505 BD MET NC_056080.1 2755001 2775001
NC_056057.1 53115001 53135001 2.60072 0.37406 BD MET NC_056080.1 2760001 2780001
NC_056057.1 53120001 53140001 3.44104 0.338719 BD MET NC_056080.1 2765001 2785001
NC_056076.1 37335001 37355001 5.94764 0.596293 BD METTL4 NC_056080.1 2770001 2790001
NC_056076.1 37330001 37350001 7.51498 0.541609 BD METTL4 NC_056080.1 2785001 2805001
NC_056076.1 37325001 37345001 10.9482 0.495122 BD METTL4 NC_056080.1 2790001 2810001
NC_056076.1 37305001 37325001 2.65493 0.466339 BD METTL4 NC_056055.1 230080001 230100001
NC_056076.1 37320001 37340001 10.1538 0.455476 BD METTL4 NC_056055.1 230085001 230105001
NC_056076.1 37310001 37330001 5.21705 0.432231 BD METTL4 NC_056055.1 230115001 230135001
NC_056076.1 37315001 37335001 8.30264 0.413939 BD METTL4 NC_056055.1 230120001 230140001
NC_056076.1 37340001 37360001 3.20469 0.508252 BD METTL4;NDC80 NC_056062.1 14585001 14605001
NC_056076.1 37345001 37365001 2.2 0.430427 BD METTL4;NDC80 NC_056062.1 14590001 14610001
NC_056076.1 37350001 37370001 3.17048 0.420154 BD METTL4;NDC80 NC_056062.1 14595001 14615001
NC_056076.1 37355001 37375001 3.5234 0.409016 BD METTL4;NDC80 NC_056080.1 36640001 36660001
NC_056055.1 1.19E+08 118865001 13.6967 0.458609 BD MFSD6 NC_056080.1 36655001 36675001
NC_056055.1 1.19E+08 118860001 8.28752 0.430779 BD MFSD6 NC_056080.1 36685001 36705001
NC_056055.1 1.19E+08 118895001 9.68155 0.403116 BD MFSD6 NC_056080.1 36690001 36710001
NC_056055.1 1.19E+08 118855001 5.07977 0.366024 BD MFSD6 NC_056055.1 224825001 224845001
NC_056070.1 18095001 18115001 3.42124 0.393748 BD MGST2 NC_056059.1 16250001 16270001
NC_056070.1 18100001 18120001 2.90733 0.377008 BD MGST2 NC_056066.1 36545001 36565001
NC_056070.1 18090001 18110001 2.8328 0.372542 BD MGST2 NC_056066.1 36550001 36570001
NC_056056.1 2.15E+08 215130001 2.33334 0.307764 BD MICAL3 NC_056068.1 53720001 53740001
NC_056056.1 2.15E+08 215125001 2.30096 0.297807 BD MICAL3 NC_056068.1 53725001 53745001
NC_056057.1 96730001 96750001 2.22031 0.31707 BD MKLN1 NC_056068.1 53730001 53750001
NC_056057.1 96715001 96735001 2.16006 0.307823 BD MKLN1 NC_056068.1 46955001 46975001
NC_056057.1 96725001 96745001 2.22616 0.304531 BD MKLN1 NC_056068.1 46960001 46980001
NC_056057.1 96735001 96755001 2.30903 0.292156 BD MKLN1 NC_056068.1 46950001 46970001
NC_056062.1 87535001 87555001 3.22705 0.343059 BD MMP16 NC_056074.1 41855001 41875001
NC_056062.1 87530001 87550001 2.82429 0.296432 BD MMP16 NC_056074.1 41860001 41880001
NC_056062.1 13610001 13630001 8.24431 0.432539 BD MROH1 NW_024599764 135001 155001
NC_056062.1 13615001 13635001 6.93082 0.414187 BD MROH1 NW_024599764 160001 180001
NC_056062.1 13625001 13645001 3.3662 0.328829 BD MROH1 NW_024599764 165001 185001
NC_056062.1 13630001 13650001 3.05714 0.317886 BD MROH1 NW_024599764 145001 165001
NC_056058.1 63890001 63910001 2.67729 0.47727 BD MRPL22 NW_024599764 150001 170001
NC_056058.1 63895001 63915001 2.40763 0.440651 BD MRPL22 NW_024599764 155001 175001
NC_056063.1 22110001 22130001 5.10958 0.515814 BD MRPS31 NC_056054.1 20195001 20215001
NC_056063.1 22115001 22135001 5.22886 0.484894 BD MRPS31 NC_056060.1 21475001 21495001
NC_056063.1 22105001 22125001 6.39514 0.45588 BD MRPS31 NC_056054.1 102620001 102640001
NC_056063.1 22120001 22140001 6.13774 0.346023 BD MRPS31 NC_056054.1 102625001 102645001
NC_056063.1 22100001 22120001 2.2381 0.297862 BD MRPS31 NC_056054.1 239620001 239640001
NC_056074.1 34465001 34485001 3.00265 0.355745 BD MS4A15;MS4A18 NC_056054.1 239625001 239645001
NC_056074.1 34470001 34490001 3.70037 0.309044 BD MS4A15;MS4A18 NC_056064.1 6100001 6120001
NC_056074.1 34460001 34480001 3.19639 0.366842 BD MS4A18 NC_056064.1 6110001 6130001
NC_056054.1 52015001 52035001 5.03704 0.36155 BD MSH4;RABGGTB NC_056064.1 6115001 6135001
NC_056080.1 84925001 84945001 9.9716 0.316667 BD MTM1 NC_056056.1 204755001 204775001







NC_056069.1 23910001 23930001 7.13291 0.32343 BD MTREX;PLPP1 NC_056054.1 260295001 260315001
NC_056069.1 23920001 23940001 6.74997 0.306076 BD MTREX;PLPP1 NC_056054.1 247050001 247070001
NC_056058.1 11340001 11360001 7.44933 0.481529 BD MUC16 NC_056078.1 40965001 40985001
NC_056058.1 11345001 11365001 22.5545 0.436077 BD MUC16 NC_056071.1 65420001 65440001
NC_056058.1 11355001 11375001 3.98652 0.377869 BD MUC16 NC_056071.1 65425001 65445001
NC_056058.1 11335001 11355001 4.01487 0.369395 BD MUC16 NC_056071.1 65430001 65450001
NC_056077.1 35620001 35640001 2.52174 0.434456 BD MYL10 NC_056073.1 25975001 25995001
NC_056077.1 35625001 35645001 2.88572 0.433217 BD MYL10 NC_056073.1 25980001 26000001
NC_056077.1 35615001 35635001 2.44265 0.416992 BD MYL10 NC_056073.1 25985001 26005001
NC_056077.1 35610001 35630001 2.4945 0.390619 BD MYL10 NC_056055.1 126945001 126965001
NC_056056.1 1.63E+08 162575001 2.4051 0.350228 BD MYO1A NC_056055.1 126950001 126970001
NC_056056.1 1.63E+08 162580001 2.16428 0.334471 BD MYO1A NC_056056.1 102575001 102595001
NC_056056.1 1.63E+08 162565001 2.12335 0.376711 BD MYO1A;NEMP1 NC_056057.1 6975001 6995001
NC_056056.1 1.63E+08 162570001 2.64746 0.352304 BD MYO1A;NEMP1 NC_056054.1 157500001 157520001
NC_056076.1 49860001 49880001 2.6097 0.508878 BD MYO5B NC_056080.1 79100001 79120001
NC_056076.1 49855001 49875001 3.75527 0.4523 BD MYO5B NC_056074.1 46270001 46290001
NC_056076.1 49850001 49870001 3.83057 0.394404 BD MYO5B NC_056074.1 18295001 18315001
NC_056076.1 49870001 49890001 2.28593 0.312394 BD MYO5B NC_056077.1 14170001 14190001
NC_056076.1 49845001 49865001 3.39811 0.304588 BD MYO5B NC_056077.1 14175001 14195001
NC_056076.1 37735001 37755001 2.67022 0.304879 BD MYOM1 NC_056080.1 79045001 79065001
NC_056076.1 37750001 37770001 8.47153 0.295819 BD MYOM1 NC_056080.1 79050001 79070001
NC_056076.1 37745001 37765001 5.69231 0.29164 BD MYOM1 NC_056080.1 79055001 79075001
NC_056055.1 1065001 1085001 2.12892 0.31226 BD MYT1L NC_056080.1 70190001 70210001
NC_056054.1 2.13E+08 212690001 2.29162 0.318621 BD NAALADL2 NC_056055.1 111030001 111050001
NC_056056.1 3420001 3440001 6.88073 0.300369 BD NACC2 NC_056055.1 111035001 111055001
NC_056056.1 93065001 93085001 2.1425 0.35862 BD NAGK;PAIP2B NC_056055.1 111040001 111060001
NC_056074.1 22830001 22850001 2.7614 0.43799 BD NAV2 NC_056055.1 111045001 111065001
NC_056056.1 23605001 23625001 6.1344 0.347229 BD NBAS NC_056058.1 9005001 9025001
NC_056056.1 23610001 23630001 4.36719 0.336112 BD NBAS NC_056058.1 9010001 9030001
NC_056056.1 23615001 23635001 3.47393 0.32242 BD NBAS NC_056059.1 59670001 59690001
NC_056063.1 26595001 26615001 2.94687 0.455128 BD NBEA NC_056059.1 59655001 59675001
NC_056063.1 26590001 26610001 3.25941 0.415847 BD NBEA NC_056059.1 59660001 59680001
NC_056063.1 26585001 26605001 2.94143 0.388889 BD NBEA NC_056059.1 59665001 59685001
NC_056063.1 26580001 26600001 2.43303 0.371111 BD NBEA NC_056065.1 61780001 61800001
NC_056062.1 86695001 86715001 8.37662 0.315105 BD NBN NC_056065.1 61785001 61805001
NC_056062.1 86705001 86725001 6.28909 0.314383 BD NBN;OSGIN2 NC_056065.1 61790001 61810001
NC_056062.1 86700001 86720001 8.2262 0.314203 BD NBN;OSGIN2 NC_056067.1 51575001 51595001
NC_056059.1 38035001 38055001 5.86137 0.506885 BD NCAPG NC_056068.1 21450001 21470001
NC_056080.1 1.27E+08 127470001 13.4895 0.29433 BD NCBP2L NC_056068.1 82120001 82140001
NC_056054.1 2.53E+08 252945001 4.54741 0.592257 BD NCK1 NC_056068.1 82125001 82145001
NC_056054.1 2.53E+08 252950001 5.78173 0.539076 BD NCK1 NC_056068.1 82130001 82150001
NC_056054.1 2.53E+08 252940001 2.28142 0.51065 BD NCK1 NC_056068.1 82135001 82155001
NC_056054.1 2.53E+08 252955001 5.41288 0.503152 BD NCK1;SLC35G2 NC_056068.1 82140001 82160001
NC_056054.1 2.53E+08 252960001 3.4034 0.354031 BD NCK1;SLC35G2 NC_056068.1 82145001 82165001
NC_056055.1 1.78E+08 177535001 2.34764 0.359903 BD NCKAP5 NC_056068.1 82150001 82170001
NC_056056.1 32225001 32245001 4.60547 0.587886 BD NCOA1 NC_056068.1 82155001 82175001
NC_056056.1 32230001 32250001 3.75893 0.552706 BD NCOA1 NC_056068.1 82160001 82180001
NC_056056.1 32220001 32240001 2.76041 0.522851 BD NCOA1 NW_024599828 1415001 1435001
NC_056070.1 51260001 51280001 2.33562 0.334143 BD NCOR2 NW_024599828 1440001 1460001
NC_056070.1 51275001 51295001 2.12451 0.306789 BD NCOR2 NC_056074.1 35150001 35170001
NC_056070.1 51265001 51285001 2.30035 0.304545 BD NCOR2 NW_024599722 20001 40001
NC_056076.1 37360001 37380001 3.67077 0.398677 BD NDC80 NW_024599722 25001 45001
NC_056076.1 37365001 37385001 3.05566 0.371281 BD NDC80 NC_056067.1 51550001 51570001
NC_056080.1 57660001 57680001 4.17295 0.295246 BD NDUFB11 NC_056067.1 51555001 51575001
NC_056054.1 2.59E+08 259405001 2.94533 0.521978 BD NEK11 NC_056067.1 51560001 51580001
NC_056056.1 1.42E+08 141900001 3.19209 0.446018 BD NELL2 NC_056067.1 51565001 51585001
NC_056055.1 1.28E+08 128145001 2.33641 0.39085 BD NEUROD1 NC_056067.1 51570001 51590001
NC_056080.1 15915001 15935001 5.77366 0.650133 BD NHS NC_056069.1 23810001 23830001
NC_056080.1 15910001 15930001 7.19867 0.640359 BD NHS NC_056069.1 23815001 23835001
NC_056080.1 15920001 15940001 2.34586 0.521835 BD NHS NC_056080.1 81840001 81860001
NC_056080.1 15785001 15805001 3.3795 0.492378 BD NHS NC_056080.1 81845001 81865001
NC_056080.1 15630001 15650001 2.51315 0.395866 BD NHS NC_056080.1 131460001 131480001
NC_056080.1 15770001 15790001 6.37513 0.3837 BD NHS NC_056080.1 131465001 131485001
NC_056080.1 15625001 15645001 2.4972 0.349781 BD NHS NC_056055.1 146885001 146905001
NC_056080.1 15765001 15785001 3.55047 0.324965 BD NHS NC_056055.1 146890001 146910001
NC_056080.1 15740001 15760001 9.38345 0.316634 BD NHS NC_056054.1 116405001 116425001
NC_056080.1 15735001 15755001 7.32074 0.306721 BD NHS NC_056054.1 116410001 116430001
NC_056055.1 2.36E+08 236150001 3.69261 0.338493 BD NKAIN1 NC_056054.1 116415001 116435001
NC_056055.1 2.36E+08 236155001 2.49636 0.332817 BD NKAIN1 NC_056054.1 116420001 116440001
NC_056061.1 13940001 13960001 2.39178 0.468392 BD NKAIN2 NC_056054.1 116425001 116445001
NC_056061.1 13935001 13955001 2.49949 0.429986 BD NKAIN2 NC_056056.1 116420001 116440001
NC_056061.1 13930001 13950001 2.45901 0.408742 BD NKAIN2 NC_056056.1 116425001 116445001
NC_056061.1 13955001 13975001 2.43572 0.324431 BD NKAIN2 NC_056056.1 116430001 116450001
NC_056069.1 71345001 71365001 2.201 0.333585 BD NKD2;SLC12A7 NC_056056.1 116435001 116455001







NC_056066.1 40245001 40265001 4.43396 0.377976 BD NKX2-4 NC_056056.1 116440001 116460001
NC_056066.1 40240001 40260001 2.95082 0.402973 BD NKX2-4;XRN2 NC_056059.1 113740001 113760001
NC_056066.1 40235001 40255001 2.26437 0.345818 BD NKX2-4;XRN2 NC_056059.1 116285001 116305001
NC_056054.1 2.14E+08 214025001 2.78925 0.300697 BD NLGN1 NC_056061.1 14935001 14955001
NC_056064.1 19670001 19690001 4.18461 0.712931 BD NLK NC_056061.1 14940001 14960001
NC_056064.1 19675001 19695001 3.14508 0.596233 BD NLK NC_056061.1 14945001 14965001
NC_056064.1 19680001 19700001 2.12766 0.407887 BD NLK NC_056061.1 14950001 14970001
NC_056057.1 67420001 67440001 2.1586 0.350099 BD NOD1 NC_056061.1 14955001 14975001
NC_056076.1 23495001 23515001 2.72028 0.403917 BD NOL4 NC_056061.1 14960001 14980001
NC_056076.1 23490001 23510001 2.77492 0.390356 BD NOL4 NC_056061.1 14965001 14985001
NC_056076.1 23485001 23505001 2.9826 0.358407 BD NOL4 NC_056061.1 14970001 14990001
NC_056076.1 23480001 23500001 2.18058 0.301441 BD NOL4 NC_056061.1 14975001 14995001
NC_056055.1 37700001 37720001 2.1875 0.301079 BD NOL6 NC_056061.1 14980001 15000001
NC_056070.1 57900001 57920001 3.79794 0.340104 BD NOS1 NC_056054.1 90335001 90355001
NC_056071.1 34520001 34540001 4.14326 0.42115 BD NOVA1 NC_056054.1 90340001 90360001
NC_056071.1 34525001 34545001 3.34326 0.405611 BD NOVA1 NC_056054.1 90345001 90365001
NC_056071.1 34515001 34535001 3.23766 0.380622 BD NOVA1 NC_056070.1 7355001 7375001
NC_056071.1 34530001 34550001 2.68377 0.380228 BD NOVA1 NC_056063.1 16860001 16880001
NC_056057.1 73210001 73230001 3.66968 0.426679 BD NPY NC_056063.1 16865001 16885001
NC_056057.1 73205001 73225001 3.9138 0.421013 BD NPY NC_056063.1 16870001 16890001
NC_056057.1 73200001 73220001 2.11742 0.334514 BD NPY NC_056063.1 16875001 16895001
NC_056058.1 48760001 48780001 3.03942 0.315476 BD NRG2 NC_056063.1 16880001 16900001
NC_056058.1 48765001 48785001 2.88757 0.299379 BD NRG2 NC_056063.1 16885001 16905001
NC_056056.1 73505001 73525001 11.6267 0.456869 BD NRXN1 NC_056063.1 16890001 16910001
NC_056056.1 73500001 73520001 8.12682 0.452333 BD NRXN1 NC_056063.1 16895001 16915001
NC_056056.1 73495001 73515001 3.46901 0.402734 BD NRXN1 NC_056063.1 16900001 16920001
NC_056056.1 74070001 74090001 3.99048 0.392625 BD NRXN1 NC_056063.1 16905001 16925001
NC_056056.1 74075001 74095001 4.3511 0.380907 BD NRXN1 NC_056059.1 15915001 15935001
NC_056056.1 74060001 74080001 2.6096 0.37881 BD NRXN1 NC_056056.1 162410001 162430001
NC_056056.1 74065001 74085001 2.9655 0.37837 BD NRXN1 NC_056056.1 162395001 162415001
NC_056056.1 73595001 73615001 2.98318 0.357179 BD NRXN1 NC_056056.1 162400001 162420001
NC_056056.1 73600001 73620001 3.67436 0.353254 BD NRXN1 NC_056056.1 80380001 80400001
NC_056056.1 73590001 73610001 2.28938 0.322308 BD NRXN1 NC_056056.1 80385001 80405001
NC_056056.1 74080001 74100001 4.30911 0.312961 BD NRXN1 NC_056060.1 17840001 17860001
NC_056056.1 73605001 73625001 3.97192 0.309549 BD NRXN1 NC_056060.1 17845001 17865001
NC_056056.1 74085001 74105001 3.85277 0.303813 BD NRXN1 NC_056054.1 3405001 3425001
NC_056056.1 74090001 74110001 2.20398 0.300726 BD NRXN1 NC_056054.1 3400001 3420001
NC_056074.1 39400001 39420001 12.3187 0.308004 BD NRXN2 NC_056074.1 17640001 17660001
NC_056060.1 88690001 88710001 2.25606 0.42568 BD NRXN3 NC_056074.1 17645001 17665001
NC_056060.1 87430001 87450001 3.50753 0.422109 BD NRXN3 NC_056060.1 4830001 4850001
NC_056060.1 88685001 88705001 2.38087 0.397663 BD NRXN3 NC_056062.1 36115001 36135001
NC_056060.1 88680001 88700001 2.24966 0.339063 BD NRXN3 NC_056055.1 242860001 242880001
NC_056060.1 88015001 88035001 2.3078 0.315651 BD NRXN3 NC_056077.1 41460001 41480001
NC_056060.1 87960001 87980001 2.22206 0.311247 BD NRXN3 NC_056077.1 41510001 41530001
NC_056060.1 88020001 88040001 2.25115 0.309243 BD NRXN3 NC_056077.1 41515001 41535001
NC_056060.1 88025001 88045001 2.19283 0.304785 BD NRXN3 NC_056077.1 41520001 41540001
NC_056060.1 87955001 87975001 2.33106 0.292298 BD NRXN3 NC_056077.1 41525001 41545001
NC_056079.1 32510001 32530001 3.54545 0.395542 BD NSD3;PLPP5 NC_056077.1 41530001 41550001
NC_056056.1 510001 530001 4.19076 0.464795 BD NSMF;PNPLA7 NC_056077.1 41535001 41555001
NC_056056.1 505001 525001 3.81977 0.45211 BD NSMF;PNPLA7 NC_056077.1 41540001 41560001
NC_056056.1 500001 520001 3.88343 0.440558 BD NSMF;PNPLA7 NC_056077.1 41545001 41565001
NC_056056.1 515001 535001 2.96347 0.408474 BD NSMF;PNPLA7 NC_056077.1 41550001 41570001
NC_056054.1 1.59E+08 159360001 2.53383 0.295722 BD NSUN3 NC_056077.1 41555001 41575001
NC_056075.1 23490001 23510001 14.915 0.436928 BD NT5C2 NC_056077.1 41560001 41580001
NC_056075.1 23485001 23505001 5.61182 0.410255 BD NT5C2 NC_056077.1 41565001 41585001
NC_056075.1 23495001 23515001 6.83151 0.38878 BD NT5C2 NC_056077.1 41570001 41590001
NC_056075.1 23480001 23500001 2.57346 0.334341 BD NT5C2 NC_056077.1 41575001 41595001
NC_056074.1 31985001 32005001 17.7156 0.44909 BD NTM NC_056077.1 41580001 41600001
NC_056074.1 32055001 32075001 31.1334 0.389433 BD NTM NC_056080.1 53685001 53705001
NC_056074.1 32060001 32080001 7.91905 0.369699 BD NTM NC_056072.1 35960001 35980001
NC_056074.1 31980001 32000001 3.57003 0.352805 BD NTM NC_056072.1 35965001 35985001
NC_056074.1 32065001 32085001 2.80541 0.338737 BD NTM NC_056072.1 35970001 35990001
NC_056071.1 18650001 18670001 5.50002 0.631478 BD NTRK3 NC_056080.1 42840001 42860001
NC_056071.1 18635001 18655001 2.6859 0.530613 BD NTRK3 NC_056080.1 42845001 42865001
NC_056072.1 6365001 6385001 2.15122 0.409849 BD OSBPL10 NC_056067.1 12505001 12525001
NC_056055.1 1.32E+08 131965001 3.09608 0.575606 BD OSBPL6 NC_056078.1 41755001 41775001
NC_056055.1 1.32E+08 131970001 2.58886 0.552052 BD OSBPL6 NC_056064.1 45670001 45690001
NC_056056.1 1.16E+08 116400001 2.28081 0.450284 BD OTOGL NC_056064.1 45675001 45695001
NC_056056.1 1.16E+08 116395001 3.12366 0.434252 BD OTOGL NC_056064.1 45680001 45700001
NC_056056.1 1.16E+08 116385001 2.78297 0.431259 BD OTOGL NC_056064.1 45685001 45705001
NC_056056.1 1.16E+08 116380001 2.32777 0.426297 BD OTOGL NC_056074.1 38665001 38685001
NC_056056.1 1.16E+08 116390001 3.1652 0.419694 BD OTOGL NC_056074.1 38670001 38690001
NC_056056.1 1.16E+08 116370001 2.23465 0.418964 BD OTOGL NC_056074.1 38690001 38710001
NC_056056.1 1.16E+08 116375001 2.21423 0.403371 BD OTOGL NC_056074.1 38695001 38715001







NC_056066.1 37875001 37895001 2.89491 0.348912 BD OVOL2 NC_056067.1 14235001 14255001
NC_056066.1 37870001 37890001 2.29037 0.339752 BD OVOL2 NC_056067.1 14240001 14260001
NC_056066.1 37880001 37900001 3.19426 0.329359 BD OVOL2 NC_056054.1 237505001 237525001
NC_056066.1 37885001 37905001 3.47618 0.311352 BD OVOL2 NC_056063.1 18245001 18265001
NC_056071.1 67420001 67440001 4.71163 0.537341 BD PACS2;TEX22 NC_056063.1 18250001 18270001
NC_056071.1 67415001 67435001 2.29724 0.36896 BD PACS2;TEX22 NC_056058.1 66375001 66395001
NW_024599828.1 1010001 1030001 2.72285 0.302366 BD PAG3 NC_056058.1 66380001 66400001
NW_024599828.1 1015001 1035001 3.55567 0.291703 BD PAG3 NC_056058.1 66385001 66405001
NC_056057.1 72800001 72820001 4.20593 0.323014 BD PALS2 NC_056059.1 37500001 37520001
NC_056057.1 72805001 72825001 3.17241 0.311679 BD PALS2 NC_056057.1 53095001 53115001
NC_056057.1 72810001 72830001 3.4101 0.308853 BD PALS2 NC_056057.1 53100001 53120001
NC_056057.1 72795001 72815001 3.08761 0.295009 BD PALS2 NC_056057.1 53110001 53130001
NC_056066.1 18385001 18405001 4.28631 0.345336 BD PARD3 NC_056057.1 53115001 53135001
NC_056066.1 18390001 18410001 7.13056 0.328585 BD PARD3 NC_056057.1 53120001 53140001
NC_056056.1 2.21E+08 220690001 3.55313 0.421809 BD PARVB NC_056057.1 53125001 53145001
NC_056056.1 2.21E+08 220695001 3.55756 0.326677 BD PARVB NC_056057.1 53150001 53170001
NC_056056.1 1.16E+08 115695001 3.09823 0.294209 BD PAWR NC_056057.1 53155001 53175001
NC_056072.1 48275001 48295001 2.13227 0.531695 BD PBRM1 NC_056057.1 53160001 53180001
NC_056072.1 48270001 48290001 2.26766 0.528787 BD PBRM1 NC_056057.1 53165001 53185001
NC_056074.1 41290001 41310001 2.25235 0.367911 BD PC NC_056068.1 57680001 57700001
NC_056054.1 2.66E+08 266250001 2.66105 0.533188 BD PCBP3 NC_056068.1 57685001 57705001
NC_056054.1 2.66E+08 266245001 2.73114 0.532713 BD PCBP3 NC_056056.1 118410001 118430001
NC_056054.1 2.66E+08 266240001 4.4451 0.432409 BD PCBP3 NC_056056.1 118415001 118435001
NC_056063.1 76325001 76345001 4.3896 0.362497 BD PCCA NC_056056.1 118420001 118440001
NC_056063.1 76320001 76340001 2.9375 0.311554 BD PCCA NC_056056.1 118510001 118530001
NC_056075.1 4565001 4585001 2.80991 0.292735 BD PCDH15 NC_056056.1 118515001 118535001
NC_056058.1 93370001 93390001 2.78658 0.447458 BD PCSK1 NC_056056.1 118520001 118540001
NC_056058.1 93365001 93385001 7.89547 0.441309 BD PCSK1 NC_056056.1 118525001 118545001
NC_056058.1 93360001 93380001 13 0.413696 BD PCSK1 NC_056056.1 118530001 118550001
NC_056058.1 93355001 93375001 20.9841 0.38431 BD PCSK1 NC_056076.1 37305001 37325001
NC_056058.1 93350001 93370001 7.06845 0.304473 BD PCSK1 NC_056076.1 37310001 37330001
NC_056080.1 22940001 22960001 2.16072 0.300595 BD PCYT1B NC_056076.1 37315001 37335001
NC_056057.1 66145001 66165001 11.6402 0.437306 BD PDE1C NC_056076.1 37320001 37340001
NC_056057.1 66155001 66175001 25.9024 0.394536 BD PDE1C NC_056076.1 37325001 37345001
NC_056057.1 66150001 66170001 18.0407 0.390764 BD PDE1C NC_056076.1 37330001 37350001
NC_056057.1 66160001 66180001 33.991 0.383641 BD PDE1C NC_056076.1 37335001 37355001
NC_056057.1 66165001 66185001 22.0608 0.349821 BD PDE1C NC_056076.1 37340001 37360001
NC_056057.1 66115001 66135001 2.53163 0.332002 BD PDE1C NC_056076.1 37345001 37365001
NC_056057.1 66170001 66190001 13.7231 0.326064 BD PDE1C NC_056076.1 37350001 37370001
NC_056057.1 66120001 66140001 2.61242 0.318736 BD PDE1C NC_056076.1 37355001 37375001
NC_056057.1 66105001 66125001 2.16914 0.316906 BD PDE1C NC_056055.1 118840001 118860001
NC_056057.1 66110001 66130001 2.12207 0.31636 BD PDE1C NC_056070.1 18095001 18115001
NC_056057.1 66175001 66195001 4.6313 0.306019 BD PDE1C NC_056070.1 18100001 18120001
NC_056068.1 37830001 37850001 2.82153 0.32014 BD PDE3B NC_056068.1 40135001 40155001
NC_056068.1 37825001 37845001 2.64515 0.319252 BD PDE3B NC_056056.1 102145001 102165001
NC_056058.1 58960001 58980001 2.82185 0.349477 BD PDE6A;PPARGC1B NC_056056.1 102135001 102155001
NC_056058.1 58955001 58975001 2.69882 0.343483 BD PDE6A;PPARGC1B NC_056056.1 102140001 102160001
NC_056058.1 58950001 58970001 2.34417 0.317008 BD PDE6A;PPARGC1B NC_056058.1 19280001 19300001
NC_056058.1 58995001 59015001 2.19276 0.397808 BD PDE6A;SLC26A2 NC_056058.1 19285001 19305001
NC_056054.1 2.64E+08 263700001 4.38898 0.321849 BD PDE9A NC_056056.1 225375001 225395001
NC_056054.1 2.64E+08 263705001 3.71915 0.308344 BD PDE9A NC_056056.1 225380001 225400001
NC_056064.1 48260001 48280001 2.92308 0.337437 BD PECAM1 NC_056056.1 225385001 225405001
NC_056060.1 66790001 66810001 6.04312 0.351289 BD PELI2 NC_056056.1 225360001 225380001
NC_056054.1 2.08E+08 208010001 2.54472 0.33272 BD PEX5L NC_056056.1 225365001 225385001
NC_056054.1 2.18E+08 217950001 2.14229 0.411817 BD PHC3 NC_056056.1 225370001 225390001
NC_056054.1 2.18E+08 217955001 2.33397 0.407408 BD PHC3 NC_056055.1 159875001 159895001
NC_056054.1 2.18E+08 217920001 2.35556 0.32002 BD PHC3 NC_056055.1 159880001 159900001
NC_056057.1 20075001 20095001 5.86665 0.354767 BD PHF14 NC_056055.1 159885001 159905001
NC_056057.1 20080001 20100001 3.05982 0.295536 BD PHF14 NC_056055.1 159890001 159910001
NC_056054.1 97085001 97105001 3.20254 0.378796 BD PHGDH NC_056055.1 159895001 159915001
NC_056054.1 97075001 97095001 2.59901 0.371019 BD PHGDH NC_056055.1 159900001 159920001
NC_056054.1 97080001 97100001 2.30694 0.350552 BD PHGDH NC_056056.1 225410001 225430001
NC_056054.1 97070001 97090001 2.24786 0.344288 BD PHGDH NC_056056.1 225415001 225435001
NC_056054.1 97090001 97110001 2.87553 0.343005 BD PHGDH NC_056056.1 225420001 225440001
NC_056067.1 51405001 51425001 2.21179 0.297359 BD PHLDB3 NC_056077.1 695001 715001
NC_056059.1 45375001 45395001 3.24239 0.452282 BD PI4K2B NC_056064.1 43550001 43570001
NC_056059.1 45380001 45400001 3.84559 0.427003 BD PI4K2B NC_056056.1 62710001 62730001
NC_056059.1 45370001 45390001 3.25845 0.426749 BD PI4K2B NC_056065.1 55585001 55605001
NC_056059.1 45365001 45385001 2.43032 0.399237 BD PI4K2B NC_056065.1 55595001 55615001
NC_056059.1 45385001 45405001 2.60242 0.371711 BD PI4K2B NC_056065.1 55600001 55620001
NC_056059.1 45390001 45410001 2.90613 0.304272 BD PI4K2B NC_056054.1 52015001 52035001
NC_056076.1 14240001 14260001 15.116 0.456028 BD PIK3C3 NC_056054.1 52020001 52040001
NC_056076.1 14235001 14255001 15.0336 0.445923 BD PIK3C3 NC_056054.1 52025001 52045001
NC_056076.1 14230001 14250001 7.15556 0.408144 BD PIK3C3 NC_056070.1 62815001 62835001







NC_056076.1 14225001 14245001 2.53328 0.33188 BD PIK3C3 NC_056070.1 62790001 62810001
NC_056076.1 14285001 14305001 21.189 0.292521 BD PIK3C3 NC_056056.1 81550001 81570001
NC_056067.1 7275001 7295001 13.3986 0.516709 BD PKD1L2 NC_056056.1 81555001 81575001
NC_056067.1 7270001 7290001 8.33332 0.508137 BD PKD1L2 NC_056056.1 81565001 81585001
NC_056067.1 7280001 7300001 17.752 0.46137 BD PKD1L2 NC_056056.1 81570001 81590001
NC_056067.1 7290001 7310001 5.13702 0.378958 BD PKD1L2 NC_056062.1 43005001 43025001
NC_056067.1 7295001 7315001 3.05106 0.306269 BD PKD1L2 NC_056062.1 43010001 43030001
NC_056056.1 7675001 7695001 2.25227 0.319519 BD PKN3;ZDHHC12 NC_056062.1 43015001 43035001
NC_056067.1 7900001 7920001 2.84816 0.312661 BD PLCG2 NC_056062.1 43020001 43040001
NC_056054.1 2.16E+08 216490001 20.1802 0.516703 BD PLD1 NC_056062.1 43025001 43045001
NC_056054.1 2.16E+08 216495001 5.99134 0.482566 BD PLD1 NC_056060.1 74610001 74630001
NC_056054.1 2.16E+08 216485001 16.9237 0.482266 BD PLD1 NC_056060.1 74615001 74635001
NC_056054.1 2.16E+08 216500001 3.0254 0.456552 BD PLD1 NC_056060.1 74620001 74640001
NC_056054.1 2.16E+08 216480001 16.5664 0.432324 BD PLD1 NC_056070.1 69085001 69105001
NC_056054.1 2.16E+08 216460001 5.94118 0.406999 BD PLD1 NC_056070.1 69090001 69110001
NC_056054.1 2.16E+08 216465001 16.4156 0.401414 BD PLD1 NC_056065.1 41650001 41670001
NC_056054.1 2.16E+08 216455001 3.05499 0.369704 BD PLD1 NC_056065.1 41745001 41765001
NC_056057.1 67845001 67865001 2.17257 0.386131 BD PLEKHA8 NC_056065.1 41750001 41770001
NC_056057.1 67840001 67860001 2.24836 0.320489 BD PLEKHA8 NC_056065.1 41755001 41775001
NC_056057.1 67810001 67830001 2.15384 0.308206 BD PLEKHA8 NC_056065.1 41760001 41780001
NC_056054.1 2.43E+08 243020001 12.5619 0.468636 BD PLOD2 NC_056060.1 10910001 10930001
NC_056054.1 2.43E+08 243015001 12.7869 0.466228 BD PLOD2 NC_056063.1 83280001 83300001
NC_056054.1 2.43E+08 243000001 11.3289 0.462391 BD PLOD2 NC_056063.1 83285001 83305001
NC_056054.1 2.43E+08 243010001 12 0.458541 BD PLOD2 NC_056063.1 83290001 83310001
NC_056054.1 2.43E+08 243005001 9.5767 0.453588 BD PLOD2 NC_056063.1 83295001 83315001
NC_056054.1 2.43E+08 243025001 8.57141 0.439171 BD PLOD2 NC_056063.1 83300001 83320001
NC_056054.1 2.43E+08 242995001 5.11881 0.384161 BD PLOD2 NC_056063.1 83330001 83350001
NC_056054.1 2.43E+08 243030001 3.43617 0.348553 BD PLOD2 NC_056063.1 83335001 83355001
NC_056054.1 2.43E+08 242990001 3.67404 0.340832 BD PLOD2 NC_056056.1 162550001 162570001
NC_056054.1 2.43E+08 243035001 2.53498 0.30372 BD PLOD2 NC_056066.1 25855001 25875001
NC_056054.1 2.43E+08 243040001 2.29063 0.298921 BD PLOD2 NC_056066.1 25860001 25880001
NC_056069.1 23905001 23925001 9.05838 0.32948 BD PLPP1 NC_056060.1 56275001 56295001
NC_056069.1 23840001 23860001 6.72379 0.32931 BD PLPP1 NC_056060.1 56280001 56300001
NC_056069.1 23900001 23920001 8.01116 0.31899 BD PLPP1 NC_056076.1 37815001 37835001
NC_056069.1 23830001 23850001 5.14284 0.318376 BD PLPP1 NC_056076.1 37820001 37840001
NC_056069.1 23895001 23915001 9.20709 0.3177 BD PLPP1 NC_056076.1 37860001 37880001
NC_056069.1 23890001 23910001 8.87349 0.314671 BD PLPP1 NC_056074.1 39695001 39715001
NC_056069.1 23835001 23855001 6.32379 0.313786 BD PLPP1 NC_056074.1 39700001 39720001
NC_056069.1 23880001 23900001 6.1544 0.305732 BD PLPP1 NC_056054.1 212670001 212690001
NC_056069.1 23885001 23905001 7.86792 0.30553 BD PLPP1 NC_056056.1 112090001 112110001
NC_056069.1 23825001 23845001 3.09813 0.301589 BD PLPP1 NC_056063.1 26585001 26605001
NC_056069.1 23875001 23895001 4.59701 0.301586 BD PLPP1 NC_056063.1 26590001 26610001
NC_056069.1 23845001 23865001 4.90001 0.296899 BD PLPP1 NC_056063.1 26595001 26615001
NC_056069.1 23855001 23875001 4.46602 0.296164 BD PLPP1 NC_056063.1 26600001 26620001
NC_056054.1 2.47E+08 247025001 20.4943 0.676001 BD PLS1 NC_056068.1 23215001 23235001
NC_056054.1 2.47E+08 247030001 2.10714 0.445554 BD PLS1 NC_056068.1 23220001 23240001
NC_056056.1 490001 510001 4.64147 0.476693 BD PNPLA7 NC_056068.1 23225001 23245001
NC_056056.1 480001 500001 4.14542 0.454006 BD PNPLA7 NC_056068.1 23390001 23410001
NC_056056.1 485001 505001 3.77523 0.445103 BD PNPLA7 NC_056068.1 23395001 23415001
NC_056056.1 495001 515001 3.50772 0.438586 BD PNPLA7 NC_056068.1 23400001 23420001
NC_056056.1 475001 495001 2.8525 0.409512 BD PNPLA7 NC_056068.1 82050001 82070001
NC_056060.1 7100001 7120001 2.14375 0.345848 BD POC5 NC_056068.1 82055001 82075001
NC_056060.1 6945001 6965001 30.1649 0.47946 BD POLK NC_056068.1 82060001 82080001
NC_056060.1 6950001 6970001 32.7619 0.478178 BD POLK NC_056068.1 82065001 82085001
NC_056060.1 6955001 6975001 29.8831 0.435004 BD POLK NC_056055.1 126815001 126835001
NC_056060.1 6960001 6980001 25.2337 0.385905 BD POLK NC_056055.1 233210001 233230001
NC_056058.1 58915001 58935001 3.05491 0.387128 BD PPARGC1B NC_056055.1 233215001 233235001
NC_056058.1 58910001 58930001 2.26866 0.375175 BD PPARGC1B NC_056055.1 233220001 233240001
NC_056058.1 58920001 58940001 2.46396 0.374718 BD PPARGC1B NC_056070.1 51240001 51260001
NC_056058.1 58925001 58945001 2.1828 0.329749 BD PPARGC1B NC_056070.1 51250001 51270001
NC_056056.1 1.88E+08 187750001 3.25092 0.363821 BD PPFIBP1 NC_056070.1 51255001 51275001
NC_056056.1 1.88E+08 187755001 3.4139 0.327034 BD PPFIBP1 NC_056070.1 51370001 51390001
NC_056073.1 10855001 10875001 27.6309 0.307317 BD PPIL1 NC_056070.1 51375001 51395001
NC_056073.1 10850001 10870001 24.9256 0.307019 BD PPIL1 NC_056070.1 51380001 51400001
NC_056060.1 70535001 70555001 5.56731 0.503237 BD PPM1A NC_056076.1 37360001 37380001
NC_056060.1 70530001 70550001 5.22831 0.497851 BD PPM1A NC_056076.1 37365001 37385001
NC_056060.1 70540001 70560001 3.57851 0.458339 BD PPM1A NC_056064.1 27800001 27820001
NC_056060.1 70525001 70545001 3.81027 0.456005 BD PPM1A NC_056056.1 86830001 86850001
NC_056060.1 70520001 70540001 3.89309 0.455152 BD PPM1A NC_056054.1 47815001 47835001
NC_056060.1 70545001 70565001 2.87314 0.421448 BD PPM1A NC_056054.1 47820001 47840001
NC_056060.1 70515001 70535001 3.20513 0.395743 BD PPM1A NC_056054.1 47825001 47845001
NC_056056.1 80095001 80115001 6.61249 0.500034 BD PPM1B NC_056054.1 47830001 47850001
NC_056056.1 80090001 80110001 5.82292 0.490062 BD PPM1B NC_056074.1 21765001 21785001
NC_056056.1 80100001 80120001 4.93082 0.466438 BD PPM1B NC_056074.1 21770001 21790001







NC_056056.1 80085001 80105001 4.60957 0.465045 BD PPM1B NC_056060.1 19715001 19735001
NC_056056.1 80105001 80125001 4.3453 0.45084 BD PPM1B NC_056080.1 15625001 15645001
NC_056056.1 80080001 80100001 3.30623 0.441324 BD PPM1B NC_056080.1 15630001 15650001
NC_056056.1 80140001 80160001 2.2886 0.387904 BD PPM1B NC_056080.1 15735001 15755001
NC_056056.1 80135001 80155001 2.52586 0.35673 BD PPM1B NC_056080.1 15740001 15760001
NC_056056.1 80110001 80130001 2.13135 0.32616 BD PPM1B NC_056080.1 15765001 15785001
NC_056056.1 80145001 80165001 2.45126 0.324596 BD PPM1B NC_056080.1 15770001 15790001
NC_056056.1 80130001 80150001 2.12889 0.316623 BD PPM1B NC_056080.1 15785001 15805001
NC_056056.1 80150001 80170001 3.02624 0.302243 BD PPM1B NC_056069.1 31600001 31620001
NC_056059.1 37110001 37130001 3.55017 0.328181 BD PPM1K NC_056069.1 31605001 31625001
NC_056059.1 37115001 37135001 2.3542 0.324975 BD PPM1K NC_056069.1 31610001 31630001
NC_056059.1 37105001 37125001 3.7458 0.318645 BD PPM1K NC_056069.1 31615001 31635001
NC_056074.1 36505001 36525001 2.62313 0.36826 BD PPP1R32 NC_056061.1 13895001 13915001
NC_056074.1 36510001 36530001 2.91261 0.315192 BD PPP1R32 NC_056061.1 13900001 13920001
NC_056058.1 55725001 55745001 2.31423 0.379701 BD PPP2R2B NC_056062.1 40410001 40430001
NC_056058.1 55720001 55740001 2.34328 0.360118 BD PPP2R2B NC_056062.1 40415001 40435001
NC_056059.1 23925001 23945001 9.51733 0.361051 BD PPP3CA NC_056062.1 40420001 40440001
NC_056059.1 23930001 23950001 6.06449 0.313755 BD PPP3CA NC_056062.1 40425001 40445001
NC_056071.1 56700001 56720001 5.71536 0.300426 BD PPP4R4 NC_056062.1 40430001 40450001
NC_056071.1 56705001 56725001 6.00321 0.29945 BD PPP4R4 NC_056062.1 40435001 40455001
NC_056072.1 51180001 51200001 3.47442 0.335788 BD PRKAR2A NC_056062.1 40470001 40490001
NC_056064.1 61905001 61925001 2.58264 0.316122 BD PRKCA NC_056080.1 3695001 3715001
NC_056064.1 61910001 61930001 3.42196 0.312845 BD PRKCA NC_056080.1 3700001 3720001
NC_056061.1 85400001 85420001 2.36235 0.310213 BD PRKN NC_056080.1 3705001 3725001
NC_056061.1 85395001 85415001 2.40056 0.297657 BD PRKN NC_056064.1 19595001 19615001
NC_056059.1 1.12E+08 112050001 8.1392 0.380631 BD PROM1 NC_056064.1 19600001 19620001
NC_056059.1 1.12E+08 112060001 18.4758 0.366642 BD PROM1 NC_056064.1 19670001 19690001
NC_056059.1 1.12E+08 112055001 15.4475 0.358362 BD PROM1 NC_056064.1 19675001 19695001
NC_056059.1 1.12E+08 112045001 3.23517 0.355413 BD PROM1 NC_056064.1 19680001 19700001
NC_056059.1 1.12E+08 112065001 14.4539 0.353387 BD PROM1 NC_056058.1 38435001 38455001
NC_056056.1 1.04E+08 104445001 7.03201 0.429141 BD PROM2 NC_056058.1 38445001 38465001
NC_056056.1 1.04E+08 104450001 5.2235 0.407018 BD PROM2 NC_056067.1 36350001 36370001
NC_056056.1 1.04E+08 104455001 2.84172 0.340934 BD PROM2 NC_056076.1 23180001 23200001
NC_056066.1 15910001 15930001 13.2578 0.297706 BD PROSER2 NC_056076.1 23185001 23205001
NC_056056.1 1.37E+08 136955001 3.73469 0.356123 BD PRPH NC_056076.1 23190001 23210001
NC_056056.1 1.37E+08 136960001 4.79435 0.334459 BD PRPH NC_056077.1 700001 720001
NC_056077.1 41750001 41770001 3.97446 0.366803 BD PSMG3 NC_056057.1 73205001 73225001
NC_056077.1 41755001 41775001 3.73779 0.313494 BD PSMG3;TMEM184A NC_056057.1 73210001 73230001
NC_056073.1 49565001 49585001 2.28463 0.394125 BD PSMG4;SLC22A23 NC_056078.1 36140001 36160001
NC_056073.1 49570001 49590001 2.64151 0.34772 BD PSMG4;SLC22A23 NC_056078.1 36145001 36165001
NC_056054.1 19500001 19520001 2.60588 0.299991 BD PTCH2 NC_056078.1 36305001 36325001
NC_056055.1 13930001 13950001 13.8086 0.383544 BD PTPN3 NC_056078.1 36310001 36330001
NC_056055.1 13935001 13955001 16.2055 0.366653 BD PTPN3 NC_056056.1 73290001 73310001
NC_056055.1 13940001 13960001 7.53622 0.318521 BD PTPN3 NC_056056.1 73295001 73315001
NC_056055.1 13925001 13945001 7.74644 0.317118 BD PTPN3 NC_056056.1 73380001 73400001
NC_056072.1 39220001 39240001 2.11238 0.519721 BD PTPRG NC_056056.1 73385001 73405001
NC_056072.1 39215001 39235001 3.14095 0.511908 BD PTPRG NC_056056.1 73390001 73410001
NC_056057.1 1.21E+08 120715001 2.29875 0.3424 BD PTPRN2 NC_056056.1 73820001 73840001
NC_056057.1 1.21E+08 120710001 2.5362 0.337497 BD PTPRN2 NC_056056.1 73825001 73845001
NC_056072.1 50975001 50995001 3.27207 0.328307 BD QRICH1 NC_056056.1 73830001 73850001
NC_056072.1 50980001 51000001 3.00612 0.3214 BD QRICH1 NC_056056.1 74055001 74075001
NC_056072.1 50970001 50990001 3.70662 0.321296 BD QRICH1 NC_056056.1 74060001 74080001
NC_056072.1 50965001 50985001 3.71132 0.312997 BD QRICH1 NC_056056.1 74065001 74085001
NC_056064.1 55985001 56005001 6.29765 0.334536 BD RAB37 NC_056056.1 74070001 74090001
NC_056064.1 55980001 56000001 7.20491 0.319973 BD RAB37;SLC9A3R1 NC_056056.1 74075001 74095001
NC_056054.1 2.56E+08 256140001 2.64261 0.578593 BD RAB6B NC_056056.1 74080001 74100001
NC_056054.1 2.56E+08 256145001 2.1831 0.520295 BD RAB6B NC_056056.1 74085001 74105001
NC_056054.1 52010001 52030001 5.95569 0.366845 BD RABGGTB NC_056056.1 74090001 74110001
NC_056058.1 19645001 19665001 3.79724 0.47029 BD RAD50 NC_056056.1 74095001 74115001
NC_056058.1 19560001 19580001 2.77833 0.459197 BD RAD50 NC_056060.1 88285001 88305001
NC_056058.1 19575001 19595001 6.07326 0.435594 BD RAD50 NC_056060.1 88290001 88310001
NC_056058.1 19585001 19605001 4.67632 0.419265 BD RAD50 NC_056079.1 32510001 32530001
NC_056058.1 19590001 19610001 3.53164 0.400072 BD RAD50 NC_056071.1 25975001 25995001
NC_056058.1 19635001 19655001 3.74198 0.399324 BD RAD50 NC_056071.1 25980001 26000001
NC_056058.1 19640001 19660001 3.63557 0.398203 BD RAD50 NC_056075.1 23480001 23500001
NC_056058.1 19570001 19590001 4.03891 0.39727 BD RAD50 NC_056075.1 23485001 23505001
NC_056058.1 19565001 19585001 3.408 0.396412 BD RAD50 NC_056075.1 23490001 23510001
NC_056058.1 19580001 19600001 6.17264 0.392232 BD RAD50 NC_056075.1 23495001 23515001
NC_056058.1 19555001 19575001 2.13991 0.348541 BD RAD50 NC_056074.1 31980001 32000001
NC_056058.1 19595001 19615001 2.72633 0.342752 BD RAD50 NC_056074.1 31985001 32005001
NC_056060.1 78075001 78095001 4.46728 0.534045 BD RAD51B NC_056074.1 32055001 32075001
NC_056060.1 78070001 78090001 2.15927 0.517753 BD RAD51B NC_056074.1 32775001 32795001
NC_056072.1 49245001 49265001 3.15772 0.409551 BD RAD54L2 NC_056074.1 32810001 32830001
NC_056072.1 49240001 49260001 2.99086 0.405522 BD RAD54L2 NC_056065.1 37055001 37075001







NC_056072.1 49235001 49255001 2.73717 0.392404 BD RAD54L2 NC_056065.1 37060001 37080001
NC_056072.1 49230001 49250001 3.22868 0.422006 BD RAD54L2;TEX264 NC_056065.1 37065001 37085001
NC_056072.1 49220001 49240001 3.32744 0.406979 BD RAD54L2;TEX264 NC_056065.1 37070001 37090001
NC_056072.1 49225001 49245001 2.58075 0.382967 BD RAD54L2;TEX264 NC_056063.1 54345001 54365001
NC_056079.1 39785001 39805001 19.4058 0.463128 BD RARB NC_056063.1 54350001 54370001
NC_056079.1 39780001 39800001 16.7192 0.395485 BD RARB NC_056057.1 78480001 78500001
NC_056079.1 39775001 39795001 12.8274 0.367426 BD RARB NC_056057.1 78485001 78505001
NC_056079.1 39770001 39790001 7.82992 0.318901 BD RARB NC_056057.1 78490001 78510001
NC_056079.1 39800001 39820001 14.9068 0.298783 BD RARB NC_056057.1 78495001 78515001
NC_056058.1 78075001 78095001 2.46056 0.319786 BD RARS1 NC_056074.1 31595001 31615001
NC_056065.1 59015001 59035001 2.76028 0.565159 BD RASAL2 NC_056074.1 31600001 31620001
NC_056065.1 59010001 59030001 4.05595 0.545307 BD RASAL2 NC_056074.1 31605001 31625001
NC_056065.1 59005001 59025001 2.65939 0.462134 BD RASAL2 NC_056076.1 32800001 32820001
NC_056065.1 59000001 59020001 2.72169 0.456696 BD RASAL2 NC_056076.1 32805001 32825001
NC_056065.1 58995001 59015001 2.20935 0.439389 BD RASAL2 NC_056076.1 32810001 32830001
NC_056065.1 59295001 59315001 6.75556 0.309892 BD RASAL2 NC_056076.1 32815001 32835001
NC_056065.1 59315001 59335001 15.9005 0.30631 BD RASAL2 NC_056076.1 32820001 32840001
NC_056077.1 6615001 6635001 4.48233 0.310955 BD RBFOX1 NC_056056.1 116290001 116310001
NC_056077.1 6610001 6630001 4.09422 0.305519 BD RBFOX1 NC_056056.1 116295001 116315001
NC_056077.1 6620001 6640001 3.84906 0.294868 BD RBFOX1 NC_056056.1 116365001 116385001
NC_056064.1 52360001 52380001 2.13359 0.29859 BD RBFOX3 NC_056056.1 116370001 116390001
NC_056064.1 52370001 52390001 2.2012 0.294514 BD RBFOX3 NC_056056.1 116375001 116395001
NC_056066.1 58385001 58405001 2.20174 0.327115 BD RBM38 NC_056056.1 116395001 116415001
NC_056072.1 4470001 4490001 3.31237 0.535546 BD RBMS3 NC_056056.1 116400001 116420001
NC_056072.1 4465001 4485001 2.24678 0.494398 BD RBMS3 NC_056056.1 116405001 116425001
NC_056072.1 4475001 4495001 2.37603 0.466759 BD RBMS3 NC_056056.1 116410001 116430001
NC_056072.1 4485001 4505001 2.25878 0.403245 BD RBMS3 NC_056061.1 86400001 86420001
NC_056065.1 42780001 42800001 4.2411 0.399457 BD RBP7 NC_056061.1 86405001 86425001
NC_056065.1 42805001 42825001 3.5287 0.35643 BD RBP7 NC_056061.1 86410001 86430001
NC_056068.1 19965001 19985001 2.11073 0.309019 BD RDX NC_056061.1 86415001 86435001
NC_056055.1 52420001 52440001 12.3396 0.339139 BD RECK NC_056061.1 86425001 86445001
NC_056057.1 46470001 46490001 4.30195 0.352736 BD RELN NC_056071.1 67415001 67435001
NC_056057.1 46475001 46495001 3.02174 0.309075 BD RELN NC_056071.1 67420001 67440001
NC_056056.1 1E+08 100195001 2.54717 0.369086 BD RFX8 NC_056073.1 8670001 8690001
NC_056056.1 1E+08 100140001 19.843 0.362306 BD RFX8 NC_056055.1 248965001 248985001
NC_056056.1 1E+08 100190001 2.47642 0.361178 BD RFX8 NC_056055.1 248970001 248990001
NC_056056.1 1E+08 100185001 3.88001 0.30215 BD RFX8 NC_056055.1 248975001 248995001
NC_056080.1 57685001 57705001 4.68719 0.309254 BD RGN NC_056055.1 248980001 249000001
NC_056065.1 34775001 34795001 8.60244 0.365771 BD RGS7 NC_056055.1 248920001 248940001
NC_056065.1 34780001 34800001 20.5009 0.336716 BD RGS7 NC_056055.1 248925001 248945001
NC_056065.1 63050001 63070001 2.36591 0.352584 BD RGSL1;RNASEL NC_056055.1 248930001 248950001
NC_056077.1 34565001 34585001 2.13453 0.34548 BD RHBDD2 NC_056055.1 248935001 248955001
NC_056062.1 73885001 73905001 3.03041 0.324371 BD RIMS2 NC_056055.1 248940001 248960001
NC_056065.1 63060001 63080001 2.77277 0.398792 BD RNASEL NC_056056.1 220670001 220690001
NC_056065.1 63065001 63085001 3.36741 0.389074 BD RNASEL NC_056068.1 81410001 81430001
NC_056065.1 63055001 63075001 2.2919 0.363765 BD RNASEL NC_056068.1 81415001 81435001
NC_056064.1 51715001 51735001 9.5085 0.532938 BD RNF213 NC_056056.1 115670001 115690001
NC_056055.1 52105001 52125001 5.14286 0.549448 BD RNF38 NC_056056.1 115675001 115695001
NC_056055.1 52125001 52145001 4.04838 0.499302 BD RNF38 NC_056056.1 115685001 115705001
NC_056055.1 52130001 52150001 2.91639 0.374198 BD RNF38 NC_056072.1 48270001 48290001
NC_056060.1 47140001 47160001 4.07945 0.421722 BD RORA NC_056072.1 48275001 48295001
NC_056060.1 47145001 47165001 3.25895 0.409043 BD RORA NC_056058.1 43995001 44015001
NC_056060.1 47135001 47155001 4.73475 0.359565 BD RORA NC_056058.1 44000001 44020001
NC_056060.1 47130001 47150001 5.67133 0.331586 BD RORA NC_056058.1 44005001 44025001
NC_056060.1 47125001 47145001 7.37553 0.317247 BD RORA NC_056058.1 44010001 44030001
NC_056054.1 69615001 69635001 4.09001 0.342833 BD RPAP2 NC_056063.1 76315001 76335001
NC_056054.1 69605001 69625001 5.48487 0.303534 BD RPAP2 NC_056063.1 76320001 76340001
NC_056054.1 69610001 69630001 4.82258 0.293632 BD RPAP2 NC_056063.1 76325001 76345001
NC_056054.1 69595001 69615001 7.01665 0.29127 BD RPAP2 NC_056054.1 246805001 246825001
NC_056061.1 48155001 48175001 4.38829 0.301554 BD RRAGD NC_056054.1 246810001 246830001
NC_056077.1 14185001 14205001 7.41669 0.628476 BD RRN3 NC_056054.1 246815001 246835001
NC_056077.1 14190001 14210001 3.39732 0.500428 BD RRN3 NC_056055.1 127655001 127675001
NC_056077.1 14195001 14215001 3.00793 0.449556 BD RRN3 NC_056060.1 8630001 8650001
NC_056077.1 14200001 14220001 2.79862 0.38077 BD RRN3 NC_056059.1 59650001 59670001
NC_056077.1 14205001 14225001 3.27211 0.299666 BD RRN3 NC_056056.1 145545001 145565001
NC_056064.1 22910001 22930001 3.43769 0.335557 BD RTN4RL1 NC_056056.1 145550001 145570001
NC_056078.1 9160001 9180001 3.60849 0.339804 BD RYR2 NC_056070.1 29700001 29720001
NC_056055.1 1.07E+08 107395001 2.13167 0.310808 BD SAP30 NC_056054.1 217930001 217950001
NC_056055.1 1.07E+08 107390001 2.12308 0.294662 BD SAP30 NC_056054.1 217935001 217955001
NC_056058.1 43765001 43785001 2.2992 0.321234 BD SAR1B NC_056055.1 27940001 27960001
NC_056058.1 43760001 43780001 2.11175 0.312118 BD SAR1B NC_056055.1 27945001 27965001
NC_056058.1 43770001 43790001 2.45313 0.311419 BD SAR1B NC_056058.1 36995001 37015001
NC_056080.1 22190001 22210001 2.16316 0.31455 BD SAT1 NC_056059.1 45375001 45395001
NC_056055.1 87565001 87585001 3.34106 0.383229 BD SAXO1 NC_056059.1 45380001 45400001







NC_056055.1 87570001 87590001 2.58576 0.35796 BD SAXO1 NC_056075.1 17770001 17790001
NC_056068.1 42260001 42280001 5.09386 0.412739 BD SBF2 NC_056066.1 23030001 23050001
NC_056068.1 42265001 42285001 3.34537 0.392811 BD SBF2 NC_056067.1 7270001 7290001
NC_056068.1 42255001 42275001 3.56686 0.346157 BD SBF2 NC_056067.1 7275001 7295001
NC_056068.1 42250001 42270001 4.26907 0.317083 BD SBF2 NC_056067.1 7280001 7300001
NC_056068.1 42245001 42265001 3.49229 0.2985 BD SBF2 NC_056067.1 7290001 7310001
NC_056061.1 79310001 79330001 2.82774 0.383319 BD SCAF8 NC_056075.1 20960001 20980001
NC_056061.1 79315001 79335001 2.8425 0.359067 BD SCAF8 NC_056056.1 182585001 182605001
NC_056061.1 79320001 79340001 3.51948 0.349891 BD SCAF8 NC_056066.1 1185001 1205001
NC_056055.1 1.44E+08 144175001 2.11792 0.359518 BD SCN2A NC_056067.1 7900001 7920001
NC_056068.1 28595001 28615001 2.43253 0.363044 BD SCN2B NC_056067.1 7905001 7925001
NC_056068.1 28600001 28620001 2.7645 0.29576 BD SCN2B NC_056054.1 216460001 216480001
NC_056068.1 28575001 28595001 2.13841 0.341493 BD SCN4B NC_056054.1 216465001 216485001
NC_056062.1 3450001 3470001 5.08499 0.487929 BD SDHAF4 NC_056054.1 216485001 216505001
NC_056062.1 3455001 3475001 4.70559 0.479918 BD SDHAF4 NC_056065.1 51135001 51155001
NC_056062.1 3460001 3480001 3.83308 0.454798 BD SDHAF4 NC_056065.1 51140001 51160001
NC_056062.1 3465001 3485001 2.99058 0.421681 BD SDHAF4 NC_056065.1 51145001 51165001
NC_056062.1 3470001 3490001 2.74399 0.401306 BD SDHAF4 NC_056054.1 76675001 76695001
NC_056062.1 3480001 3500001 2.48596 0.341465 BD SDHAF4 NC_056054.1 76680001 76700001
NC_056062.1 3475001 3495001 2.23031 0.335312 BD SDHAF4 NC_056054.1 76685001 76705001
NC_056056.1 62445001 62465001 9.89005 0.539142 BD SEPTIN10 NC_056054.1 76690001 76710001
NC_056056.1 62440001 62460001 7.51613 0.52972 BD SEPTIN10 NC_056054.1 247005001 247025001
NC_056056.1 62450001 62470001 7.26984 0.524642 BD SEPTIN10 NC_056054.1 247010001 247030001
NC_056056.1 62455001 62475001 5.70069 0.500484 BD SEPTIN10 NC_056054.1 247035001 247055001
NC_056056.1 62415001 62435001 4.46386 0.496722 BD SEPTIN10 NC_056054.1 247040001 247060001
NC_056056.1 62425001 62445001 5.12687 0.494885 BD SEPTIN10 NC_056054.1 247045001 247065001
NC_056056.1 62410001 62430001 5.1069 0.494314 BD SEPTIN10 NC_056066.1 20870001 20890001
NC_056056.1 62430001 62450001 5.39251 0.474259 BD SEPTIN10 NC_056060.1 6945001 6965001
NC_056056.1 62435001 62455001 5.42056 0.470485 BD SEPTIN10 NC_056060.1 6950001 6970001
NC_056056.1 62420001 62440001 5.11072 0.466406 BD SEPTIN10 NC_056060.1 6955001 6975001
NC_056056.1 62405001 62425001 5.75467 0.490675 BD SEPTIN10;SH3RF3 NC_056063.1 54340001 54360001
NC_056056.1 62460001 62480001 3.64444 0.424754 BD SEPTIN10;SOWAHC NC_056056.1 117325001 117345001
NC_056056.1 95065001 95085001 3.14973 0.382543 BD SFXN5 NC_056056.1 117330001 117350001
NC_056056.1 95070001 95090001 2.41596 0.331664 BD SFXN5 NC_056056.1 117335001 117355001
NC_056054.1 1.14E+08 113925001 7.05556 0.460393 BD SH2D1B NC_056056.1 117340001 117360001
NC_056054.1 1.14E+08 113930001 3.16666 0.353555 BD SH2D1B NC_056056.1 117345001 117365001
NC_056080.1 18245001 18265001 8.65253 0.406098 BD SH3KBP1 NC_056056.1 117350001 117370001
NC_056080.1 18240001 18260001 3.01869 0.391696 BD SH3KBP1 NC_056056.1 117695001 117715001
NC_056080.1 18115001 18135001 12.0956 0.380608 BD SH3KBP1 NC_056056.1 117700001 117720001
NC_056080.1 18120001 18140001 9.52703 0.348553 BD SH3KBP1 NC_056056.1 117705001 117725001
NC_056080.1 18095001 18115001 3.93087 0.338941 BD SH3KBP1 NC_056056.1 131975001 131995001
NC_056056.1 62400001 62420001 4.0964 0.460847 BD SH3RF3 NC_056055.1 127660001 127680001
NC_056056.1 62395001 62415001 3.3764 0.425254 BD SH3RF3 NC_056055.1 127665001 127685001
NC_056056.1 62390001 62410001 2.46923 0.357216 BD SH3RF3 NC_056055.1 127670001 127690001
NC_056074.1 43970001 43990001 3.26997 0.323448 BD SHANK2 NC_056055.1 127675001 127695001
NC_056074.1 43975001 43995001 2.30621 0.31727 BD SHANK2 NC_056055.1 127680001 127700001
NC_056074.1 43965001 43985001 3.4517 0.303312 BD SHANK2 NC_056055.1 127685001 127705001
NC_056077.1 12415001 12435001 8.32307 0.496906 BD SHISA9 NC_056055.1 127690001 127710001
NC_056077.1 12420001 12440001 4.76232 0.46061 BD SHISA9 NC_056055.1 127695001 127715001
NC_056077.1 12425001 12445001 2.98782 0.452186 BD SHISA9 NC_056058.1 55720001 55740001
NC_056077.1 12410001 12430001 4.63793 0.40702 BD SHISA9 NC_056058.1 55725001 55745001
NC_056061.1 70400001 70420001 6.71052 0.523191 BD SHPRH NC_056059.1 23915001 23935001
NC_056061.1 70435001 70455001 4.31236 0.517909 BD SHPRH NC_056059.1 23920001 23940001
NC_056061.1 70395001 70415001 6.22802 0.512921 BD SHPRH NC_056059.1 23925001 23945001
NC_056061.1 70405001 70425001 3.87931 0.481341 BD SHPRH NC_056059.1 23930001 23950001
NC_056061.1 70390001 70410001 4.16164 0.474957 BD SHPRH NC_056059.1 23935001 23955001
NC_056061.1 70430001 70450001 2.13878 0.452749 BD SHPRH NC_056064.1 43555001 43575001
NC_056061.1 70440001 70460001 2.95703 0.450799 BD SHPRH NC_056065.1 49110001 49130001
NC_056061.1 70365001 70385001 2.50961 0.442789 BD SHPRH NC_056065.1 49115001 49135001
NC_056061.1 70350001 70370001 4.93289 0.406088 BD SHPRH NC_056065.1 49120001 49140001
NC_056061.1 70385001 70405001 2.43809 0.405444 BD SHPRH NC_056065.1 49125001 49145001
NC_056061.1 70345001 70365001 3.07272 0.328588 BD SHPRH NC_056065.1 49135001 49155001
NC_056074.1 25595001 25615001 4.79366 0.363043 BD SIAE;SPA17 NC_056065.1 49140001 49160001
NC_056068.1 27360001 27380001 2.1622 0.358773 BD SIK3 NC_056065.1 66835001 66855001
NC_056068.1 27405001 27425001 2.20569 0.354821 BD SIK3 NC_056065.1 66840001 66860001
NC_056068.1 27345001 27365001 2.13281 0.321797 BD SIK3 NC_056064.1 61905001 61925001
NC_056068.1 27365001 27385001 2.83451 0.300349 BD SIK3 NC_056064.1 61910001 61930001
NC_056068.1 27400001 27420001 2.99849 0.299145 BD SIK3 NC_056064.1 61915001 61935001
NC_056057.1 70795001 70815001 14.7571 0.62285 BD SKAP2 NC_056064.1 61920001 61940001
NC_056057.1 70800001 70820001 8.92856 0.565209 BD SKAP2 NC_056064.1 61970001 61990001
NC_056057.1 70865001 70885001 12.889 0.529925 BD SKAP2 NC_056064.1 61975001 61995001
NC_056057.1 70870001 70890001 12.0762 0.503122 BD SKAP2 NC_056064.1 61980001 62000001
NC_056057.1 70875001 70895001 9.48616 0.467779 BD SKAP2 NC_056080.1 5585001 5605001
NC_056057.1 70880001 70900001 4.92555 0.441447 BD SKAP2 NC_056059.1 112045001 112065001







NC_056057.1 70760001 70780001 6.63158 0.3345 BD SKAP2 NC_056056.1 136935001 136955001
NC_056056.1 43290001 43310001 4.78265 0.315678 BD SLC1A4 NC_056056.1 136940001 136960001
NC_056066.1 46935001 46955001 2.43201 0.313405 BD SLC23A2 NC_056058.1 30875001 30895001
NC_056066.1 46940001 46960001 3.15352 0.305972 BD SLC23A2 NC_056060.1 52875001 52895001
NC_056066.1 46945001 46965001 3.16103 0.295245 BD SLC23A2 NC_056060.1 52880001 52900001
NC_056055.1 87980001 88000001 2.1871 0.325342 BD SLC24A2 NC_056060.1 52885001 52905001
NC_056055.1 87985001 88005001 2.15325 0.321625 BD SLC24A2 NC_056071.1 29875001 29895001
NC_056055.1 88010001 88030001 2.93282 0.318698 BD SLC24A2 NC_056071.1 29880001 29900001
NC_056055.1 88005001 88025001 2.90232 0.300544 BD SLC24A2 NC_056071.1 29885001 29905001
NC_056055.1 88015001 88035001 2.8911 0.299667 BD SLC24A2 NC_056069.1 9370001 9390001
NC_056055.1 88020001 88040001 2.24898 0.29636 BD SLC24A2 NC_056069.1 9375001 9395001
NC_056064.1 55535001 55555001 3.40106 0.345875 BD SLC25A19 NC_056069.1 9380001 9400001
NC_056065.1 43200001 43220001 2.23152 0.37684 BD SLC25A33 NC_056069.1 9385001 9405001
NC_056080.1 1.15E+08 115035001 2.97323 0.291708 BD SLC25A43 NC_056072.1 39215001 39235001
NC_056058.1 1.07E+08 107250001 4.72467 0.402481 BD SLC25A46 NC_056072.1 39220001 39240001
NC_056058.1 1.07E+08 107245001 3.58105 0.375723 BD SLC25A46 NC_056072.1 39560001 39580001
NC_056058.1 1.07E+08 107240001 2.69302 0.369473 BD SLC25A46 NC_056057.1 48095001 48115001
NC_056058.1 1.07E+08 107255001 4.02857 0.355841 BD SLC25A46 NC_056057.1 48100001 48120001
NC_056058.1 1.07E+08 107260001 2.97647 0.329219 BD SLC25A46 NC_056056.1 194330001 194350001
NC_056058.1 1.07E+08 107265001 3.1548 0.302548 BD SLC25A46 NC_056064.1 43560001 43580001
NC_056058.1 1.07E+08 107235001 2.12272 0.372611 BD SLC25A46;TMEM232NC_056064.1 43565001 43585001
NC_056080.1 1.3E+08 129800001 4.96729 0.49923 BD SLC25A53 NC_056059.1 4340001 4360001
NC_056080.1 1.3E+08 129795001 3 0.436583 BD SLC25A53 NC_056055.1 175215001 175235001
NC_056074.1 40835001 40855001 3.60938 0.355644 BD SLC29A2 NC_056055.1 175220001 175240001
NC_056074.1 40830001 40850001 4.57778 0.354641 BD SLC29A2 NC_056065.1 55505001 55525001
NC_056056.1 1.48E+08 147600001 22.744 0.310078 BD SLC2A13 NC_056065.1 55520001 55540001
NC_056056.1 1.48E+08 147595001 15.2432 0.307461 BD SLC2A13 NC_056065.1 55525001 55545001
NC_056056.1 1.48E+08 147590001 10.2412 0.302176 BD SLC2A13 NC_056065.1 55530001 55550001
NC_056054.1 2.33E+08 232590001 4.29897 0.369783 BD SLC33A1 NC_056065.1 55535001 55555001
NC_056054.1 2.33E+08 232585001 8.584 0.352117 BD SLC33A1 NC_056065.1 55540001 55560001
NC_056068.1 74775001 74795001 3.60158 0.291466 BD SLC35C1 NC_056058.1 38115001 38135001
NC_056055.1 1.48E+08 147895001 3.37195 0.368988 BD SLC4A10 NC_056060.1 78070001 78090001
NC_056055.1 1.48E+08 147900001 3.45202 0.315909 BD SLC4A10 NC_056060.1 78075001 78095001
NC_056055.1 1.48E+08 147890001 2.29683 0.311742 BD SLC4A10 NC_056060.1 78095001 78115001
NC_056054.1 2.18E+08 217650001 2.58933 0.361483 BD SLC7A14 NC_056060.1 78100001 78120001
NC_056054.1 2.18E+08 217645001 2.34615 0.341219 BD SLC7A14 NC_056060.1 78105001 78125001
NC_056067.1 35210001 35230001 3.4319 0.365828 BD SLC7A6 NC_056060.1 78110001 78130001
NC_056067.1 35205001 35225001 2.55098 0.320871 BD SLC7A6 NC_056060.1 78130001 78150001
NC_056067.1 35215001 35235001 2.90704 0.314735 BD SLC7A6 NC_056060.1 78135001 78155001
NC_056067.1 35220001 35240001 2.52706 0.29686 BD SLC7A6;SLC7A6OS NC_056060.1 78140001 78160001
NC_056058.1 99025001 99045001 7.10675 0.361389 BD SLCO6A1 NC_056080.1 16080001 16100001
NC_056058.1 99020001 99040001 10.6245 0.351131 BD SLCO6A1 NC_056080.1 16085001 16105001
NC_056058.1 99015001 99035001 5.71021 0.325496 BD SLCO6A1 NC_056056.1 8920001 8940001
NC_056058.1 99010001 99030001 2.92155 0.294752 BD SLCO6A1 NC_056056.1 8925001 8945001
NC_056070.1 12795001 12815001 2.7603 0.722879 BD SMAD1 NC_056056.1 8930001 8950001
NC_056070.1 12790001 12810001 2.57804 0.719807 BD SMAD1 NC_056056.1 8935001 8955001
NC_056055.1 70330001 70350001 2.33504 0.396692 BD SMARCA2 NC_056062.1 90765001 90785001
NC_056055.1 70335001 70355001 2.15283 0.390688 BD SMARCA2 NC_056079.1 39800001 39820001
NC_056055.1 70340001 70360001 2.19186 0.337533 BD SMARCA2 NC_056065.1 58990001 59010001
NC_056055.1 66305001 66325001 3.70348 0.365412 BD SMC5 NC_056065.1 58995001 59015001
NC_056055.1 66315001 66335001 3.66827 0.361322 BD SMC5 NC_056065.1 59000001 59020001
NC_056055.1 66310001 66330001 3.63578 0.356168 BD SMC5 NC_056065.1 59230001 59250001
NC_056055.1 66325001 66345001 3.20513 0.346448 BD SMC5 NC_056076.1 33925001 33945001
NC_056055.1 66320001 66340001 3.68449 0.34569 BD SMC5 NC_056076.1 33930001 33950001
NC_056055.1 66330001 66350001 2.52062 0.296142 BD SMC5 NC_056077.1 6100001 6120001
NC_056080.1 20050001 20070001 2.14376 0.439893 BD SMPX NC_056073.1 39310001 39330001
NC_056080.1 20055001 20075001 3.39444 0.380844 BD SMPX NC_056066.1 58385001 58405001
NC_056080.1 20060001 20080001 3.19908 0.306641 BD SMPX NC_056072.1 3865001 3885001
NC_056064.1 48530001 48550001 3.21054 0.314198 BD SMURF2 NC_056072.1 3870001 3890001
NC_056064.1 48535001 48555001 3.85453 0.311869 BD SMURF2 NC_056072.1 4460001 4480001
NC_056064.1 48520001 48540001 2.84999 0.307149 BD SMURF2 NC_056072.1 4465001 4485001
NC_056064.1 48525001 48545001 3.24162 0.307099 BD SMURF2 NC_056072.1 4470001 4490001
NC_056064.1 48515001 48535001 3.40425 0.303524 BD SMURF2 NC_056072.1 4475001 4495001
NC_056062.1 32950001 32970001 2.44163 0.293223 BD SNAI2 NC_056072.1 4480001 4500001
NC_056059.1 35555001 35575001 4.37282 0.39121 BD SNCA NC_056072.1 4485001 4505001
NC_056059.1 35560001 35580001 4.68893 0.356996 BD SNCA NC_056071.1 29845001 29865001
NC_056059.1 35550001 35570001 3.50183 0.325243 BD SNCA NC_056057.1 46420001 46440001
NC_056057.1 93680001 93700001 3.69862 0.424693 BD SND1 NC_056057.1 46465001 46485001
NC_056057.1 93675001 93695001 2.99391 0.390832 BD SND1 NC_056057.1 46470001 46490001
NC_056057.1 93670001 93690001 2.84928 0.386541 BD SND1 NC_056057.1 46475001 46495001
NC_056057.1 93665001 93685001 2.45024 0.364502 BD SND1 NC_056057.1 46480001 46500001
NC_056057.1 93685001 93705001 2.46129 0.330055 BD SND1 NC_056057.1 46485001 46505001
NC_056080.1 63765001 63785001 3.15507 0.366484 BD SNX12 NC_056057.1 46490001 46510001
NC_056058.1 28705001 28725001 4.85091 0.313161 BD SNX2 NC_056057.1 46495001 46515001







NC_056056.1 77590001 77610001 2.95365 0.336799 BD SOCS5 NC_056065.1 44165001 44185001
NC_056056.1 77585001 77605001 2.42613 0.295544 BD SOCS5 NC_056065.1 44170001 44190001
NC_056064.1 58100001 58120001 3.37132 0.293001 BD SOX9 NC_056065.1 44175001 44195001
NC_056064.1 24070001 24090001 5.59859 0.459609 BD SPATA22 NC_056065.1 44180001 44200001
NC_056056.1 69480001 69500001 2.37699 0.377509 BD SPTBN1 NC_056056.1 100120001 100140001
NC_056054.1 2.27E+08 226720001 2.23473 0.345249 BD SPTSSB NC_056056.1 100170001 100190001
NC_056069.1 66605001 66625001 2.15776 0.323871 BD SRD5A1 NC_056056.1 100175001 100195001
NC_056073.1 9970001 9990001 11.66 0.459371 BD SRPK1 NC_056065.1 63075001 63095001
NC_056073.1 9965001 9985001 11.81 0.446837 BD SRPK1 NC_056065.1 63080001 63100001
NC_056073.1 9980001 10000001 10.5 0.422453 BD SRPK1 NC_056077.1 34565001 34585001
NC_056073.1 9930001 9950001 4.78161 0.420571 BD SRPK1 NC_056058.1 68340001 68360001
NC_056073.1 9960001 9980001 9.7523 0.414412 BD SRPK1 NC_056058.1 68345001 68365001
NC_056073.1 9955001 9975001 8.38617 0.379136 BD SRPK1 NC_056058.1 68350001 68370001
NC_056073.1 9950001 9970001 8.58592 0.374616 BD SRPK1 NC_056058.1 68355001 68375001
NC_056073.1 9925001 9945001 3.79208 0.349714 BD SRPK1 NC_056062.1 76990001 77010001
NC_056057.1 47980001 48000001 9.10991 0.384251 BD SRPK2 NC_056062.1 76995001 77015001
NC_056057.1 47975001 47995001 7.45712 0.373569 BD SRPK2 NC_056062.1 77000001 77020001
NC_056057.1 47985001 48005001 4.51561 0.318482 BD SRPK2 NC_056062.1 77005001 77025001
NC_056057.1 47970001 47990001 6.14708 0.311288 BD SRPK2 NC_056062.1 77010001 77030001
NC_056070.1 56265001 56285001 2.13766 0.322056 BD SRRM4 NC_056062.1 77015001 77035001
NC_056070.1 56315001 56335001 9.50345 0.306395 BD SRRM4 NC_056062.1 77020001 77040001
NC_056076.1 31110001 31130001 3.258 0.298621 BD SS18 NC_056054.1 147580001 147600001
NC_056058.1 79240001 79260001 2.57517 0.311517 BD SSBP2 NC_056054.1 147745001 147765001
NC_056062.1 20995001 21015001 6.96531 0.3853 BD ST3GAL1 NC_056054.1 147750001 147770001
NC_056062.1 21000001 21020001 4.02846 0.296854 BD ST3GAL1 NC_056054.1 145345001 145365001
NC_056063.1 28315001 28335001 3.91916 0.360702 BD STARD13 NC_056076.1 35475001 35495001
NC_056080.1 61620001 61640001 4.0736 0.471381 BD STARD8 NC_056076.1 35480001 35500001
NC_056064.1 42215001 42235001 2.12963 0.341595 BD STAT3 NC_056076.1 35485001 35505001
NC_056057.1 73970001 73990001 3.61382 0.503057 BD STEAP4 NC_056076.1 35520001 35540001
NC_056057.1 73980001 74000001 6.17561 0.463965 BD STEAP4 NC_056060.1 47125001 47145001
NC_056057.1 73975001 73995001 3.89397 0.451585 BD STEAP4 NC_056055.1 104520001 104540001
NC_056057.1 73985001 74005001 11.372 0.377744 BD STEAP4 NC_056055.1 104525001 104545001
NC_056057.1 73990001 74010001 15.0434 0.299286 BD STEAP4 NC_056055.1 104530001 104550001
NC_056057.1 73615001 73635001 3.11282 0.382959 BD STK31 NC_056055.1 104535001 104555001
NC_056057.1 73610001 73630001 3.64015 0.346244 BD STK31 NC_056056.1 59350001 59370001
NC_056057.1 73585001 73605001 4.90613 0.319898 BD STK31 NC_056056.1 59355001 59375001
NC_056057.1 73580001 73600001 4.63889 0.316563 BD STK31 NC_056056.1 59360001 59380001
NC_056057.1 73620001 73640001 2.87309 0.293808 BD STK31 NC_056056.1 59365001 59385001
NC_056059.1 26995001 27015001 5.03808 0.477611 BD STPG2 NC_056056.1 59370001 59390001
NC_056059.1 26990001 27010001 4.77068 0.470209 BD STPG2 NC_056061.1 48155001 48175001
NC_056059.1 27000001 27020001 4.35761 0.460866 BD STPG2 NC_056059.1 15920001 15940001
NC_056059.1 27005001 27025001 3.29853 0.421708 BD STPG2 NC_056077.1 14185001 14205001
NC_056059.1 26985001 27005001 4.35412 0.405239 BD STPG2 NC_056077.1 14190001 14210001
NC_056059.1 27010001 27030001 2.38701 0.380065 BD STPG2 NC_056075.1 18420001 18440001
NC_056059.1 27015001 27035001 2.52519 0.357131 BD STPG2 NC_056064.1 22910001 22930001
NC_056059.1 27030001 27050001 11.4545 0.351975 BD STPG2 NC_056064.1 22915001 22935001
NC_056059.1 27020001 27040001 3.01779 0.339964 BD STPG2 NC_056054.1 143435001 143455001
NC_056059.1 27025001 27045001 3.5226 0.33516 BD STPG2 NC_056055.1 117445001 117465001
NC_056059.1 27035001 27055001 5.81726 0.329712 BD STPG2 NC_056055.1 117450001 117470001
NC_056059.1 26980001 27000001 4.9706 0.306955 BD STPG2 NC_056055.1 117460001 117480001
NC_056054.1 86100001 86120001 2.33036 0.324865 BD STXBP3 NC_056055.1 117465001 117485001
NC_056057.1 81970001 81990001 6.63879 0.502115 BD SUGCT NC_056055.1 117470001 117490001
NC_056057.1 82070001 82090001 3.28659 0.49279 BD SUGCT NC_056055.1 117475001 117495001
NC_056057.1 81985001 82005001 5.99999 0.486816 BD SUGCT NC_056055.1 117480001 117500001
NC_056057.1 81890001 81910001 2.90154 0.459585 BD SUGCT NC_056055.1 117500001 117520001
NC_056057.1 81895001 81915001 2.53062 0.45709 BD SUGCT NC_056055.1 117505001 117525001
NC_056057.1 82220001 82240001 2.2358 0.432801 BD SUGCT NC_056055.1 117510001 117530001
NC_056057.1 82075001 82095001 2.62805 0.424803 BD SUGCT NC_056055.1 117515001 117535001
NC_056057.1 82290001 82310001 2.52247 0.420693 BD SUGCT NC_056055.1 107355001 107375001
NC_056057.1 82085001 82105001 2.73054 0.420403 BD SUGCT NC_056055.1 107360001 107380001
NC_056057.1 82080001 82100001 2.35678 0.412376 BD SUGCT NC_056055.1 107350001 107370001
NC_056057.1 82235001 82255001 2.31182 0.411009 BD SUGCT NC_056058.1 43765001 43785001
NC_056057.1 82395001 82415001 8.45712 0.400894 BD SUGCT NC_056058.1 43770001 43790001
NC_056057.1 81960001 81980001 2.42722 0.37149 BD SUGCT NC_056071.1 29710001 29730001
NC_056057.1 81965001 81985001 3.40575 0.371442 BD SUGCT NC_056071.1 29715001 29735001
NC_056057.1 81885001 81905001 2.61896 0.357257 BD SUGCT NC_056071.1 29720001 29740001
NC_056057.1 82415001 82435001 6.36669 0.332296 BD SUGCT NC_056071.1 29725001 29745001
NC_056066.1 76185001 76205001 2.53219 0.308984 BD SULF2 NC_056070.1 29140001 29160001
NC_056066.1 76180001 76200001 2.78331 0.299172 BD SULF2 NC_056070.1 29145001 29165001
NC_056066.1 76190001 76210001 2.23149 0.295741 BD SULF2 NC_056070.1 29150001 29170001
NC_056066.1 61935001 61955001 2.55859 0.348068 BD SUN5 NC_056070.1 29155001 29175001
NC_056066.1 61940001 61960001 2.43173 0.33017 BD SUN5 NC_056070.1 29160001 29180001
NC_056060.1 79480001 79500001 4.17666 0.410963 BD SUSD6 NC_056070.1 29165001 29185001
NC_056060.1 79475001 79495001 3.53058 0.396024 BD SUSD6 NC_056070.1 29170001 29190001







NC_056060.1 79490001 79510001 2.80426 0.382788 BD SUSD6 NC_056070.1 29175001 29195001
NC_056060.1 79470001 79490001 2.16607 0.342193 BD SUSD6 NC_056077.1 21525001 21545001
NC_056060.1 79495001 79515001 2.20705 0.310847 BD SUSD6 NC_056077.1 21530001 21550001
NC_056071.1 15315001 15335001 2.32669 0.298429 BD SV2B NC_056062.1 3465001 3485001
NC_056071.1 15320001 15340001 2.48545 0.29583 BD SV2B NC_056062.1 3470001 3490001
NC_056060.1 7550001 7570001 3.83973 0.302882 BD SV2C NC_056056.1 62410001 62430001
NC_056060.1 7545001 7565001 3.06911 0.295484 BD SV2C NC_056056.1 62415001 62435001
NC_056066.1 34105001 34125001 2.11511 0.361715 BD SVIL NC_056056.1 62420001 62440001
NC_056068.1 42660001 42680001 3.54969 0.47868 BD SWAP70 NC_056056.1 62425001 62445001
NC_056068.1 42665001 42685001 2.60788 0.447114 BD SWAP70 NC_056056.1 62430001 62450001
NC_056072.1 56940001 56960001 2.60424 0.31879 BD SYN2 NC_056056.1 62435001 62455001
NC_056058.1 59720001 59740001 16.7913 0.478541 BD SYNPO NC_056056.1 62440001 62460001
NC_056058.1 59725001 59745001 10.4002 0.458191 BD SYNPO NC_056056.1 62445001 62465001
NC_056058.1 59730001 59750001 6.43157 0.350235 BD SYNPO NC_056056.1 62450001 62470001
NC_056056.1 1.15E+08 115465001 2.63516 0.416057 BD SYT1 NC_056056.1 62455001 62475001
NC_056056.1 1.82E+08 181965001 2.49447 0.369356 BD SYT10 NC_056056.1 62405001 62425001
NC_056056.1 1.82E+08 181940001 3.79956 0.344859 BD SYT10 NC_056056.1 62460001 62480001
NC_056056.1 1.82E+08 181935001 2.58738 0.336848 BD SYT10 NC_056064.1 53830001 53850001
NC_056056.1 1.82E+08 181960001 2.54191 0.33084 BD SYT10 NC_056079.1 35535001 35555001
NC_056056.1 1.82E+08 181945001 4.44828 0.322988 BD SYT10 NC_056058.1 65505001 65525001
NC_056054.1 1.06E+08 105915001 8.36031 0.405697 BD SYT11;YY1AP1 NC_056058.1 65510001 65530001
NC_056054.1 1.06E+08 105910001 4.04349 0.312648 BD SYT11;YY1AP1 NC_056058.1 65515001 65535001
NC_056074.1 46030001 46050001 5.10238 0.350782 BD SYT8 NC_056055.1 86170001 86190001
NC_056074.1 46025001 46045001 3.72544 0.300504 BD SYT8;TNNI2 NC_056055.1 86175001 86195001
NC_056068.1 44965001 44985001 3.1726 0.364324 BD SYT9 NC_056080.1 18220001 18240001
NC_056068.1 44960001 44980001 2.45842 0.338268 BD SYT9 NC_056080.1 18245001 18265001
NC_056068.1 44970001 44990001 2.36613 0.328348 BD SYT9 NC_056056.1 62395001 62415001
NC_056080.1 37245001 37265001 2.45219 0.306893 BD SYTL5 NC_056056.1 62400001 62420001
NC_056075.1 41485001 41505001 6.85811 0.409656 BD TACC2 NC_056077.1 12405001 12425001
NC_056075.1 41490001 41510001 4.3339 0.338469 BD TACC2 NC_056077.1 12410001 12430001
NC_056064.1 47380001 47400001 2.21748 0.35661 BD TANC2 NC_056077.1 12415001 12435001
NC_056067.1 35790001 35810001 17.9444 0.303488 BD TANGO6 NC_056077.1 12420001 12440001
NC_056059.1 46660001 46680001 2.80366 0.313492 BD TBC1D19 NC_056077.1 12425001 12445001
NC_056059.1 19330001 19350001 2.20885 0.337548 BD TBCK NC_056080.1 54435001 54455001
NC_056059.1 19335001 19355001 2.37314 0.309115 BD TBCK NC_056068.1 21640001 21660001
NC_056059.1 19340001 19360001 2.40266 0.307709 BD TBCK NC_056068.1 27330001 27350001
NC_056058.1 55355001 55375001 2.29167 0.36251 BD TCERG1 NC_056068.1 27340001 27360001
NC_056060.1 51345001 51365001 2.28402 0.442586 BD TCF12 NC_056068.1 27365001 27385001
NC_056060.1 51340001 51360001 2.23 0.409547 BD TCF12 NC_056068.1 27370001 27390001
NC_056060.1 51350001 51370001 2.94737 0.372855 BD TCF12 NC_056068.1 27375001 27395001
NC_056060.1 51355001 51375001 2.47619 0.362683 BD TCF12 NC_056068.1 27380001 27400001
NC_056060.1 51510001 51530001 2.39881 0.341096 BD TCF12 NC_056068.1 27385001 27405001
NC_056060.1 51360001 51380001 2.78632 0.311996 BD TCF12 NC_056068.1 27390001 27410001
NC_056054.1 1.05E+08 104770001 2.1053 0.316611 BD TDRD10 NC_056068.1 27395001 27415001
NC_056054.1 1.05E+08 104775001 2.33406 0.302456 BD TDRD10 NC_056068.1 27400001 27420001
NC_056054.1 1.05E+08 104780001 2.10032 0.293695 BD TDRD10 NC_056068.1 27405001 27425001
NC_056055.1 50215001 50235001 15.525 0.6304 BD TDRD7 NC_056068.1 27415001 27435001
NC_056080.1 1.09E+08 109020001 4.59091 0.520167 BD TENM1 NC_056068.1 27445001 27465001
NC_056080.1 1.09E+08 109025001 3.71213 0.4412 BD TENM1 NC_056068.1 27450001 27470001
NC_056080.1 1.09E+08 108975001 2.21634 0.353137 BD TENM1 NC_056068.1 27455001 27475001
NC_056080.1 1.09E+08 109015001 2.50344 0.322354 BD TENM1 NC_056068.1 27460001 27480001
NC_056074.1 15000001 15020001 2.66964 0.297176 BD TENM4 NC_056060.1 5045001 5065001
NC_056070.1 58030001 58050001 5.04325 0.347957 BD TESC NC_056060.1 5050001 5070001
NC_056078.1 24210001 24230001 2.66431 0.363132 BD TET1 NC_056060.1 5070001 5090001
NC_056078.1 24205001 24225001 3.56807 0.352785 BD TET1 NC_056060.1 5075001 5095001
NC_056078.1 24235001 24255001 2.49885 0.340336 BD TET1 NC_056060.1 5080001 5100001
NC_056078.1 24200001 24220001 5.57778 0.335997 BD TET1 NC_056060.1 5085001 5105001
NC_056078.1 24240001 24260001 3.88135 0.307016 BD TET1 NC_056064.1 37955001 37975001
NC_056080.1 63555001 63575001 5.1087 0.377107 BD TEX11 NC_056064.1 37960001 37980001
NC_056080.1 63560001 63580001 3.15556 0.341543 BD TEX11 NC_056057.1 70705001 70725001
NC_056080.1 63550001 63570001 3.32707 0.315074 BD TEX11 NC_056057.1 70725001 70745001
NC_056064.1 48085001 48105001 2.11507 0.444607 BD TEX2 NC_056057.1 70750001 70770001
NC_056064.1 48160001 48180001 12.5429 0.372452 BD TEX2 NC_056057.1 70755001 70775001
NC_056064.1 48150001 48170001 4.80052 0.363635 BD TEX2 NC_056057.1 70760001 70780001
NC_056064.1 48145001 48165001 2.76131 0.329351 BD TEX2 NC_056057.1 70795001 70815001
NC_056064.1 48155001 48175001 4.43379 0.313078 BD TEX2 NC_056057.1 70800001 70820001
NC_056072.1 49205001 49225001 3.16666 0.452505 BD TEX264 NC_056057.1 70865001 70885001
NC_056072.1 49215001 49235001 3.6 0.416202 BD TEX264 NC_056057.1 70870001 70890001
NC_056072.1 49210001 49230001 3.20556 0.40605 BD TEX264 NC_056057.1 70875001 70895001
NC_056065.1 59330001 59350001 2.89971 0.481084 BD TEX35 NC_056057.1 70880001 70900001
NC_056065.1 59325001 59345001 6.59623 0.422188 BD TEX35 NC_056056.1 199250001 199270001
NC_056065.1 59320001 59340001 12.1196 0.394037 BD TEX35 NC_056056.1 199255001 199275001
NC_056055.1 2.33E+08 233345001 2.66793 0.33793 BD TEX44 NC_056056.1 199260001 199280001
NC_056055.1 2.33E+08 233340001 3.01572 0.334697 BD TEX44 NC_056080.1 66615001 66635001







NC_056055.1 2.33E+08 233335001 3.46341 0.315689 BD TEX44 NC_056080.1 66620001 66640001
NC_056073.1 22925001 22945001 2.48808 0.300979 BD TFAP2D NC_056080.1 66625001 66645001
NC_056062.1 21300001 21320001 7.63692 0.425703 BD TG NC_056080.1 66640001 66660001
NC_056076.1 38015001 38035001 7.61687 0.320172 BD TGIF1 NC_056061.1 84250001 84270001
NC_056074.1 45745001 45765001 2.36093 0.408394 BD TH NC_056061.1 84255001 84275001
NC_056056.1 80640001 80660001 12.6747 0.468493 BD THADA NC_056066.1 46940001 46960001
NC_056056.1 80635001 80655001 2.13816 0.41648 BD THADA NC_056066.1 46945001 46965001
NC_056056.1 80765001 80785001 3.00941 0.413429 BD THADA NC_056080.1 115015001 115035001
NC_056056.1 80930001 80950001 10.6138 0.370675 BD THADA NC_056074.1 40830001 40850001
NC_056056.1 80910001 80930001 21.7857 0.35442 BD THADA NC_056074.1 40835001 40855001
NC_056056.1 80770001 80790001 2.61952 0.342125 BD THADA NC_056074.1 40840001 40860001
NC_056056.1 80935001 80955001 4.62163 0.295245 BD THADA NC_056054.1 17380001 17400001
NC_056060.1 18475001 18495001 4.18884 0.449727 BD THSD4 NC_056056.1 147600001 147620001
NC_056060.1 18480001 18500001 2.92606 0.423898 BD THSD4 NC_056056.1 147605001 147625001
NC_056060.1 18470001 18490001 3.14551 0.380147 BD THSD4 NC_056056.1 147610001 147630001
NC_056065.1 25835001 25855001 2.24614 0.313422 BD TLR5 NC_056056.1 147615001 147635001
NC_056056.1 1.37E+08 136560001 2.50653 0.373835 BD TMBIM6 NC_056064.1 57345001 57365001
NC_056056.1 1.37E+08 136565001 2.95541 0.325017 BD TMBIM6 NC_056067.1 23370001 23390001
NC_056060.1 4450001 4470001 13.0662 0.380706 BD TMED7 NC_056067.1 23375001 23395001
NC_056060.1 4460001 4480001 6.87599 0.313918 BD TMED7 NC_056067.1 35205001 35225001
NC_056055.1 22575001 22595001 2.93112 0.373237 BD TMEFF1 NC_056067.1 35210001 35230001
NC_056054.1 2.57E+08 257060001 2.29114 0.496682 BD TMEM108 NC_056067.1 35215001 35235001
NC_056054.1 2.57E+08 257055001 2.67302 0.458258 BD TMEM108 NC_056060.1 21480001 21500001
NC_056054.1 2.57E+08 257050001 2.30804 0.449432 BD TMEM108 NC_056060.1 21485001 21505001
NC_056054.1 2.57E+08 256970001 2.36597 0.296758 BD TMEM108 NC_056060.1 21490001 21510001
NC_056074.1 7795001 7815001 2.60961 0.316919 BD TMEM135 NC_056067.1 42770001 42790001
NC_056056.1 45725001 45745001 11.8045 0.365839 BD TMEM17 NC_056067.1 42775001 42795001
NC_056056.1 45730001 45750001 6.06896 0.325267 BD TMEM17 NC_056067.1 42780001 42800001
NC_056056.1 45720001 45740001 4.76956 0.304245 BD TMEM17 NC_056067.1 42765001 42785001
NC_056056.1 84495001 84515001 2.11727 0.44363 BD TMEM178A NC_056056.1 194335001 194355001
NC_056056.1 84470001 84490001 2.96357 0.359157 BD TMEM178A NC_056056.1 194340001 194360001
NC_056056.1 84465001 84485001 2.10169 0.309721 BD TMEM178A NC_056056.1 194345001 194365001
NC_056056.1 99020001 99040001 2.90387 0.336581 BD TMEM182 NC_056077.1 16950001 16970001
NC_056056.1 99015001 99035001 3.38883 0.31313 BD TMEM182 NC_056077.1 16955001 16975001
NC_056056.1 98985001 99005001 2.25414 0.299399 BD TMEM182 NC_056077.1 16960001 16980001
NC_056057.1 29555001 29575001 2.39192 0.376858 BD TMEM196 NC_056077.1 16965001 16985001
NC_056057.1 29560001 29580001 2.40631 0.34631 BD TMEM196 NC_056077.1 16970001 16990001
NC_056077.1 28770001 28790001 3.28667 0.323411 BD TMEM248 NC_056077.1 16975001 16995001
NC_056071.1 55620001 55640001 2.39297 0.314727 BD TMEM251 NC_056077.1 16980001 17000001
NC_056056.1 1.68E+08 168280001 7.55921 0.369464 BD TMPO NC_056067.1 35950001 35970001
NC_056056.1 1.68E+08 168285001 5.80103 0.341237 BD TMPO NC_056067.1 35955001 35975001
NC_056056.1 1.68E+08 168275001 4.29393 0.335172 BD TMPO NC_056067.1 35980001 36000001
NC_056056.1 1.68E+08 168270001 3.04789 0.328375 BD TMPO NC_056067.1 35985001 36005001
NC_056056.1 1.68E+08 168295001 2.86096 0.325626 BD TMPO NC_056056.1 191340001 191360001
NC_056056.1 1.68E+08 168290001 3.54198 0.3223 BD TMPO NC_056056.1 191345001 191365001
NC_056056.1 1.68E+08 168305001 2.34912 0.32008 BD TMPO NC_056056.1 191350001 191370001
NC_056056.1 1.68E+08 168300001 2.32021 0.305322 BD TMPO NC_056056.1 191355001 191375001
NC_056056.1 1.19E+08 118960001 8.53076 0.334451 BD TMTC2 NC_056056.1 191360001 191380001
NC_056056.1 1.19E+08 118970001 2.8018 0.330857 BD TMTC2 NC_056056.1 191365001 191385001
NC_056056.1 1.19E+08 118965001 5.90051 0.318682 BD TMTC2 NC_056056.1 191370001 191390001
NC_056056.1 1.19E+08 118955001 13.0492 0.312888 BD TMTC2 NC_056056.1 191665001 191685001
NC_056066.1 470001 490001 7.02607 0.369264 BD TMX4 NC_056056.1 191670001 191690001
NC_056066.1 475001 495001 3.2331 0.35777 BD TMX4 NC_056056.1 191675001 191695001
NC_056066.1 465001 485001 6.66932 0.332962 BD TMX4 NC_056056.1 191680001 191700001
NC_056065.1 39940001 39960001 2.56447 0.291656 BD TNFSF18 NC_056056.1 191685001 191705001
NC_056065.1 40070001 40090001 2.25771 0.389509 BD TNFSF4 NC_056056.1 191690001 191710001
NC_056055.1 8875001 8895001 4.47485 0.428407 BD TNFSF8 NC_056056.1 191695001 191715001
NC_056055.1 8870001 8890001 2.1 0.364532 BD TNFSF8 NC_056066.1 22905001 22925001
NC_056055.1 8880001 8900001 2.47716 0.354645 BD TNFSF8 NC_056063.1 34445001 34465001
NC_056079.1 24700001 24720001 9.46154 0.427201 BD TNKS NC_056063.1 34465001 34485001
NC_056079.1 24695001 24715001 4.07605 0.375988 BD TNKS NC_056063.1 34470001 34490001
NC_056079.1 24705001 24725001 3.86973 0.331889 BD TNKS NC_056063.1 34475001 34495001
NC_056057.1 76610001 76630001 2.52289 0.473531 BD TNS3 NC_056063.1 34480001 34500001
NC_056057.1 76490001 76510001 4.61958 0.427284 BD TNS3 NC_056079.1 6990001 7010001
NC_056057.1 76495001 76515001 2.8976 0.367473 BD TNS3 NC_056069.1 1655001 1675001
NC_056057.1 76485001 76505001 3.01579 0.358141 BD TNS3 NC_056069.1 1660001 1680001
NC_056057.1 76470001 76490001 3.16131 0.358073 BD TNS3 NC_056069.1 1665001 1685001
NC_056057.1 76475001 76495001 3.20468 0.344414 BD TNS3 NC_056058.1 57115001 57135001
NC_056057.1 76465001 76485001 2.9327 0.323843 BD TNS3 NC_056067.1 14220001 14240001
NC_056057.1 76480001 76500001 2.80153 0.308716 BD TNS3 NC_056067.1 14225001 14245001
NC_056062.1 16435001 16455001 3.3659 0.310811 BD TRAPPC9 NC_056059.1 117930001 117950001
NC_056056.1 1.09E+08 108570001 6.64239 0.540925 BD TRHDE NC_056059.1 117935001 117955001
NC_056056.1 1.09E+08 108565001 5.13636 0.515927 BD TRHDE NC_056059.1 37375001 37395001
NC_056056.1 1.09E+08 108560001 2.85382 0.464506 BD TRHDE NC_056060.1 86840001 86860001







NC_056056.1 1.09E+08 108575001 2.8072 0.459654 BD TRHDE NC_056070.1 56265001 56285001
NC_056056.1 1.09E+08 108535001 2.17903 0.302263 BD TRHDE NC_056070.1 56270001 56290001
NC_056080.1 44320001 44340001 19.2621 0.52169 BD TRIM60 NC_056070.1 56290001 56310001
NC_056080.1 44325001 44345001 18.1918 0.470335 BD TRIM60 NC_056070.1 56295001 56315001
NC_056080.1 44330001 44350001 10.5952 0.356003 BD TRIM60 NC_056070.1 56300001 56320001
NC_056062.1 61965001 61985001 7.85712 0.390955 BD TRPS1 NC_056070.1 56315001 56335001
NC_056062.1 61935001 61955001 2.96939 0.370506 BD TRPS1 NC_056070.1 56320001 56340001
NC_056062.1 61960001 61980001 5.18584 0.36685 BD TRPS1 NC_056070.1 56325001 56345001
NC_056062.1 61970001 61990001 4.28096 0.341281 BD TRPS1 NC_056056.1 189385001 189405001
NC_056062.1 61940001 61960001 2.58572 0.331812 BD TRPS1 NC_056056.1 189390001 189410001
NC_056062.1 61945001 61965001 2.7599 0.328079 BD TRPS1 NC_056056.1 189395001 189415001
NC_056062.1 61950001 61970001 3.20158 0.327555 BD TRPS1 NC_056056.1 189400001 189420001
NC_056062.1 61930001 61950001 3.22671 0.312487 BD TRPS1 NC_056063.1 28315001 28335001
NC_056062.1 61975001 61995001 3.96327 0.307913 BD TRPS1 NC_056057.1 51575001 51595001
NC_056062.1 61955001 61975001 2.80445 0.291604 BD TRPS1 NC_056057.1 51580001 51600001
NC_056072.1 56565001 56585001 2.27133 0.31452 BD TSEN2 NC_056057.1 73970001 73990001
NC_056058.1 35840001 35860001 2.17583 0.313663 BD TSPAN17 NC_056057.1 73975001 73995001
NC_056058.1 35845001 35865001 3.40059 0.303374 BD TSPAN17 NC_056057.1 73980001 74000001
NC_056059.1 26655001 26675001 3.21647 0.464145 BD TSPAN5 NC_056057.1 73985001 74005001
NC_056059.1 26660001 26680001 2.74453 0.440274 BD TSPAN5 NC_056057.1 73990001 74010001
NC_056059.1 26665001 26685001 2.46496 0.426427 BD TSPAN5 NC_056057.1 73995001 74015001
NC_056059.1 26650001 26670001 2.22874 0.405423 BD TSPAN5 NC_056057.1 74000001 74020001
NC_056080.1 38175001 38195001 4.15244 0.511617 BD TSPAN7 NC_056057.1 73550001 73570001
NC_056080.1 38160001 38180001 8.06351 0.471467 BD TSPAN7 NC_056057.1 73555001 73575001
NC_056080.1 38095001 38115001 4.06354 0.456558 BD TSPAN7 NC_056057.1 73580001 73600001
NC_056080.1 38155001 38175001 6.00553 0.438962 BD TSPAN7 NC_056057.1 73600001 73620001
NC_056080.1 38130001 38150001 4.03402 0.428982 BD TSPAN7 NC_056057.1 73605001 73625001
NC_056080.1 38150001 38170001 2.44625 0.35339 BD TSPAN7 NC_056057.1 73610001 73630001
NC_056080.1 38140001 38160001 2.43086 0.327862 BD TSPAN7 NC_056079.1 13635001 13655001
NC_056080.1 38145001 38165001 2.21869 0.309126 BD TSPAN7 NC_056079.1 13645001 13665001
NC_056058.1 92425001 92445001 3.17308 0.323262 BD TTC37 NC_056079.1 13770001 13790001
NC_056056.1 77300001 77320001 4.36181 0.7988 BD TTC7A NC_056079.1 13775001 13795001
NC_056056.1 2.15E+08 215235001 10.5471 0.296903 BD TUBA8 NC_056079.1 13780001 13800001
NC_056056.1 2.15E+08 215230001 9.1495 0.291598 BD TUBA8 NC_056059.1 26955001 26975001
NC_056056.1 3435001 3455001 5.46454 0.482914 BD UBAC1 NC_056059.1 26960001 26980001
NC_056079.1 41420001 41440001 2.23797 0.309134 BD UBE2E1 NC_056059.1 26965001 26985001
NC_056055.1 1.29E+08 128940001 6.25748 0.51316 BD UBE2E3 NC_056059.1 26970001 26990001
NC_056055.1 1.29E+08 128935001 8.61362 0.487604 BD UBE2E3 NC_056059.1 26975001 26995001
NC_056055.1 1.29E+08 128930001 5.8184 0.408469 BD UBE2E3 NC_056059.1 26980001 27000001
NC_056055.1 1.29E+08 128925001 4.04772 0.318172 BD UBE2E3 NC_056059.1 26985001 27005001
NC_056062.1 50135001 50155001 4.13437 0.349533 BD UBE2W NC_056059.1 26990001 27010001
NC_056065.1 42645001 42665001 2.35518 0.310958 BD UBE4B NC_056059.1 26995001 27015001
NC_056065.1 41620001 41640001 3.08075 0.314569 BD UBIAD1 NC_056059.1 27000001 27020001
NC_056065.1 41615001 41635001 2.86387 0.297659 BD UBIAD1 NC_056059.1 27005001 27025001
NC_056073.1 16275001 16295001 3.32387 0.293851 BD UBR2 NC_056059.1 27030001 27050001
NC_056059.1 29665001 29685001 2.97388 0.42903 BD UNC5C NC_056059.1 27035001 27055001
NC_056059.1 29660001 29680001 2.69544 0.380118 BD UNC5C NC_056057.1 82515001 82535001
NC_056059.1 29655001 29675001 2.24675 0.365505 BD UNC5C NC_056057.1 82545001 82565001
NC_056058.1 4185001 4205001 2.13997 0.343339 BD UPF1 NC_056057.1 82550001 82570001
NC_056058.1 4170001 4190001 2.24507 0.336371 BD UPF1 NC_056056.1 181975001 181995001
NC_056072.1 60375001 60395001 2.37123 0.360579 BD UROC1;ZXDC NC_056056.1 181980001 182000001
NC_056067.1 10410001 10430001 6.10736 0.319652 BD USP10 NC_056056.1 181985001 182005001
NC_056070.1 64160001 64180001 8.48149 0.429952 BD USP30 NC_056056.1 182005001 182025001
NC_056072.1 50830001 50850001 4.60667 0.337436 BD USP4 NC_056056.1 182010001 182030001
NC_056072.1 50825001 50845001 4.41667 0.33656 BD USP4 NC_056056.1 182015001 182035001
NC_056072.1 50815001 50835001 3.66831 0.318634 BD USP4 NC_056056.1 182020001 182040001
NC_056072.1 50820001 50840001 3.20196 0.301816 BD USP4 NC_056080.1 37525001 37545001
NC_056065.1 70075001 70095001 2.2275 0.307615 BD VASH2 NC_056061.1 73695001 73715001
NC_056060.1 41265001 41285001 3.94026 0.293877 BD VCPKMT NC_056061.1 73700001 73720001
NC_056074.1 26765001 26785001 2.5211 0.365123 BD VSIG10L2 NC_056061.1 73705001 73725001
NC_056060.1 65515001 65535001 2.1414 0.357368 BD WDHD1 NC_056061.1 73710001 73730001
NC_056060.1 65510001 65530001 2.15283 0.350526 BD WDHD1 NC_056059.1 57970001 57990001
NC_056075.1 40410001 40430001 9.86254 0.449245 BD WDR11 NC_056059.1 57975001 57995001
NC_056075.1 40400001 40420001 10.2316 0.440641 BD WDR11 NC_056059.1 57980001 58000001
NC_056075.1 40415001 40435001 7.35649 0.440155 BD WDR11 NC_056056.1 222975001 222995001
NC_056075.1 40405001 40425001 15.1708 0.439975 BD WDR11 NC_056056.1 222980001 223000001
NC_056075.1 40395001 40415001 8.3696 0.434965 BD WDR11 NC_056056.1 222985001 223005001
NC_056075.1 40420001 40440001 3.02841 0.365947 BD WDR11 NC_056056.1 223075001 223095001
NC_056075.1 40390001 40410001 4.55087 0.361032 BD WDR11 NC_056056.1 223080001 223100001
NC_056075.1 40355001 40375001 2.10182 0.304607 BD WDR11 NC_056061.1 17110001 17130001
NC_056075.1 40360001 40380001 2.1 0.296612 BD WDR11 NC_056061.1 17115001 17135001
NC_056071.1 64655001 64675001 5.0801 0.38575 BD WDR20 NC_056054.1 275150001 275170001
NC_056071.1 64660001 64680001 3.21542 0.306292 BD WDR20 NC_056054.1 275155001 275175001
NC_056056.1 2.14E+08 213920001 12.0206 0.291937 BD WNT5B NC_056060.1 51350001 51370001







NC_056056.1 2.22E+08 222155001 2.2072 0.374826 BD WNT7B NC_056060.1 51355001 51375001
NC_056070.1 64865001 64885001 2.27947 0.303826 BD WSCD2 NC_056060.1 51360001 51380001
NC_056080.1 7990001 8010001 2.35065 0.322549 BD WWC3 NC_056060.1 51465001 51485001
NC_056062.1 35785001 35805001 2.14428 0.292433 BD XKR4 NC_056060.1 51510001 51530001
NC_056079.1 5985001 6005001 14.879 0.365171 BD XKR5 NC_056060.1 51515001 51535001
NC_056079.1 5990001 6010001 6.20053 0.318861 BD XKR5 NC_056060.1 51520001 51540001
NC_056079.1 6015001 6035001 4.73991 0.30564 BD XKR5;ZNF596 NC_056067.1 14230001 14250001
NC_056054.1 2.47E+08 247275001 2.23763 0.50288 BD XRN1 NC_056056.1 57025001 57045001
NC_056054.1 2.47E+08 247280001 2.19728 0.453247 BD XRN1 NC_056056.1 57030001 57050001
NC_056054.1 2.47E+08 247285001 2.43697 0.446893 BD XRN1 NC_056056.1 57035001 57055001
NC_056066.1 40160001 40180001 4.06658 0.500656 BD XRN2 NC_056056.1 28915001 28935001
NC_056066.1 40170001 40190001 3.17475 0.436806 BD XRN2 NC_056055.1 50250001 50270001
NC_056066.1 40165001 40185001 3.36557 0.435079 BD XRN2 NC_056080.1 108990001 109010001
NC_056066.1 40185001 40205001 2.45714 0.306817 BD XRN2 NC_056080.1 108995001 109015001
NC_056066.1 40175001 40195001 2.26717 0.300306 BD XRN2 NC_056080.1 109000001 109020001
NC_056068.1 6335001 6355001 3.61606 0.298639 BD YAP1 NC_056080.1 109005001 109025001
NC_056068.1 24425001 24445001 2.46522 0.335815 BD ZBTB16 NC_056080.1 109010001 109030001
NC_056068.1 24430001 24450001 3.18068 0.326166 BD ZBTB16 NC_056080.1 109025001 109045001
NC_056068.1 24415001 24435001 2.11823 0.31542 BD ZBTB16 NC_056080.1 109030001 109050001
NC_056068.1 24435001 24455001 2.67621 0.311389 BD ZBTB16 NC_056080.1 109035001 109055001
NC_056068.1 24440001 24460001 3.08623 0.306609 BD ZBTB16 NC_056070.1 58030001 58050001
NC_056068.1 24445001 24465001 2.68281 0.306296 BD ZBTB16 NC_056078.1 24185001 24205001
NC_056068.1 24410001 24430001 2.11083 0.295338 BD ZBTB16 NC_056078.1 24200001 24220001
NC_056068.1 24460001 24480001 2.59084 0.293973 BD ZBTB16 NC_056078.1 24205001 24225001
NC_056054.1 1.8E+08 180170001 2.11704 0.344414 BD ZBTB20 NC_056078.1 24210001 24230001
NC_056068.1 19905001 19925001 5.13556 0.353216 BD ZC3H12C NC_056078.1 24215001 24235001
NC_056068.1 19900001 19920001 4.76103 0.331486 BD ZC3H12C NC_056078.1 24230001 24250001
NC_056072.1 2925001 2945001 2.21559 0.331246 BD ZCWPW2 NC_056078.1 24235001 24255001
NC_056056.1 1.13E+08 112750001 2.63717 0.505087 BD ZDHHC17 NC_056078.1 24240001 24260001
NC_056056.1 1.13E+08 112745001 2.81712 0.429881 BD ZDHHC17 NC_056078.1 24245001 24265001
NC_056056.1 1.13E+08 112740001 3.13748 0.421282 BD ZDHHC17 NC_056078.1 24250001 24270001
NC_056056.1 1.13E+08 112735001 3.21793 0.376004 BD ZDHHC17 NC_056080.1 63550001 63570001
NC_056056.1 1.13E+08 112670001 2.15571 0.373922 BD ZDHHC17 NC_056080.1 63555001 63575001
NC_056056.1 1.13E+08 112665001 2.46728 0.361749 BD ZDHHC17 NC_056080.1 63560001 63580001
NC_056056.1 1.13E+08 112760001 2.13332 0.331162 BD ZDHHC17 NC_056071.1 67425001 67445001
NC_056056.1 1.13E+08 112710001 2.33865 0.317432 BD ZDHHC17 NC_056057.1 53960001 53980001
NC_056056.1 1.13E+08 112730001 2.78285 0.314306 BD ZDHHC17 NC_056057.1 53965001 53985001
NC_056066.1 33290001 33310001 24.3041 0.380784 BD ZEB1 NC_056057.1 53970001 53990001
NC_056066.1 33295001 33315001 23.8755 0.375793 BD ZEB1 NC_056057.1 54000001 54020001
NC_056066.1 33300001 33320001 18.9446 0.372629 BD ZEB1 NC_056062.1 21300001 21320001
NC_056066.1 33285001 33305001 21.725 0.351645 BD ZEB1 NC_056056.1 80640001 80660001
NC_056066.1 33305001 33325001 8.10714 0.323319 BD ZEB1 NC_056056.1 80690001 80710001
NC_056066.1 33280001 33300001 18.1829 0.308776 BD ZEB1 NC_056060.1 18465001 18485001
NC_056066.1 33350001 33370001 2.51327 0.292394 BD ZEB1 NC_056060.1 18470001 18490001
NC_056067.1 65255001 65275001 2.62405 0.409739 BD ZNF304 NC_056060.1 18475001 18495001
NC_056067.1 65260001 65280001 2.91028 0.384674 BD ZNF304 NC_056060.1 18480001 18500001
NC_056055.1 1.03E+08 102850001 2.18587 0.330193 BD ZNF395 NC_056054.1 124815001 124835001
NC_056067.1 17505001 17525001 3.5191 0.322741 BD ZNF423 NC_056054.1 124820001 124840001
NC_056067.1 17500001 17520001 3.2852 0.309979 BD ZNF423 NC_056054.1 124825001 124845001
NC_056067.1 46615001 46635001 3.35231 0.390335 BD ZNF585B NC_056054.1 125025001 125045001
NC_056079.1 6025001 6045001 6.23517 0.330436 BD ZNF596 NC_056064.1 46660001 46680001
NC_056079.1 6020001 6040001 5.67594 0.328751 BD ZNF596 NC_056064.1 46665001 46685001
NC_056079.1 6030001 6050001 4.96314 0.317092 BD ZNF596 NC_056055.1 22590001 22610001
NC_056060.1 43715001 43735001 5.58651 0.435598 BD ZNF609 NC_056055.1 22595001 22615001
NC_056060.1 43710001 43730001 5.67051 0.430195 BD ZNF609 NC_056055.1 22600001 22620001
NC_056060.1 43705001 43725001 3.68633 0.416059 BD ZNF609 NC_056056.1 142800001 142820001
NC_056060.1 43700001 43720001 2.11795 0.333497 BD ZNF609 NC_056056.1 142805001 142825001
NC_056060.1 43720001 43740001 2.70652 0.304342 BD ZNF609 NC_056056.1 142810001 142830001
NC_056067.1 46555001 46575001 2.14809 0.311543 BD ZNF793 NC_056056.1 142815001 142835001
NC_056055.1 1.25E+08 124965001 2.11884 0.330371 BD ZNF804A NC_056056.1 142820001 142840001
NC_056070.1 12530001 12550001 2.35856 0.310891 BD ZNF827 NC_056056.1 142825001 142845001
NC_056072.1 60380001 60400001 2.46965 0.34953 BD ZXDC NC_056056.1 84470001 84490001
NC_056064.1 24480001 24500001 4.67335 0.443221 BD ZZEF1 NC_056056.1 84485001 84505001
NC_056054.1 54110001 54130001 2.4226 0.336853 BD ZZZ3 NC_056056.1 84490001 84510001


NC_056056.1 98990001 99010001
NC_056056.1 99010001 99030001
NC_056056.1 99015001 99035001
NC_056056.1 99020001 99040001
NC_056077.1 28770001 28790001
NC_056077.1 28775001 28795001
NC_056071.1 55620001 55640001
NC_056062.1 21660001 21680001
NC_056055.1 50080001 50100001
NC_056068.1 28315001 28335001







NC_056068.1 28320001 28340001
NC_056068.1 28325001 28345001
NC_056068.1 28330001 28350001
NC_056068.1 28335001 28355001
NC_056068.1 28340001 28360001
NC_056056.1 119035001 119055001
NC_056056.1 119040001 119060001
NC_056056.1 119045001 119065001
NC_056055.1 8670001 8690001
NC_056065.1 40070001 40090001
NC_056055.1 8875001 8895001
NC_056055.1 8880001 8900001
NC_056069.1 8915001 8935001
NC_056069.1 8920001 8940001
NC_056065.1 66845001 66865001
NC_056062.1 16430001 16450001
NC_056062.1 16435001 16455001
NC_056056.1 108400001 108420001
NC_056056.1 108540001 108560001
NC_056056.1 108545001 108565001
NC_056056.1 108550001 108570001
NC_056056.1 108555001 108575001
NC_056080.1 44320001 44340001
NC_056080.1 44325001 44345001
NC_056080.1 44330001 44350001
NC_056080.1 44335001 44355001
NC_056062.1 61775001 61795001
NC_056080.1 127505001 127525001
NC_056080.1 127510001 127530001
NC_056080.1 127515001 127535001
NC_056056.1 102175001 102195001
NC_056056.1 102180001 102200001
NC_056056.1 102185001 102205001
NC_056056.1 102195001 102215001
NC_056056.1 102200001 102220001
NC_056056.1 102235001 102255001
NC_056056.1 102240001 102260001
NC_056056.1 102245001 102265001
NC_056056.1 102250001 102270001
NC_056056.1 102255001 102275001
NC_056056.1 102260001 102280001
NC_056056.1 102265001 102285001
NC_056056.1 102270001 102290001
NC_056059.1 26650001 26670001
NC_056059.1 26655001 26675001
NC_056059.1 26660001 26680001
NC_056059.1 26665001 26685001
NC_056080.1 38090001 38110001
NC_056080.1 38095001 38115001
NC_056080.1 38130001 38150001
NC_056080.1 38160001 38180001
NC_056080.1 38175001 38195001
NC_056074.1 37590001 37610001
NC_056060.1 85110001 85130001
NC_056060.1 85390001 85410001
NC_056056.1 225320001 225340001
NC_056055.1 33510001 33530001
NC_056055.1 33515001 33535001
NC_056055.1 13005001 13025001
NC_056055.1 13010001 13030001
NC_056055.1 13015001 13035001
NC_056055.1 13030001 13050001
NC_056055.1 13035001 13055001
NC_056055.1 81175001 81195001
NC_056062.1 50065001 50085001
NC_056062.1 50070001 50090001
NC_056062.1 50075001 50095001
NC_056062.1 50080001 50100001
NC_056062.1 50085001 50105001
NC_056062.1 50090001 50110001
NC_056062.1 50095001 50115001
NC_056062.1 50100001 50120001
NC_056065.1 42630001 42650001
NC_056065.1 42660001 42680001







NC_056065.1 41615001 41635001
NC_056065.1 41620001 41640001
NC_056065.1 11420001 11440001
NC_056065.1 11425001 11445001
NC_056065.1 11430001 11450001
NC_056055.1 53215001 53235001
NC_056071.1 55975001 55995001
NC_056065.1 18845001 18865001
NC_056065.1 18850001 18870001
NC_056054.1 29585001 29605001
NC_056080.1 40470001 40490001
NC_056061.1 73340001 73360001
NC_056061.1 68935001 68955001
NC_056061.1 68940001 68960001
NC_056061.1 68945001 68965001
NC_056064.1 41345001 41365001
NC_056080.1 82150001 82170001
NC_056072.1 55565001 55585001
NC_056072.1 55570001 55590001
NC_056057.1 83805001 83825001
NC_056057.1 83810001 83830001
NC_056057.1 83815001 83835001
NC_056080.1 116435001 116455001
NC_056080.1 116440001 116460001
NC_056080.1 116450001 116470001
NC_056080.1 116455001 116475001
NC_056080.1 116460001 116480001
NC_056075.1 21100001 21120001
NC_056056.1 92300001 92320001
NC_056056.1 92305001 92325001
NC_056062.1 35735001 35755001
NC_056062.1 35740001 35760001
NC_056055.1 49895001 49915001
NC_056054.1 247190001 247210001
NC_056054.1 247195001 247215001
NC_056054.1 247200001 247220001
NC_056054.1 247220001 247240001
NC_056054.1 247225001 247245001
NC_056054.1 247230001 247250001
NC_056054.1 247235001 247255001
NC_056054.1 247240001 247260001
NC_056054.1 247245001 247265001
NC_056054.1 247250001 247270001
NC_056054.1 247255001 247275001
NC_056054.1 247260001 247280001
NC_056054.1 247265001 247285001
NC_056076.1 36085001 36105001
NC_056060.1 8265001 8285001
NC_056060.1 8270001 8290001
NC_056060.1 8275001 8295001
NC_056068.1 24330001 24350001
NC_056068.1 24335001 24355001
NC_056068.1 24415001 24435001
NC_056068.1 24420001 24440001
NC_056068.1 24425001 24445001
NC_056068.1 24430001 24450001
NC_056068.1 24435001 24455001
NC_056068.1 24440001 24460001
NC_056068.1 24445001 24465001
NC_056068.1 24500001 24520001
NC_056068.1 24505001 24525001
NC_056074.1 33765001 33785001
NC_056074.1 33770001 33790001
NC_056074.1 33775001 33795001
NC_056074.1 33780001 33800001
NC_056074.1 33785001 33805001
NC_056074.1 33790001 33810001
NC_056074.1 33795001 33815001
NC_056068.1 19900001 19920001
NC_056068.1 19905001 19925001
NC_056072.1 2925001 2945001
NC_056056.1 112650001 112670001
NC_056056.1 112715001 112735001
NC_056056.1 112720001 112740001







NC_056056.1 112725001 112745001
NC_056056.1 112730001 112750001
NC_056060.1 86495001 86515001
NC_056062.1 71755001 71775001
NC_056062.1 71760001 71780001
NC_056074.1 38565001 38585001
NC_056074.1 38570001 38590001
NC_056080.1 57440001 57460001
NC_056067.1 39120001 39140001
NC_056067.1 65255001 65275001
NC_056067.1 65260001 65280001
NC_056055.1 130215001 130235001
NC_056055.1 130220001 130240001
NC_056080.1 57425001 57445001
NC_056067.1 17485001 17505001
NC_056066.1 33735001 33755001
NC_056066.1 33740001 33760001
NC_056066.1 33745001 33765001
NC_056066.1 33750001 33770001
NC_056066.1 33755001 33775001
NC_056077.1 37290001 37310001
NC_056062.1 57125001 57145001
NC_056067.1 1850001 1870001
NC_056067.1 1855001 1875001
NC_056067.1 1860001 1880001
NC_056067.1 1865001 1885001
NC_056060.1 13335001 13355001











HZ vs SG2
Pi Fst Region Gene CHROM Start end Pi Fst Region Gene


2.78758 0.227128 GY ABCB5 NC_056055.1 217165001 217185001 2.5442 0.20615 HZ ABCA12
3.48179 0.267094 GY ABCB5 NC_056055.1 217170001 217190001 2.54794 0.217452 HZ ABCA12


3.5414 0.209753 GY ABCB5 NC_056057.1 30380001 30400001 2.53487 0.342098 HZ ABCB5
2.75926 0.241556 GY ABCB7 NC_056057.1 30385001 30405001 2.77989 0.414043 HZ ABCB5
2.52598 0.249573 GY ABCB7 NC_056057.1 30390001 30410001 2.83864 0.363961 HZ ABCB5
3.04676 0.244416 GY ABCB7 NC_056077.1 14850001 14870001 2.45011 0.214202 HZ ABCC1
2.84172 0.221245 GY ABCB7 NC_056067.1 16070001 16090001 3.11406 0.238945 HZ ABCC12
2.71495 0.193572 GY ABCF3;AP2M1 NC_056067.1 16075001 16095001 2.99737 0.216361 HZ ABCC12
3.29385 0.201436 GY ABHD16A;LOC101NC_056073.1 26700001 26720001 2.87951 0.245532 HZ ABHD16A;CSNK2B;G
4.33636 0.223962 GY ABHD16A;LOC101NC_056073.1 26695001 26715001 3.44827 0.22439 HZ ABHD16A;CSNK2B;L
5.22158 0.217241 GY ABHD16A;LOC101NC_056073.1 26670001 26690001 4.79387 0.244081 HZ ABHD16A;LOC10111
4.78431 0.220321 GY ABHD16A;LY6G5BNC_056073.1 26675001 26695001 5.72272 0.270309 HZ ABHD16A;LOC10111
6.21568 0.238707 GY ABHD16A;LY6G6FNC_056073.1 26680001 26700001 6.61363 0.261171 HZ ABHD16A;LOC10111
2.90955 0.193025 GY ABL1;EXOSC2 NC_056073.1 26690001 26710001 4.5098 0.277472 HZ ABHD16A;LY6G5B;L
3.88123 0.257036 GY ACAD8 NC_056073.1 26685001 26705001 6.32028 0.309894 HZ ABHD16A;LY6G6F
3.02581 0.232428 GY ACAD8 NC_056056.1 5920001 5940001 2.53784 0.258198 HZ ABL1;EXOSC2
3.30859 0.227082 GY ACAD8 NC_056068.1 82095001 82115001 3.76245 0.255501 HZ ACAD8
2.99501 0.237583 GY ACAD8;THYN1 NC_056068.1 82100001 82120001 3.23548 0.241829 HZ ACAD8
3.51391 0.259504 GY ACSS3 NC_056068.1 82105001 82125001 3.86328 0.265457 HZ ACAD8
6.16292 0.295992 GY ACSS3 NC_056068.1 82090001 82110001 2.9227 0.253892 HZ ACAD8;THYN1
4.34719 0.253634 GY ACSS3 NC_056068.1 82075001 82095001 6.75481 0.416145 HZ ACAD8;THYN1;VPS2
4.15071 0.245913 GY ACSS3 NC_056068.1 82080001 82100001 5.59744 0.37441 HZ ACAD8;THYN1;VPS2
3.36454 0.230466 GY ACSS3 NC_056068.1 82085001 82105001 3.93548 0.323885 HZ ACAD8;THYN1;VPS2
3.26432 0.340507 GY ACSS3 NC_056054.1 110155001 110175001 7.04573 0.238578 HZ ACKR1
4.38131 0.395442 GY ACSS3 NC_056054.1 110135001 110155001 4.14984 0.229507 HZ ACKR1;CADM3


3.6954 0.371403 GY ACSS3 NC_056054.1 110140001 110160001 4.16308 0.232206 HZ ACKR1;CADM3
3.1381 0.238056 GY ACSS3 NC_056054.1 110145001 110165001 5.04202 0.220242 HZ ACKR1;CADM3


3.09894 0.217557 GY ACTL7A;ACTL7B; NC_056056.1 117215001 117235001 4.06705 0.219015 HZ ACSS3
2.95551 0.216427 GY ADAM19 NC_056057.1 73835001 73855001 3.2013 0.256191 HZ ADAM22
4.03488 0.233633 GY ADAM22 NC_056057.1 73840001 73860001 4.64286 0.245025 HZ ADAM22
23.3879 0.334982 GY ADAM22 NC_056057.1 73845001 73865001 6.34312 0.260391 HZ ADAM22
3.37879 0.204354 GY ADAM22 NC_056057.1 73850001 73870001 4.39841 0.213122 HZ ADAM22
6.30881 0.195722 GY ADAM22 NC_056057.1 73855001 73875001 3.48386 0.226116 HZ ADAM22
3.26165 0.217008 GY ADAM22 NC_056055.1 86510001 86530001 3.22918 0.32665 HZ ADAMTSL1


3.8893 0.224246 GY ADAMTS17 NC_056055.1 86515001 86535001 3.51755 0.353616 HZ ADAMTSL1
3.69388 0.250693 GY ADAMTS17 NC_056055.1 86610001 86630001 3.75749 0.250234 HZ ADAMTSL1
4.01259 0.261317 GY ADAMTS17 NC_056066.1 45785001 45805001 3.05819 0.21431 HZ ADARB2
4.54864 0.251145 GY ADAMTS17 NC_056066.1 45790001 45810001 4.91732 0.256804 HZ ADARB2
3.14792 0.258932 GY ADAMTSL1 NC_056066.1 45795001 45815001 6.40217 0.23259 HZ ADARB2
3.48601 0.306255 GY ADAMTSL1 NC_056066.1 45800001 45820001 7.77866 0.237838 HZ ADARB2
2.90703 0.20349 GY ADGRD1 NC_056066.1 45835001 45855001 2.62371 0.270706 HZ ADARB2
2.42609 0.198404 GY ADGRG2 NC_056066.1 45840001 45860001 3.64657 0.322791 HZ ADARB2
8.80819 0.237516 GY ADRB3 NC_056066.1 45845001 45865001 4.36287 0.36122 HZ ADARB2
2.54167 0.20749 GY AFF1 NC_056066.1 45850001 45870001 3.21221 0.314138 HZ ADARB2
4.87166 0.234239 GY AFF1 NC_056076.1 36175001 36195001 6.74397 0.258654 HZ ADCYAP1
4.39829 0.218858 GY AFF1 NC_056076.1 36180001 36200001 5.46599 0.22056 HZ ADCYAP1
4.06402 0.265547 GY AFF1 NC_056062.1 5290001 5310001 2.39788 0.465754 HZ ADGRB3


3.7353 0.276052 GY AFF1 NC_056059.1 25595001 25615001 2.7881 0.307761 HZ ADH1C
3.15915 0.25808 GY AFF1 NC_056059.1 25600001 25620001 4.20186 0.363719 HZ ADH1C
3.57187 0.332584 GY AFF1 NC_056059.1 25510001 25530001 3.23616 0.368545 HZ ADH7;C6H4orf17
2.49015 0.242002 GY AFF1 NC_056059.1 25515001 25535001 2.39858 0.284211 HZ ADH7;C6H4orf17
4.60316 0.256001 GY AFF2 NC_056059.1 25505001 25525001 2.45864 0.320307 HZ ADH7;C6H4orf17;LO
5.29652 0.302087 GY AFF2 NC_056080.1 87110001 87130001 2.50844 0.235224 HZ AFF2
2.46265 0.231336 GY AFF2 NC_056080.1 87115001 87135001 2.5534 0.26557 HZ AFF2
2.86084 0.221304 GY AFF2 NC_056080.1 87120001 87140001 2.91573 0.303459 HZ AFF2
3.20786 0.192614 GY AFF2 NC_056080.1 87130001 87150001 3.71094 0.222449 HZ AFF2
2.49895 0.242444 GY AFF3 NC_056071.1 16960001 16980001 3.58168 0.209031 HZ AGBL1


3 0.19848 GY AGO3;LOC1011110NC_056055.1 132635001 132655001 3.03839 0.225999 HZ AGPS
4.7249 0.209055 GY AGPAT3 NC_056061.1 49600001 49620001 6.71895 0.299888 HZ AKIRIN2
3.1754 0.193563 GY AKAP7 NC_056061.1 49605001 49625001 6.10651 0.246982 HZ AKIRIN2


2.63265 0.193226 GY ALAS1;TLR9 NC_056061.1 49610001 49630001 5.63353 0.226823 HZ AKIRIN2
2.62462 0.192792 GY ALAS1;TLR9;TWF2NC_056054.1 171135001 171155001 5.03481 0.206212 HZ ALCAM
3.61206 0.194315 GY ALDH4A1 NC_056054.1 171140001 171160001 5.61884 0.247963 HZ ALCAM


5.0871 0.482733 GY ALS2CL NC_056054.1 171145001 171165001 6.21484 0.215343 HZ ALCAM
2.62539 0.192754 GY ALS2CL;PRSS50;T NC_056056.1 36560001 36580001 4.26495 0.237982 HZ ALK
5.38709 0.297062 GY ALS2CL;TMIE NC_056059.1 13565001 13585001 2.75682 0.351925 HZ ALPK1
2.75806 0.513592 GY AMMECR1 NC_056059.1 13570001 13590001 2.90047 0.29874 HZ ALPK1
3.08805 0.507783 GY AMMECR1 NC_056059.1 13575001 13595001 3.39894 0.256506 HZ ALPK1
3.18301 0.416587 GY AMMECR1 NC_056059.1 13580001 13600001 2.68346 0.218981 HZ ALPK1







2.56303 0.284035 GY AMOT NC_056080.1 121900001 121920001 2.60745 0.224617 HZ AMOT
2.42285 0.193872 GY AMOTL1 NC_056063.1 84675001 84695001 7.42639 0.243432 HZ ANKRD10;LOC12182


2.4 0.203018 GY ANGEL1 NC_056063.1 84680001 84700001 13.9212 0.230029 HZ ANKRD10;LOC12182
2.47779 0.232773 GY ANKDD1A NC_056063.1 84685001 84705001 16.3942 0.219131 HZ ANKRD10;LOC12182
3.20044 0.194903 GY ANKDD1A NC_056076.1 33350001 33370001 2.40701 0.217055 HZ ANKRD29
3.85184 0.226707 GY ANKDD1A NC_056060.1 6610001 6630001 4.04226 0.215406 HZ ANKRD31
2.99583 0.281761 GY ANKK1 NC_056069.1 62765001 62785001 2.46201 0.356757 HZ ANKRD33B
5.55218 0.330485 GY ANKK1 NC_056069.1 62770001 62790001 2.80664 0.373698 HZ ANKRD33B
10.3586 0.338092 GY ANKK1 NC_056069.1 62775001 62795001 3.75214 0.394062 HZ ANKRD33B
16.8117 0.318109 GY ANKK1 NC_056069.1 62780001 62800001 3.4881 0.432102 HZ ANKRD33B
11.3272 0.294015 GY ANKK1 NC_056069.1 62785001 62805001 3.48473 0.449237 HZ ANKRD33B
7.40971 0.272675 GY ANKK1;DRD2 NC_056069.1 62790001 62810001 2.63928 0.437372 HZ ANKRD33B
12.7212 0.260823 GY ANKRD10 NC_056055.1 199425001 199445001 2.62488 0.473464 HZ ANKRD44
7.37562 0.281677 GY ANKRD10;LOC121NC_056055.1 199430001 199450001 2.43395 0.440748 HZ ANKRD44
13.3779 0.306976 GY ANKRD10;LOC121NC_056056.1 210320001 210340001 2.44775 0.211934 HZ ANO2
15.5289 0.297127 GY ANKRD10;LOC121NC_056056.1 141285001 141305001 3.37983 0.21535 HZ ANO6
4.07802 0.214081 GY ANKRD31 NC_056056.1 141290001 141310001 3.06611 0.213213 HZ ANO6


6.5646 0.240608 GY ANKRD31 NC_056067.1 38775001 38795001 3.36046 0.249449 HZ AP1G1
3.86651 0.218416 GY ANKRD31 NC_056074.1 15960001 15980001 3.09602 0.277585 HZ AQP11
2.44958 0.227469 GY ANKRD33B NC_056074.1 15965001 15985001 2.62529 0.227831 HZ AQP11
3.08038 0.195529 GY ANKRD33B NC_056074.1 15950001 15970001 3.125 0.266501 HZ AQP11;CLNS1A
2.83961 0.227581 GY ANKRD33B NC_056074.1 15955001 15975001 3.08044 0.280876 HZ AQP11;CLNS1A
2.79574 0.226143 GY ANKRD33B NC_056055.1 37705001 37725001 4.64467 0.256297 HZ AQP3;NOL6
16.5763 0.260085 GY ANKRD37;C26H4oNC_056062.1 44360001 44380001 2.88586 0.208991 HZ ARFGEF1
26.4881 0.265392 GY ANKRD37;UFSP2 NC_056062.1 44370001 44390001 2.51915 0.219177 HZ ARFGEF1


22.958 0.274701 GY ANKRD37;UFSP2 NC_056070.1 5025001 5045001 4.97826 0.252343 HZ ARFIP1
3.66296 0.260753 GY ANKRD44 NC_056070.1 5030001 5050001 3 0.243699 HZ ARFIP1
3.04115 0.241553 GY ANKRD44 NC_056070.1 5035001 5055001 2.77035 0.247407 HZ ARFIP1
2.83449 0.22881 GY ANKRD44 NC_056070.1 5040001 5060001 2.45842 0.256122 HZ ARFIP1
2.77224 0.198 GY ANO4 NC_056068.1 20425001 20445001 5.53278 0.231891 HZ ARHGAP20
3.36285 0.211358 GY ANO4 NC_056064.1 31035001 31055001 3.46421 0.226293 HZ ARHGAP44


2.7621 0.226452 GY ANO4 NC_056064.1 31040001 31060001 3.99123 0.223037 HZ ARHGAP44
2.4588 0.226009 GY ANO4 NC_056064.1 31045001 31065001 4.42796 0.205417 HZ ARHGAP44


14.2671 0.19405 GY ANO4 NC_056080.1 9680001 9700001 8.21127 0.217348 HZ ARHGAP6
5.054 0.257348 GY ANO4 NC_056056.1 200585001 200605001 2.59822 0.205535 HZ ARHGDIB;ERP27


4.31523 0.267653 GY ANO4 NC_056057.1 108790001 108810001 2.6875 0.23359 HZ ARHGEF5
3.17697 0.290438 GY ANO4 NC_056056.1 140585001 140605001 6.43369 0.211531 HZ ARID2
2.53558 0.27568 GY ANO4 NC_056056.1 140655001 140675001 2.72579 0.224145 HZ ARID2
2.42686 0.247465 GY ANO4 NC_056056.1 140660001 140680001 2.37428 0.241275 HZ ARID2
3.51933 0.20394 GY ANO6 NC_056056.1 140570001 140590001 4.27718 0.248344 HZ ARID2;SCAF11


3.1471 0.204426 GY ANO6 NC_056056.1 140575001 140595001 6.8631 0.232448 HZ ARID2;SCAF11
2.74663 0.274681 GY APOB NC_056056.1 140580001 140600001 7.31868 0.211931 HZ ARID2;SCAF11
4.84263 0.227308 GY AQP3;NOL6 NC_056060.1 68480001 68500001 2.81712 0.233767 HZ ARMH4


2.7193 0.198903 GY ARF6 NC_056060.1 68485001 68505001 2.84486 0.242171 HZ ARMH4
2.76297 0.198269 GY ARHGAP6;LOC101NC_056060.1 68490001 68510001 3.20563 0.264535 HZ ARMH4
2.47354 0.202652 GY ARHGEF37 NC_056056.1 188045001 188065001 2.54933 0.247708 HZ ARNTL2
2.54691 0.255008 GY ARMC1 NC_056056.1 188050001 188070001 2.92509 0.244576 HZ ARNTL2
3.17498 0.209233 GY ARMH4 NC_056056.1 188055001 188075001 4.39671 0.236174 HZ ARNTL2
2.82279 0.205166 GY ARNTL2 NC_056056.1 188060001 188080001 6.05627 0.271146 HZ ARNTL2
3.51757 0.21234 GY ARNTL2 NC_056056.1 188065001 188085001 2.77025 0.214973 HZ ARNTL2
2.72153 0.233293 GY ARPP21 NC_056077.1 37460001 37480001 6.02248 0.220246 HZ ARPC1A
2.80115 0.197706 GY ARPP21 NC_056077.1 37465001 37485001 5.09054 0.23282 HZ ARPC1A
3.41444 0.397186 GY ASB5 NC_056060.1 55940001 55960001 2.82641 0.266281 HZ ARPP19;FAM214A


2.6878 0.218115 GY ASCL2 NC_056060.1 55975001 55995001 2.59679 0.246415 HZ ARPP19;MYO5A
3.06647 0.214578 GY ASTN1 NC_056056.1 200685001 200705001 3.69545 0.253847 HZ ART4
3.50385 0.244361 GY ASTN1 NC_056056.1 200695001 200715001 2.69908 0.21806 HZ ART4;C3H12orf60;SM
2.51812 0.254924 GY ASTN1 NC_056056.1 200690001 200710001 3.75299 0.266955 HZ ART4;SMCO3
2.50246 0.284628 GY ATG4A;COL4A6 NC_056079.1 18375001 18395001 2.61773 0.23449 HZ ASAH1
10.9671 0.28895 GY ATMIN;CENPN NC_056079.1 18380001 18400001 2.95376 0.246043 HZ ASAH1
5.07416 0.254051 GY ATMIN;CENPN NC_056079.1 18385001 18405001 3.30784 0.206325 HZ ASAH1
5.74515 0.279972 GY ATP10B NC_056064.1 24075001 24095001 5.30995 0.211091 HZ ASPA;SPATA22
3.50072 0.267193 GY ATP10B NC_056065.1 57650001 57670001 2.37736 0.211878 HZ ASTN1
2.64791 0.267034 GY ATP10B NC_056056.1 135535001 135555001 2.77727 0.273376 HZ ATF1
2.58983 0.259135 GY ATP6V0A1 NC_056056.1 135540001 135560001 5.71911 0.242875 HZ ATF1
2.48829 0.19574 GY ATP7A NC_056067.1 7200001 7220001 10.679 0.290754 HZ ATMIN;CENPN


2.6079 0.222683 GY ATP7A NC_056067.1 7205001 7225001 4.87924 0.238664 HZ ATMIN;CENPN
2.54063 0.212402 GY ATP7A NC_056058.1 70075001 70095001 2.60663 0.22332 HZ ATP10B


2.4428 0.208197 GY ATP7A NC_056080.1 95530001 95550001 4.17597 0.23275 HZ ATP11C
3.56937 0.227646 GY ATR;XRN1 NC_056062.1 34850001 34870001 2.72806 0.240185 HZ ATP6V1H
4.28714 0.23479 GY ATR;XRN1 NC_056080.1 69100001 69120001 2.6923 0.330887 HZ ATP7A
5.39631 0.232463 GY AURKA;CSTF1 NC_056080.1 69105001 69125001 3.81706 0.361378 HZ ATP7A


9.4898 0.278977 GY AURKA;CSTF1 NC_056055.1 26230001 26250001 6.22312 0.24952 HZ AUH
11.3632 0.288858 GY AURKA;CSTF1 NC_056055.1 26235001 26255001 9.72389 0.279922 HZ AUH
7.81562 0.283103 GY AURKA;CSTF1;FA NC_056066.1 59195001 59215001 7.48387 0.28445 HZ AURKA;CSTF1







3.47797 0.2602 GY AURKA;FAM210B NC_056066.1 59200001 59220001 11.6939 0.348618 HZ AURKA;CSTF1
2.43086 0.211107 GY B3GALNT2 NC_056066.1 59205001 59225001 11.684 0.380438 HZ AURKA;CSTF1
3.33839 0.203121 GY B3GALNT2 NC_056066.1 59210001 59230001 7.61563 0.366115 HZ AURKA;CSTF1;FAM
2.93404 0.196373 GY B4GALT6 NC_056066.1 59215001 59235001 3.41525 0.300572 HZ AURKA;FAM210B
3.15404 0.212157 GY B4GALT6 NC_056077.1 30870001 30890001 2.73012 0.22324 HZ AUTS2
3.01624 0.206531 GY B4GALT6 NC_056074.1 40820001 40840001 5.47502 0.484413 HZ B4GAT1;BRMS1
4.65835 0.229562 GY B4GALT6 NC_056074.1 40825001 40845001 4.75721 0.499189 HZ B4GAT1;BRMS1
3.39729 0.216377 GY B4GALT6 NC_056074.1 40815001 40835001 2.63987 0.39092 HZ B4GAT1;BRMS1;RIN
2.50896 0.228546 GY B4GALT6 NC_056066.1 35405001 35425001 2.77696 0.262023 HZ BAMBI
5.90626 0.418981 GY B4GAT1;BRMS1 NC_056059.1 23195001 23215001 3.11612 0.282238 HZ BANK1
5.08091 0.424373 GY B4GAT1;BRMS1 NC_056059.1 23200001 23220001 2.98489 0.256421 HZ BANK1
2.96078 0.244214 GY B4GAT1;BRMS1;RNC_056059.1 23205001 23225001 2.91585 0.25337 HZ BANK1
3.17686 0.326243 GY B4GAT1;BRMS1;RNC_056054.1 70865001 70885001 5.40465 0.238976 HZ BCAR3


3.3619 0.276948 GY BAG4 NC_056080.1 39475001 39495001 2.96178 0.27442 HZ BCOR
3.23958 0.209274 GY BANK1 NC_056080.1 129130001 129150001 2.36202 0.209696 HZ BEX4
2.56256 0.25783 GY BANK1 NC_056068.1 6005001 6025001 2.59427 0.248894 HZ BIRC2
20.5221 0.191956 GY BBS2 NC_056068.1 6010001 6030001 3.99193 0.267058 HZ BIRC2
5.70771 0.205839 GY BBS9 NC_056068.1 6015001 6035001 3.66935 0.276021 HZ BIRC2
6.78746 0.26822 GY BCAM;CBLC NC_056054.1 100000001 100020001 4.58621 0.23704 HZ BOLA1;SV2A
2.61701 0.239265 GY BCAM;CBLC NC_056054.1 100005001 100025001 6.05724 0.227831 HZ BOLA1;SV2A
11.5535 0.196277 GY BCAR3 NC_056056.1 203025001 203045001 4.41122 0.389624 HZ BORCS5
2.54756 0.234785 GY BCOR NC_056056.1 203030001 203050001 8.16239 0.435324 HZ BORCS5
2.58148 0.195578 GY BNIP3 NC_056056.1 203035001 203055001 10.5738 0.435227 HZ BORCS5
2.93466 0.21234 GY BNIP3 NC_056056.1 203040001 203060001 5.22014 0.383112 HZ BORCS5
2.56105 0.19513 GY BNIP3 NC_056056.1 203045001 203065001 2.86884 0.323513 HZ BORCS5
3.59876 0.219603 GY BOD1 NC_056057.1 105535001 105555001 3.10227 0.324785 HZ BRAF
2.77012 0.251 GY BTBD8 NC_056057.1 105540001 105560001 6.17361 0.401672 HZ BRAF
4.10741 0.193252 GY BTBD8 NC_056057.1 105545001 105565001 7.24348 0.418816 HZ BRAF
4.97562 0.229775 GY BUB1B NC_056057.1 105550001 105570001 5.75412 0.422262 HZ BRAF
3.60361 0.378177 GY BUB1B NC_056057.1 105555001 105575001 6.76891 0.423738 HZ BRAF
2.45516 0.260645 GY C10H13orf42 NC_056057.1 105560001 105580001 4.79977 0.422988 HZ BRAF
7.00747 0.211625 GY C12H1orf21 NC_056057.1 105565001 105585001 4.0626 0.43446 HZ BRAF
20.0108 0.314594 GY C12H1orf21 NC_056057.1 105570001 105590001 3.5123 0.475044 HZ BRAF
14.6222 0.326262 GY C12H1orf21 NC_056057.1 105575001 105595001 2.74092 0.479015 HZ BRAF
6.09142 0.238563 GY C12H1orf21 NC_056057.1 105580001 105600001 2.57211 0.528393 HZ BRAF
4.27339 0.209094 GY C12H1orf21 NC_056057.1 105585001 105605001 3.73005 0.498064 HZ BRAF
10.1102 0.202988 GY C12H1orf21 NC_056057.1 105590001 105610001 4.15231 0.426714 HZ BRAF
13.8571 0.201186 GY C12H1orf21 NC_056057.1 105595001 105615001 4.45697 0.407761 HZ BRAF
6.90418 0.213175 GY C12H1orf21 NC_056057.1 105600001 105620001 5.97394 0.293381 HZ BRAF
2.45336 0.26081 GY C14H16orf95 NC_056057.1 105605001 105625001 9.02723 0.215586 HZ BRAF
2.61392 0.192306 GY C14H16orf95 NC_056074.1 46445001 46465001 3.98852 0.31269 HZ BRSK2
11.3714 0.228097 GY C14H19orf73;LIN7BNC_056074.1 46450001 46470001 3.63365 0.236863 HZ BRSK2
11.1475 0.277279 GY C15H11orf52;DIXDNC_056074.1 46455001 46475001 6.9948 0.231256 HZ BRSK2
4.67369 0.264726 GY C15H11orf52;DIXDNC_056074.1 46460001 46480001 11.8507 0.217476 HZ BRSK2


3.3093 0.369616 GY C15H11orf87 NC_056074.1 46465001 46485001 16.7652 0.221252 HZ BRSK2
3.26532 0.239997 GY C15H11orf97 NC_056074.1 46470001 46490001 20.9625 0.225049 HZ BRSK2
3.09206 0.239149 GY C15H11orf97 NC_056074.1 46430001 46450001 6.06015 0.288727 HZ BRSK2;MOB2
2.50275 0.281736 GY C15H11orf97 NC_056074.1 46435001 46455001 7.0695 0.281658 HZ BRSK2;MOB2
9.31031 0.22135 GY C1GALT1C1 NC_056074.1 46440001 46460001 6.46191 0.319769 HZ BRSK2;MOB2
2.43513 0.193376 GY C1H1orf146 NC_056054.1 19475001 19495001 5.71552 0.2201 HZ BTBD19;DYNLT4;PL


3.1777 0.227364 GY C1H1orf146 NC_056080.1 133045001 133065001 2.94525 0.233775 HZ BTK;LOC101105982
4.43393 0.271605 GY C1H1orf146;GLMNNC_056067.1 12265001 12285001 2.95937 0.254108 HZ C14H16orf95
6.92514 0.298335 GY C1H1orf146;GLMNNC_056067.1 12270001 12290001 5.22694 0.307624 HZ C14H16orf95
7.32663 0.299362 GY C1H1orf146;GLMNNC_056067.1 12275001 12295001 7.51513 0.397481 HZ C14H16orf95
9.50961 0.324759 GY C1H1orf146;GLMNNC_056067.1 12280001 12300001 2.93086 0.300074 HZ C14H16orf95
2.46299 0.320751 GY C1H1orf68 NC_056068.1 15625001 15645001 3.82865 0.261539 HZ C15H11orf97
2.75341 0.201311 GY C1H3orf33 NC_056068.1 15630001 15650001 2.82878 0.33411 HZ C15H11orf97
6.58492 0.21792 GY C3H2orf15;TSGA10NC_056068.1 15635001 15655001 2.74666 0.38399 HZ C15H11orf97


17.783 0.31927 GY C6H4orf17 NC_056068.1 15640001 15660001 2.78724 0.371361 HZ C15H11orf97
5.72633 0.282454 GY C6H4orf17 NC_056054.1 104495001 104515001 2.46491 0.315418 HZ C1H1orf189;C1H1orf4


6.018 0.301369 GY C6H4orf17 NC_056054.1 202870001 202890001 2.49518 0.261565 HZ C1H3orf70
3.60437 0.286361 GY C6H4orf17 NC_056073.1 44640001 44660001 2.65861 0.24439 HZ C20H6orf52;LOC1011
2.73921 0.21137 GY C6H4orf50 NC_056074.1 41180001 41200001 6.28571 0.205282 HZ C21H11orf80
2.45592 0.206814 GY C6H4orf50 NC_056056.1 102165001 102185001 3.33701 0.213965 HZ C3H2orf15;LIPT1;TSG
3.03255 0.198088 GY CADM1 NC_056056.1 102170001 102190001 3.93868 0.223038 HZ C3H2orf15;TSGA10
4.77652 0.22793 GY CADM2 NC_056056.1 95640001 95660001 4.3328 0.209227 HZ C3H2orf78
3.09351 0.263557 GY CADM2 NC_056059.1 25430001 25450001 16.4273 0.472966 HZ C6H4orf17
2.64196 0.261988 GY CADM2 NC_056059.1 25435001 25455001 5.31852 0.413084 HZ C6H4orf17
2.51149 0.252814 GY CADM2 NC_056059.1 25440001 25460001 5.74107 0.414029 HZ C6H4orf17
2.69548 0.268707 GY CALCOCO1 NC_056059.1 25445001 25465001 3.57143 0.365418 HZ C6H4orf17
6.09134 0.315134 GY CALCOCO1 NC_056059.1 25410001 25430001 5.30697 0.284377 HZ C6H4orf17;TRMT10A
2.79967 0.277916 GY CAMKMT NC_056061.1 49930001 49950001 2.9914 0.227369 HZ C8H6orf163;SMIM8
4.30836 0.356124 GY CAMKMT NC_056056.1 214555001 214575001 2.44894 0.209391 HZ CACNA1C


6.9461 0.437686 GY CAMKMT NC_056056.1 216910001 216930001 2.46022 0.218395 HZ CACNA1I







14.7925 0.506314 GY CAMKMT NC_056056.1 216915001 216935001 2.36659 0.227434 HZ CACNA1I
16.2034 0.420571 GY CAMKMT NC_056054.1 110130001 110150001 5.53947 0.223253 HZ CADM3
13.1118 0.401848 GY CAMKMT NC_056057.1 100200001 100220001 3.35224 0.205276 HZ CALD1
6.79801 0.348777 GY CAMKMT NC_056057.1 100205001 100225001 2.45379 0.214404 HZ CALD1
2.95555 0.210322 GY CAMKMT NC_056059.1 12175001 12195001 15.9236 0.236161 HZ CAMK2D
2.61368 0.225137 GY CAMKMT NC_056056.1 79615001 79635001 3.01062 0.207506 HZ CAMKMT
4.73105 0.264611 GY CAMKMT NC_056056.1 79620001 79640001 3.83455 0.286767 HZ CAMKMT
3.03994 0.318063 GY CAMKMT;PREPL NC_056056.1 79625001 79645001 3.16085 0.330351 HZ CAMKMT
2.64429 0.214827 GY CAP2 NC_056056.1 79630001 79650001 2.85284 0.328443 HZ CAMKMT
2.99176 0.217839 GY CAP2 NC_056056.1 79740001 79760001 2.79581 0.223374 HZ CAMKMT
2.60782 0.199077 GY CAPN8 NC_056056.1 79745001 79765001 3.18432 0.21172 HZ CAMKMT
2.47323 0.223369 GY CAPN8 NC_056056.1 79870001 79890001 5.42606 0.218998 HZ CAMKMT
2.46112 0.227531 GY CAPN8 NC_056056.1 79875001 79895001 8.49036 0.273091 HZ CAMKMT
2.43454 0.231333 GY CAPN8 NC_056056.1 79880001 79900001 17.2403 0.34473 HZ CAMKMT
4.11652 0.229069 GY CARD10 NC_056056.1 79885001 79905001 18.7519 0.261275 HZ CAMKMT
12.2672 0.363904 GY CARD10 NC_056056.1 79890001 79910001 15.3478 0.219036 HZ CAMKMT
27.6616 0.400523 GY CARD10 NC_056058.1 14190001 14210001 5.61203 0.216658 HZ CAMSAP3;LOC10112


25.023 0.405316 GY CARD10 NC_056058.1 14180001 14200001 7.24201 0.210048 HZ CAMSAP3;XAB2
2.86343 0.196249 GY CASK;GPR82 NC_056073.1 39205001 39225001 6.04045 0.206001 HZ CAP2
3.36667 0.258705 GY CASQ1;LOC101118NC_056080.1 40970001 40990001 2.93795 0.384353 HZ CASK
2.50976 0.215309 GY CASS4 NC_056066.1 59190001 59210001 4.50178 0.211776 HZ CASS4;CSTF1
2.53885 0.199625 GY CASS4 NC_056065.1 42185001 42205001 2.67256 0.206161 HZ CASZ1
2.49325 0.198304 GY CASS4;CSTF1 NC_056067.1 13630001 13650001 4.00979 0.384279 HZ CBFA2T3
3.32989 0.197755 GY CBFA2T3 NC_056067.1 13635001 13655001 5.59588 0.333769 HZ CBFA2T3
6.01939 0.203173 GY CBFA2T3 NC_056055.1 68515001 68535001 5.7195 0.240088 HZ CBWD1
8.28723 0.2098 GY CBFA2T3 NC_056078.1 24275001 24295001 6.51113 0.524355 HZ CCAR1


2.5365 0.195068 GY CBFA2T3 NC_056078.1 24280001 24300001 3.03481 0.316653 HZ CCAR1
5.61269 0.217578 GY CBLC NC_056078.1 24260001 24280001 6.67621 0.430784 HZ CCAR1;TET1
7.53781 0.265426 GY CBLC NC_056078.1 24265001 24285001 4.95654 0.447418 HZ CCAR1;TET1
11.0325 0.266705 GY CBLC NC_056080.1 100700001 100720001 3.12061 0.508974 HZ CCDC160
11.4111 0.260483 GY CCAR1 NC_056080.1 100705001 100725001 2.79327 0.418771 HZ CCDC160
9.44763 0.29978 GY CCAR1;TET1 NC_056080.1 100710001 100730001 2.76078 0.362748 HZ CCDC160
8.00002 0.295149 GY CCAR1;TET1 NC_056080.1 100715001 100735001 3.35462 0.345569 HZ CCDC160
2.51131 0.358495 GY CCDC43;MEIOC NC_056064.1 50165001 50185001 2.67233 0.204917 HZ CCDC57
2.83734 0.192951 GY CCDC68 NC_056056.1 68690001 68710001 2.44762 0.348891 HZ CCDC88A
3.21774 0.229163 GY CCDC68 NC_056077.1 34470001 34490001 7.21528 0.3308 HZ CCL26
2.65567 0.24663 GY CCDC68 NC_056059.1 34900001 34920001 8.19445 0.224203 HZ CCSER1
4.11473 0.19249 GY CCL1 NC_056059.1 35075001 35095001 2.58004 0.215231 HZ CCSER1
2.77914 0.202946 GY CCL1 NC_056059.1 35080001 35100001 2.77659 0.219854 HZ CCSER1
3.92288 0.214061 GY CCSER1 NC_056069.1 24130001 24150001 10.228 0.248195 HZ CDC20B;GPX8
4.04236 0.218709 GY CCSER1 NC_056069.1 24135001 24155001 15.0968 0.287031 HZ CDC20B;GPX8
3.26408 0.413228 GY CCSER1 NC_056069.1 24140001 24160001 16.6666 0.291706 HZ CDC20B;GPX8
6.69723 0.49504 GY CCSER1 NC_056069.1 24145001 24165001 6.0828 0.260024 HZ CDC20B;GPX8
10.3409 0.395961 GY CCSER1 NC_056067.1 8905001 8925001 2.51912 0.284797 HZ CDH13
3.60587 0.283298 GY CCSER1 NC_056067.1 8910001 8930001 2.36141 0.218206 HZ CDH13
3.21553 0.227416 GY CDC27 NC_056059.1 91165001 91185001 3.17979 0.507628 HZ CDKL2
3.40071 0.195469 GY CDH11 NC_056059.1 91170001 91190001 3.38254 0.544615 HZ CDKL2


2.5067 0.313797 GY CDH20 NC_056059.1 91175001 91195001 2.45714 0.520899 HZ CDKL2
3.1728 0.213472 GY CDH4 NC_056060.1 4640001 4660001 3.99711 0.347698 HZ CDO1


2.89706 0.234758 GY CDH4 NC_056056.1 86835001 86855001 2.36375 0.385527 HZ CEBPZ;NDUFAF7;PR
2.50629 0.191996 GY CDH4 NC_056067.1 7195001 7215001 11.0811 0.279256 HZ CENPN
7.31417 0.217728 GY CDHR1;LRIT2 NC_056067.1 7190001 7210001 5.1365 0.23387 HZ CENPN;LOC1011211
7.00725 0.202226 GY CDK5RAP2 NC_056065.1 60575001 60595001 2.45039 0.263384 HZ CEP350


34.209 0.246699 GY CDK5RAP2 NC_056060.1 6890001 6910001 2.98252 0.208132 HZ CERT1
4.31515 0.218688 GY CDKL2 NC_056060.1 6895001 6915001 4.53449 0.217978 HZ CERT1
4.79834 0.227392 GY CDKL2 NC_056057.1 98275001 98295001 2.66893 0.284025 HZ CHCHD3
3.67321 0.212832 GY CDKL2 NC_056057.1 98280001 98300001 3.07222 0.29272 HZ CHCHD3
2.55929 0.198466 GY CDKL2 NC_056057.1 98285001 98305001 3.27922 0.333112 HZ CHCHD3
5.61741 0.212566 GY CDO1 NC_056057.1 98290001 98310001 3.08261 0.247434 HZ CHCHD3
9.62524 0.313928 GY CEBPE;SLC7A8 NC_056057.1 98295001 98315001 3.29814 0.238706 HZ CHCHD3


5.1927 0.225613 GY CEBPE;SLC7A8 NC_056057.1 98300001 98320001 2.99414 0.211193 HZ CHCHD3
10.9324 0.275931 GY CENPN NC_056056.1 104085001 104105001 3.71667 0.220393 HZ CIAO1;SNRNP200;TM
4.80426 0.225005 GY CENPN;LOC10112 NC_056056.1 104090001 104110001 6.18752 0.296825 HZ CIAO1;SNRNP200;TM
2.83928 0.244791 GY CERS6 NC_056056.1 104095001 104115001 6.37698 0.309275 HZ CIAO1;TMEM127
2.93174 0.241536 GY CERS6 NC_056055.1 135660001 135680001 2.43096 0.279261 HZ CIR1;SP9
2.89008 0.266233 GY CERS6 NC_056074.1 41670001 41690001 2.84884 0.209197 HZ CLCF1
2.96074 0.243953 GY CERS6 NC_056074.1 41675001 41695001 2.44167 0.208618 HZ CLCF1;RAD9A
3.29744 0.238159 GY CERS6 NC_056054.1 126335001 126355001 7.56756 0.401882 HZ CLDN8
4.23062 0.267056 GY CERS6 NC_056077.1 10255001 10275001 3.92396 0.231391 HZ CLEC16A
3.06109 0.230592 GY CERS6 NC_056077.1 10260001 10280001 2.84482 0.247966 HZ CLEC16A
2.41682 0.232223 GY CFAP47 NC_056077.1 10265001 10285001 2.37869 0.235814 HZ CLEC16A
4.44599 0.26596 GY CFAP47 NC_056056.1 206075001 206095001 2.62127 0.224809 HZ CLEC2D


4.9877 0.303454 GY CFAP47 NC_056056.1 206080001 206100001 3.05008 0.22688 HZ CLEC2D;LOC101122
4.79166 0.299769 GY CFAP47 NC_056077.1 33500001 33520001 9.63392 0.330233 HZ CLIP2







3.38388 0.264793 GY CFAP47 NC_056077.1 33550001 33570001 3.34565 0.243242 HZ CLIP2
2.46634 0.286061 GY CHCHD3 NC_056077.1 26545001 26565001 3.73346 0.279579 HZ CLN3
2.45663 0.30183 GY CHCHD3 NC_056077.1 26550001 26570001 3.44576 0.232558 HZ CLN3
2.85075 0.263047 GY CHCHD3 NC_056077.1 26540001 26560001 7.61169 0.353169 HZ CLN3;LOC101112694


3.3037 0.302985 GY CHCHD3 NC_056074.1 15935001 15955001 5.75699 0.34549 HZ CLNS1A
3.4724 0.412706 GY CHCHD3 NC_056074.1 15940001 15960001 4.12621 0.284837 HZ CLNS1A


3.15798 0.375407 GY CHCHD3 NC_056074.1 15945001 15965001 4.11655 0.29062 HZ CLNS1A
3.4452 0.378972 GY CHCHD3 NC_056074.1 15920001 15940001 8.75469 0.310244 HZ CLNS1A;RSF1


3.32904 0.349412 GY CHCHD3 NC_056064.1 23450001 23470001 2.40939 0.206811 HZ CLUH;PAFAH1B1
3.64286 0.274425 GY CHCHD3 NC_056064.1 23455001 23475001 2.60938 0.211162 HZ CLUH;PAFAH1B1
2.40514 0.216437 GY CHCHD3 NC_056061.1 15550001 15570001 7.46208 0.20981 HZ CLVS2
2.65498 0.2261 GY CHCHD3 NC_056067.1 25440001 25460001 4.31391 0.239678 HZ CNGB1
2.67213 0.265872 GY CHCHD3 NC_056067.1 25445001 25465001 7.22807 0.32679 HZ CNGB1
10.3315 0.261718 GY CIAO3;HAGHL NC_056067.1 25450001 25470001 5.71053 0.314336 HZ CNGB1
3.44972 0.265973 GY CLDN25;USP28 NC_056067.1 25455001 25475001 4.57143 0.218351 HZ CNGB1
6.68447 0.311356 GY CLDN25;USP28 NC_056065.1 27060001 27080001 2.57993 0.430085 HZ CNIH3
3.00145 0.304402 GY CLDN25;USP28;ZWNC_056072.1 7110001 7130001 2.51122 0.288531 HZ CNOT10
2.68749 0.253168 GY CLDN25;ZW10 NC_056058.1 63815001 63835001 3.69037 0.302153 HZ CNOT8;FAXDC2
2.70895 0.194532 GY CLEC2D NC_056058.1 63820001 63840001 4.15263 0.310204 HZ CNOT8;FAXDC2
2.54042 0.230354 GY CLEC2D NC_056058.1 63825001 63845001 3.69263 0.334891 HZ CNOT8;FAXDC2
2.49071 0.235114 GY CLEC2D;LOC10112NC_056058.1 63830001 63850001 5.00436 0.354913 HZ CNOT8;GEMIN5
2.60001 0.201256 GY CLEC2D;LOC10112NC_056058.1 63835001 63855001 6.05509 0.346906 HZ CNOT8;GEMIN5
5.06956 0.202958 GY CLIC5 NC_056058.1 63840001 63860001 6.09364 0.345473 HZ CNOT8;GEMIN5


2.9093 0.214157 GY CLIC5 NC_056056.1 146340001 146360001 2.86397 0.269332 HZ CNTN1
2.61753 0.279929 GY CLIC5 NC_056056.1 146345001 146365001 2.82237 0.280573 HZ CNTN1
8.01785 0.471998 GY CLIP2 NC_056056.1 146350001 146370001 2.37257 0.286406 HZ CNTN1
15.7449 0.32805 GY CLIP2 NC_056056.1 146355001 146375001 2.39621 0.238895 HZ CNTN1
9.10194 0.309138 GY CLIP2 NC_056056.1 146400001 146420001 4.43257 0.214006 HZ CNTN1
5.45622 0.340054 GY CLIP2 NC_056068.1 9800001 9820001 4.95723 0.228243 HZ CNTN5


3.6913 0.237771 GY CLIP2 NC_056057.1 111395001 111415001 2.88282 0.238086 HZ CNTNAP2
2.58662 0.247045 GY CLIP2 NC_056057.1 111400001 111420001 2.57834 0.215473 HZ CNTNAP2
9.97027 0.19695 GY CLSTN2 NC_056057.1 112050001 112070001 3.10491 0.245987 HZ CNTNAP2
3.39539 0.243921 GY CLYBL NC_056057.1 112055001 112075001 4.51454 0.22226 HZ CNTNAP2
4.07544 0.276693 GY CLYBL NC_056057.1 50065001 50085001 8.37221 0.240208 HZ COG5
2.61782 0.292834 GY CLYBL NC_056057.1 50070001 50090001 11.0562 0.262526 HZ COG5
2.63225 0.218322 GY CNGB1 NC_056057.1 50075001 50095001 10.398 0.255728 HZ COG5;DUS4L
3.73373 0.228005 GY CNGB1 NC_056057.1 50080001 50100001 4.67413 0.208217 HZ COG5;DUS4L
4.65024 0.234498 GY CNGB1 NC_056078.1 25420001 25440001 8.7627 0.22373 HZ COL13A1
6.86403 0.334667 GY CNGB1 NC_056059.1 16360001 16380001 3.09075 0.205982 HZ COL25A1
5.11842 0.339852 GY CNGB1 NC_056059.1 16365001 16385001 3.47397 0.259402 HZ COL25A1
3.70239 0.305207 GY CNGB1 NC_056059.1 16370001 16390001 3.20813 0.250583 HZ COL25A1
4.82457 0.226348 GY CNNM2 NC_056080.1 126610001 126630001 3.34452 0.272602 HZ COL4A5
3.91111 0.217199 GY CNNM2 NC_056080.1 126615001 126635001 5.29735 0.27286 HZ COL4A5
2.58607 0.199525 GY CNNM2 NC_056080.1 126620001 126640001 4.24544 0.27295 HZ COL4A5
3.45082 0.283333 GY CNNM2;NT5C2 NC_056080.1 126625001 126645001 3.09819 0.255463 HZ COL4A5


2.6591 0.226374 GY CNNM2;NT5C2 NC_056058.1 12400001 12420001 2.69622 0.267517 HZ COL5A3
2.84937 0.213518 GY CNOT8;FAXDC2 NC_056058.1 12405001 12425001 2.35326 0.261614 HZ COL5A3
2.89473 0.20578 GY CNOT8;FAXDC2 NC_056058.1 12410001 12430001 2.63303 0.237624 HZ COL5A3
2.63624 0.226427 GY CNTN1 NC_056058.1 35305001 35325001 2.46481 0.218505 HZ COMMD10
2.81011 0.209512 GY CNTN1 NC_056058.1 35355001 35375001 2.60127 0.250097 HZ COMMD10
3.12623 0.226865 GY CNTN5 NC_056058.1 35360001 35380001 2.65411 0.236043 HZ COMMD10
2.53222 0.220345 GY CNTN5 NC_056058.1 35405001 35425001 2.46976 0.218745 HZ COMMD10
3.00897 0.247754 GY CNTN5 NC_056062.1 80320001 80340001 2.47334 0.237431 HZ CPQ
2.68193 0.286149 GY CNTN5 NC_056062.1 80325001 80345001 3.01112 0.247738 HZ CPQ
4.80866 0.193581 GY CNTN5 NC_056062.1 80330001 80350001 2.91521 0.285002 HZ CPQ
2.83706 0.206835 GY CNTNAP2 NC_056062.1 80335001 80355001 2.96722 0.304677 HZ CPQ
4.02617 0.209473 GY CNTNAP2 NC_056057.1 68570001 68590001 5.70293 0.265956 HZ CPVL
5.19397 0.307448 GY COG5 NC_056057.1 68575001 68595001 17.0173 0.316808 HZ CPVL
8.69999 0.411813 GY COG5 NC_056057.1 68625001 68645001 4.66455 0.251798 HZ CPVL
11.2809 0.460326 GY COG5 NC_056057.1 68630001 68650001 5.52513 0.261087 HZ CPVL
10.0714 0.478737 GY COG5;DUS4L NC_056057.1 68635001 68655001 6.63744 0.267255 HZ CPVL
4.56468 0.41879 GY COG5;DUS4L NC_056057.1 68640001 68660001 6.89063 0.278388 HZ CPVL
2.73588 0.349227 GY COG5;DUS4L NC_056057.1 68645001 68665001 26.4799 0.248886 HZ CPVL
4.75432 0.391499 GY COL19A1 NC_056057.1 68655001 68675001 10.8696 0.238599 HZ CPVL
6.48861 0.418359 GY COL19A1 NC_056057.1 68660001 68680001 6.02222 0.243421 HZ CPVL


6.2779 0.437891 GY COL19A1 NC_056057.1 69305001 69325001 2.43022 0.249821 HZ CREB5
2.95402 0.321247 GY COL19A1 NC_056080.1 6765001 6785001 3.25592 0.21434 HZ CRLF2
3.11688 0.201354 GY COL24A1 NC_056068.1 74800001 74820001 2.93063 0.270221 HZ CRY2
3.20613 0.220676 GY COL3A1 NC_056068.1 74805001 74825001 6.17566 0.307353 HZ CRY2
3.81952 0.234926 GY COL3A1 NC_056068.1 74810001 74830001 6.83455 0.335165 HZ CRY2
3.56694 0.251745 GY COL3A1 NC_056068.1 74815001 74835001 2.67773 0.253337 HZ CRY2
7.11745 0.255125 GY COL3A1 NC_056068.1 74820001 74840001 2.59799 0.232482 HZ CRY2
18.1679 0.311151 GY COL3A1 NC_056068.1 74825001 74845001 2.861 0.263968 HZ CRY2
21.0973 0.286426 GY COL3A1 NC_056068.1 74830001 74850001 4.60454 0.238364 HZ CRY2;MAPK8IP1







21.4039 0.2777 GY COL3A1 NC_056079.1 3890001 3910001 2.746 0.216383 HZ CSMD1
6.7037 0.227103 GY COL3A1 NC_056059.1 86170001 86190001 2.56045 0.263571 HZ CSN1S1


4.66603 0.195478 GY COL4A1;COL4A2 NC_056059.1 86175001 86195001 2.499 0.280126 HZ CSN1S1
10.416 0.242989 GY COL4A1;COL4A2 NC_056059.1 86190001 86210001 2.44915 0.373613 HZ CSN1S1;CSN2


2.73591 0.20385 GY COL6A3 NC_056059.1 86195001 86215001 3.43092 0.440398 HZ CSN2
4.3182 0.195016 GY COMMD10 NC_056059.1 86200001 86220001 6.93185 0.541964 HZ CSN2


2.40117 0.354283 GY CPA6 NC_056059.1 86205001 86225001 7.12058 0.46922 HZ CSN2
2.87004 0.346756 GY CPA6 NC_056059.1 86210001 86230001 2.41296 0.305812 HZ CSN2
3.45076 0.353776 GY CPA6 NC_056078.1 21660001 21680001 3.0281 0.275491 HZ CTNNA3
3.93437 0.357085 GY CPA6 NC_056078.1 21665001 21685001 7.25876 0.21792 HZ CTNNA3
3.30368 0.325697 GY CPA6 NC_056069.1 61520001 61540001 8.61839 0.210333 HZ CTNND2
2.76138 0.259403 GY CPA6 NC_056068.1 15690001 15710001 2.53817 0.216917 HZ CWF19L2
2.73233 0.262498 GY CPAMD8 NC_056068.1 15720001 15740001 3.0109 0.237136 HZ CWF19L2
2.47601 0.282667 GY CPAMD8 NC_056068.1 15740001 15760001 4.94201 0.204824 HZ CWF19L2
3.63925 0.261919 GY CPVL NC_056068.1 15745001 15765001 3.75528 0.22791 HZ CWF19L2
3.91061 0.215365 GY CPVL NC_056068.1 15750001 15770001 2.97828 0.257692 HZ CWF19L2
23.0399 0.370796 GY CPVL NC_056068.1 15755001 15775001 3.48606 0.26858 HZ CWF19L2


11.118 0.463898 GY CPVL NC_056068.1 15760001 15780001 3.82988 0.252212 HZ CWF19L2
6.54105 0.477674 GY CPVL NC_056068.1 15825001 15845001 2.41073 0.496353 HZ CWF19L2


3.3923 0.210784 GY CRACDL NC_056068.1 15830001 15850001 2.93407 0.52191 HZ CWF19L2
9.00867 0.277301 GY CRACDL NC_056068.1 15835001 15855001 2.88388 0.547484 HZ CWF19L2
5.73663 0.25117 GY CRACDL NC_056068.1 15695001 15715001 2.57713 0.261502 HZ CWF19L2;LOC11411
9.71242 0.20607 GY CREB5 NC_056058.1 44705001 44725001 16.1984 0.239182 HZ CXCL14
3.31661 0.392481 GY CREBRF NC_056080.1 37130001 37150001 2.51555 0.24292 HZ CYBB
6.00638 0.43889 GY CREBRF NC_056080.1 37135001 37155001 4.24203 0.295236 HZ CYBB
4.24999 0.394145 GY CREBRF NC_056080.1 37140001 37160001 3.7949 0.294915 HZ CYBB
2.93069 0.367051 GY CREBRF NC_056080.1 37145001 37165001 2.51677 0.271923 HZ CYBB
2.48622 0.214798 GY CRLS1 NC_056077.1 37170001 37190001 3.04524 0.37874 HZ CYP3A24
2.50324 0.24108 GY CRLS1 NC_056077.1 37175001 37195001 3.44456 0.389208 HZ CYP3A24
5.18152 0.232421 GY CRLS1 NC_056056.1 181325001 181345001 2.57407 0.624005 HZ CYTH4
6.37345 0.253239 GY CRLS1;LRRN4 NC_056063.1 46715001 46735001 2.63387 0.390387 HZ DACH1
7.51935 0.269429 GY CRLS1;LRRN4 NC_056063.1 46720001 46740001 4.93219 0.370229 HZ DACH1
2.44061 0.38187 GY CSN1S1;CSN2 NC_056063.1 46725001 46745001 3.90336 0.253952 HZ DACH1
3.42363 0.447976 GY CSN2 NC_056063.1 46735001 46755001 3.23902 0.276371 HZ DACH1
6.91171 0.551096 GY CSN2 NC_056063.1 46740001 46760001 3.25167 0.311367 HZ DACH1
7.12425 0.48516 GY CSN2 NC_056063.1 46745001 46765001 3.4775 0.312023 HZ DACH1
2.43085 0.194846 GY CSPP1 NC_056063.1 46750001 46770001 4.27299 0.31084 HZ DACH1
3.41049 0.215563 GY CSRNP3 NC_056063.1 46755001 46775001 8.69387 0.255613 HZ DACH1
3.59346 0.238528 GY CSRNP3 NC_056063.1 46760001 46780001 14.7663 0.213963 HZ DACH1
2.85498 0.274722 GY CSRNP3 NC_056063.1 46780001 46800001 4.91974 0.267745 HZ DACH1
3.93419 0.251326 GY CSRNP3 NC_056063.1 46785001 46805001 2.83805 0.336008 HZ DACH1


2.4 0.249159 GY CSRNP3 NC_056063.1 46845001 46865001 6.96282 0.217384 HZ DACH1
3.04992 0.317778 GY CSRNP3 NC_056063.1 47090001 47110001 3.14433 0.328558 HZ DACH1
4.49218 0.368818 GY CSRNP3 NC_056063.1 47095001 47115001 2.88139 0.367152 HZ DACH1
2.77273 0.222369 GY CSRP2 NC_056063.1 47100001 47120001 2.58206 0.332821 HZ DACH1
3.41291 0.251057 GY CTNNA2 NC_056063.1 47105001 47125001 2.41096 0.312583 HZ DACH1
4.70343 0.295503 GY CTNNA2 NC_056055.1 230045001 230065001 8.11111 0.211174 HZ DAW1
2.62296 0.233461 GY CTNNA2 NC_056056.1 141550001 141570001 5.2335 0.316707 HZ DBX2
8.27021 0.19572 GY CTNND2 NC_056060.1 79015001 79035001 2.55084 0.26247 HZ DCAF5
4.23636 0.19999 GY CTTNBP2 NC_056060.1 79020001 79040001 3.66234 0.303349 HZ DCAF5
2.44006 0.206006 GY CTTNBP2 NC_056064.1 47605001 47625001 2.71312 0.206318 HZ DCAF7
2.59257 0.193194 GY CTTNBP2 NC_056068.1 60905001 60925001 3.84946 0.277426 HZ DCDC1
2.75959 0.206964 GY CTTNBP2 NC_056068.1 60910001 60930001 2.87207 0.251996 HZ DCDC1
3.05764 0.227229 GY CTTNBP2 NC_056072.1 47740001 47760001 2.41481 0.299494 HZ DCP1A
2.85143 0.208971 GY CTTNBP2 NC_056072.1 47745001 47765001 2.49412 0.283738 HZ DCP1A
3.73572 0.2289 GY CUBN NC_056072.1 47750001 47770001 2.89286 0.350576 HZ DCP1A
3.59151 0.247311 GY CUBN NC_056072.1 47755001 47775001 4.41777 0.275285 HZ DCP1A
4.36689 0.325842 GY CUBN NC_056072.1 47760001 47780001 4.64285 0.216715 HZ DCP1A
2.49507 0.207606 GY CUBN NC_056074.1 36395001 36415001 5.70909 0.293651 HZ DDB1;TKFC
2.49447 0.239174 GY CWF19L2 NC_056079.1 32505001 32525001 7.42855 0.216261 HZ DDHD2;NSD3;PLPP5
3.36832 0.237418 GY CWF19L2 NC_056054.1 114335001 114355001 5.71092 0.206297 HZ DDR2;HSD17B7


4.6715 0.241527 GY CWF19L2 NC_056054.1 114340001 114360001 18.6788 0.269138 HZ DDR2;HSD17B7
7.52435 0.266182 GY CWF19L2 NC_056054.1 114345001 114365001 25.0508 0.292646 HZ DDR2;HSD17B7
6.74521 0.255809 GY CWF19L2 NC_056066.1 60535001 60555001 3.19114 0.209116 HZ DEFB115
5.50353 0.240704 GY CWF19L2 NC_056062.1 94205001 94225001 4.28643 0.318646 HZ DEPTOR;DSCC1
3.83727 0.196881 GY CWF19L2 NC_056063.1 12675001 12695001 2.47323 0.240078 HZ DGKH
3.50348 0.201494 GY CWF19L2 NC_056063.1 12680001 12700001 2.64493 0.259659 HZ DGKH
3.90344 0.207439 GY CWF19L2 NC_056063.1 12685001 12705001 2.44329 0.233915 HZ DGKH
3.08529 0.395394 GY CWF19L2 NC_056068.1 75265001 75285001 3.33464 0.267221 HZ DGKZ
3.73784 0.424754 GY CWF19L2 NC_056068.1 75270001 75290001 4.76924 0.287444 HZ DGKZ
3.65727 0.446891 GY CWF19L2 NC_056068.1 75275001 75295001 5.61299 0.250642 HZ DGKZ
2.52421 0.404647 GY CWF19L2 NC_056068.1 75280001 75300001 5.15142 0.236251 HZ DGKZ
2.83958 0.248181 GY CWF19L2;LOC114 NC_056058.1 78290001 78310001 2.451 0.312988 HZ DHFR


2.5602 0.276359 GY CWF19L2;LOC114 NC_056058.1 78295001 78315001 2.65836 0.240346 HZ DHFR







2.49296 0.206529 GY CYBB NC_056065.1 40400001 40420001 2.38193 0.207065 HZ DHRS3
4.20968 0.239641 GY CYBB NC_056059.1 44685001 44705001 4.67146 0.262952 HZ DHX15


3.7783 0.235181 GY CYBB NC_056059.1 44690001 44710001 4.72367 0.243031 HZ DHX15
2.45804 0.223101 GY CYBB NC_056080.1 138240001 138260001 2.98732 0.453668 HZ DIAPH2;RPA4
3.42712 0.219383 GY CYFIP2;FNDC9 NC_056068.1 21995001 22015001 2.64099 0.338323 HZ DIXDC1
3.63232 0.253717 GY CYFIP2;FNDC9 NC_056074.1 11105001 11125001 2.57089 0.269649 HZ DLG2
2.99875 0.256419 GY CYFIP2;FNDC9 NC_056074.1 11110001 11130001 2.86093 0.268182 HZ DLG2
7.64768 0.212911 GY CYP2D6;LOC11411NC_056074.1 11115001 11135001 4.18467 0.221321 HZ DLG2
3.45123 0.264659 GY CYTH4 NC_056080.1 63340001 63360001 2.91456 0.20937 HZ DLG3
3.97981 0.397091 GY CYTH4 NC_056076.1 38490001 38510001 2.92167 0.226865 HZ DLGAP1
4.10001 0.558276 GY CYTH4 NC_056076.1 38495001 38515001 2.93812 0.214593 HZ DLGAP1
2.72935 0.238235 GY DACH1 NC_056060.1 65695001 65715001 3.39389 0.225674 HZ DLGAP5;LGALS3
3.34867 0.229832 GY DACH1 NC_056080.1 30935001 30955001 3.67413 0.309304 HZ DMD
3.76016 0.204699 GY DACH1 NC_056080.1 30940001 30960001 5.63964 0.398818 HZ DMD
3.69646 0.200346 GY DACH1 NC_056080.1 30945001 30965001 5.03736 0.403355 HZ DMD
3.35394 0.204008 GY DAW1 NC_056080.1 30950001 30970001 4.42094 0.43516 HZ DMD
7.20228 0.215951 GY DAW1 NC_056080.1 32150001 32170001 14.9824 0.251934 HZ DMD
2.60279 0.408557 GY DBNDD1;GAS8 NC_056080.1 32265001 32285001 2.68497 0.26017 HZ DMD
7.00682 0.425845 GY DBNDD1;GAS8;LONC_056080.1 32270001 32290001 2.7284 0.236312 HZ DMD
4.45055 0.380645 GY DBNDD1;GAS8;LONC_056065.1 27350001 27370001 3.0095 0.231834 HZ DNAH14


6.4477 0.394048 GY DBNDD1;LOC1011NC_056065.1 27355001 27375001 3.32863 0.248527 HZ DNAH14
8.9156 0.407869 GY DBNDD1;LOC1011NC_056065.1 27360001 27380001 3.71717 0.281679 HZ DNAH14


8.90476 0.402545 GY DBNDD1;LOC1011NC_056065.1 27365001 27385001 4.16821 0.299087 HZ DNAH14
5.41624 0.291901 GY DBX2 NC_056065.1 27370001 27390001 2.46054 0.234696 HZ DNAH14
3.00303 0.254881 GY DCHS2 NC_056064.1 30360001 30380001 3.95079 0.26369 HZ DNAH9
3.17035 0.240079 GY DCHS2 NC_056064.1 30375001 30395001 14.575 0.271909 HZ DNAH9
3.70544 0.204866 GY DCLK2 NC_056063.1 75310001 75330001 4.89903 0.26224 HZ DOCK9
2.42353 0.295275 GY DCP1A NC_056063.1 75315001 75335001 4.46763 0.253401 HZ DOCK9
3.05134 0.319488 GY DCP1A NC_056063.1 75320001 75340001 4.30851 0.226092 HZ DOCK9


4.68 0.269546 GY DCP1A NC_056063.1 75325001 75345001 5.48376 0.246298 HZ DOCK9
5.33333 0.29425 GY DCP1A NC_056063.1 75335001 75355001 3.03411 0.207177 HZ DOCK9
2.68065 0.199708 GY DCP1A NC_056063.1 75340001 75360001 2.65905 0.22423 HZ DOCK9
5.51637 0.227922 GY DDB1;TKFC NC_056063.1 75345001 75365001 2.99115 0.234338 HZ DOCK9


7.7857 0.293601 GY DDHD2;NSD3;PLP NC_056060.1 29105001 29125001 5.34933 0.214316 HZ DPH6
2.63636 0.208213 GY DENND3 NC_056060.1 29110001 29130001 8.68216 0.259399 HZ DPH6
3.11682 0.254486 GY DENND5B NC_056060.1 29115001 29135001 10.9454 0.286243 HZ DPH6
3.20779 0.280274 GY DENND5B NC_056060.1 29120001 29140001 9.745 0.288608 HZ DPH6


4.3964 0.3145 GY DENND5B NC_056060.1 29125001 29145001 12.6467 0.28444 HZ DPH6
3.81503 0.302803 GY DENND6A NC_056060.1 29130001 29150001 5.45862 0.228092 HZ DPH6
2.92972 0.255677 GY DENND6A NC_056057.1 63600001 63620001 2.6008 0.353988 HZ DPY19L1
5.14937 0.235102 GY DEPTOR;DSCC1 NC_056057.1 63605001 63625001 2.46154 0.291431 HZ DPY19L1
4.95286 0.250917 GY DERA NC_056057.1 63610001 63630001 2.51835 0.21115 HZ DPY19L1
3.40313 0.195732 GY DGKZ NC_056062.1 82445001 82465001 4.44701 0.239661 HZ DPY19L4
4.77163 0.221168 GY DGKZ NC_056062.1 82450001 82470001 6.3367 0.330702 HZ DPY19L4
5.51412 0.195529 GY DGKZ NC_056062.1 82455001 82475001 13.2927 0.381857 HZ DPY19L4
3.68014 0.200335 GY DISP1 NC_056062.1 82500001 82520001 2.9339 0.218147 HZ DPY19L4
3.07433 0.239493 GY DIXDC1 NC_056054.1 261290001 261310001 2.4987 0.209514 HZ DSCAM
2.90827 0.228241 GY DIXDC1 NC_056068.1 27920001 27940001 17.6691 0.255537 HZ DSCAML1
2.78531 0.197243 GY DIXDC1 NC_056068.1 27925001 27945001 7.60341 0.205425 HZ DSCAML1
2.45804 0.247405 GY DLG2 NC_056068.1 27950001 27970001 4.18406 0.208712 HZ DSCAML1
3.09865 0.276351 GY DLG2 NC_056068.1 28045001 28065001 3.1596 0.20533 HZ DSCAML1
3.29979 0.289442 GY DLG2 NC_056068.1 28055001 28075001 8.82488 0.292973 HZ DSCAML1
5.42504 0.250408 GY DLG2 NC_056068.1 28060001 28080001 15.7584 0.31099 HZ DSCAML1
5.93549 0.249658 GY DLG2 NC_056068.1 28065001 28085001 24.9347 0.339214 HZ DSCAML1
3.93325 0.208781 GY DLG2 NC_056068.1 28080001 28100001 11.1774 0.367587 HZ DSCAML1
2.43216 0.277252 GY DLG3 NC_056068.1 28085001 28105001 3.73433 0.253355 HZ DSCAML1
2.93025 0.207784 GY DLGAP1 NC_056062.1 94195001 94215001 5.80698 0.288309 HZ DSCC1
2.94541 0.201777 GY DLGAP1 NC_056062.1 94200001 94220001 7.91312 0.342035 HZ DSCC1
4.07739 0.380771 GY DMD NC_056062.1 94180001 94200001 8.26428 0.27171 HZ DSCC1;TAF2
5.65766 0.409451 GY DMD NC_056062.1 94185001 94205001 8.50375 0.265935 HZ DSCC1;TAF2
5.06322 0.399338 GY DMD NC_056062.1 94190001 94210001 12.514 0.301688 HZ DSCC1;TAF2
4.46032 0.436268 GY DMD NC_056061.1 21540001 21560001 4.29915 0.220511 HZ DSE
2.81208 0.201465 GY DMD NC_056073.1 3735001 3755001 2.40525 0.21791 HZ DST
3.04557 0.206961 GY DMD NC_056076.1 22580001 22600001 3.08572 0.222773 HZ DTNA
2.59857 0.1994 GY DMD NC_056076.1 22585001 22605001 7.8762 0.345757 HZ DTNA


2.7685 0.237633 GY DMD NC_056076.1 22590001 22610001 6.33245 0.371441 HZ DTNA
8.4969 0.228225 GY DNASE1L3 NC_056076.1 22595001 22615001 2.70413 0.292442 HZ DTNA
6.5077 0.194639 GY DNASE1L3 NC_056068.1 80980001 81000001 3.14164 0.286142 HZ DTX4


2.43619 0.234708 GY DPF3 NC_056068.1 80985001 81005001 2.78088 0.272956 HZ DTX4
3.37253 0.22442 GY DPY19L1 NC_056068.1 80990001 81010001 3.98222 0.261858 HZ DTX4
3.16463 0.219548 GY DPY19L1 NC_056068.1 80995001 81015001 4.8555 0.238843 HZ DTX4
3.15297 0.255847 GY DPY19L1 NC_056068.1 81000001 81020001 5.02026 0.232244 HZ DTX4;LOC101109907
3.05301 0.25115 GY DPY19L1 NC_056068.1 81005001 81025001 5.42225 0.216246 HZ DTX4;LOC101109907
3.46315 0.193835 GY DPY19L1 NC_056068.1 81010001 81030001 3.24386 0.233074 HZ DTX4;LOC101109907







3.77664 0.210775 GY DPY19L1 NC_056068.1 81015001 81035001 2.89439 0.234907 HZ DTX4;LOC101109907
4.06729 0.218904 GY DPY19L1 NC_056068.1 80975001 80995001 3.63167 0.255756 HZ DTX4;LOC121816730
2.42281 0.235291 GY DPY19L1 NC_056056.1 80500001 80520001 2.448 0.240964 HZ DYNC2LI1;PLEKHH2
3.01179 0.221242 GY DPY19L4 NC_056056.1 80505001 80525001 2.64051 0.233427 HZ DYNC2LI1;PLEKHH2
4.00993 0.276573 GY DPY19L4 NC_056080.1 62580001 62600001 3.00358 0.218965 HZ EDA
6.17587 0.346037 GY DPY19L4 NC_056080.1 62665001 62685001 2.81111 0.258587 HZ EDA
12.7439 0.386718 GY DPY19L4 NC_056080.1 62670001 62690001 6.18855 0.418121 HZ EDA
27.0779 0.224386 GY DPY19L4 NC_056080.1 62675001 62695001 8.42966 0.55577 HZ EDA
28.2563 0.254744 GY DPY19L4 NC_056080.1 62680001 62700001 11.2759 0.541503 HZ EDA
10.5455 0.276837 GY DPY19L4 NC_056080.1 62685001 62705001 12.6145 0.555818 HZ EDA
2.98275 0.247985 GY DPY19L4 NC_056080.1 62690001 62710001 9.28647 0.523746 HZ EDA
2.95155 0.193285 GY DPYSL3;LOC12181NC_056080.1 62695001 62715001 13.5766 0.420146 HZ EDA
2.75332 0.202549 GY DSCAML1 NC_056080.1 62730001 62750001 2.51861 0.217581 HZ EDA
2.48765 0.245601 GY DSCAML1 NC_056058.1 81590001 81610001 4.00735 0.244286 HZ EDIL3
2.85355 0.243669 GY DSCAML1 NC_056058.1 81595001 81615001 3.5157 0.291416 HZ EDIL3
3.32734 0.273633 GY DSCAML1 NC_056058.1 81600001 81620001 4.14391 0.336781 HZ EDIL3
2.90965 0.28671 GY DSCAML1 NC_056064.1 46535001 46555001 4.93204 0.276833 HZ EFCAB3


2.7369 0.230529 GY DSCAML1 NC_056064.1 46540001 46560001 4.1893 0.291521 HZ EFCAB3
2.82537 0.201555 GY DSCAML1 NC_056064.1 46545001 46565001 3.25947 0.300647 HZ EFCAB3
3.01556 0.241089 GY DSCAML1 NC_056064.1 46550001 46570001 3.0416 0.244493 HZ EFCAB3


3.1579 0.260693 GY DSCAML1 NW_024599827 550001 570001 5.37074 0.247503 HZ EFL1
8.88932 0.243157 GY DSCC1 NW_024599827 555001 575001 4.81612 0.221212 HZ EFL1


5.3205 0.209193 GY DSE NC_056058.1 104180001 104200001 3.97841 0.28317 HZ EFNA5
10.4709 0.287001 GY DSE NC_056058.1 104185001 104205001 7.87363 0.346174 HZ EFNA5
3.66053 0.268452 GY DSE NC_056058.1 104190001 104210001 15.9431 0.377514 HZ EFNA5
2.81904 0.229135 GY DVL3;EIF2B5 NC_056058.1 104195001 104215001 15.0714 0.342446 HZ EFNA5
3.36062 0.209948 GY DZIP1 NC_056058.1 104200001 104220001 5.97891 0.266495 HZ EFNA5
3.47145 0.235178 GY E2F6 NC_056056.1 45365001 45385001 3.57327 0.233526 HZ EHBP1


2.7476 0.243932 GY E2F6 NC_056056.1 45370001 45390001 4.84862 0.25656 HZ EHBP1
2.6832 0.236981 GY E2F7 NC_056056.1 45375001 45395001 8.91334 0.290313 HZ EHBP1


11.1863 0.254939 GY EDA NC_056072.1 29950001 29970001 4.41145 0.20638 HZ EIF4E3
14.9902 0.25192 GY EDA NC_056072.1 29935001 29955001 8.04153 0.270134 HZ EIF4E3;GPR27
17.2179 0.26024 GY EDA NC_056072.1 29940001 29960001 8.68966 0.294201 HZ EIF4E3;GPR27
13.0677 0.244063 GY EDA NC_056072.1 29945001 29965001 10.7273 0.273947 HZ EIF4E3;GPR27
15.4817 0.223608 GY EDA NC_056072.1 29930001 29950001 4.50335 0.218063 HZ EIF4E3;GPR27;PROK


2.9971 0.247933 GY EDIL3 NC_056058.1 92870001 92890001 2.47436 0.20755 HZ ELL2
8.06371 0.29991 GY EDIL3 NC_056057.1 61570001 61590001 5.91044 0.21505 HZ ELMO1
7.10283 0.27884 GY EDIL3 NC_056057.1 61575001 61595001 8.46458 0.264013 HZ ELMO1
7.91562 0.246246 GY EDNRB NC_056057.1 61580001 61600001 9.6907 0.299846 HZ ELMO1
4.30708 0.276908 GY EDNRB NC_056057.1 61600001 61620001 13.8801 0.254914 HZ ELMO1
2.87373 0.288136 GY EDNRB NC_056080.1 103860001 103880001 2.57424 0.238715 HZ ENOX2
5.56122 0.218221 GY EFL1 NC_056062.1 93980001 94000001 8.4064 0.311906 HZ ENPP2
18.0544 0.254856 GY EFR3A NC_056062.1 93985001 94005001 6.53873 0.262064 HZ ENPP2


2.4515 0.191788 GY EFR3A;OC90 NC_056062.1 93990001 94010001 3.7392 0.219265 HZ ENPP2
13.4193 0.243389 GY EFR3A;OC90 NC_056061.1 57145001 57165001 5.66471 0.327076 HZ ENPP3
14.7419 0.248464 GY EFR3A;OC90 NC_056061.1 57150001 57170001 2.40564 0.253883 HZ ENPP3
7.19031 0.204125 GY EIF4E3;GPR27 NC_056060.1 1520001 1540001 5.48417 0.29073 HZ EPB41L4A
4.17226 0.212528 GY EIF4E3;GPR27;PRONC_056060.1 1525001 1545001 10.9977 0.326964 HZ EPB41L4A
5.50766 0.209254 GY ELMO1 NC_056060.1 1530001 1550001 9.78237 0.286086 HZ EPB41L4A
6.67781 0.215618 GY ELMO1 NC_056060.1 1535001 1555001 7.44618 0.285754 HZ EPB41L4A
7.24623 0.248232 GY ELMO1 NC_056055.1 160755001 160775001 3.02904 0.213671 HZ EPC2
6.37613 0.265581 GY ELMO1 NC_056055.1 160780001 160800001 2.92291 0.2141 HZ EPC2
8.02364 0.298281 GY ELMO1 NC_056077.1 36290001 36310001 6.04336 0.292507 HZ EPO;ZAN
8.20618 0.333803 GY ELMO1 NC_056077.1 36295001 36315001 2.84116 0.229889 HZ EPO;ZAN
8.98191 0.328728 GY ELMO1 NC_056055.1 214065001 214085001 22.5773 0.239848 HZ ERBB4
2.57634 0.211184 GY ELMO1 NC_056055.1 214070001 214090001 21.4196 0.278763 HZ ERBB4
2.76739 0.22537 GY ELOA;PITHD1 NC_056055.1 214075001 214095001 17.0357 0.375071 HZ ERBB4
2.89957 0.240502 GY ENOX2 NC_056055.1 214080001 214100001 7.04302 0.389906 HZ ERBB4
4.02718 0.200746 GY EOGT NC_056055.1 214085001 214105001 3.68437 0.37044 HZ ERBB4
4.02438 0.223788 GY EPAS1 NC_056055.1 214090001 214110001 3.2637 0.338645 HZ ERBB4
10.9248 0.221514 GY EPB41L4A NC_056055.1 214095001 214115001 2.52916 0.31694 HZ ERBB4
9.72704 0.209681 GY EPB41L4A NC_056055.1 214100001 214120001 2.50108 0.324627 HZ ERBB4
7.53795 0.229345 GY EPB41L4A NC_056055.1 214105001 214125001 2.43808 0.315525 HZ ERBB4
3.72391 0.199841 GY EPB41L4B NC_056055.1 214110001 214130001 2.36192 0.317603 HZ ERBB4


4.0909 0.202601 GY EPB41L4B NC_056056.1 213705001 213725001 2.94569 0.21329 HZ ERC1
3.0806 0.256203 GY EPB41L4B NC_056056.1 213710001 213730001 4.69 0.268629 HZ ERC1


2.93789 0.21513 GY EPG5 NC_056056.1 213715001 213735001 5.41177 0.259496 HZ ERC1
2.63309 0.217529 GY EPG5 NC_056072.1 44815001 44835001 7.69379 0.247659 HZ ERC2


4.7275 0.280174 GY EPHA3 NC_056072.1 44820001 44840001 4.30973 0.240402 HZ ERC2
2.43196 0.274749 GY EPHA3 NC_056072.1 44825001 44845001 2.94817 0.212342 HZ ERC2
2.94517 0.265653 GY ERBB2;GRB7;MIENNC_056072.1 44995001 45015001 2.74447 0.409333 HZ ERC2
2.53098 0.274888 GY ERBB2;GRB7;MIENNC_056054.1 271440001 271460001 2.96642 0.282482 HZ ERG
3.10393 0.230067 GY ERBB2;MIEN1 NC_056054.1 271445001 271465001 3.10954 0.310931 HZ ERG
3.37725 0.260969 GY ERBB4 NC_056054.1 271450001 271470001 3.65092 0.33248 HZ ERG







5.7713 0.303926 GY ERBB4 NC_056054.1 271455001 271475001 2.6776 0.310548 HZ ERG
8.8614 0.340874 GY ERBB4 NC_056069.1 4835001 4855001 2.54944 0.293621 HZ ERGIC1


22.4207 0.372467 GY ERBB4 NC_056069.1 4840001 4860001 3.64893 0.300998 HZ ERGIC1
20.5625 0.391136 GY ERBB4 NC_056069.1 4845001 4865001 3.62903 0.24966 HZ ERGIC1
18.8632 0.39034 GY ERBB4 NC_056079.1 595001 615001 21.4747 0.24913 HZ ERICH1
14.1607 0.369351 GY ERBB4 NC_056079.1 600001 620001 21.0094 0.22679 HZ ERICH1
5.91398 0.251799 GY ERBB4 NC_056055.1 73940001 73960001 22.5042 0.243983 HZ ERMP1


2.5547 0.196578 GY ERBB4 NC_056055.1 73945001 73965001 18.4445 0.24481 HZ ERMP1
2.52825 0.235154 GY ERBB4 NC_056055.1 73950001 73970001 15.7967 0.206735 HZ ERMP1
2.65178 0.199115 GY ERBB4 NC_056060.1 11480001 11500001 9.18405 0.206465 HZ ERO1A


3.576 0.528176 GY ERC1 NC_056056.1 200600001 200620001 2.40506 0.233982 HZ ERP27
4.52696 0.491414 GY ERC1 NC_056060.1 85970001 85990001 2.41281 0.251961 HZ ESRRB
3.12825 0.226127 GY ERC2 NC_056060.1 85975001 85995001 3.36872 0.306616 HZ ESRRB
4.53547 0.248047 GY ERC2 NC_056060.1 85980001 86000001 4.35238 0.343496 HZ ESRRB
6.50138 0.254729 GY ERC2 NC_056060.1 85985001 86005001 6.95238 0.387578 HZ ESRRB
2.77238 0.304162 GY ERFE;LOC1011093NC_056060.1 79050001 79070001 3.4163 0.268221 HZ EXD2
2.80143 0.234178 GY ERGIC1 NC_056060.1 79055001 79075001 4.57905 0.357623 HZ EXD2
3.76369 0.266306 GY ERGIC1 NC_056060.1 79060001 79080001 2.9788 0.379165 HZ EXD2
3.54754 0.251408 GY ERGIC1 NC_056060.1 79100001 79120001 3.98704 0.449413 HZ EXD2
3.89611 0.191718 GY ERGIC1 NC_056060.1 79105001 79125001 12.9836 0.452743 HZ EXD2
22.6457 0.203037 GY ERMP1 NC_056056.1 94245001 94265001 3.79503 0.212704 HZ EXOC6B
17.8823 0.207076 GY ERMP1 NC_056064.1 54900001 54920001 6.33989 0.263127 HZ EXOC7
4.47133 0.20668 GY ERMP1;RIC1 NC_056064.1 54910001 54930001 6.95983 0.300169 HZ EXOC7;GALR2;ZACN
7.24491 0.204408 GY ERMP1;RIC1 NC_056064.1 54915001 54935001 6.21646 0.249088 HZ EXOC7;GALR2;ZACN
5.08694 0.194903 GY ERMP1;RIC1 NC_056064.1 54905001 54925001 7.39474 0.29711 HZ EXOC7;ZACN


4.9534 0.240331 GY ERN1 NC_056065.1 41785001 41805001 2.41026 0.303046 HZ EXOSC10
8.46492 0.1932 GY ERN1 NC_056065.1 41790001 41810001 2.85858 0.334973 HZ EXOSC10
4.51671 0.197853 GY ERN1 NC_056065.1 41795001 41815001 2.79032 0.305912 HZ EXOSC10
3.37558 0.267858 GY ERO1A NC_056065.1 41800001 41820001 3.08648 0.299068 HZ EXOSC10
7.59568 0.32589 GY ERO1A NC_056065.1 41805001 41825001 2.37692 0.271711 HZ EXOSC10
7.10123 0.356361 GY ERO1A NC_056080.1 81410001 81430001 5.77571 0.248858 HZ F8
4.18512 0.320254 GY ERO1A NC_056080.1 81460001 81480001 2.44632 0.427479 HZ F8
3.88373 0.221403 GY ETV1 NC_056080.1 81465001 81485001 2.80924 0.502728 HZ F8
2.95731 0.198397 GY ETV1 NC_056080.1 81470001 81490001 3.22715 0.600193 HZ F8
3.06397 0.20272 GY ETV5 NC_056055.1 236020001 236040001 3.0328 0.292522 HZ FABP3;ZCCHC17
2.86419 0.240884 GY ETV5 NC_056055.1 236025001 236045001 4.25141 0.393983 HZ FABP3;ZCCHC17
2.76676 0.251919 GY ETV5 NC_056055.1 236030001 236050001 5.99999 0.485375 HZ FABP3;ZCCHC17
2.61997 0.27553 GY ETV5 NC_056055.1 236035001 236055001 6.43011 0.501471 HZ FABP3;ZCCHC17
2.54579 0.25399 GY ETV5 NC_056055.1 236040001 236060001 2.44578 0.421757 HZ FABP3;ZCCHC17
2.53499 0.208941 GY ETV5 NC_056059.1 36690001 36710001 3.22176 0.441833 HZ FAM13A
2.58071 0.20415 GY ETV5 NC_056059.1 36695001 36715001 3.80574 0.41963 HZ FAM13A
2.61281 0.197251 GY ETV5 NC_056065.1 60345001 60365001 2.83836 0.22792 HZ FAM163A
4.15179 0.198822 GY EVA1A NC_056065.1 60350001 60370001 4.23032 0.281624 HZ FAM163A
4.78004 0.199173 GY EVA1A NC_056065.1 60355001 60375001 9.8732 0.301205 HZ FAM163A
3.13446 0.209202 GY EVA1A NC_056065.1 60360001 60380001 7.57569 0.262782 HZ FAM163A
2.85913 0.212525 GY EVA1A NC_056065.1 60365001 60385001 4.85065 0.238591 HZ FAM163A
3.18821 0.231416 GY EVA1A NC_056058.1 91085001 91105001 6.15866 0.236001 HZ FAM172A
4.04194 0.204443 GY EVA1A NC_056058.1 91090001 91110001 6.60813 0.26364 HZ FAM172A
3.79718 0.20755 GY EXOC3L4 NC_056059.1 37950001 37970001 2.99212 0.207858 HZ FAM184B
5.65371 0.300934 GY EXOC3L4;LOC105 NC_056059.1 37955001 37975001 2.40706 0.25588 HZ FAM184B
7.31973 0.286648 GY EXOC3L4;LOC105 NC_056059.1 37960001 37980001 3.09671 0.304478 HZ FAM184B
16.8701 0.290765 GY EXOC3L4;LOC105 NC_056059.1 37965001 37985001 4.32621 0.356365 HZ FAM184B
2.84345 0.355594 GY EXOSC10 NC_056059.1 37970001 37990001 8.32394 0.401201 HZ FAM184B
2.99462 0.299344 GY EXOSC10 NC_056065.1 59810001 59830001 2.50344 0.210122 HZ FAM20B
3.04864 0.311497 GY EXOSC10 NC_056060.1 55910001 55930001 3.48937 0.226517 HZ FAM214A
3.48322 0.252829 GY F8 NC_056060.1 55915001 55935001 3.27722 0.239921 HZ FAM214A
4.32658 0.30087 GY F8 NC_056060.1 55920001 55940001 4.98325 0.340414 HZ FAM214A
5.42382 0.35925 GY F8 NC_056060.1 55925001 55945001 7.8102 0.401725 HZ FAM214A


2.9885 0.233979 GY FAM13A NC_056060.1 55930001 55950001 7.82021 0.399562 HZ FAM214A
6.50159 0.214703 GY FAM13A NC_056060.1 55935001 55955001 3.93259 0.329533 HZ FAM214A
13.6133 0.226014 GY FAM13A NC_056056.1 202485001 202505001 3.00012 0.270716 HZ FAM234B
6.53845 0.209709 GY FAM13A NC_056056.1 202490001 202510001 2.52134 0.256067 HZ FAM234B
4.09206 0.284169 GY FAM13A NC_056059.1 13710001 13730001 2.68727 0.22147 HZ FAM241A


4.0596 0.305487 GY FAM13A NC_056054.1 193680001 193700001 3.41042 0.23687 HZ FAM43A
3.4446 0.246176 GY FAM163A NC_056054.1 193685001 193705001 2.75716 0.220005 HZ FAM43A;LSG1


8.69741 0.29479 GY FAM163A NC_056070.1 44690001 44710001 6.03449 0.232404 HZ FBRSL1
6.70413 0.327642 GY FAM163A NC_056070.1 44695001 44715001 5.6213 0.222642 HZ FBRSL1
4.39931 0.348392 GY FAM163A NC_056070.1 44700001 44720001 4.49152 0.209013 HZ FBRSL1
2.44432 0.264499 GY FAM163A NC_056070.1 44705001 44725001 5.39072 0.224016 HZ FBRSL1
7.99144 0.228395 GY FAM172A NC_056070.1 44710001 44730001 5.23116 0.221811 HZ FBRSL1
4.00114 0.19766 GY FAM172A NC_056070.1 44715001 44735001 5.79083 0.233867 HZ FBRSL1
14.3155 0.224819 GY FAM184B NC_056070.1 44720001 44740001 6.98852 0.237637 HZ FBRSL1
2.56408 0.2888 GY FAM189A1;NSMCENC_056070.1 44725001 44745001 6.23077 0.232163 HZ FBRSL1


3.7398 0.239265 GY FAM240A NC_056062.1 77160001 77180001 5.95556 0.316244 HZ FBXO43







4.01062 0.215111 GY FAM240A NC_056062.1 77165001 77185001 5.03439 0.320835 HZ FBXO43
2.84894 0.257029 GY FAM3B NC_056062.1 77170001 77190001 2.81206 0.230149 HZ FBXO43


3.3307 0.24005 GY FAM3B NC_056055.1 2760001 2780001 9.88891 0.627308 HZ FBXW2
2.68005 0.210312 GY FAM3B NC_056055.1 2765001 2785001 8.47137 0.585429 HZ FBXW2
3.25362 0.199948 GY FAM3B NC_056055.1 2770001 2790001 5.7093 0.486429 HZ FBXW2
5.05251 0.288757 GY FANCE NC_056055.1 2775001 2795001 5.51105 0.345587 HZ FBXW2
6.31017 0.312288 GY FANCE NC_056055.1 2780001 2800001 3.87352 0.239493 HZ FBXW2
5.23486 0.273721 GY FANCE NC_056070.1 58035001 58055001 5.72461 0.253071 HZ FBXW8;TESC
2.61628 0.254551 GY FAR2 NC_056070.1 58040001 58060001 6.18749 0.332572 HZ FBXW8;TESC


3.065 0.294948 GY FARSB NC_056069.1 8700001 8720001 2.57773 0.209857 HZ FCHO2
3.64621 0.352681 GY FARSB;LOC101120NC_056069.1 8705001 8725001 2.55933 0.209835 HZ FCHO2
6.00487 0.249433 GY FBRSL1 NC_056069.1 8710001 8730001 2.41866 0.239702 HZ FCHO2
6.49427 0.318451 GY FBRSL1 NC_056069.1 8715001 8735001 2.55753 0.214256 HZ FCHO2
6.05916 0.323986 GY FBRSL1 NC_056069.1 8785001 8805001 3.08703 0.210049 HZ FCHO2
4.62146 0.311301 GY FBRSL1 NC_056069.1 8790001 8810001 3.22182 0.223408 HZ FCHO2
5.96025 0.284795 GY FBRSL1 NC_056069.1 8795001 8815001 3.5721 0.247775 HZ FCHO2
5.44222 0.263503 GY FBRSL1 NC_056080.1 96465001 96485001 2.38117 0.208311 HZ FGF13
6.06123 0.258511 GY FBRSL1 NC_056063.1 77690001 77710001 3.88514 0.220963 HZ FGF14
7.25864 0.270183 GY FBRSL1 NC_056063.1 77695001 77715001 7.97799 0.275023 HZ FGF14
6.52661 0.257508 GY FBRSL1 NC_056063.1 77700001 77720001 5.68043 0.285442 HZ FGF14


6.4563 0.245338 GY FBRSL1 NC_056063.1 77705001 77725001 4.44334 0.295364 HZ FGF14
2.46849 0.192151 GY FBXO31 NC_056063.1 77710001 77730001 3.69191 0.284031 HZ FGF14


2.7029 0.219048 GY FBXO31 NC_056072.1 40960001 40980001 3.34158 0.212037 HZ FHIT
3.87805 0.323391 GY FBXO31;MAP1LC3NC_056072.1 40965001 40985001 3.20452 0.210339 HZ FHIT
3.54055 0.360842 GY FBXO31;MAP1LC3NC_056076.1 21005001 21025001 3.04318 0.230523 HZ FHOD3
2.55991 0.232395 GY FBXW11 NC_056056.1 5735001 5755001 4.51524 0.228127 HZ FIBCD1
2.72751 0.237393 GY FBXW11 NC_056056.1 5740001 5760001 3.5973 0.212917 HZ FIBCD1
2.86198 0.246033 GY FBXW11 NC_056064.1 41730001 41750001 2.36238 0.262121 HZ FKBP10;P3H4
3.28471 0.289099 GY FBXW11 NC_056074.1 29545001 29565001 2.43468 0.254861 HZ FLI1
3.41942 0.312966 GY FBXW11 NC_056074.1 29550001 29570001 2.45853 0.283698 HZ FLI1
3.29245 0.286702 GY FBXW11 NC_056072.1 43355001 43375001 4.19523 0.206402 HZ FLNB
3.38877 0.278251 GY FBXW11 NC_056073.1 27400001 27420001 2.99705 0.259503 HZ FLOT1;IER3;MDC1;T
2.71236 0.250866 GY FBXW11 NC_056073.1 27395001 27415001 2.38582 0.288874 HZ FLOT1;IER3;TUBB
3.17639 0.337173 GY FBXW7 NC_056073.1 27405001 27425001 4.08203 0.2834 HZ FLOT1;MDC1;TUBB
5.84285 0.414238 GY FBXW7 NC_056073.1 27410001 27430001 5.85141 0.291995 HZ FLOT1;MDC1;TUBB
7.21693 0.430165 GY FBXW7 NC_056080.1 87715001 87735001 3.03468 0.350099 HZ FMR1
12.2973 0.442149 GY FBXW7 NC_056080.1 87720001 87740001 2.42857 0.337954 HZ FMR1
4.30365 0.401462 GY FBXW7 NC_056056.1 76090001 76110001 4.02469 0.582077 HZ FOXN2
5.64491 0.322135 GY FBXW8;TESC NC_056056.1 76095001 76115001 3.46866 0.483544 HZ FOXN2
6.15972 0.391919 GY FBXW8;TESC NC_056072.1 30105001 30125001 4.34412 0.321634 HZ FOXP1


3.7551 0.243699 GY FCGR3A NC_056072.1 30110001 30130001 2.81081 0.298939 HZ FOXP1
2.42344 0.283098 GY FCHO2 NC_056057.1 55935001 55955001 2.41355 0.21884 HZ FOXP2


2.7264 0.347588 GY FCHO2 NC_056057.1 55940001 55960001 4.6891 0.2505 HZ FOXP2
3.05882 0.359203 GY FCHO2 NC_056057.1 55945001 55965001 4.84238 0.272285 HZ FOXP2
2.64219 0.382245 GY FCHO2 NC_056057.1 55950001 55970001 4.42921 0.255396 HZ FOXP2
2.53684 0.376159 GY FCHO2 NC_056057.1 55955001 55975001 2.58547 0.228419 HZ FOXP2
2.59225 0.374568 GY FCHO2 NC_056079.1 18320001 18340001 2.72189 0.282788 HZ FRG1
2.40478 0.409126 GY FCHO2 NC_056079.1 18325001 18345001 2.93536 0.274601 HZ FRG1
2.49494 0.381114 GY FCHO2 NC_056079.1 18330001 18350001 3.22683 0.282188 HZ FRG1
2.54863 0.334023 GY FCHO2 NC_056079.1 18335001 18355001 4.51813 0.279934 HZ FRG1
2.58478 0.317727 GY FCHO2 NC_056079.1 18340001 18360001 4.68124 0.257224 HZ FRG1
2.76906 0.31228 GY FCHO2 NC_056079.1 18345001 18365001 5.05555 0.261697 HZ FRG1
2.49828 0.320969 GY FCHO2 NC_056066.1 27780001 27800001 13.0567 0.251497 HZ FRMD4A
2.67729 0.347217 GY FCHO2 NC_056066.1 27785001 27805001 25.2564 0.253247 HZ FRMD4A
2.58785 0.359164 GY FCHO2 NC_056066.1 27790001 27810001 8.77506 0.219793 HZ FRMD4A
2.70395 0.350419 GY FCHO2 NC_056063.1 29215001 29235001 2.49999 0.244409 HZ FRY
2.90543 0.313174 GY FCHO2 NC_056055.1 126875001 126895001 2.44274 0.216916 HZ FRZB


2.5086 0.386771 GY FETUB;HRG NC_056056.1 75405001 75425001 2.42569 0.226703 HZ FSHR
2.77054 0.210375 GY FEV NC_056054.1 31270001 31290001 4.61224 0.211762 HZ FYB2
2.42652 0.287148 GY FHIT NC_056054.1 31275001 31295001 5.87534 0.214656 HZ FYB2
3.10236 0.247695 GY FHL1 NC_056054.1 31280001 31300001 9.95944 0.252946 HZ FYB2
5.31034 0.195508 GY FLNB NC_056054.1 31285001 31305001 11.6908 0.26513 HZ FYB2
3.07647 0.202266 GY FLOT1;IER3;MDC1NC_056072.1 53285001 53305001 2.48936 0.21982 HZ FYCO1;XCR1


2.6483 0.20609 GY FLOT1;IER3;TUBBNC_056072.1 53290001 53310001 3.73109 0.25763 HZ FYCO1;XCR1
4.04313 0.232743 GY FLOT1;MDC1;TUBNC_056072.1 53295001 53315001 10.4786 0.233136 HZ FYCO1;XCR1
5.65483 0.266936 GY FLOT1;MDC1;TUBNC_056054.1 131250001 131270001 2.56521 0.25003 HZ GABPA
5.06173 0.510063 GY FOXN2 NC_056054.1 131255001 131275001 3.85938 0.37468 HZ GABPA
3.78201 0.497264 GY FOXN2 NC_056054.1 131260001 131280001 6.71784 0.427016 HZ GABPA


4.2973 0.191812 GY FOXN3 NC_056054.1 131265001 131285001 10.9265 0.400335 HZ GABPA
2.84802 0.238468 GY FOXN3 NC_056054.1 131270001 131290001 20.1291 0.390175 HZ GABPA
5.87454 0.263602 GY FOXN3 NC_056054.1 131280001 131300001 7.15348 0.300962 HZ GABPA


3.8568 0.263853 GY FOXN3 NC_056059.1 65530001 65550001 2.4062 0.22757 HZ GABRA2
2.53269 0.19822 GY FOXO1 NC_056059.1 65535001 65555001 2.48418 0.212926 HZ GABRA2
4.54422 0.241865 GY FOXP1 NC_056080.1 83505001 83525001 4.24206 0.220956 HZ GABRA3







2.98431 0.208253 GY FOXP1 NC_056080.1 83510001 83530001 7.16408 0.281067 HZ GABRA3
8.01554 0.194613 GY FOXP2 NC_056080.1 83525001 83545001 7.81396 0.286204 HZ GABRA3
8.47618 0.217209 GY FOXP2 NC_056058.1 70935001 70955001 2.36029 0.2459 HZ GABRA6
8.38125 0.244092 GY FOXP2 NC_056058.1 70940001 70960001 2.72808 0.258647 HZ GABRA6
4.44774 0.192876 GY FOXP2 NC_056058.1 70955001 70975001 2.7497 0.247718 HZ GABRA6
12.0618 0.273434 GY FRMD4A NC_056058.1 63435001 63455001 3.17557 0.377426 HZ GALNT10
23.5726 0.286252 GY FRMD4A NC_056058.1 63440001 63460001 7.03896 0.496827 HZ GALNT10
8.23577 0.248403 GY FRMD4A NC_056058.1 63445001 63465001 7.4 0.515273 HZ GALNT10
5.59954 0.210842 GY FRMD4A NC_056058.1 63450001 63470001 8.00865 0.52452 HZ GALNT10
2.93229 0.236332 GY FRMD4A NC_056058.1 63455001 63475001 4.71428 0.47898 HZ GALNT10


3.1142 0.193302 GY FRMD4A NC_056058.1 63460001 63480001 2.59117 0.402449 HZ GALNT10
3.14316 0.203975 GY FRMD4A NC_056060.1 79130001 79150001 6.72727 0.331537 HZ GALNT16
2.98451 0.199901 GY FRMD4A NC_056060.1 79135001 79155001 6.57777 0.34588 HZ GALNT16
2.61431 0.215397 GY FRMD4A NC_056078.1 1790001 1810001 5.89139 0.210385 HZ GALNT2
2.79894 0.29469 GY FRMPD4 NC_056060.1 63225001 63245001 2.95959 0.260757 HZ GATM
4.85714 0.256544 GY FYB2 NC_056060.1 6490001 6510001 3.31164 0.233559 HZ GCNT4


6.1355 0.267217 GY FYB2 NC_056062.1 50595001 50615001 2.40849 0.208545 HZ GDAP1
10.6396 0.285111 GY FYB2 NC_056062.1 80970001 80990001 2.74801 0.214844 HZ GDF6
15.4408 0.292686 GY FYB2 NC_056058.1 63845001 63865001 6.06122 0.344097 HZ GEMIN5
3.15844 0.23093 GY FYB2;PRKAA2 NC_056058.1 63850001 63870001 4.41946 0.355821 HZ GEMIN5
5.00002 0.196441 GY GAB3 NC_056058.1 63855001 63875001 2.77037 0.361406 HZ GEMIN5
7.86991 0.256806 GY GAB3 NC_056054.1 260180001 260200001 3.82093 0.320075 HZ GET1
5.71997 0.230945 GY GAB3 NC_056054.1 260185001 260205001 6.60526 0.24678 HZ GET1
4.91841 0.2517 GY GABPA NC_056054.1 260190001 260210001 9.78006 0.231392 HZ GET1
8.58209 0.272434 GY GABPA NC_056054.1 260195001 260215001 13.7564 0.242373 HZ GET1;LCA5L
13.1581 0.279785 GY GABPA NC_056057.1 67330001 67350001 3.35255 0.207916 HZ GGCT
20.1923 0.30082 GY GABPA NC_056066.1 26125001 26145001 8.50598 0.216777 HZ GJD4
6.82324 0.212038 GY GABPA NC_056054.1 247310001 247330001 25.2475 0.437134 HZ GK5
4.68792 0.212531 GY GABRA3 NC_056054.1 247315001 247335001 24.963 0.397693 HZ GK5
8.21097 0.257431 GY GABRA3 NC_056054.1 247320001 247340001 9.9542 0.32739 HZ GK5
3.04744 0.298737 GY GABRA6 NC_056054.1 247325001 247345001 3.80372 0.23215 HZ GK5
2.94313 0.298397 GY GALE;LYPLA2;PITNC_056057.1 80465001 80485001 7.08081 0.247665 HZ GLI3
5.90143 0.265085 GY GALNT13 NC_056057.1 80470001 80490001 4.09508 0.278273 HZ GLI3
7.65174 0.281076 GY GALNT13 NC_056057.1 80475001 80495001 4.01219 0.282277 HZ GLI3


4.9067 0.239641 GY GALNT13 NC_056057.1 80480001 80500001 3.27415 0.228325 HZ GLI3
3.05078 0.203877 GY GALNT13 NC_056057.1 80485001 80505001 2.72479 0.254248 HZ GLI3
19.8864 0.201247 GY GALNT2 NC_056057.1 80685001 80705001 2.95528 0.280162 HZ GLI3
3.85582 0.292149 GY GALNT7 NC_056058.1 92745001 92765001 2.46656 0.222736 HZ GLRX
2.92983 0.332964 GY GALNT7 NC_056054.1 232530001 232550001 10.3875 0.246786 HZ GMPS
2.99643 0.235917 GY GALNT9 NC_056077.1 1605001 1625001 3.04953 0.228203 HZ GNPTG;UNKL
2.94389 0.297877 GY GALNTL6 NC_056077.1 1610001 1630001 2.86812 0.21804 HZ GNPTG;UNKL
2.75438 0.222143 GY GAR1 NC_056054.1 20295001 20315001 3.9901 0.208059 HZ GPBP1L1;TMEM69
2.46185 0.212611 GY GAR1 NC_056055.1 153175001 153195001 4.28319 0.292377 HZ GPD2
3.00919 0.234307 GY GAR1;RRH NC_056055.1 153180001 153200001 7.58426 0.335961 HZ GPD2
2.90191 0.239491 GY GAR1;RRH NC_056055.1 153185001 153205001 11.203 0.356552 HZ GPD2
4.10783 0.202106 GY GAR1;RRH NC_056055.1 153190001 153210001 8.33335 0.364748 HZ GPD2
3.11456 0.21039 GY GCNT4 NC_056055.1 153195001 153215001 4.52245 0.290861 HZ GPD2
3.53907 0.275036 GY GCSH;PKD1L2 NC_056080.1 11935001 11955001 6.54443 0.335815 HZ GPM6B
4.82433 0.290904 GY GCSH;PKD1L2 NC_056080.1 11940001 11960001 9.06943 0.326952 HZ GPM6B
2.94149 0.206394 GY GDAP2 NC_056080.1 11945001 11965001 4.90336 0.354037 HZ GPM6B
3.06211 0.266425 GY GFOD2 NC_056080.1 11950001 11970001 2.51905 0.287532 HZ GPM6B
3.24573 0.28153 GY GFOD2 NC_056056.1 6465001 6485001 3.53242 0.240814 HZ GPR107
3.37573 0.306652 GY GFOD2 NC_056056.1 6470001 6490001 4.43934 0.244334 HZ GPR107
3.44805 0.294484 GY GFOD2 NC_056056.1 6475001 6495001 4.15656 0.221445 HZ GPR107


2.5398 0.276061 GY GHR NC_056056.1 6480001 6500001 3.49355 0.210136 HZ GPR107
2.9389 0.309979 GY GLB1L3;LOC11411NC_056056.1 6485001 6505001 2.81863 0.207461 HZ GPR107


2.48561 0.362496 GY GLI3 NC_056068.1 2075001 2095001 3.09501 0.233547 HZ GRIA4
7.49496 0.305422 GY GLI3 NC_056068.1 2080001 2100001 28.9558 0.391698 HZ GRIA4


3.6451 0.370847 GY GLI3 NC_056068.1 2085001 2105001 42.3964 0.387405 HZ GRIA4
3.27395 0.424854 GY GLI3 NC_056068.1 2090001 2110001 23.4616 0.370055 HZ GRIA4
2.68921 0.335542 GY GLI3 NC_056068.1 2095001 2115001 17.4808 0.365738 HZ GRIA4
12.8875 0.339612 GY GLMN NC_056068.1 2100001 2120001 14.6194 0.358955 HZ GRIA4
17.8013 0.34546 GY GLMN NC_056068.1 2105001 2125001 12.5603 0.384341 HZ GRIA4
3.52425 0.197782 GY GLRA2 NC_056068.1 2110001 2130001 16.4857 0.408008 HZ GRIA4
2.77976 0.203415 GY GLT1D1 NC_056068.1 2155001 2175001 15.9286 0.487668 HZ GRIA4
3.87439 0.216578 GY GLYCAM1 NC_056068.1 2160001 2180001 5.63102 0.401222 HZ GRIA4


13.65 0.19288 GY GMPS NC_056068.1 2165001 2185001 4.24779 0.369162 HZ GRIA4
2.54982 0.200087 GY GNL3;PBRM1 NC_056059.1 32110001 32130001 2.52413 0.293813 HZ GRID2
3.31872 0.256013 GY GON7;TMEM251 NC_056059.1 32115001 32135001 2.68149 0.294383 HZ GRID2
2.78068 0.192405 GY GON7;TMEM251 NC_056054.1 126785001 126805001 2.60869 0.210406 HZ GRIK1
6.17332 0.253222 GY GPC3 NC_056054.1 126795001 126815001 3.80827 0.243304 HZ GRIK1
3.03418 0.302728 GY GPC3 NC_056054.1 126830001 126850001 2.42993 0.223225 HZ GRIK1
5.45417 0.232614 GY GPC5 NC_056077.1 9430001 9450001 2.35355 0.269873 HZ GRIN2A


5.0679 0.233146 GY GPC5 NC_056057.1 92400001 92420001 4.34227 0.305559 HZ GRM8







4.1208 0.213966 GY GPC5 NC_056057.1 92405001 92425001 6.59174 0.346189 HZ GRM8
3.41526 0.204033 GY GPC6 NC_056057.1 92410001 92430001 3.73328 0.302424 HZ GRM8
6.95505 0.200395 GY GPD2 NC_056057.1 92415001 92435001 2.95213 0.281438 HZ GRM8


10.188 0.211762 GY GPD2 NC_056057.1 92445001 92465001 3.1672 0.322853 HZ GRM8
7.66094 0.220911 GY GPD2 NC_056057.1 92450001 92470001 3.02402 0.329885 HZ GRM8
3.66316 0.329072 GY GPM6A NC_056057.1 92455001 92475001 2.54395 0.267032 HZ GRM8
8.03254 0.325753 GY GPM6A NC_056057.1 92480001 92500001 3.01185 0.413307 HZ GRM8
5.87783 0.389198 GY GPM6A NC_056057.1 92485001 92505001 4.39184 0.460715 HZ GRM8
4.66613 0.378182 GY GPM6A NC_056057.1 92490001 92510001 5.04269 0.368157 HZ GRM8
4.02781 0.352232 GY GPM6A NC_056057.1 92495001 92515001 3.70904 0.31792 HZ GRM8


3.372 0.195722 GY GPR160;PHC3 NC_056067.1 11080001 11100001 3.2931 0.235246 HZ GSE1
3.15833 0.26129 GY GPR174 NC_056067.1 11085001 11105001 2.86696 0.211823 HZ GSE1
3.17806 0.219203 GY GPR87;MED12L NC_056077.1 25865001 25885001 2.70444 0.246434 HZ GSG1L
2.86557 0.21785 GY GPR87;MED12L NC_056077.1 25870001 25890001 2.71429 0.207443 HZ GSG1L
3.05112 0.224022 GY GPR87;MED12L NC_056077.1 26075001 26095001 7.40202 0.239034 HZ GSG1L
2.70163 0.202219 GY GPR87;MED12L NC_056077.1 26080001 26100001 7.74689 0.256823 HZ GSG1L


3.2158 0.24595 GY GPR87;MED12L;P2NC_056077.1 26085001 26105001 5.87877 0.274842 HZ GSG1L
4.39896 0.192181 GY GREB1L NC_056077.1 26090001 26110001 5.2064 0.287335 HZ GSG1L
2.69641 0.250449 GY GRIA4 NC_056077.1 26095001 26115001 3.22074 0.224779 HZ GSG1L
2.85714 0.308395 GY GRIA4 NC_056079.1 25855001 25875001 5.53732 0.259096 HZ GTF2E2
35.9557 0.253571 GY GRIA4 NC_056079.1 25860001 25880001 5.08571 0.318167 HZ GTF2E2
54.1769 0.239682 GY GRIA4 NC_056079.1 25865001 25885001 4.54434 0.362845 HZ GTF2E2
30.6811 0.219125 GY GRIA4 NC_056079.1 25870001 25890001 5.19808 0.354085 HZ GTF2E2
22.2932 0.206033 GY GRIA4 NC_056079.1 25875001 25895001 3.75991 0.291588 HZ GTF2E2
15.2553 0.198461 GY GRIA4 NC_056079.1 25880001 25900001 3.16635 0.251949 HZ GTF2E2
4.75687 0.265675 GY GRID2 NC_056079.1 25885001 25905001 3.10734 0.230494 HZ GTF2E2
3.44891 0.294078 GY GRID2 NC_056057.1 76155001 76175001 2.59442 0.362005 HZ GTPBP10
2.55587 0.293417 GY GRID2 NC_056057.1 76160001 76180001 3.54447 0.359247 HZ GTPBP10
2.85484 0.322193 GY GRID2 NC_056057.1 76165001 76185001 2.93008 0.282144 HZ GTPBP10


4.0678 0.202024 GY GRID2 NC_056073.1 15910001 15930001 3.44964 0.226233 HZ GUCA1ANB;LOC101
3.85312 0.207767 GY GRID2 NC_056055.1 120985001 121005001 4.39888 0.247651 HZ GULP1
3.51016 0.222475 GY GRID2 NC_056055.1 120990001 121010001 6.00223 0.233022 HZ GULP1
3.11058 0.229508 GY GRID2 NC_056055.1 120995001 121015001 13.1154 0.311879 HZ GULP1
3.30935 0.239993 GY GRID2 NC_056055.1 121000001 121020001 4.16029 0.247323 HZ GULP1
2.90595 0.208385 GY GRID2 NC_056055.1 121030001 121050001 8.59601 0.219448 HZ GULP1
3.27216 0.204466 GY GRID2 NC_056055.1 121035001 121055001 7.11796 0.210638 HZ GULP1
4.80311 0.234834 GY GRID2 NC_056055.1 121040001 121060001 6.81996 0.219408 HZ GULP1


9.4739 0.260099 GY GRID2 NC_056055.1 121045001 121065001 3.91956 0.260342 HZ GULP1
4.64296 0.243394 GY GRID2 NC_056055.1 121050001 121070001 3.58947 0.251979 HZ GULP1
2.52039 0.229417 GY GRID2 NC_056055.1 121055001 121075001 3.11255 0.245204 HZ GULP1
2.56573 0.305809 GY GRID2 NC_056073.1 29955001 29975001 2.79721 0.293552 HZ H1-5;LOC101102344;
2.63799 0.320334 GY GRID2 NC_056073.1 29950001 29970001 2.63982 0.280325 HZ H1-5;LOC101102344;
18.3984 0.222217 GY GRIK5 NC_056057.1 28400001 28420001 2.97091 0.219286 HZ HDAC9
17.5806 0.217721 GY GRIK5 NC_056057.1 79200001 79220001 4.34426 0.210018 HZ HECW1
3.23629 0.314033 GY GRIN3A NC_056057.1 79205001 79225001 6.1519 0.31478 HZ HECW1
2.43602 0.262926 GY GRIN3A NC_056057.1 79210001 79230001 6.07054 0.37222 HZ HECW1


11.37 0.371783 GY GRIP1 NC_056057.1 79215001 79235001 2.5944 0.278226 HZ HECW1
2.43296 0.194134 GY GRM5 NC_056054.1 190290001 190310001 3.29306 0.387839 HZ HEG1
3.22014 0.279894 GY GRM5 NC_056075.1 15560001 15580001 3.70654 0.223216 HZ HELLS;TBC1D12
2.55596 0.245266 GY GRM7 NC_056075.1 15565001 15585001 3.10211 0.210644 HZ HELLS;TBC1D12
2.71629 0.202342 GY GRM7 NC_056059.1 36700001 36720001 5.75362 0.435846 HZ HERC3
2.42915 0.232381 GY GRM7 NC_056059.1 36705001 36725001 3.54684 0.286583 HZ HERC3
3.44164 0.24274 GY GRM8 NC_056059.1 36820001 36840001 5.44754 0.259499 HZ HERC3
3.16217 0.247692 GY GRM8 NC_056059.1 36825001 36845001 4.45733 0.209539 HZ HERC3
4.57082 0.22064 GY GRM8 NC_056059.1 36720001 36740001 2.42915 0.219657 HZ HERC3;NAP1L5
5.71965 0.216858 GY GRM8 NC_056059.1 36995001 37015001 20.1463 0.304672 HZ HERC6
4.44717 0.20806 GY GRM8 NC_056059.1 37000001 37020001 20.6067 0.311429 HZ HERC6
2.82244 0.222082 GY GRM8 NC_056059.1 37005001 37025001 17.7073 0.27293 HZ HERC6
2.71336 0.422334 GY GSE1 NC_056077.1 34450001 34470001 2.67704 0.381288 HZ HIP1
2.41111 0.301491 GY GSG1L NC_056077.1 34455001 34475001 2.58026 0.382982 HZ HIP1


2.5222 0.245729 GY GSG1L NC_056077.1 34460001 34480001 4.32728 0.416813 HZ HIP1
3.77188 0.194783 GY GTDC1 NC_056070.1 63290001 63310001 34.1599 0.228736 HZ HNF1A
4.46026 0.211529 GY GTDC1 NC_056070.1 63295001 63315001 32.814 0.20769 HZ HNF1A
4.27931 0.208377 GY GTDC1 NC_056060.1 10405001 10425001 2.42566 0.324598 HZ HOMER1
3.93119 0.20645 GY GTDC1 NC_056060.1 10410001 10430001 2.74023 0.377075 HZ HOMER1
5.90299 0.209875 GY GTF2E2 NC_056070.1 69155001 69175001 3.0841 0.338603 HZ HORMAD2
5.70793 0.229981 GY GTF2E2 NC_056070.1 69160001 69180001 9.27064 0.293157 HZ HORMAD2


5.1896 0.232803 GY GTF2E2 NC_056070.1 69165001 69185001 14.5664 0.300763 HZ HORMAD2
3.62864 0.198862 GY GUCA1ANB;LOC1 NC_056054.1 64005001 64025001 2.47286 0.238202 HZ HS2ST1;SELENOF
6.39455 0.19873 GY GUCA1B;LOC1011NC_056054.1 114350001 114370001 8.00733 0.246151 HZ HSD17B7
36.5074 0.243992 GY GULP1 NC_056054.1 114355001 114375001 4.09858 0.210052 HZ HSD17B7
16.2372 0.211847 GY GULP1 NC_056075.1 36745001 36765001 2.42237 0.209359 HZ HSPA12A
12.9279 0.235419 GY GULP1 NC_056055.1 244650001 244670001 2.56152 0.253481 HZ HSPG2
2.98038 0.352714 GY GULP1 NC_056055.1 244655001 244675001 3.34768 0.317138 HZ HSPG2







2.88694 0.363647 GY GULP1 NC_056055.1 244660001 244680001 3.17671 0.320608 HZ HSPG2
2.75826 0.389324 GY GULP1 NC_056055.1 244665001 244685001 2.43358 0.232781 HZ HSPG2
3.42651 0.220467 GY HAVCR2;MED7 NC_056068.1 24150001 24170001 2.48502 0.207418 HZ HTR3B
4.06885 0.230529 GY HECW1 NC_056055.1 242485001 242505001 7.79636 0.307704 HZ IFNLR1;IL22RA1
5.81434 0.347024 GY HECW1 NC_056057.1 57480001 57500001 3.0597 0.211737 HZ IFRD1
6.02075 0.355604 GY HECW1 NC_056077.1 1720001 1740001 2.37297 0.270687 HZ IFT140;TMEM204
2.46153 0.249415 GY HECW1 NC_056068.1 28925001 28945001 5.89158 0.338041 HZ IFT46;KMT2A;TMEM
5.98188 0.312857 GY HERC3 NC_056068.1 28935001 28955001 2.45575 0.215077 HZ IFT46;TMEM25
3.08932 0.237015 GY HGF NC_056068.1 28930001 28950001 4.35572 0.351022 HZ IFT46;TMEM25;TTC3


2.9613 0.262446 GY HGF NC_056060.1 12240001 12260001 2.86817 0.210973 HZ IGDCC3
4.0172 0.250347 GY HMCN1 NC_056074.1 45775001 45795001 3.18314 0.215382 HZ IGF2


5.18182 0.244176 GY HMCN1 NC_056074.1 45780001 45800001 2.76922 0.222863 HZ IGF2
3.05069 0.193407 GY HMCN1 NC_056059.1 73165001 73185001 2.45115 0.303327 HZ IGFBP7
33.7465 0.293529 GY HNF1A NC_056059.1 73170001 73190001 3.16356 0.281401 HZ IGFBP7
32.6407 0.275856 GY HNF1A NC_056059.1 73175001 73195001 2.86617 0.267432 HZ IGFBP7
4.50251 0.272454 GY HNRNPAB;PHYKPNC_056064.1 39940001 39960001 3.60975 0.277392 HZ IKZF3
4.00426 0.22794 GY HNRNPAB;PHYKPNC_056064.1 39950001 39970001 3.05634 0.245068 HZ IKZF3;ZPBP2
4.84302 0.197688 GY HNRNPUL2;LOC10NC_056064.1 39955001 39975001 3.44068 0.213155 HZ IKZF3;ZPBP2
3.91796 0.218852 GY HNRNPUL2;LOC10NC_056056.1 225300001 225320001 3.10046 0.23084 HZ IL17REL
2.46064 0.219171 GY HOMER1 NC_056056.1 225305001 225325001 3.87338 0.287326 HZ IL17REL
6.42677 0.331352 GY HSF5 NC_056056.1 225310001 225330001 5.61596 0.324736 HZ IL17REL
4.49443 0.275442 GY HSF5 NC_056056.1 99580001 99600001 4.66011 0.227911 HZ IL1R1
5.68453 0.21113 GY HSF5;RNF43 NC_056056.1 99585001 99605001 4.47668 0.226727 HZ IL1R1


16 0.311783 GY HSF5;RNF43 NC_056056.1 99590001 99610001 4.30829 0.227419 HZ IL1R1
5.89011 0.30846 GY HSPA6 NC_056056.1 99595001 99615001 4.2187 0.214921 HZ IL1R1
4.01908 0.291807 GY HSPA6;LOC101106NC_056056.1 99625001 99645001 14.1401 0.217616 HZ IL1R1
2.97554 0.195259 GY HTR6;LOC1011081NC_056056.1 99630001 99650001 14.8925 0.207942 HZ IL1R1
4.73685 0.308496 GY HTRA1 NC_056055.1 242490001 242510001 11.5494 0.339883 HZ IL22RA1
5.62254 0.413347 GY HTT NC_056058.1 9965001 9985001 2.46589 0.255287 HZ IL27RA
5.30049 0.463167 GY HTT NC_056058.1 9970001 9990001 2.54262 0.239125 HZ IL27RA;RLN3
4.34596 0.444517 GY HTT NC_056057.1 58705001 58725001 4.25693 0.310798 HZ IMMP2L
2.98052 0.447258 GY HTT NC_056057.1 58710001 58730001 4.08176 0.319564 HZ IMMP2L
2.57518 0.230674 GY HTT;LOC12181979NC_056057.1 58715001 58735001 4.62231 0.34298 HZ IMMP2L
3.53449 0.34185 GY HTT;MSANTD1 NC_056057.1 58720001 58740001 4.85156 0.356882 HZ IMMP2L
3.56433 0.41004 GY HTT;MSANTD1 NC_056057.1 58725001 58745001 3.38956 0.302043 HZ IMMP2L
2.59096 0.198386 GY IFITM10 NC_056057.1 58730001 58750001 3.38107 0.289389 HZ IMMP2L
2.42529 0.282732 GY IFRD1 NC_056057.1 58735001 58755001 3.09755 0.217823 HZ IMMP2L


2.4904 0.264431 GY IFRD1 NC_056057.1 58740001 58760001 3.22673 0.204979 HZ IMMP2L
3.70977 0.205354 GY IFRD1 NC_056057.1 58755001 58775001 4.48537 0.206451 HZ IMMP2L
4.98669 0.251736 GY IFRD1 NC_056057.1 58760001 58780001 3.8883 0.241601 HZ IMMP2L
3.50633 0.252289 GY IGDCC3 NC_056057.1 58765001 58785001 3.31707 0.285313 HZ IMMP2L
2.63465 0.292455 GY IGDCC3 NC_056057.1 58770001 58790001 4.18066 0.287345 HZ IMMP2L
2.96915 0.235477 GY IGDCC3 NC_056057.1 58775001 58795001 3.14286 0.264879 HZ IMMP2L


2.568 0.292378 GY IGDCC3 NC_056057.1 58780001 58800001 3.14486 0.229507 HZ IMMP2L
3.10289 0.279221 GY IGDCC3 NC_056057.1 58900001 58920001 6.61552 0.26093 HZ IMMP2L


6.2168 0.200571 GY IL17REL NC_056057.1 58905001 58925001 5.26327 0.282259 HZ IMMP2L
2.93177 0.255796 GY IL27RA NC_056057.1 58910001 58930001 3.8713 0.266328 HZ IMMP2L
2.49398 0.297994 GY IL27RA;PALM3 NC_056057.1 59110001 59130001 2.44098 0.46361 HZ IMMP2L
3.00464 0.263667 GY IL27RA;RLN3 NC_056057.1 59115001 59135001 3.57118 0.345728 HZ IMMP2L
3.00106 0.239592 GY IL27RA;RLN3 NC_056057.1 59120001 59140001 6.025 0.372551 HZ IMMP2L
2.82714 0.238436 GY IMMP2L NC_056057.1 59125001 59145001 2.69123 0.382584 HZ IMMP2L
3.28922 0.341134 GY IMMP2L NC_056070.1 15300001 15320001 2.38523 0.240936 HZ INPP4B
3.35279 0.40862 GY IMMP2L NC_056070.1 15305001 15325001 2.40657 0.255473 HZ INPP4B
5.66498 0.280152 GY IMMP2L NC_056077.1 41790001 41810001 4.39387 0.35361 HZ INTS1;MAFK
5.03144 0.267291 GY IMMP2L NC_056077.1 41795001 41815001 3.86519 0.303728 HZ INTS1;MAFK
5.10252 0.247592 GY IMMP2L NC_056077.1 41800001 41820001 3.2341 0.25036 HZ INTS1;MAFK
5.02734 0.268073 GY IMMP2L NC_056080.1 99405001 99425001 3.25807 0.323485 HZ INTS6L
3.46226 0.209485 GY IMMP2L NC_056061.1 78645001 78665001 3.80654 0.206271 HZ IPCEF1
3.23274 0.229642 GY IMMP2L NC_056061.1 78650001 78670001 5.39882 0.244397 HZ IPCEF1
3.19511 0.25587 GY IMMP2L NC_056061.1 78655001 78675001 6.37907 0.241538 HZ IPCEF1
3.32219 0.218251 GY IMMP2L NC_056061.1 78660001 78680001 6.66574 0.239729 HZ IPCEF1
3.75243 0.217425 GY IMMP2L NC_056070.1 8560001 8580001 3.78031 0.221158 HZ IQCM
4.05456 0.212221 GY IMMP2L NC_056070.1 8565001 8585001 2.82875 0.247713 HZ IQCM
3.89018 0.221653 GY IMMP2L NC_056054.1 106485001 106505001 3.93411 0.391376 HZ IQGAP3
2.85541 0.221409 GY IMMP2L NC_056054.1 106490001 106510001 4.69919 0.479508 HZ IQGAP3


3.3048 0.243037 GY IMMP2L NC_056054.1 106495001 106515001 3.0233 0.444827 HZ IQGAP3
4.00294 0.302184 GY IMMP2L NC_056054.1 106500001 106520001 2.60639 0.459065 HZ IQGAP3
7.22087 0.396855 GY IMMP2L NC_056080.1 51170001 51190001 2.64583 0.277351 HZ IQSEC2
7.18546 0.449523 GY IMMP2L NC_056056.1 212905001 212925001 10.6353 0.281366 HZ IQSEC3
4.62101 0.430202 GY IMMP2L NC_056056.1 212910001 212930001 2.84514 0.286687 HZ IQSEC3
3.46668 0.35901 GY IMMP2L NC_056067.1 11380001 11400001 3.51383 0.285632 HZ IRF8
4.06106 0.22601 GY IMMP2L NC_056067.1 11385001 11405001 6.7189 0.339182 HZ IRF8


4.2779 0.217703 GY INTS1;MAFK NC_056067.1 11390001 11410001 7.5116 0.293949 HZ IRF8
3.69813 0.220174 GY INTS1;MAFK NC_056066.1 29515001 29535001 3.38288 0.269288 HZ ITGA8







3.3131 0.211027 GY INTS1;MAFK NC_056080.1 63985001 64005001 3.85898 0.399939 HZ ITGB1BP2;NONO
4.33616 0.194587 GY INTS6 NC_056056.1 188860001 188880001 2.60941 0.26556 HZ ITPR2
2.66225 0.27437 GY IQCG NC_056056.1 188865001 188885001 5.60521 0.362751 HZ ITPR2
2.69948 0.299429 GY IQCG NC_056056.1 188870001 188890001 6.57295 0.430223 HZ ITPR2
2.64762 0.229054 GY IQCM NC_056056.1 188875001 188895001 6.66062 0.424941 HZ ITPR2
3.54771 0.247112 GY IQCM NC_056056.1 188880001 188900001 5.69214 0.369407 HZ ITPR2
2.81236 0.22995 GY IQCM NC_056056.1 188885001 188905001 3.36555 0.304853 HZ ITPR2
4.33333 0.296097 GY IQGAP3 NC_056056.1 188975001 188995001 2.52934 0.2311 HZ ITPR2
5.86992 0.356029 GY IQGAP3 NC_056056.1 188980001 189000001 3.39861 0.215343 HZ ITPR2
3.51651 0.32851 GY IQGAP3 NC_056056.1 188985001 189005001 4.29019 0.234904 HZ ITPR2
3.24646 0.315216 GY IQGAP3 NC_056056.1 188990001 189010001 4.70658 0.250527 HZ ITPR2


2.4771 0.312357 GY IQGAP3 NC_056056.1 188995001 189015001 10.6103 0.323717 HZ ITPR2
2.45312 0.19856 GY IQSEC2 NC_056056.1 189000001 189020001 11.4932 0.314488 HZ ITPR2
12.6589 0.236652 GY IQSEC3 NC_056056.1 189005001 189025001 5.31466 0.249954 HZ ITPR2


3.4 0.256414 GY ISLR2 NC_056055.1 73330001 73350001 4.25675 0.226756 HZ JAK2
19.8589 0.222595 GY ISM2;SPTLC2 NC_056055.1 73335001 73355001 3.89705 0.212864 HZ JAK2
2.93065 0.207344 GY ITGAE NC_056055.1 73345001 73365001 5.11179 0.215031 HZ JAK2


7.6282 0.191683 GY ITGAE;NCBP3 NC_056055.1 73350001 73370001 9.44047 0.261172 HZ JAK2
3.54488 0.35949 GY ITGB1BP2;NONO NC_056055.1 73380001 73400001 9.33094 0.296419 HZ JAK2
5.91918 0.275492 GY ITPR2 NC_056055.1 73385001 73405001 3.92772 0.251018 HZ JAK2
7.21974 0.358198 GY ITPR2 NC_056068.1 28605001 28625001 2.63306 0.234137 HZ JAML;SCN2B
7.45367 0.37813 GY ITPR2 NC_056060.1 84740001 84760001 11.8284 0.225522 HZ JDP2
6.22285 0.362084 GY ITPR2 NC_056064.1 41350001 41370001 5.25144 0.298105 HZ K38;V15
3.49575 0.325752 GY ITPR2 NC_056064.1 41355001 41375001 3.19925 0.260553 HZ K38;V15
2.47496 0.205855 GY ITPR2 NC_056064.1 41360001 41380001 2.38271 0.227816 HZ K38;V15
2.67068 0.295088 GY ITSN1 NC_056054.1 232105001 232125001 3.01602 0.223632 HZ KCNAB1
2.48524 0.291354 GY ITSN1 NC_056054.1 232110001 232130001 2.49617 0.222781 HZ KCNAB1
12.0645 0.256807 GY JADE1;SCLT1 NC_056056.1 104375001 104395001 2.49327 0.226016 HZ KCNIP3
4.01191 0.731841 GY JAK2 NC_056056.1 104385001 104405001 5.5928 0.209456 HZ KCNIP3


4.3813 0.745413 GY JAK2 NC_056056.1 104390001 104410001 6.93006 0.238054 HZ KCNIP3
3.28856 0.225049 GY JARID2 NC_056056.1 104395001 104415001 8.03695 0.236131 HZ KCNIP3
5.06393 0.277629 GY K38;V15 NC_056056.1 104400001 104420001 7.11701 0.268769 HZ KCNIP3
2.88693 0.255357 GY K38;V15 NC_056056.1 104405001 104425001 5.11577 0.268605 HZ KCNIP3


11.304 0.204163 GY KAT2B NC_056056.1 104410001 104430001 4.34903 0.291922 HZ KCNIP3;PROM2
12.1727 0.206879 GY KAT2B NC_056056.1 104415001 104435001 5.31794 0.405669 HZ KCNIP3;PROM2
15.6083 0.227424 GY KAT2B NC_056056.1 104420001 104440001 6.86473 0.422891 HZ KCNIP3;PROM2
19.0588 0.24927 GY KAT2B NC_056059.1 41675001 41695001 4.85983 0.365825 HZ KCNIP4
20.1223 0.279781 GY KAT2B NC_056059.1 41680001 41700001 3.16792 0.337473 HZ KCNIP4


6.4186 0.230498 GY KAT2B NC_056054.1 208970001 208990001 2.99593 0.221694 HZ KCNMB2
4.97583 0.217391 GY KAT2B NC_056074.1 45450001 45470001 2.88038 0.221748 HZ KCNQ1
4.97296 0.210236 GY KAT2B NC_056074.1 45460001 45480001 18.9375 0.337836 HZ KCNQ1
5.41137 0.210599 GY KAT2B NC_056074.1 45465001 45485001 11.6216 0.296816 HZ KCNQ1
10.8732 0.230693 GY KAT2B NC_056074.1 45470001 45490001 10.0414 0.263547 HZ KCNQ1
12.6666 0.242016 GY KAT2B NC_056074.1 45475001 45495001 7.91603 0.219521 HZ KCNQ1
12.8862 0.245342 GY KAT2B NC_056080.1 44090001 44110001 4.63333 0.661361 HZ KDM6A
5.75391 0.202413 GY KAT2B NC_056080.1 44095001 44115001 5.57693 0.665163 HZ KDM6A


2.9861 0.199294 GY KCNAB1 NC_056080.1 44100001 44120001 5.50288 0.651503 HZ KDM6A
3.66083 0.217406 GY KCND2 NC_056080.1 44105001 44125001 3.94916 0.587774 HZ KDM6A
2.62407 0.28267 GY KCNH5 NC_056080.1 44110001 44130001 4.88889 0.53215 HZ KDM6A
7.84538 0.239244 GY KCNH8 NC_056080.1 44115001 44135001 3.18997 0.449241 HZ KDM6A
21.9565 0.295788 GY KCNH8 NC_056058.1 91380001 91400001 6.54476 0.211756 HZ KIAA0825
20.6937 0.304204 GY KCNH8 NC_056058.1 91385001 91405001 4.04805 0.21254 HZ KIAA0825
12.4947 0.280404 GY KCNH8 NC_056058.1 91390001 91410001 3.46051 0.208182 HZ KIAA0825
11.5753 0.27402 GY KCNH8 NC_056073.1 38865001 38885001 2.56035 0.282731 HZ KIF13A
10.5021 0.271929 GY KCNH8 NC_056073.1 38870001 38890001 2.57275 0.317936 HZ KIF13A
13.2055 0.273968 GY KCNH8 NC_056073.1 38880001 38900001 2.57074 0.348192 HZ KIF13A
17.5392 0.257619 GY KCNH8 NC_056073.1 38885001 38905001 6.45395 0.266394 HZ KIF13A
13.9006 0.202994 GY KCNH8 NC_056073.1 38890001 38910001 7.65886 0.264142 HZ KIF13A
5.21832 0.225872 GY KCNIP4 NC_056073.1 38895001 38915001 4.80322 0.250032 HZ KIF13A
3.21331 0.2204 GY KCNIP4 NC_056073.1 38900001 38920001 2.45739 0.239106 HZ KIF13A
6.11402 0.198025 GY KCNK10 NC_056073.1 38930001 38950001 2.50914 0.283321 HZ KIF13A
3.19411 0.235506 GY KCNN2 NC_056073.1 38935001 38955001 2.73066 0.267039 HZ KIF13A
16.0625 0.217596 GY KCNQ1 NC_056073.1 38940001 38960001 5.02906 0.294232 HZ KIF13A


3.772 0.267893 GY KDM6A NC_056073.1 38945001 38965001 2.49828 0.207887 HZ KIF13A
11.05 0.382825 GY KDM6A NC_056073.1 38965001 38985001 2.7567 0.28041 HZ KIF13A


10.6282 0.36337 GY KDM6A NC_056073.1 38970001 38990001 3.13393 0.227485 HZ KIF13A
9.38727 0.341485 GY KDM6A NC_056074.1 27385001 27405001 2.93584 0.208677 HZ KIRREL3
5.86101 0.302804 GY KDM6A NC_056074.1 27390001 27410001 2.84738 0.222263 HZ KIRREL3
5.93253 0.252499 GY KDM6A NC_056063.1 49250001 49270001 3.80296 0.240928 HZ KLF12
3.88173 0.228144 GY KDM6A NC_056063.1 49255001 49275001 5.63426 0.302978 HZ KLF12
3.69302 0.327908 GY KHDRBS2 NC_056063.1 49260001 49280001 4.09422 0.259162 HZ KLF12
3.59655 0.305036 GY KHDRBS2 NC_056066.1 44180001 44200001 2.48955 0.214268 HZ KLF6
4.58426 0.196921 GY KIAA0319L NC_056066.1 44185001 44205001 2.46467 0.231793 HZ KLF6
6.08537 0.219968 GY KIAA1549L NC_056066.1 44190001 44210001 2.44676 0.21707 HZ KLF6







4.82352 0.237184 GY KIF13A NC_056063.1 44610001 44630001 5.78178 0.242348 HZ KLHL1
2.84669 0.204882 GY KIF13A NC_056063.1 44675001 44695001 3.40189 0.223988 HZ KLHL1
2.88785 0.230231 GY KIF13A NC_056063.1 44680001 44700001 3.6996 0.25688 HZ KLHL1


2.5942 0.235866 GY KIF13A NC_056063.1 44685001 44705001 3.09251 0.241581 HZ KLHL1
2.66349 0.254013 GY KIF13A NC_056063.1 44690001 44710001 2.86808 0.221938 HZ KLHL1


3.4442 0.192924 GY KIF13A NC_056063.1 44695001 44715001 3.37589 0.232581 HZ KLHL1
2.71679 0.22017 GY KIRREL3 NC_056063.1 44700001 44720001 6.13407 0.283775 HZ KLHL1
2.44117 0.215893 GY KLF12 NC_056063.1 44705001 44725001 11.2896 0.332919 HZ KLHL1
3.50464 0.197992 GY KLF12 NC_056063.1 44710001 44730001 14.6995 0.354664 HZ KLHL1
4.29588 0.208262 GY KLF12 NC_056063.1 44715001 44735001 10.8616 0.336278 HZ KLHL1
4.55906 0.206228 GY KLF12 NC_056063.1 44720001 44740001 6.72802 0.307643 HZ KLHL1
3.96446 0.201683 GY KLF12 NC_056063.1 44725001 44745001 3.22638 0.233662 HZ KLHL1
2.40772 0.274425 GY KLF12 NC_056063.1 44755001 44775001 3.42368 0.304566 HZ KLHL1
9.13773 0.191791 GY KLF5 NC_056063.1 44760001 44780001 6.09755 0.31376 HZ KLHL1
7.09525 0.327596 GY KLHL1 NC_056063.1 44765001 44785001 12.4255 0.303856 HZ KLHL1
7.31092 0.336191 GY KLHL1 NC_056063.1 44770001 44790001 15.7209 0.297101 HZ KLHL1
7.36507 0.312012 GY KLHL1 NC_056063.1 44775001 44795001 15.1905 0.254025 HZ KLHL1
10.1146 0.337729 GY KLHL1 NC_056063.1 44780001 44800001 14.8333 0.247588 HZ KLHL1
5.81818 0.270104 GY KLHL1 NC_056063.1 44785001 44805001 17.7815 0.269444 HZ KLHL1
2.73302 0.224914 GY KLHL1 NC_056063.1 44790001 44810001 17.4427 0.273849 HZ KLHL1
3.12622 0.223065 GY KLHL1 NC_056063.1 44795001 44815001 24.3303 0.350996 HZ KLHL1
3.62785 0.223152 GY KLHL1 NC_056063.1 44800001 44820001 20.9593 0.388173 HZ KLHL1
3.96075 0.250454 GY KLHL1 NC_056063.1 44805001 44825001 18.3225 0.444011 HZ KLHL1
4.32613 0.262382 GY KLHL1 NC_056063.1 44810001 44830001 23.5823 0.474703 HZ KLHL1
3.72728 0.244466 GY KLHL1 NC_056063.1 44815001 44835001 28.1432 0.48632 HZ KLHL1
3.43329 0.224282 GY KLHL1 NC_056063.1 44820001 44840001 40.578 0.49357 HZ KLHL1
3.85961 0.23886 GY KLHL1 NC_056063.1 44825001 44845001 47.1011 0.436167 HZ KLHL1
6.54167 0.250708 GY KLHL1 NC_056063.1 44830001 44850001 30.2315 0.395098 HZ KLHL1


11.304 0.28533 GY KLHL1 NC_056063.1 44835001 44855001 21.7775 0.303304 HZ KLHL1
14.6256 0.285156 GY KLHL1 NC_056063.1 44840001 44860001 23.6961 0.259666 HZ KLHL1


10.955 0.27187 GY KLHL1 NC_056063.1 44845001 44865001 21.6959 0.282638 HZ KLHL1
6.8022 0.270691 GY KLHL1 NC_056063.1 44850001 44870001 30.3943 0.303473 HZ KLHL1


3.34506 0.250225 GY KLHL1 NC_056063.1 44855001 44875001 32.7485 0.355876 HZ KLHL1
2.44107 0.2618 GY KLHL1 NC_056063.1 44860001 44880001 16.7312 0.385953 HZ KLHL1
3.91843 0.241718 GY KLHL1 NC_056063.1 44865001 44885001 18.3886 0.398001 HZ KLHL1
6.56909 0.234158 GY KLHL1 NC_056063.1 44870001 44890001 18.8036 0.42618 HZ KLHL1
11.7943 0.250359 GY KLHL1 NC_056063.1 44875001 44895001 16.1611 0.447196 HZ KLHL1
13.6977 0.272508 GY KLHL1 NC_056063.1 44880001 44900001 15.7468 0.402245 HZ KLHL1


12.5 0.261588 GY KLHL1 NC_056063.1 44885001 44905001 7.56011 0.251251 HZ KLHL1
11.9524 0.274542 GY KLHL1 NC_056063.1 45010001 45030001 2.39755 0.263703 HZ KLHL1
15.0252 0.323392 GY KLHL1 NC_056063.1 45045001 45065001 2.41622 0.291523 HZ KLHL1
14.9771 0.347124 GY KLHL1 NC_056063.1 45050001 45070001 3.51404 0.33822 HZ KLHL1
22.9911 0.39705 GY KLHL1 NC_056063.1 45055001 45075001 3.27581 0.324238 HZ KLHL1


21.065 0.413071 GY KLHL1 NC_056063.1 45060001 45080001 2.89599 0.315396 HZ KLHL1
19.7578 0.410846 GY KLHL1 NC_056063.1 45065001 45085001 2.4446 0.285303 HZ KLHL1
26.0374 0.431734 GY KLHL1 NC_056080.1 116860001 116880001 2.48606 0.303804 HZ KLHL13
30.8173 0.449124 GY KLHL1 NC_056068.1 28840001 28860001 2.61271 0.293338 HZ KMT2A
45.4132 0.422418 GY KLHL1 NC_056068.1 28845001 28865001 5.62499 0.428361 HZ KMT2A


49.7 0.398899 GY KLHL1 NC_056070.1 52260001 52280001 2.38982 0.23116 HZ KMT5A
31.6635 0.354117 GY KLHL1 NC_056070.1 52265001 52285001 3.07392 0.213264 HZ KMT5A;SBNO1
21.0432 0.297636 GY KLHL1 NC_056054.1 201265001 201285001 2.46884 0.219113 HZ KNG1


25.695 0.284746 GY KLHL1 NC_056076.1 40470001 40490001 2.75367 0.207285 HZ LAMA1
27.7586 0.271842 GY KLHL1 NC_056057.1 50640001 50660001 3.05796 0.361771 HZ LAMB4
40.2921 0.269367 GY KLHL1 NC_056057.1 50645001 50665001 4.69414 0.400728 HZ LAMB4
45.6655 0.296762 GY KLHL1 NC_056057.1 50650001 50670001 3.92669 0.394379 HZ LAMB4
20.3658 0.310962 GY KLHL1 NC_056057.1 50655001 50675001 2.75954 0.304788 HZ LAMB4
19.8457 0.346283 GY KLHL1 NC_056080.1 36905001 36925001 3.31659 0.293522 HZ LANCL3
20.2262 0.382392 GY KLHL1 NC_056056.1 27895001 27915001 3.45299 0.217489 HZ LAPTM4A
17.3833 0.397868 GY KLHL1 NC_056058.1 63715001 63735001 3.5566 0.206709 HZ LARP1
15.0844 0.402787 GY KLHL1 NC_056058.1 63725001 63745001 4.15316 0.239012 HZ LARP1
5.98241 0.304837 GY KLHL1 NC_056054.1 260200001 260220001 19.61 0.251721 HZ LCA5L
3.81482 0.200931 GY KLHL1 NC_056054.1 260205001 260225001 23.2372 0.254951 HZ LCA5L
2.87373 0.234093 GY KLHL25 NC_056054.1 260210001 260230001 23.6115 0.241705 HZ LCA5L
3.11597 0.209336 GY KLHL25 NC_056054.1 260215001 260235001 22.1095 0.232502 HZ LCA5L
2.45395 0.308793 GY KLHL5 NC_056054.1 260220001 260240001 22.2229 0.258416 HZ LCA5L
2.57226 0.28247 GY KLHL5 NC_056054.1 260225001 260245001 24.8231 0.330578 HZ LCA5L
2.51155 0.244842 GY KLHL5 NC_056054.1 260230001 260250001 23.1938 0.370774 HZ LCA5L
2.67735 0.219255 GY KRBA2;RNF222;RPNC_056054.1 260235001 260255001 18.7178 0.361204 HZ LCA5L
6.12396 0.199325 GY KREMEN1 NC_056054.1 260240001 260260001 15.7021 0.357771 HZ LCA5L
3.36589 0.249931 GY KREMEN1 NC_056059.1 38065001 38085001 15.6625 0.638702 HZ LCORL
2.81825 0.260798 GY KREMEN1 NC_056059.1 112540001 112560001 3.28837 0.223454 HZ LDB2
2.40262 0.198933 GY KRT80 NC_056059.1 112545001 112565001 3.44022 0.287742 HZ LDB2


18.875 0.280603 GY LCORL NC_056068.1 56940001 56960001 3.63385 0.440419 HZ LGR4
2.70284 0.194217 GY LDLRAD3 NC_056068.1 56945001 56965001 6.68302 0.504461 HZ LGR4







8.47925 0.217737 GY LGR4 NC_056059.1 61095001 61115001 4.83556 0.217766 HZ LIMCH1
3.05667 0.216852 GY LHFPL2 NC_056059.1 61100001 61120001 6.19999 0.244868 HZ LIMCH1
4.26413 0.267755 GY LHFPL2 NC_056059.1 61105001 61125001 3.43659 0.236577 HZ LIMCH1


5.6337 0.318593 GY LHFPL2 NC_056059.1 61110001 61130001 3.42568 0.216764 HZ LIMCH1
5.49324 0.311951 GY LHFPL2 NC_056068.1 56950001 56970001 10.8218 0.531102 HZ LIN7C
9.04929 0.304585 GY LHFPL2 NC_056068.1 56955001 56975001 6.32673 0.509926 HZ LIN7C
15.7217 0.28041 GY LHFPL2 NC_056068.1 56960001 56980001 2.9453 0.43337 HZ LIN7C
8.68037 0.195024 GY LHFPL2 NC_056065.1 28540001 28560001 2.51113 0.210935 HZ LIN9
9.35417 0.267401 GY LHFPL3 NC_056055.1 97295001 97315001 2.51698 0.314959 HZ LINGO2
20.6489 0.300442 GY LHFPL3 NC_056055.1 97300001 97320001 3.72964 0.35506 HZ LINGO2
16.4715 0.295433 GY LHFPL3 NC_056055.1 97305001 97325001 2.82622 0.327468 HZ LINGO2
6.44953 0.249465 GY LHFPL3 NC_056055.1 97685001 97705001 3.21657 0.339682 HZ LINGO2
13.2012 0.233123 GY LIN7C NC_056055.1 97690001 97710001 3.01343 0.398931 HZ LINGO2
7.45545 0.230261 GY LIN7C NC_056060.1 49850001 49870001 15.9111 0.22308 HZ LIPC
8.28928 0.279742 GY LINGO2 NC_056060.1 49860001 49880001 21.5071 0.239398 HZ LIPC
6.20598 0.27029 GY LINGO2 NC_056060.1 49865001 49885001 23.4844 0.236319 HZ LIPC
4.05707 0.243997 GY LINGO2 NC_056056.1 189900001 189920001 2.44559 0.314074 HZ LMNTD1
2.88058 0.21172 GY LINGO2 NC_056056.1 189920001 189940001 2.515 0.31866 HZ LMNTD1
4.18626 0.245043 GY LINGO2 NC_056056.1 189925001 189945001 2.44814 0.299794 HZ LMNTD1
4.75371 0.204352 GY LINGO2 NC_056064.1 41325001 41345001 2.61327 0.342075 HZ LOC100526781
3.71593 0.200429 GY LINGO2 NC_056064.1 41330001 41350001 2.41704 0.447181 HZ LOC100526781
5.35884 0.221314 GY LIPT1;MITD1 NC_056064.1 41335001 41355001 2.71858 0.43779 HZ LOC100526781
2.50427 0.491993 GY LOC100526781 NC_056064.1 41320001 41340001 3.31029 0.339951 HZ LOC100526781;LOC1
2.80343 0.429324 GY LOC100526781 NC_056064.1 41340001 41360001 2.73611 0.333738 HZ LOC100526781;V15
3.06908 0.444068 GY LOC100526781;LO NC_056064.1 41305001 41325001 3.88411 0.330879 HZ LOC100526782
3.00298 0.324284 GY LOC100526781;V1 NC_056064.1 41310001 41330001 3.94452 0.337341 HZ LOC100526782
3.87692 0.328578 GY LOC100526782 NC_056064.1 41315001 41335001 3.55251 0.300217 HZ LOC100526782
3.93495 0.385858 GY LOC100526782 NC_056057.1 89875001 89895001 3.35017 0.208816 HZ LOC101101889
3.34633 0.405005 GY LOC100526782 NC_056057.1 41685001 41705001 17.4246 0.208947 HZ LOC101102230
2.50626 0.522089 GY LOC101102366;ZSCNC_056057.1 41690001 41710001 15.2895 0.235949 HZ LOC101102230
3.54746 0.585014 GY LOC101102366;ZSCNC_056077.1 37230001 37250001 6.38631 0.257695 HZ LOC101102366;ZSCA
11.3459 0.583606 GY LOC101102366;ZSCNC_056077.1 37235001 37255001 16.6415 0.289017 HZ LOC101102366;ZSCA
3.41366 0.274944 GY LOC101102680;MENC_056074.1 8630001 8650001 4.29857 0.223586 HZ LOC101102680;ME3
3.24972 0.287913 GY LOC101102680;MENC_056074.1 8635001 8655001 3.23438 0.238542 HZ LOC101102680;ME3
3.94668 0.272081 GY LOC101102680;MENC_056074.1 8640001 8660001 3.9083 0.237933 HZ LOC101102680;ME3
6.92306 0.241619 GY LOC101104028 NW_024599828 1195001 1215001 2.35374 0.211071 HZ LOC101103023;LOC1
2.57827 0.250569 GY LOC101104438 NW_024599828 1200001 1220001 2.42212 0.20705 HZ LOC101103023;LOC1
2.70206 0.248517 GY LOC101104438 NW_024599828 1210001 1230001 2.46726 0.214602 HZ LOC101103023;LOC1


2.5055 0.242991 GY LOC101104438 NW_024599828 1190001 1210001 2.57914 0.233286 HZ LOC101103023;PAG3
2.5657 0.2505 GY LOC101104438 NW_024599828 1215001 1235001 2.53261 0.211627 HZ LOC101103278;PAG3


3.15936 0.259988 GY LOC101104438 NW_024599828 1235001 1255001 4.20269 0.211475 HZ LOC101103278;PAG3
3.14634 0.287214 GY LOC101104438 NW_024599828 1245001 1265001 5.98278 0.210254 HZ LOC101103278;PAG3
3.44287 0.406207 GY LOC101104488 NC_056054.1 181375001 181395001 7.30769 0.367889 HZ LOC101104028
4.33204 0.458072 GY LOC101104488 NC_056054.1 181380001 181400001 3.43999 0.267324 HZ LOC101104028
2.50289 0.265326 GY LOC101104613 NC_056077.1 4705001 4725001 3.31014 0.229904 HZ LOC101105047
2.70377 0.340824 GY LOC101104613 NC_056077.1 4710001 4730001 3.29071 0.222367 HZ LOC101105047
2.41031 0.398212 GY LOC101104613 NC_056077.1 4715001 4735001 3.19069 0.256299 HZ LOC101105047
2.66567 0.201486 GY LOC101104974 NC_056076.1 37920001 37940001 10.7143 0.241769 HZ LOC101105123
2.47644 0.215339 GY LOC101104974 NC_056080.1 19350001 19370001 12.6063 0.240533 HZ LOC101105138
2.41807 0.240128 GY LOC101104974 NC_056074.1 35405001 35425001 15.2117 0.231664 HZ LOC101105540


3.5264 0.206068 GY LOC101105047 NC_056074.1 35425001 35445001 23.1765 0.261381 HZ LOC101105540
3.53358 0.198513 GY LOC101105047 NC_056074.1 35430001 35450001 26.2745 0.279573 HZ LOC101105540
3.18206 0.231052 GY LOC101105047 NC_056074.1 35495001 35515001 2.71663 0.204844 HZ LOC101105788
2.66666 0.237731 GY LOC101105135 NC_056074.1 35615001 35635001 6.38745 0.226586 HZ LOC101106045
12.1302 0.230931 GY LOC101105138 NC_056074.1 35620001 35640001 20.302 0.289547 HZ LOC101106045
8.41986 0.206347 GY LOC101105265 NC_056072.1 58985001 59005001 2.67253 0.215609 HZ LOC101106550
2.44947 0.21942 GY LOC101105495 NC_056072.1 58990001 59010001 4.29784 0.31 HZ LOC101106550


2.9504 0.247706 GY LOC101105495 NC_056072.1 58995001 59015001 4.12367 0.299542 HZ LOC101106550
2.70691 0.230106 GY LOC101105495 NC_056074.1 36425001 36445001 3.87856 0.275822 HZ LOC101106637;TMEM
2.42397 0.214058 GY LOC101105495 NC_056075.1 15885001 15905001 3.73319 0.21409 HZ LOC101106641
5.44139 0.240009 GY LOC101105523 NC_056080.1 64030001 64050001 7.84434 0.421755 HZ LOC101106743
10.2864 0.307127 GY LOC101105523 NC_056080.1 64035001 64055001 5.86727 0.37465 HZ LOC101106743
14.6997 0.314994 GY LOC101105523;PD NC_056072.1 55745001 55765001 2.55571 0.40989 HZ LOC101106751
14.6348 0.281843 GY LOC101105523;PD NC_056072.1 55750001 55770001 2.375 0.3955 HZ LOC101106751
4.15416 0.21021 GY LOC101105523;PD NC_056072.1 55755001 55775001 2.47895 0.363794 HZ LOC101106751
14.4941 0.268011 GY LOC101105540 NC_056063.1 70640001 70660001 2.5866 0.236459 HZ LOC101106781
20.9818 0.347316 GY LOC101105540 NC_056063.1 70645001 70665001 4.96508 0.330291 HZ LOC101106781
23.3447 0.357768 GY LOC101105540 NC_056063.1 70650001 70670001 4.5649 0.320293 HZ LOC101106781
2.54785 0.243104 GY LOC101105788 NC_056063.1 70655001 70675001 3.46993 0.300487 HZ LOC101106781
2.47656 0.233562 GY LOC101105788 NC_056068.1 53620001 53640001 6.28178 0.211292 HZ LOC101107135;LOC1
2.53412 0.22159 GY LOC101105788 NC_056055.1 52570001 52590001 7.55922 0.210971 HZ LOC101108371;LOC1
2.63564 0.197689 GY LOC101105788;LO NC_056055.1 52575001 52595001 4.02465 0.227247 HZ LOC101108371;LOC1
2.56709 0.238706 GY LOC101105788;LO NC_056068.1 48385001 48405001 2.76412 0.317421 HZ LOC101108775
19.8437 0.198141 GY LOC101106045 NC_056068.1 48390001 48410001 3.11592 0.329237 HZ LOC101108775







3.73263 0.225427 GY LOC101106637;TMNC_056054.1 108005001 108025001 3.59101 0.297804 HZ LOC101108789
9.29247 0.267136 GY LOC101106743 NC_056068.1 48400001 48420001 12.5985 0.312655 HZ LOC101109299
7.56197 0.253389 GY LOC101106743 NC_056068.1 48405001 48425001 15.5192 0.313131 HZ LOC101109299
6.15055 0.218213 GY LOC101108113 NC_056068.1 48420001 48440001 6.47962 0.467793 HZ LOC101109827;LOC1
3.18454 0.344622 GY LOC101108787 NC_056068.1 48425001 48445001 2.99138 0.39073 HZ LOC101109827;LOC1


18.411 0.238231 GY LOC101109717 NC_056068.1 48430001 48450001 2.64436 0.374371 HZ LOC101109827;LOC1
9.91529 0.193757 GY LOC101109717 NC_056054.1 199415001 199435001 2.45589 0.352043 HZ LOC101110107
2.88319 0.229715 GY LOC101110107 NC_056054.1 199420001 199440001 2.40898 0.333308 HZ LOC101110107
11.7108 0.244232 GY LOC101110189 NC_056054.1 199425001 199445001 2.49811 0.318547 HZ LOC101110107
4.75748 0.193564 GY LOC101110189;NDNC_056058.1 39535001 39555001 2.47359 0.263105 HZ LOC101110587


6.2381 0.260827 GY LOC101110189;NDNC_056059.1 72910001 72930001 4.56645 0.212997 HZ LOC101110593
4.57154 0.270131 GY LOC101110373 NC_056059.1 72915001 72935001 4.1741 0.225357 HZ LOC101110593
3.62992 0.20338 GY LOC101110373 NC_056059.1 72920001 72940001 2.75879 0.207927 HZ LOC101110593


4.1509 0.255315 GY LOC101110939 NC_056059.1 73035001 73055001 2.86098 0.216236 HZ LOC101111099
2.58659 0.226753 GY LOC101110939 NC_056059.1 73040001 73060001 2.9341 0.241925 HZ LOC101111099
4.34102 0.26725 GY LOC101110939 NC_056059.1 73045001 73065001 4.56831 0.237576 HZ LOC101111099
4.10611 0.262605 GY LOC101110939 NC_056059.1 73050001 73070001 4.87847 0.212704 HZ LOC101111099
4.61732 0.299652 GY LOC101110939 NC_056077.1 28910001 28930001 2.6919 0.244141 HZ LOC101111335
3.68884 0.230916 GY LOC101110939 NC_056077.1 28915001 28935001 3.57481 0.280801 HZ LOC101111335
3.26591 0.198863 GY LOC101111060 NC_056077.1 28920001 28940001 3.80026 0.321469 HZ LOC101111335


2.8082 0.217467 GY LOC101111300 NC_056077.1 28925001 28945001 2.72609 0.299161 HZ LOC101111335
2.51358 0.278344 GY LOC101111335 NC_056058.1 65970001 65990001 3.35218 0.242845 HZ LOC101111631
2.50143 0.289239 GY LOC101111486 NC_056059.1 73080001 73100001 5.5 0.21557 HZ LOC101111633;LOC1
2.72354 0.303933 GY LOC101111631 NC_056059.1 73085001 73105001 6.49511 0.217954 HZ LOC101111633;LOC1
3.34384 0.290521 GY LOC101111631 NC_056059.1 73090001 73110001 4.02547 0.219966 HZ LOC101111633;LOC1
5.86364 0.247538 GY LOC101112284 NC_056059.1 73095001 73115001 3.14668 0.229999 HZ LOC101111633;LOC1
8.37816 0.257639 GY LOC101112284 NC_056068.1 81345001 81365001 5.01613 0.449411 HZ LOC101112419
5.88307 0.363755 GY LOC101112419 NC_056068.1 81350001 81370001 8.63864 0.553498 HZ LOC101112419
11.8739 0.331333 GY LOC101112419 NC_056068.1 81360001 81380001 3.74228 0.435955 HZ LOC101112419
4.18216 0.415062 GY LOC101113004;LO NC_056068.1 81365001 81385001 2.84622 0.434692 HZ LOC101112419
2.68865 0.234334 GY LOC101113495;NL NC_056077.1 26525001 26545001 3.70271 0.316759 HZ LOC101112694
2.40899 0.196861 GY LOC101113495;NL NC_056077.1 26530001 26550001 5.6 0.322708 HZ LOC101112694
3.78096 0.307621 GY LOC101113819 NC_056077.1 26535001 26555001 9.1739 0.352912 HZ LOC101112694
2.68922 0.265135 GY LOC101113819 NC_056077.1 33190001 33210001 2.64791 0.270234 HZ LOC101112784


3.0647 0.31266 GY LOC101113819 NC_056077.1 33195001 33215001 3.24637 0.25616 HZ LOC101112784
2.66618 0.219163 GY LOC101114082 NC_056077.1 33200001 33220001 3.40443 0.251898 HZ LOC101112784
3.45068 0.251008 GY LOC101114082 NC_056077.1 33205001 33225001 3.96167 0.207508 HZ LOC101112784;NCF1


4.1646 0.283784 GY LOC101114082 NC_056056.1 80175001 80195001 3.51766 0.218188 HZ LOC101112892
6.69109 0.311692 GY LOC101114082 NC_056058.1 38450001 38470001 2.53753 0.245829 HZ LOC101113495;NLRP
9.86101 0.285231 GY LOC101114082 NC_056077.1 19640001 19660001 3.34285 0.306622 HZ LOC101113819
9.95539 0.281593 GY LOC101114082;LO NC_056077.1 19650001 19670001 2.70001 0.316231 HZ LOC101113819


2.4232 0.197627 GY LOC101114319;TTCNC_056078.1 40950001 40970001 4.39604 0.217571 HZ LOC101114082
5.25263 0.206606 GY LOC101114456 NC_056078.1 40955001 40975001 8.84407 0.271023 HZ LOC101114082
2.44759 0.343815 GY LOC101114528;ZN NC_056078.1 40960001 40980001 8.8067 0.26845 HZ LOC101114082;LOC1
2.44536 0.257111 GY LOC101115252;RHNC_056061.1 50075001 50095001 2.84275 0.254034 HZ LOC101114528;ZNF2
20.6774 0.229651 GY LOC101115276 NC_056068.1 24915001 24935001 2.62997 0.228534 HZ LOC101115226
24.4559 0.21061 GY LOC101115276 NC_056077.1 34570001 34590001 2.66191 0.206676 HZ LOC101115252;RHBD
2.85788 0.524613 GY LOC101115398 NC_056058.1 9015001 9035001 26.4903 0.236763 HZ LOC101115276
27.4066 0.213061 GY LOC101115538 NC_056058.1 9020001 9040001 32.8236 0.252377 HZ LOC101115276
26.0211 0.241394 GY LOC101115538 NC_056058.1 9025001 9045001 38.4358 0.272312 HZ LOC101115276;LOC1
24.2581 0.264638 GY LOC101115538 NC_056058.1 9030001 9050001 28.654 0.307722 HZ LOC101115276;LOC1
4.77038 0.235899 GY LOC101115593;SMNC_056067.1 62115001 62135001 3.08733 0.603165 HZ LOC101115398
5.32087 0.241482 GY LOC101115593;SMNC_056058.1 9035001 9055001 33.113 0.329149 HZ LOC101115538
4.95973 0.252819 GY LOC101115593;SMNC_056058.1 9040001 9060001 29.4159 0.337505 HZ LOC101115538
15.9001 0.236923 GY LOC101115943 NC_056058.1 9045001 9065001 24.8755 0.309904 HZ LOC101115538
11.4597 0.21402 GY LOC101115943 NC_056058.1 9070001 9090001 30.0655 0.257784 HZ LOC101116053
10.9401 0.241854 GY LOC101115943 NC_056058.1 9075001 9095001 30.0315 0.296964 HZ LOC101116053
10.8215 0.222981 GY LOC101115943 NC_056058.1 9080001 9100001 24.7791 0.297401 HZ LOC101116053
28.1318 0.238517 GY LOC101116053 NC_056071.1 24550001 24570001 11.7046 0.223409 HZ LOC101116178
28.8811 0.267061 GY LOC101116053 NC_056071.1 24565001 24585001 10.7588 0.258833 HZ LOC101116178
24.4616 0.301039 GY LOC101116053 NC_056065.1 55570001 55590001 2.70927 0.215311 HZ LOC101116245;LOC1
18.2787 0.193702 GY LOC101116178 NC_056059.1 8845001 8865001 2.50326 0.271174 HZ LOC101116481
20.5263 0.194188 GY LOC101116178 NC_056059.1 8850001 8870001 3.74353 0.286975 HZ LOC101116481
2.87754 0.273815 GY LOC101116245 NC_056059.1 8855001 8875001 3.90957 0.265784 HZ LOC101116481
4.05289 0.242976 GY LOC101116245;RANC_056059.1 8860001 8880001 2.60413 0.212348 HZ LOC101116481
3.42195 0.21195 GY LOC101116245;RANC_056080.1 68920001 68940001 5.10569 0.26737 HZ LOC101116886;MAG
3.17144 0.232901 GY LOC101116245;RANC_056080.1 68925001 68945001 5.24463 0.230969 HZ LOC101116886;MAG


2.6628 0.33258 GY LOC101116481 NC_056073.1 20610001 20630001 5.6154 0.334172 HZ LOC101117542
3.8099 0.343 GY LOC101116481 NC_056074.1 37945001 37965001 3.38011 0.21717 HZ LOC101118064


4.15072 0.273662 GY LOC101116481 NC_056080.1 2750001 2770001 2.81688 0.273851 HZ LOC101118336
2.62035 0.199803 GY LOC101116574 NC_056080.1 2755001 2775001 8.65163 0.351753 HZ LOC101118336
2.49485 0.198469 GY LOC101116574 NC_056080.1 2760001 2780001 6.3297 0.311175 HZ LOC101118336
2.58434 0.19791 GY LOC101116574 NC_056080.1 2765001 2785001 3.38072 0.249006 HZ LOC101118336
3.30198 0.192857 GY LOC101117077;TR NC_056080.1 2770001 2790001 2.7865 0.21139 HZ LOC101118336







2.60496 0.237591 GY LOC101117098;STRNC_056080.1 2780001 2800001 3.96741 0.217388 HZ LOC101118336
2.67308 0.243843 GY LOC101117240 NC_056080.1 2785001 2805001 12.6651 0.271123 HZ LOC101118336


3.2075 0.274248 GY LOC101117240 NC_056080.1 2790001 2810001 9.74514 0.243218 HZ LOC101118336
2.99615 0.273348 GY LOC101117240 NC_056080.1 2795001 2815001 5.28393 0.230312 HZ LOC101118336
3.02772 0.276285 GY LOC101117547 NC_056080.1 2800001 2820001 6.61106 0.209387 HZ LOC101118336
2.61588 0.257508 GY LOC101117547 NC_056058.1 6715001 6735001 3.47276 0.214338 HZ LOC101118444
4.55744 0.246951 GY LOC101117749 NC_056055.1 230080001 230100001 8.13184 0.207492 HZ LOC101118932
6.30123 0.208738 GY LOC101117749 NC_056055.1 230085001 230105001 4.68101 0.211888 HZ LOC101118932
4.58195 0.191728 GY LOC101117749 NC_056074.1 38170001 38190001 2.97491 0.234723 HZ LOC101119087
3.32378 0.283212 GY LOC101117749;MTNC_056056.1 44930001 44950001 4.53334 0.253095 HZ LOC101119202
2.47855 0.303949 GY LOC101117804 NC_056056.1 44935001 44955001 6.37454 0.259359 HZ LOC101119202
2.97341 0.308684 GY LOC101117804 NC_056056.1 44940001 44960001 5.28663 0.237367 HZ LOC101119202
14.6539 0.283276 GY LOC101117804 NC_056056.1 44945001 44965001 6.58875 0.240426 HZ LOC101119202
16.9606 0.256718 GY LOC101117804 NC_056056.1 44950001 44970001 5.99042 0.226382 HZ LOC101119202
2.89419 0.201033 GY LOC101117846 NC_056062.1 14585001 14605001 5.26764 0.470424 HZ LOC101119226
2.77266 0.210797 GY LOC101117846 NC_056062.1 14590001 14610001 9.84397 0.503192 HZ LOC101119226
3.19194 0.223028 GY LOC101117846 NC_056062.1 14580001 14600001 3.16839 0.399413 HZ LOC101119226;LY6D
3.43363 0.2321 GY LOC101117846 NC_056062.1 14595001 14615001 4.96583 0.422499 HZ LOC101119226;LYPD
3.69925 0.23512 GY LOC101117846 NC_056075.1 20675001 20695001 3.54595 0.278846 HZ LOC101120033
4.28015 0.244425 GY LOC101117846 NC_056075.1 20680001 20700001 11.5605 0.296537 HZ LOC101120033
4.18571 0.234077 GY LOC101117846 NC_056075.1 20685001 20705001 14.0567 0.301656 HZ LOC101120033
3.29837 0.20817 GY LOC101117846 NC_056075.1 20700001 20720001 7.90624 0.288095 HZ LOC101120033
8.12942 0.341199 GY LOC101118164 NC_056075.1 20705001 20725001 4.57323 0.263159 HZ LOC101120033
11.7846 0.330709 GY LOC101118164 NC_056055.1 224825001 224845001 2.53958 0.20581 HZ LOC101120221;MOG
3.38773 0.241306 GY LOC101118164 NC_056071.1 19420001 19440001 3.97611 0.32557 HZ LOC101120360
15.9773 0.300194 GY LOC101118248 NC_056071.1 19425001 19445001 6.65341 0.398216 HZ LOC101120360;LOC1
10.3205 0.275317 GY LOC101118248 NC_056071.1 19430001 19450001 12.1554 0.43666 HZ LOC101120360;LOC1
5.14034 0.210028 GY LOC101118248 NC_056071.1 19435001 19455001 3.5396 0.337774 HZ LOC101120360;LOC1


2.706 0.342222 GY LOC101118336 NC_056071.1 19440001 19460001 2.4663 0.272652 HZ LOC101120610
7.98711 0.453044 GY LOC101118336 NC_056056.1 194505001 194525001 2.43628 0.273418 HZ LOC101120653
6.08447 0.387671 GY LOC101118336 NC_056056.1 194510001 194530001 2.56071 0.29376 HZ LOC101120653
3.43883 0.301819 GY LOC101118336 NC_056056.1 194515001 194535001 3.72821 0.268003 HZ LOC101120653
3.02066 0.22395 GY LOC101118336 NC_056066.1 36550001 36570001 5.0589 0.207843 HZ LOC101120769
10.6875 0.231536 GY LOC101118336 NC_056068.1 53695001 53715001 11.5382 0.275425 HZ LOC101120816
7.48086 0.20851 GY LOC101118336 NC_056068.1 53700001 53720001 9.16667 0.243701 HZ LOC101120816


8.1219 0.242695 GY LOC101118932 NC_056068.1 53710001 53730001 6.53571 0.229104 HZ LOC101120816
5.01612 0.201894 GY LOC101118932 NC_056068.1 53715001 53735001 8.18946 0.233052 HZ LOC101120816
3.49546 0.204982 GY LOC101118932 NC_056068.1 53720001 53740001 8.03879 0.258905 HZ LOC101120816
2.72544 0.200443 GY LOC101118932 NC_056068.1 53725001 53745001 7.86921 0.256818 HZ LOC101120816;LOC1


6.496 0.216093 GY LOC101119226 NC_056068.1 53730001 53750001 8.89674 0.218754 HZ LOC101120816;LOC1
10.6598 0.257679 GY LOC101119226 NC_056080.1 133425001 133445001 2.71597 0.235448 HZ LOC101120992
5.34892 0.217209 GY LOC101119226;LY NC_056080.1 133430001 133450001 2.68622 0.2299 HZ LOC101120992
3.52597 0.347874 GY LOC101119283 NC_056054.1 239620001 239640001 3.33138 0.236931 HZ LOC101121993
14.2435 0.325239 GY LOC101119283 NC_056054.1 239625001 239645001 2.66483 0.247357 HZ LOC101121993
2.63296 0.213805 GY LOC101119538 NC_056064.1 6100001 6120001 2.4044 0.3616 HZ LOC101122120
2.46954 0.222719 GY LOC101119538;LO NC_056064.1 6105001 6125001 2.39787 0.28201 HZ LOC101122120
2.69062 0.358065 GY LOC101120221;MONC_056064.1 6110001 6130001 3.48206 0.216116 HZ LOC101122120


3.1773 0.261585 GY LOC101120329;SECNC_056058.1 49630001 49650001 2.9963 0.242665 HZ LOC101122274;LOC1
3.977 0.203709 GY LOC101120769 NC_056072.1 52230001 52250001 2.40666 0.210209 HZ LOC101122312


4.21239 0.192748 GY LOC101120769 NC_056059.1 25635001 25655001 12.0033 0.238619 HZ LOC101122865
7.94828 0.212813 GY LOC101120816 NC_056059.1 25640001 25660001 12.0189 0.308143 HZ LOC101122865
7.79747 0.210026 GY LOC101120816;LO NC_056059.1 25645001 25665001 9.53848 0.299083 HZ LOC101122865
8.64133 0.192286 GY LOC101120816;LO NC_056059.1 25650001 25670001 7.67723 0.273277 HZ LOC101122865


3.7299 0.230709 GY LOC101121198 NC_056072.1 43495001 43515001 3.11243 0.233711 HZ LOC101123588
2.60772 0.208948 GY LOC101121198 NC_056072.1 43500001 43520001 4.58823 0.281778 HZ LOC101123588
3.20253 0.209822 GY LOC101121198;LO NC_056072.1 43505001 43525001 4.32746 0.294745 HZ LOC101123588
6.73771 0.20091 GY LOC101121557;NDNC_056072.1 43510001 43530001 5.44132 0.321889 HZ LOC101123588
3.87676 0.19502 GY LOC101121557;NDNC_056072.1 43515001 43535001 4.96808 0.329964 HZ LOC101123588
5.13904 0.293544 GY LOC101121837 NC_056072.1 43520001 43540001 4.4738 0.319863 HZ LOC101123588


3 0.231062 GY LOC101121837 NC_056072.1 43525001 43545001 6.44 0.337037 HZ LOC101123588
3.65829 0.25154 GY LOC101121837 NC_056072.1 43530001 43550001 7.63218 0.336885 HZ LOC101123588
3.21922 0.242543 GY LOC101121837;LO NC_056072.1 43535001 43555001 6.82547 0.329882 HZ LOC101123588
3.30367 0.253644 GY LOC101121837;LO NC_056072.1 43540001 43560001 7.15172 0.308426 HZ LOC101123588
3.10322 0.290214 GY LOC101121837;LO NC_056072.1 43545001 43565001 9.29085 0.255134 HZ LOC101123588
4.04762 0.216821 GY LOC101121892 NC_056072.1 43550001 43570001 6.25 0.214477 HZ LOC101123588
2.43347 0.362715 GY LOC101121938 NC_056055.1 46855001 46875001 2.71052 0.25169 HZ LOC101123612
2.58866 0.209006 GY LOC101121986 NC_056055.1 46860001 46880001 3 0.25787 HZ LOC101123612
3.37351 0.287392 GY LOC101121986 NC_056055.1 46865001 46885001 3.20859 0.242852 HZ LOC101123612


2.9593 0.407763 GY LOC101121993 NC_056054.1 247050001 247070001 5.43694 0.254318 HZ LOC105601893;PLS1
2.51099 0.358545 GY LOC101121993 NC_056067.1 57615001 57635001 3.3064 0.204784 HZ LOC105601981;ZNF1
2.62014 0.408506 GY LOC101122120 NC_056078.1 40965001 40985001 6.76224 0.249937 HZ LOC105605095
3.00527 0.323305 GY LOC101122120 NC_056073.1 25960001 25980001 5.99085 0.293397 HZ LOC105605990
2.63839 0.234431 GY LOC101122120 NC_056073.1 25965001 25985001 6.67845 0.28447 HZ LOC105605990
2.48645 0.299767 GY LOC101123029 NC_056073.1 25970001 25990001 11.3051 0.373498 HZ LOC105605990







14.1024 0.202435 GY LOC101123341 NC_056073.1 25975001 25995001 11.7532 0.384924 HZ LOC105605990
5.61712 0.241898 GY LOC105601893;PLSNC_056073.1 25980001 26000001 12.2863 0.388629 HZ LOC105605990
7.52797 0.226572 GY LOC105605095 NC_056073.1 25985001 26005001 12.9229 0.431719 HZ LOC105605990
8.50556 0.240044 GY LOC105605780 NC_056058.1 13685001 13705001 2.58742 0.362536 HZ LOC105609437
9.07778 0.232837 GY LOC105605780 NC_056080.1 86120001 86140001 3.24406 0.212469 HZ LOC105614134
7.65847 0.195736 GY LOC105605780 NC_056056.1 176775001 176795001 2.51429 0.291968 HZ LOC105614892;SYN3
10.3346 0.1932 GY LOC105605990 NC_056056.1 176780001 176800001 5.7684 0.377487 HZ LOC105614892;SYN3
11.1486 0.215826 GY LOC105605990 NC_056056.1 176785001 176805001 6.37132 0.354023 HZ LOC105614892;SYN3


12.311 0.227657 GY LOC105605990 NC_056057.1 6975001 6995001 20.5074 0.292159 HZ LOC105614936
3.23365 0.313691 GY LOC105608906 NC_056077.1 14170001 14190001 2.81887 0.235701 HZ LOC114110664
2.88145 0.317271 GY LOC105608906 NC_056077.1 14175001 14195001 6.26345 0.280222 HZ LOC114110664;RRN3
2.45885 0.219495 GY LOC105612510;MGNC_056080.1 79045001 79065001 3.52246 0.361565 HZ LOC114111496
20.0735 0.302381 GY LOC105614936 NC_056080.1 79050001 79070001 2.66721 0.317769 HZ LOC114111496
3.46407 0.430281 GY LOC105616630 NC_056080.1 79055001 79075001 2.47073 0.274372 HZ LOC114111496
2.49401 0.343908 GY LOC106991972 NC_056055.1 111030001 111050001 6.73486 0.28447 HZ LOC114113035
2.90264 0.215721 GY LOC114110090 NC_056055.1 111035001 111055001 3.81406 0.262038 HZ LOC114113035
3.50864 0.264046 GY LOC114110167 NC_056055.1 111040001 111060001 3.19598 0.211007 HZ LOC114113035
2.94133 0.245355 GY LOC114110664 NC_056055.1 111045001 111065001 2.69853 0.211875 HZ LOC114113035
6.36021 0.290831 GY LOC114110664;RR NC_056056.1 92190001 92210001 2.66771 0.280315 HZ LOC114113944
4.38878 0.415848 GY LOC114111496 NC_056058.1 9010001 9030001 33.6201 0.218372 HZ LOC114114788
2.99143 0.408725 GY LOC114111496 NC_056058.1 42035001 42055001 2.69016 0.220099 HZ LOC114115009
2.51507 0.392943 GY LOC114111496 NC_056058.1 42040001 42060001 3.05454 0.246855 HZ LOC114115009
2.46753 0.193924 GY LOC114111618 NC_056059.1 73100001 73120001 2.56204 0.229278 HZ LOC114115373;POLR
7.14121 0.279952 GY LOC114113035 NC_056060.1 64670001 64690001 2.49274 0.207482 HZ LOC114115867
3.97069 0.27762 GY LOC114113035 NC_056060.1 84305001 84325001 3.00545 0.213345 HZ LOC114115884
3.17438 0.271073 GY LOC114113035 NC_056064.1 23965001 23985001 3.09867 0.209725 HZ LOC114116984
2.52151 0.302739 GY LOC114113035 NC_056065.1 42625001 42645001 4.44405 0.252567 HZ LOC114117226;UBE4
7.18869 0.300992 GY LOC114114788 NC_056065.1 43970001 43990001 2.72618 0.223536 HZ LOC114117228;RERE


25.75 0.252657 GY LOC114114788 NC_056065.1 55575001 55595001 3.21053 0.241474 HZ LOC114117245;MRP
2.79522 0.217311 GY LOC114115302;LO NC_056067.1 62480001 62500001 5.51265 0.348877 HZ LOC114117836
2.80427 0.244217 GY LOC114115304;PD NC_056068.1 82115001 82135001 2.80291 0.271222 HZ LOC114118341
3.32082 0.265403 GY LOC114115304;PD NC_056068.1 82120001 82140001 4.07517 0.369635 HZ LOC114118341
3.36432 0.260565 GY LOC114115304;PD NC_056068.1 82125001 82145001 4.54268 0.391192 HZ LOC114118341
21.0902 0.226176 GY LOC114117249 NC_056068.1 82130001 82150001 4.12427 0.35164 HZ LOC114118341


23.528 0.23795 GY LOC114117249 NC_056068.1 82135001 82155001 3.67065 0.271673 HZ LOC114118341
16.7281 0.197605 GY LOC114117249 NW_024599828 1415001 1435001 15.6032 0.206579 HZ LOC121816021
3.65092 0.266099 GY LOC114118001 NW_024599828 1440001 1460001 10.5471 0.217771 HZ LOC121816021


2.6527 0.27524 GY LOC114118245 NC_056074.1 35115001 35135001 3.33251 0.221101 HZ LOC121816022
3.85948 0.313815 GY LOC114118341 NC_056074.1 35150001 35170001 2.47578 0.271044 HZ LOC121816022


4.4878 0.378849 GY LOC114118341 NC_056065.1 78425001 78445001 8.67521 0.302621 HZ LOC121816068
4.54913 0.406048 GY LOC114118341 NC_056065.1 78430001 78450001 5.63876 0.236831 HZ LOC121816068
4.78311 0.384982 GY LOC114118341 NC_056054.1 730001 750001 2.47641 0.213689 HZ LOC121817700;SNED
3.70759 0.337054 GY LOC114118341 NC_056080.1 131460001 131480001 5.88279 0.395317 HZ LOC121818354
3.11312 0.272102 GY LOC114118341 NC_056080.1 131465001 131485001 2.49053 0.381637 HZ LOC121818354
3.36887 0.271887 GY LOC114118341 NC_056054.1 116410001 116430001 7.06609 0.262004 HZ LOC121818668
3.32885 0.282639 GY LOC114118341 NC_056054.1 116415001 116435001 10.3811 0.306778 HZ LOC121818668
3.62641 0.300901 GY LOC114118341 NC_056054.1 116420001 116440001 8.12417 0.267549 HZ LOC121818668
14.5159 0.206968 GY LOC121816021 NC_056054.1 116425001 116445001 3.13377 0.219663 HZ LOC121818668
10.3518 0.220993 GY LOC121816021 NC_056061.1 14945001 14965001 2.69713 0.252359 HZ LOC121820153
2.43727 0.199169 GY LOC121816022 NC_056061.1 14965001 14985001 7.5351 0.228552 HZ LOC121820153
4.36595 0.203881 GY LOC121816038 NC_056061.1 14970001 14990001 7.03244 0.330097 HZ LOC121820153
4.61074 0.22863 GY LOC121816038 NC_056061.1 14975001 14995001 4.31751 0.351182 HZ LOC121820153
6.31584 0.507456 GY LOC121816525 NC_056061.1 14980001 15000001 3.26985 0.356378 HZ LOC121820153
8.54871 0.485554 GY LOC121816525 NC_056065.1 12530001 12550001 2.96846 0.209917 HZ LOC121820762
18.8789 0.476475 GY LOC121816525 NC_056065.1 12535001 12555001 4.48449 0.277312 HZ LOC121820762
20.9169 0.418763 GY LOC121816525 NC_056070.1 7355001 7375001 2.51415 0.2113 HZ LRBA
6.89449 0.329919 GY LOC121816525 NC_056063.1 16870001 16890001 2.61799 0.358063 HZ LRCH1
3.33962 0.205147 GY LOC121816765;PLPNC_056063.1 16875001 16895001 2.64982 0.348809 HZ LRCH1
4.31022 0.209645 GY LOC121816765;PLPNC_056063.1 16880001 16900001 2.74776 0.339153 HZ LRCH1
2.82711 0.220397 GY LOC121818145 NC_056063.1 16885001 16905001 3.2069 0.328174 HZ LRCH1


3.1118 0.207825 GY LOC121818145 NC_056063.1 16890001 16910001 2.68606 0.273469 HZ LRCH1
6.39194 0.253243 GY LOC121818354 NC_056063.1 16895001 16915001 2.65827 0.260151 HZ LRCH1
2.97895 0.247849 GY LOC121818354 NC_056063.1 16900001 16920001 2.58255 0.239658 HZ LRCH1
4.05699 0.274104 GY LOC121818515 NC_056056.1 162410001 162430001 6.24223 0.335119 HZ LRP1
2.70434 0.192526 GY LOC121818515 NC_056056.1 162395001 162415001 2.83327 0.299605 HZ LRP1;NXPH4
3.44073 0.43001 GY LOC121818668 NC_056056.1 162400001 162420001 4.18656 0.403372 HZ LRP1;NXPH4
4.29752 0.565956 GY LOC121818668 NC_056055.1 168320001 168340001 3.3159 0.254491 HZ LRP1B


6.0106 0.545043 GY LOC121818668 NC_056055.1 168325001 168345001 3.56304 0.226265 HZ LRP1B
5.53819 0.435341 GY LOC121818668 NC_056055.1 168375001 168395001 2.42857 0.302458 HZ LRP1B


2.4469 0.357085 GY LOC121818668 NC_056079.1 38700001 38720001 2.93313 0.209778 HZ LRRC3B
2.6325 0.361907 GY LOC121819170 NC_056062.1 86200001 86220001 3.40161 0.260061 HZ LRRC69


2.81586 0.33175 GY LOC121819170 NC_056062.1 86205001 86225001 5.78304 0.326542 HZ LRRC69
2.87065 0.3173 GY LOC121819170 NC_056062.1 86210001 86230001 8.53049 0.366554 HZ LRRC69
2.92032 0.271396 GY LOC121819170 NC_056062.1 86215001 86235001 10.6462 0.369661 HZ LRRC69







2.64776 0.218026 GY LOC121819170 NC_056062.1 86220001 86240001 6.49231 0.305998 HZ LRRC69;OTUD6B
3.9213 0.202071 GY LOC121819791 NC_056062.1 86225001 86245001 5.36499 0.226043 HZ LRRC69;OTUD6B


3.21032 0.283392 GY LOC121819792 NC_056056.1 90675001 90695001 3.65027 0.22606 HZ LTBP1
2.50697 0.210493 GY LOC121820153 NC_056056.1 90680001 90700001 4.22775 0.284034 HZ LTBP1


2.4344 0.264959 GY LOC121820153 NC_056056.1 90685001 90705001 3.25126 0.272415 HZ LTBP1
2.93943 0.27572 GY LOC121820153 NC_056062.1 14575001 14595001 2.43772 0.371743 HZ LY6D
3.52018 0.249405 GY LOC121820153 NC_056062.1 14600001 14620001 3.08953 0.36193 HZ LYPD2;SLURP1
3.87062 0.224645 GY LOC121820153 NC_056066.1 8350001 8370001 2.66667 0.217719 HZ MACROD2
7.43864 0.193608 GY LOC121820153 NC_056066.1 8355001 8375001 2.57347 0.25588 HZ MACROD2
9.86955 0.194882 GY LOC121820153 NC_056066.1 8360001 8380001 2.64579 0.257315 HZ MACROD2
8.55966 0.207824 GY LOC121820153 NC_056066.1 8365001 8385001 3.0101 0.316105 HZ MACROD2
4.97281 0.238582 GY LOC121820153 NC_056066.1 8370001 8390001 2.73736 0.296498 HZ MACROD2
3.50578 0.27277 GY LOC121820153 NC_056066.1 8375001 8395001 2.87824 0.267355 HZ MACROD2


2.4344 0.198783 GY LOC443456 NC_056066.1 8825001 8845001 3.62026 0.213939 HZ MACROD2
2.53425 0.207687 GY LOC443456 NC_056066.1 9650001 9670001 3.40733 0.286972 HZ MACROD2
2.41114 0.200582 GY LOC443456 NC_056066.1 9655001 9675001 6.00402 0.355729 HZ MACROD2
2.45377 0.193946 GY LRBA NC_056066.1 9660001 9680001 4.22521 0.424758 HZ MACROD2
2.48765 0.230785 GY LRCH1 NC_056077.1 41575001 41595001 4.25514 0.206462 HZ MAD1L1
2.81059 0.261438 GY LRCH1 NC_056077.1 41580001 41600001 4.6016 0.233045 HZ MAD1L1


3.7888 0.245507 GY LRCH1 NC_056077.1 41785001 41805001 6.69444 0.366949 HZ MAFK
3.93206 0.204349 GY LRCH1 NC_056077.1 41765001 41785001 11.5937 0.357512 HZ MAFK;PSMG3;TMEM
4.00446 0.198059 GY LRCH1 NC_056057.1 44610001 44630001 2.39038 0.278441 HZ MAGI2
4.45074 0.256312 GY LRCH1 NC_056080.1 68895001 68915001 2.49686 0.253452 HZ MAGT1


3.194 0.340651 GY LRCH1 NC_056080.1 68900001 68920001 5.29861 0.310949 HZ MAGT1
3.14331 0.343539 GY LRCH1 NC_056080.1 68905001 68925001 5.26495 0.321646 HZ MAGT1
2.86292 0.329034 GY LRCH1 NC_056080.1 68915001 68935001 5.21052 0.278861 HZ MAGT1
2.49674 0.224046 GY LRCH1 NC_056055.1 241180001 241200001 3.26478 0.470687 HZ MAN1C1
2.90126 0.195291 GY LRIT3;RRH NC_056055.1 118105001 118125001 6.69872 0.278857 HZ MAP3K2
6.08073 0.354658 GY LRP1 NC_056055.1 118110001 118130001 3.5498 0.240452 HZ MAP3K2
2.71338 0.310679 GY LRP1;NXPH4 NC_056061.1 84445001 84465001 3.18007 0.237847 HZ MAP3K4
4.38657 0.383494 GY LRP1;NXPH4 NC_056061.1 84450001 84470001 6.49138 0.225872 HZ MAP3K4
2.64751 0.226376 GY LRPPRC NC_056056.1 99960001 99980001 3.8539 0.233559 HZ MAP4K4
2.92147 0.206272 GY LRPPRC NC_056056.1 99965001 99985001 5.09842 0.256553 HZ MAP4K4
3.49422 0.288826 GY LRRC49 NC_056056.1 99970001 99990001 5.33969 0.257346 HZ MAP4K4
3.34354 0.295442 GY LRRC49 NC_056056.1 99975001 99995001 4.61886 0.237294 HZ MAP4K4
3.48081 0.253152 GY LRRFIP1 NC_056056.1 225555001 225575001 2.71604 0.294815 HZ MAPK11;PLXNB2
3.63508 0.194366 GY LRRFIP1;RBM44 NC_056076.1 50585001 50605001 7.88552 0.242192 HZ MAPK4
2.71726 0.259245 GY LUZP2 NC_056076.1 50590001 50610001 29.8592 0.240833 HZ MAPK4
2.43095 0.235935 GY LUZP2 NC_056078.1 34680001 34700001 24.6055 0.275889 HZ MBLA;SFTPA1
2.49861 0.258385 GY LVRN NC_056078.1 34685001 34705001 22.1959 0.268065 HZ MBLA;SFTPA1
2.71316 0.198966 GY LYN NC_056078.1 34690001 34710001 27.1199 0.234362 HZ MBLA;SFTPA1
2.74526 0.275181 GY LYPLA2;PITHD1 NC_056078.1 34670001 34690001 9.01026 0.224046 HZ MBLA;SFTPD
2.39989 0.349928 GY MAD1L1 NC_056078.1 34675001 34695001 22.9167 0.270333 HZ MBLA;SFTPD
2.44533 0.2279 GY MAD1L1 NC_056080.1 102470001 102490001 3.36001 0.230779 HZ MBNL3
3.49054 0.284428 GY MAD1L1 NC_056080.1 102490001 102510001 4.95213 0.218234 HZ MBNL3


24.791 0.397919 GY MAD1L1 NC_056073.1 36970001 36990001 6.59401 0.222158 HZ MBOAT1
22.5204 0.395526 GY MAD1L1 NC_056073.1 36975001 36995001 3.33806 0.23349 HZ MBOAT1
19.6398 0.391335 GY MAD1L1 NC_056059.1 37505001 37525001 20.1333 0.223377 HZ MEPE
15.0502 0.378815 GY MAD1L1 NC_056059.1 37510001 37530001 22.4898 0.22841 HZ MEPE
6.85448 0.353387 GY MAD1L1 NC_056057.1 53120001 53140001 3.62444 0.212239 HZ MET
6.23572 0.351564 GY MAD1L1 NC_056057.1 53125001 53145001 5.08064 0.208241 HZ MET
4.80377 0.340958 GY MAD1L1 NC_056076.1 37320001 37340001 11.7421 0.224839 HZ METTL4
5.82382 0.358514 GY MAD1L1 NC_056076.1 37325001 37345001 12.8447 0.250745 HZ METTL4
8.03268 0.342577 GY MAD1L1 NC_056076.1 37330001 37350001 9.52852 0.2765 HZ METTL4
4.82716 0.292262 GY MAD1L1 NC_056076.1 37335001 37355001 9.86604 0.279252 HZ METTL4
5.59324 0.310768 GY MAD1L1 NC_056076.1 37340001 37360001 5.80081 0.21582 HZ METTL4;NDC80
4.96295 0.318657 GY MAD1L1 NC_056076.1 37345001 37365001 3.68921 0.211194 HZ METTL4;NDC80
4.91633 0.307285 GY MAD1L1 NC_056076.1 37350001 37370001 4.69342 0.229701 HZ METTL4;NDC80
3.25318 0.202213 GY MAGED1 NC_056076.1 37355001 37375001 4.36119 0.253132 HZ METTL4;NDC80


3.0612 0.203488 GY MAGI1 NC_056056.1 122355001 122375001 2.6404 0.214154 HZ MGAT4C
3.74433 0.246604 GY MAGI1 NC_056056.1 122360001 122380001 2.41512 0.257448 HZ MGAT4C


4.0735 0.252713 GY MAGI1 NC_056056.1 123010001 123030001 5.02703 0.211947 HZ MGAT4C
5.80642 0.354819 GY MAOA NC_056070.1 18095001 18115001 2.74543 0.547268 HZ MGST2
2.63518 0.257278 GY MAOA NC_056076.1 34915001 34935001 2.97143 0.217036 HZ MIB1
2.87306 0.312099 GY MAP1LC3B NC_056076.1 34920001 34940001 2.55701 0.280663 HZ MIB1


3.4367 0.198152 GY MAPK8 NC_056076.1 34925001 34945001 3.70748 0.289551 HZ MIB1
2.56292 0.200789 GY MAPT NC_056076.1 34930001 34950001 4.03714 0.297777 HZ MIB1
3.40336 0.249884 GY MAPT NC_056076.1 34935001 34955001 4.29114 0.276729 HZ MIB1
5.02571 0.30255 GY MAPT NC_056076.1 34940001 34960001 4.33607 0.243981 HZ MIB1
4.33423 0.364772 GY MAPT NC_056068.1 40160001 40180001 2.94679 0.207108 HZ MICAL2
3.25503 0.270588 GY MARK2 NC_056068.1 40165001 40185001 7.46683 0.241637 HZ MICAL2
4.93751 0.299023 GY MARK2 NC_056056.1 7400001 7420001 4.25518 0.363623 HZ MIGA2;SH3GLB2
8.90833 0.302501 GY MARK2 NC_056056.1 7405001 7425001 4.1087 0.281706 HZ MIGA2;SH3GLB2
7.67161 0.267616 GY MARK2;RCOR2 NC_056057.1 67025001 67045001 2.50301 0.305708 HZ MINDY4







2.68339 0.319948 GY MC1R;TCF25 NC_056057.1 67030001 67050001 2.52295 0.321496 HZ MINDY4
2.85253 0.350583 GY MC1R;TCF25 NC_056071.1 45260001 45280001 6.61267 0.225042 HZ MIPOL1
3.05271 0.29131 GY MED12L;P2RY13 NC_056071.1 45265001 45285001 6.25428 0.212567 HZ MIPOL1
2.62186 0.222234 GY MED4 NC_056071.1 45270001 45290001 4.60067 0.225662 HZ MIPOL1
3.63024 0.24064 GY MED4 NC_056056.1 225375001 225395001 8.66754 0.49727 HZ MLC1
5.04347 0.265734 GY MED7 NC_056056.1 225380001 225400001 8.91473 0.408957 HZ MLC1;MOV10L1
4.82373 0.256381 GY MED7 NC_056056.1 225385001 225405001 10.0121 0.259805 HZ MLC1;MOV10L1
4.22073 0.241716 GY MED7 NC_056056.1 225360001 225380001 26.4445 0.540417 HZ MLC1;TTLL8
18.0683 0.202857 GY MEPE NC_056056.1 225365001 225385001 15.7431 0.594877 HZ MLC1;TTLL8
2.50743 0.333488 GY MET NC_056056.1 225370001 225390001 9.5071 0.560145 HZ MLC1;TTLL8
2.55492 0.334101 GY MET NC_056074.1 46400001 46420001 2.53594 0.221736 HZ MOB2


2.5084 0.329481 GY MET NC_056074.1 46405001 46425001 3.99077 0.248008 HZ MOB2
2.49469 0.360964 GY MET NC_056074.1 46410001 46430001 3.57031 0.232545 HZ MOB2
3.22706 0.402515 GY MET NC_056074.1 46415001 46435001 3.45 0.250919 HZ MOB2
5.11288 0.369223 GY MET NC_056074.1 46420001 46440001 3.05796 0.232135 HZ MOB2
3.86265 0.232315 GY MET NC_056074.1 46425001 46445001 4.27704 0.26587 HZ MOB2
3.84255 0.248843 GY MET NC_056077.1 690001 710001 6.18062 0.224528 HZ MPG;NPRL3
3.77661 0.255355 GY MET NC_056077.1 695001 715001 11.1212 0.271314 HZ MPG;NPRL3
2.47742 0.245272 GY MET NC_056056.1 62710001 62730001 2.49572 0.246759 HZ MRPL19
2.68703 0.235549 GY METTL15 NC_056063.1 22115001 22135001 13.1443 0.205024 HZ MRPS31
2.90476 0.2205 GY METTL15 NC_056063.1 22120001 22140001 12.4592 0.216016 HZ MRPS31
3.06908 0.270785 GY METTL25 NC_056063.1 22125001 22145001 12.0058 0.228803 HZ MRPS31
4.71654 0.280874 GY METTL25 NC_056056.1 217615001 217635001 3.24337 0.21746 HZ MRTFA
4.31431 0.299799 GY METTL25 NC_056056.1 217620001 217640001 8.78419 0.322705 HZ MRTFA
2.96788 0.20256 GY METTL25 NC_056056.1 217685001 217705001 5.57555 0.290317 HZ MRTFA
4.65441 0.213736 GY METTL25 NC_056074.1 34465001 34485001 3.01587 0.278467 HZ MS4A15;MS4A18
4.39776 0.230602 GY METTL25 NC_056074.1 34470001 34490001 3.95677 0.253557 HZ MS4A15;MS4A18
4.03217 0.25747 GY METTL25 NC_056074.1 34475001 34495001 4.16829 0.23379 HZ MS4A15;MS4A18
2.58839 0.22427 GY METTL25 NC_056074.1 34460001 34480001 2.37984 0.238473 HZ MS4A18
4.28169 0.239683 GY METTL4 NC_056070.1 62815001 62835001 3.29535 0.221825 HZ MSI1
7.12791 0.277625 GY METTL4 NC_056076.1 41740001 41760001 2.39736 0.266705 HZ MTCL1


10.671 0.287618 GY METTL4 NC_056060.1 74610001 74630001 2.86586 0.349693 HZ MTHFD1
12.7243 0.337947 GY METTL4 NC_056060.1 74615001 74635001 4.51013 0.425948 HZ MTHFD1


13.645 0.366724 GY METTL4 NC_056060.1 74620001 74640001 2.72563 0.367001 HZ MTHFD1
9.43998 0.392677 GY METTL4 NC_056065.1 41650001 41670001 3.19791 0.29301 HZ MTOR
8.44419 0.358438 GY METTL4 NC_056065.1 41745001 41765001 2.41616 0.275325 HZ MTOR
4.96615 0.253001 GY METTL4;NDC80 NC_056065.1 41750001 41770001 2.66449 0.277562 HZ MTOR
3.21727 0.233388 GY METTL4;NDC80 NC_056065.1 41755001 41775001 3.41463 0.283201 HZ MTOR
4.26392 0.244875 GY METTL4;NDC80 NC_056065.1 41760001 41780001 3.60974 0.289557 HZ MTOR
4.14548 0.283543 GY METTL4;NDC80 NC_056058.1 11340001 11360001 11.793 0.23785 HZ MUC16
6.74049 0.197493 GY MFSD6 NC_056058.1 11345001 11365001 28.2272 0.228199 HZ MUC16
2.87363 0.454771 GY MGST2 NC_056067.1 56305001 56325001 3.03201 0.258356 HZ MYBPC2;POLD1;SPI
2.64554 0.394051 GY MGST2 NC_056063.1 83290001 83310001 2.88075 0.220249 HZ MYO16
2.50307 0.314236 GY MICAL2 NC_056076.1 37735001 37755001 3.04625 0.262014 HZ MYOM1
12.3416 0.27538 GY MITD1 NC_056076.1 37740001 37760001 5.21931 0.280914 HZ MYOM1
4.07982 0.233354 GY MITD1;MRPL30 NC_056076.1 37745001 37765001 6.99797 0.291344 HZ MYOM1
6.81311 0.258328 GY MITD1;MRPL30 NC_056076.1 37750001 37770001 10.1626 0.261319 HZ MYOM1
12.4026 0.191982 GY MKNK2 NC_056059.1 6485001 6505001 2.42781 0.253068 HZ MYOZ2
11.0794 0.203552 GY MKNK2 NC_056059.1 6490001 6510001 2.39129 0.264427 HZ MYOZ2
7.19966 0.546615 GY MLC1 NC_056059.1 6500001 6520001 2.43313 0.247991 HZ MYOZ2


8.3411 0.466698 GY MLC1;MOV10L1 NC_056056.1 112085001 112105001 2.40719 0.272678 HZ NAP1L1
11.8606 0.332465 GY MLC1;MOV10L1 NC_056056.1 112090001 112110001 3.11963 0.287979 HZ NAP1L1
21.0894 0.6287 GY MLC1;TTLL8 NC_056056.1 112095001 112115001 6.4551 0.278087 HZ NAP1L1
10.7958 0.703693 GY MLC1;TTLL8 NC_056056.1 112100001 112120001 9.07538 0.314728 HZ NAP1L1
6.79411 0.662409 GY MLC1;TTLL8 NC_056056.1 112105001 112125001 13.6202 0.425879 HZ NAP1L1
3.59531 0.222179 GY MMADHC NC_056056.1 112110001 112130001 13.0359 0.477133 HZ NAP1L1
5.04303 0.254326 GY MMADHC NC_056056.1 112115001 112135001 12.6905 0.498209 HZ NAP1L1


13.5 0.291152 GY MMADHC NC_056074.1 15105001 15125001 2.44259 0.312716 HZ NARS2
6.99204 0.263062 GY MMADHC NC_056074.1 15110001 15130001 3.47706 0.360394 HZ NARS2
4.43125 0.228891 GY MMADHC NC_056074.1 15115001 15135001 3.90544 0.374856 HZ NARS2
2.43505 0.207265 GY MMADHC NC_056074.1 15120001 15140001 4.98744 0.391617 HZ NARS2
21.1953 0.202264 GY MOV10L1 NC_056074.1 15125001 15145001 5.70172 0.420258 HZ NARS2
16.9614 0.197709 GY MOV10L1 NC_056074.1 15130001 15150001 4.47733 0.387401 HZ NARS2


16.099 0.195929 GY MOV10L1 NC_056074.1 15135001 15155001 3.55285 0.321078 HZ NARS2
12.4091 0.214877 GY MPG;NPRL3 NC_056068.1 23220001 23240001 3.83769 0.209714 HZ NCAM1
2.75718 0.206242 GY MPP2;PPY;PYY NC_056068.1 23390001 23410001 2.5114 0.272216 HZ NCAM1


2.5113 0.21722 GY MRPL19 NC_056068.1 23395001 23415001 2.74632 0.312705 HZ NCAM1
2.45514 0.232272 GY MRPS14 NC_056068.1 23400001 23420001 2.93392 0.315843 HZ NCAM1
3.19413 0.193959 GY MRPS14 NC_056068.1 82050001 82070001 3.23767 0.412637 HZ NCAPD3
4.64754 0.214718 GY MRPS14 NC_056068.1 82070001 82090001 11.3725 0.446074 HZ NCAPD3;THYN1;VP


5.5 0.218431 GY MSH4;RABGGTB NC_056068.1 82055001 82075001 3.33499 0.4157 HZ NCAPD3;VPS26B
4.2108 0.219333 GY MSH4;RABGGTB NC_056068.1 82060001 82080001 3.57906 0.380033 HZ NCAPD3;VPS26B


3.60541 0.193887 GY MSH4;RABGGTB NC_056068.1 82065001 82085001 8.19231 0.429027 HZ NCAPD3;VPS26B
4.02532 0.192694 GY MSI1 NC_056059.1 38035001 38055001 7.91092 0.412574 HZ NCAPG







3.11578 0.220111 GY MSI1;PLA2G1B NC_056070.1 51240001 51260001 2.78572 0.219087 HZ NCOR2
3.3666 0.197756 GY MTA3 NC_056070.1 51245001 51265001 2.54658 0.304681 HZ NCOR2


4.30096 0.224312 GY MTA3 NC_056070.1 51250001 51270001 2.68302 0.317125 HZ NCOR2
3.59656 0.192273 GY MTA3 NC_056070.1 51255001 51275001 2.4322 0.340766 HZ NCOR2
2.81987 0.197851 GY MTA3 NC_056076.1 37360001 37380001 4.09984 0.275483 HZ NDC80
2.69539 0.258016 GY MTFR1 NC_056076.1 37365001 37385001 3.4026 0.270424 HZ NDC80
3.38855 0.292631 GY MTFR1 NC_056056.1 86815001 86835001 2.99636 0.217813 HZ NDUFAF7;PRKD3
3.88764 0.309209 GY MTFR1 NC_056056.1 86820001 86840001 3.28314 0.229797 HZ NDUFAF7;PRKD3


3.4813 0.307128 GY MTFR1 NC_056056.1 86825001 86845001 4.21236 0.273848 HZ NDUFAF7;PRKD3
2.54505 0.268003 GY MTFR1 NC_056056.1 86830001 86850001 5.2094 0.313462 HZ NDUFAF7;PRKD3


3.0991 0.243832 GY MTHFD1 NC_056054.1 47500001 47520001 2.71886 0.208697 HZ NEGR1
4.88008 0.299831 GY MTHFD1 NC_056055.1 111530001 111550001 3.28177 0.297299 HZ NEK1
3.07025 0.251153 GY MTHFD1 NC_056055.1 111535001 111555001 3.55624 0.305249 HZ NEK1
3.79533 0.203215 GY MTMR3 NC_056055.1 111540001 111560001 3.27343 0.294279 HZ NEK1
3.61734 0.212656 GY MTMR3 NC_056055.1 111545001 111565001 3.0049 0.256459 HZ NEK1


3.2257 0.231721 GY MTOR NC_056055.1 111575001 111595001 2.54745 0.285397 HZ NEK1
2.50621 0.271429 GY MTOR NC_056055.1 111580001 111600001 3.69048 0.318577 HZ NEK1
2.78176 0.262058 GY MTOR NC_056055.1 111585001 111605001 5.56452 0.346274 HZ NEK1
3.60162 0.260343 GY MTOR NC_056055.1 111590001 111610001 5.05238 0.326141 HZ NEK1
3.85366 0.25956 GY MTOR NC_056055.1 111595001 111615001 2.74468 0.244873 HZ NEK1
2.76249 0.191742 GY MTX3 NC_056079.1 39395001 39415001 2.52034 0.224941 HZ NGLY1
2.43719 0.257118 GY MYO16 NC_056080.1 15615001 15635001 2.54913 0.269436 HZ NHS


2.5813 0.274481 GY MYO16 NC_056080.1 15620001 15640001 3.05 0.270327 HZ NHS
2.58223 0.19834 GY MYO16 NC_056080.1 15625001 15645001 3.32962 0.250964 HZ NHS


2.579 0.22325 GY MYO16 NC_056080.1 15630001 15650001 3.5921 0.279981 HZ NHS
2.7553 0.221007 GY MYO16 NC_056080.1 15735001 15755001 6.84904 0.240758 HZ NHS


7.64287 0.262509 GY MYO16 NC_056080.1 15740001 15760001 10.7819 0.232478 HZ NHS
2.55914 0.22289 GY MYO16 NC_056080.1 15785001 15805001 4.75386 0.214092 HZ NHS
2.46613 0.229709 GY MYO1A;NEMP1 NC_056080.1 15910001 15930001 13.5768 0.245467 HZ NHS
3.04074 0.258883 GY MYO3A NC_056080.1 15915001 15935001 10.3791 0.256978 HZ NHS


2.4897 0.228181 GY MYO3A NC_056069.1 31600001 31620001 2.47113 0.20502 HZ NIM1K
2.67992 0.208327 GY MYO5C NC_056055.1 236130001 236150001 3.83233 0.23866 HZ NKAIN1
2.67896 0.206445 GY MYO5C NC_056055.1 236135001 236155001 2.55183 0.230527 HZ NKAIN1
5.08585 0.215827 GY MYOM1 NC_056062.1 40805001 40825001 3.18824 0.229924 HZ NKAIN3
5.85715 0.266865 GY MYOM1 NC_056062.1 40810001 40830001 4.65766 0.263077 HZ NKAIN3
2.47271 0.232983 GY MYOM1 NC_056062.1 40815001 40835001 5.37838 0.289076 HZ NKAIN3
7.58306 0.209066 GY NAALADL1;SAC3DNC_056062.1 40820001 40840001 6.30649 0.292608 HZ NKAIN3


5.72 0.197057 GY NAALADL1;SAC3DNC_056062.1 40825001 40845001 6.50358 0.253821 HZ NKAIN3
2.89883 0.20505 GY NAALADL2 NC_056062.1 40830001 40850001 4.45292 0.219487 HZ NKAIN3


2.6856 0.222565 GY NAP1L1 NC_056066.1 40245001 40265001 4.30189 0.339491 HZ NKX2-4
3.27197 0.210383 GY NBEA NC_056066.1 40235001 40255001 2.37931 0.266409 HZ NKX2-4;XRN2
3.64436 0.218905 GY NBEA NC_056066.1 40240001 40260001 3.21311 0.313411 HZ NKX2-4;XRN2


3.4058 0.248538 GY NBEA NC_056064.1 19670001 19690001 17.0927 0.342555 HZ NLK
2.4685 0.21958 GY NBEA NC_056064.1 19675001 19695001 9.06756 0.309239 HZ NLK


2.96411 0.237769 GY NCAM1 NC_056064.1 19680001 19700001 5.16121 0.233669 HZ NLK
4.06228 0.259193 GY NCAM1 NC_056058.1 38445001 38465001 2.4915 0.243907 HZ NLRP3
3.72819 0.239056 GY NCAM1 NC_056057.1 67365001 67385001 2.51497 0.209994 HZ NOD1
2.63889 0.264916 GY NCAM1 NC_056057.1 67370001 67390001 2.35494 0.291608 HZ NOD1
2.76305 0.298884 GY NCAM1 NC_056057.1 67380001 67400001 2.41176 0.336092 HZ NOD1


2.9584 0.315746 GY NCAM1 NC_056057.1 67385001 67405001 2.49601 0.33243 HZ NOD1
3.49157 0.374016 GY NCAPD3 NC_056057.1 67390001 67410001 2.56232 0.303917 HZ NOD1
3.54337 0.387321 GY NCAPD3;VPS26B NC_056057.1 67395001 67415001 2.5315 0.257192 HZ NOD1
3.25547 0.281204 GY NCAPD3;VPS26B NC_056057.1 67400001 67420001 2.40476 0.259604 HZ NOD1
6.76923 0.204234 GY NCAPD3;VPS26B NC_056057.1 67405001 67425001 2.38433 0.261236 HZ NOD1
2.69281 0.19453 GY NCKAP1 NC_056057.1 67415001 67435001 2.56981 0.308302 HZ NOD1
2.59744 0.205049 GY NCL NC_056057.1 67420001 67440001 2.91821 0.245978 HZ NOD1
2.80182 0.22024 GY NCL NC_056057.1 67425001 67445001 2.76265 0.245083 HZ NOD1
3.21409 0.213001 GY NCL NC_056057.1 67430001 67450001 3.06529 0.222541 HZ NOD1
2.67857 0.255298 GY NCOR2 NC_056057.1 67435001 67455001 2.6863 0.209661 HZ NOD1
2.58035 0.321382 GY NCOR2 NC_056057.1 67440001 67460001 2.42471 0.230357 HZ NOD1
2.44492 0.318698 GY NCOR2 NC_056076.1 23180001 23200001 20.736 0.262935 HZ NOL4


3.0997 0.211049 GY NCOR2 NC_056076.1 23185001 23205001 16.5532 0.27613 HZ NOL4
4.90552 0.1934 GY NCOR2 NC_056076.1 23490001 23510001 3.13368 0.220686 HZ NOL4
5.28571 0.192758 GY NCOR2 NC_056076.1 23495001 23515001 3.27028 0.229347 HZ NOL4
4.03329 0.306524 GY NDC80 NC_056076.1 23505001 23525001 2.54097 0.215657 HZ NOL4
3.52134 0.266372 GY NDC80 NC_056070.1 57900001 57920001 3.64124 0.377837 HZ NOS1
2.78704 0.202739 GY NDEL1;RNF222;RPNC_056056.1 100650001 100670001 3.3541 0.22957 HZ NPAS2
2.84402 0.26686 GY NDUFAF7;PRKD3 NC_056056.1 100655001 100675001 3.16194 0.211577 HZ NPAS2
2.53248 0.251603 GY NEGR1 NC_056057.1 78530001 78550001 2.55237 0.213795 HZ NPC1L1
4.45181 0.311198 GY NEGR1 NC_056077.1 700001 720001 32.3473 0.262444 HZ NPRL3
7.20003 0.29962 GY NEGR1 NC_056057.1 73200001 73220001 2.39613 0.222273 HZ NPY
6.56675 0.257896 GY NEGR1 NC_056057.1 73205001 73225001 4.20504 0.292521 HZ NPY
2.96867 0.255441 GY NELL1 NC_056057.1 73210001 73230001 3.95019 0.3034 HZ NPY
2.47413 0.220765 GY NELL1 NC_056070.1 10065001 10085001 2.65889 0.28912 HZ NR3C2







3.00917 0.272932 GY NEO1 NC_056070.1 10070001 10090001 2.9909 0.290927 HZ NR3C2
2.44134 0.212731 GY NHS NC_056060.1 99925001 99945001 2.40678 0.217616 HZ NRDE2
3.01973 0.219303 GY NHS NC_056060.1 99905001 99925001 5.48107 0.223246 HZ NRDE2;PSMC1
5.03774 0.258849 GY NHS NC_056060.1 99920001 99940001 4.83552 0.259563 HZ NRDE2;PSMC1
4.75941 0.263909 GY NHS NC_056078.1 36145001 36165001 2.64399 0.338806 HZ NRG3


3.6538 0.202419 GY NHS NC_056080.1 131600001 131620001 2.9838 0.396915 HZ NRK
6.62432 0.222731 GY NHS NC_056080.1 131605001 131625001 2.38878 0.376229 HZ NRK
4.28205 0.284979 GY NHS NC_056056.1 73290001 73310001 5.00944 0.387995 HZ NRXN1
2.53811 0.264594 GY NIM1K NC_056056.1 73820001 73840001 2.40139 0.432567 HZ NRXN1
2.69041 0.228249 GY NIM1K NC_056056.1 73825001 73845001 2.77778 0.361035 HZ NRXN1
2.79011 0.214777 GY NIM1K NC_056056.1 73830001 73850001 2.74418 0.340107 HZ NRXN1
2.54359 0.225926 GY NIM1K NC_056056.1 74060001 74080001 3.63041 0.25982 HZ NRXN1
3.34687 0.211459 GY NKAIN2 NC_056056.1 74065001 74085001 4.02991 0.265547 HZ NRXN1
2.95701 0.207158 GY NKAIN2 NC_056056.1 74070001 74090001 5.51044 0.29857 HZ NRXN1


3.319 0.236666 GY NKAIN3 NC_056056.1 74075001 74095001 5.7373 0.304881 HZ NRXN1
5.5637 0.236549 GY NKAIN3 NC_056056.1 74080001 74100001 5.90158 0.257546 HZ NRXN1
4.6258 0.248213 GY NKAIN3 NC_056056.1 74085001 74105001 4.91411 0.262457 HZ NRXN1


3.43561 0.242132 GY NKAIN3 NC_056056.1 74090001 74110001 2.77352 0.226627 HZ NRXN1
2.57923 0.246526 GY NKAIN3 NC_056056.1 500001 520001 4.18098 0.352356 HZ NSMF;PNPLA7
2.76157 0.224272 GY NKAIN3 NC_056056.1 505001 525001 4.21221 0.369211 HZ NSMF;PNPLA7
4.39938 0.301207 GY NKAIN3 NC_056056.1 510001 530001 4.3844 0.41124 HZ NSMF;PNPLA7
8.82417 0.199962 GY NLGN4X NC_056056.1 515001 535001 2.92347 0.397973 HZ NSMF;PNPLA7
36.3302 0.242424 GY NLGN4X NC_056075.1 23480001 23500001 2.38532 0.306479 HZ NT5C2
19.2402 0.225052 GY NLGN4X NC_056075.1 23485001 23505001 5.31876 0.357307 HZ NT5C2
2.45842 0.214164 GY NLK NC_056075.1 23490001 23510001 14.5229 0.37537 HZ NT5C2
2.42481 0.241319 GY NLK NC_056075.1 23495001 23515001 6.67034 0.332317 HZ NT5C2
10.0615 0.291461 GY NLK NC_056057.1 65330001 65350001 3.15945 0.328429 HZ NT5C3A
7.50258 0.282835 GY NLK NC_056057.1 65335001 65355001 3.17832 0.351711 HZ NT5C3A


5 0.2387 GY NLK NC_056057.1 65340001 65360001 2.4473 0.321956 HZ NT5C3A
2.60372 0.195216 GY NLRP3 NC_056073.1 39055001 39075001 2.78889 0.207649 HZ NUP153
2.80067 0.206532 GY NLRP3 NC_056073.1 39060001 39080001 2.72276 0.250977 HZ NUP153
22.2574 0.221015 GY NOB1;NQO1 NC_056060.1 55770001 55790001 3.06643 0.399323 HZ ONECUT1
19.3583 0.266445 GY NOL4 NC_056076.1 32775001 32795001 4.30108 0.255605 HZ OSBPL1A
15.2815 0.283878 GY NOL4 NC_056076.1 32780001 32800001 4.42727 0.226289 HZ OSBPL1A
4.06072 0.208315 GY NOL4 NC_056076.1 32785001 32805001 6.42212 0.224368 HZ OSBPL1A
39.3579 0.238047 GY NPRL3 NC_056076.1 32790001 32810001 8.38931 0.219619 HZ OSBPL1A


4.1873 0.317555 GY NPY NC_056076.1 32795001 32815001 8.00247 0.221035 HZ OSBPL1A
3.99403 0.317187 GY NPY NC_056076.1 32800001 32820001 5.90679 0.254981 HZ OSBPL1A
2.54905 0.223724 GY NRG3 NC_056076.1 32805001 32825001 4.15185 0.285705 HZ OSBPL1A
2.85896 0.253214 GY NRG3 NC_056076.1 32810001 32830001 3.16893 0.301682 HZ OSBPL1A
2.54806 0.205511 GY NRG3 NC_056076.1 32815001 32835001 3.26066 0.303949 HZ OSBPL1A


2.9078 0.247297 GY NRG3 NC_056076.1 32820001 32840001 3.61025 0.277083 HZ OSBPL1A
6.26416 0.274548 GY NRXN1 NC_056076.1 32825001 32845001 2.59953 0.209173 HZ OSBPL1A
2.46617 0.211618 GY NRXN1 NC_056055.1 131945001 131965001 4.44142 0.382934 HZ OSBPL6
2.52631 0.225608 GY NRXN1 NC_056055.1 131950001 131970001 4.18827 0.361595 HZ OSBPL6
2.56431 0.260757 GY NRXN1 NC_056071.1 67420001 67440001 4.01395 0.575665 HZ PACS2;TEX22
3.51772 0.301488 GY NRXN1 NC_056055.1 248915001 248935001 2.80988 0.233136 HZ PADI4;PADI6
2.65053 0.415996 GY NRXN1 NC_056064.1 23445001 23465001 2.41553 0.222063 HZ PAFAH1B1
2.91769 0.382119 GY NRXN1 NW_024599828 1010001 1030001 2.95916 0.218388 HZ PAG3
2.87907 0.356184 GY NRXN1 NW_024599828 1015001 1035001 3.67752 0.227904 HZ PAG3
2.65883 0.218564 GY NRXN1 NW_024599828 1175001 1195001 3.51534 0.210903 HZ PAG3
3.45441 0.328309 GY NRXN1 NW_024599828 1180001 1200001 3.69345 0.257156 HZ PAG3
3.57268 0.333543 GY NRXN1 NW_024599828 1185001 1205001 2.65929 0.240827 HZ PAG3


4.3484 0.377107 GY NRXN1 NC_056060.1 16220001 16240001 4.91095 0.214327 HZ PAQR5
4.1763 0.403714 GY NRXN1 NC_056056.1 115665001 115685001 2.39949 0.250384 HZ PAWR
4.1249 0.376369 GY NRXN1 NC_056056.1 115670001 115690001 2.78309 0.35675 HZ PAWR


3.74642 0.377131 GY NRXN1 NC_056056.1 115675001 115695001 2.85461 0.373486 HZ PAWR
2.551 0.311762 GY NRXN1 NC_056056.1 115680001 115700001 2.40035 0.333962 HZ PAWR


2.42401 0.286499 GY NRXN1 NC_056056.1 115685001 115705001 2.73956 0.265896 HZ PAWR
3.36177 0.332862 GY NRXN3 NC_056058.1 43990001 44010001 2.84502 0.232303 HZ PCBD2


2.7072 0.339979 GY NRXN3 NC_056058.1 43995001 44015001 8.98969 0.273208 HZ PCBD2
3.76622 0.235693 GY NSD3;PLPP5 NC_056058.1 44000001 44020001 14.8067 0.295668 HZ PCBD2


4.3942 0.283243 GY NSMCE3 NC_056058.1 44005001 44025001 8.86635 0.293108 HZ PCBD2
4.07458 0.273893 GY NSMCE3 NC_056058.1 44010001 44030001 3.91111 0.295512 HZ PCBD2
2.60954 0.250898 GY NT5C2 NC_056075.1 4560001 4580001 2.92001 0.245734 HZ PCDH15
5.60668 0.325672 GY NT5C2 NC_056075.1 4565001 4585001 2.91346 0.277892 HZ PCDH15
14.4706 0.37856 GY NT5C2 NC_056054.1 246810001 246830001 2.82228 0.217623 HZ PCOLCE2
6.57143 0.34759 GY NT5C2 NC_056058.1 14215001 14235001 7.73785 0.278811 HZ PCP2;STXBP2
4.10424 0.204177 GY NTM NC_056068.1 27610001 27630001 3.06857 0.231876 HZ PCSK7;SIDT2;TAGLN
19.0917 0.2783 GY NTM NC_056068.1 27615001 27635001 3.50215 0.269541 HZ PCSK7;SIDT2;TAGLN
26.4111 0.221509 GY NTM NC_056055.1 73665001 73685001 2.76084 0.336007 HZ PDCD1LG2


2.733 0.296245 GY NTM NC_056055.1 73670001 73690001 2.53943 0.322259 HZ PDCD1LG2
2.60646 0.229213 GY NTM NC_056056.1 100870001 100890001 2.54659 0.228311 HZ PDCL3
3.55283 0.206411 GY NTMT2 NC_056056.1 100875001 100895001 2.50045 0.2425 HZ PDCL3







3.91058 0.203706 GY NTMT2 NC_056055.1 127420001 127440001 2.43069 0.241209 HZ PDE1A
4.32543 0.207529 GY NTMT2 NC_056055.1 127425001 127445001 2.43548 0.237206 HZ PDE1A
3.83871 0.214503 GY NTMT2 NC_056058.1 58995001 59015001 3.38841 0.215882 HZ PDE6A;SLC26A2
4.47644 0.216572 GY OBI1;POU4F1 NC_056058.1 59000001 59020001 3.36378 0.210332 HZ PDE6A;SLC26A2
3.99532 0.210408 GY OBI1;POU4F1 NC_056058.1 59005001 59025001 2.60827 0.212458 HZ PDE6A;SLC26A2
12.2081 0.231211 GY OGDH NC_056058.1 59020001 59040001 2.62514 0.216675 HZ PDE6A;SLC26A2
5.00407 0.250198 GY OGDH NC_056058.1 59030001 59050001 2.44864 0.2142 HZ PDE6A;SLC26A2
3.26074 0.256152 GY OGDH NC_056060.1 8525001 8545001 2.49494 0.273843 HZ PDE8B
2.63359 0.240302 GY OGDH;TMED4 NC_056060.1 8535001 8555001 3.33806 0.226172 HZ PDE8B
4.32325 0.283938 GY OPCML NC_056080.1 22730001 22750001 9.54288 0.237435 HZ PDK3
4.85331 0.290565 GY OPCML NC_056080.1 22735001 22755001 3.33035 0.211576 HZ PDK3
4.31345 0.280483 GY OPCML NC_056080.1 22800001 22820001 6.218 0.275405 HZ PDK3
6.27573 0.20854 GY OSBPL1A NC_056080.1 22805001 22825001 4.7986 0.230372 HZ PDK3
4.21481 0.235486 GY OSBPL1A NC_056060.1 66790001 66810001 5.78446 0.223606 HZ PELI2
3.10912 0.257613 GY OSBPL1A NC_056080.1 20415001 20435001 3.49231 0.216962 HZ PHEX
3.16126 0.253793 GY OSBPL1A NC_056080.1 20420001 20440001 4.80818 0.264094 HZ PHEX
3.40646 0.213174 GY OSBPL1A NC_056080.1 20425001 20445001 3.85396 0.233237 HZ PHEX
3.75544 0.24607 GY OTOGL NC_056080.1 20435001 20455001 2.6498 0.243256 HZ PHEX
2.72525 0.235635 GY OTOGL NC_056080.1 20440001 20460001 2.80255 0.220876 HZ PHEX
2.75458 0.318882 GY OTOGL NC_056080.1 20445001 20465001 2.76031 0.24443 HZ PHEX
3.36445 0.266613 GY OTOGL NC_056080.1 20450001 20470001 2.59776 0.260465 HZ PHEX
3.05452 0.338612 GY OTOGL NC_056080.1 20455001 20475001 2.9422 0.209298 HZ PHEX
2.47131 0.311047 GY OTOGL NC_056057.1 20075001 20095001 3.345 0.282447 HZ PHF14
2.68106 0.250073 GY OTOGL NC_056055.1 2670001 2690001 3.83499 0.313161 HZ PHF19
2.64979 0.264489 GY OTOGL NC_056055.1 2675001 2695001 3.9086 0.282418 HZ PHF19
2.42206 0.292575 GY OTOGL NC_056055.1 2680001 2700001 3.92534 0.270024 HZ PHF19
2.65233 0.248995 GY PACRG NC_056055.1 2685001 2705001 4.70018 0.259244 HZ PHF19
2.86155 0.238203 GY PACRG NC_056055.1 27915001 27935001 4.03354 0.270481 HZ PHF2
2.84079 0.228495 GY PACRG NC_056055.1 27920001 27940001 5.41109 0.32771 HZ PHF2
2.91647 0.214641 GY PACRG NC_056055.1 27925001 27945001 3.90643 0.30298 HZ PHF2
2.91664 0.199485 GY PACRG NC_056055.1 27930001 27950001 3.81876 0.331268 HZ PHF2
2.66667 0.279207 GY PACS2;TEX22 NC_056055.1 27935001 27955001 4.51345 0.380446 HZ PHF2
5.86046 0.358877 GY PACS2;TEX22 NC_056055.1 27940001 27960001 4.77945 0.398859 HZ PHF2
2.43991 0.238608 GY PACSIN1 NC_056055.1 27945001 27965001 7.30226 0.447053 HZ PHF2
19.4004 0.196887 GY PADI3 NC_056055.1 27950001 27970001 6.48069 0.425858 HZ PHF2
21.5088 0.257977 GY PADI3 NC_056080.1 65190001 65210001 2.39886 0.254911 HZ PHKA1
23.8975 0.288459 GY PADI3 NC_056080.1 65195001 65215001 2.61914 0.234281 HZ PHKA1
15.5969 0.228076 GY PADI3 NC_056076.1 60875001 60895001 19.6723 0.208362 HZ PIGN
8.68234 0.230154 GY PADI4 NC_056076.1 60895001 60915001 27.7724 0.211076 HZ PIGN
21.1863 0.304509 GY PADI4 NC_056076.1 60900001 60920001 31.1746 0.270765 HZ PIGN;RELCH
33.5681 0.277048 GY PADI4 NC_056076.1 60905001 60925001 30.7833 0.30797 HZ PIGN;RELCH
31.4769 0.261316 GY PADI4 NC_056076.1 60915001 60935001 22.9804 0.303756 HZ PIGN;RELCH
31.0269 0.259369 GY PADI4 NC_056067.1 7275001 7295001 14.9301 0.23378 HZ PKD1L2
4.79361 0.201887 GY PARVB NC_056067.1 7895001 7915001 2.42605 0.205316 HZ PLCG2
2.50812 0.208373 GY PATL1 NC_056067.1 7900001 7920001 2.62627 0.21127 HZ PLCG2
2.58089 0.217773 GY PATL1 NC_056054.1 216440001 216460001 6.04412 0.208819 HZ PLD1
2.48356 0.4081 GY PAWR NC_056054.1 216445001 216465001 16.2468 0.285329 HZ PLD1


2.4833 0.442216 GY PAWR NC_056054.1 216460001 216480001 17.0354 0.308512 HZ PLD1
2.57473 0.294401 GY PAWR NC_056054.1 216465001 216485001 18.7627 0.310856 HZ PLD1
3.16702 0.218355 GY PBRM1 NC_056054.1 216470001 216490001 22.982 0.313666 HZ PLD1
2.93387 0.214017 GY PBRM1 NC_056054.1 216475001 216495001 7.02891 0.326583 HZ PLD1
7.38143 0.602413 GY PCBD2 NC_056054.1 216480001 216500001 3.92063 0.30687 HZ PLD1
12.0336 0.640769 GY PCBD2 NC_056054.1 216485001 216505001 2.52312 0.269719 HZ PLD1
7.00921 0.61459 GY PCBD2 NC_056056.1 196430001 196450001 2.39666 0.239203 HZ PLEKHA5
3.05397 0.53297 GY PCBD2 NC_056068.1 35350001 35370001 4.97015 0.223889 HZ PLEKHA7
2.52959 0.203838 GY PCCA NC_056068.1 35355001 35375001 3.9675 0.219446 HZ PLEKHA7


3.3616 0.250642 GY PCCA NC_056065.1 51135001 51155001 2.75785 0.27766 HZ PLEKHM2
4.77924 0.28594 GY PCCA NC_056065.1 51140001 51160001 3.23354 0.27675 HZ PLEKHM2
3.87027 0.266837 GY PCOLCE2 NC_056065.1 51145001 51165001 2.51697 0.249649 HZ PLEKHM2
7.88554 0.340732 GY PCOLCE2 NC_056054.1 76280001 76300001 2.88908 0.228804 HZ PLPPR5
28.4941 0.343839 GY PCOLCE2 NC_056054.1 76285001 76305001 3.23729 0.264244 HZ PLPPR5
3.03615 0.345271 GY PDE1A NC_056054.1 76290001 76310001 2.81129 0.364747 HZ PLPPR5
2.56347 0.257716 GY PDE8B;WDR41 NC_056054.1 76295001 76315001 2.43764 0.400355 HZ PLPPR5
2.51361 0.224004 GY PDS5A NC_056054.1 247005001 247025001 22.1494 0.367989 HZ PLS1
6.25607 0.496384 GY PDZRN4 NC_056054.1 247040001 247060001 3.12663 0.218186 HZ PLS1
5.44775 0.509898 GY PDZRN4 NC_056054.1 247045001 247065001 3.20404 0.270871 HZ PLS1
2.98246 0.193669 GY PGRMC2 NC_056065.1 74575001 74595001 22.7626 0.2082 HZ PLXNA2


2.6502 0.210048 GY PHC3 NC_056056.1 225560001 225580001 2.5449 0.287732 HZ PLXNB2
2.87666 0.212096 GY PHC3 NC_056056.1 475001 495001 3.15392 0.337883 HZ PNPLA7
5.51418 0.20445 GY PHF2 NC_056056.1 480001 500001 4.3677 0.40408 HZ PNPLA7
8.23152 0.193751 GY PHF2 NC_056056.1 485001 505001 3.82899 0.413917 HZ PNPLA7
3.93118 0.202083 GY PHYKPL NC_056056.1 490001 510001 4.83801 0.419874 HZ PNPLA7
3.64292 0.211725 GY PI4K2B NC_056056.1 495001 515001 3.8256 0.357074 HZ PNPLA7
4.06316 0.20746 GY PI4K2B NC_056060.1 7105001 7125001 2.53913 0.22311 HZ POC5







2.77208 0.214923 GY PIK3AP1 NC_056060.1 7110001 7130001 2.47984 0.260312 HZ POC5
2.81781 0.196738 GY PIP4K2A NC_056059.1 20110001 20130001 6.73059 0.212543 HZ PPA2
7.51961 0.301405 GY PKD1L2 NC_056058.1 55720001 55740001 2.89093 0.245403 HZ PPP2R2B
13.2238 0.323275 GY PKD1L2 NC_056058.1 55725001 55745001 2.86265 0.287224 HZ PPP2R2B


17 0.297574 GY PKD1L2 NC_056054.1 253950001 253970001 2.3911 0.249903 HZ PPP2R3A
5.36538 0.200526 GY PKD1L2 NC_056059.1 23900001 23920001 4.13458 0.254035 HZ PPP3CA
2.47429 0.231305 GY PKD2L1 NC_056059.1 23925001 23945001 11.6971 0.250458 HZ PPP3CA
2.40921 0.360833 GY PKP2 NC_056059.1 23930001 23950001 8.6994 0.215248 HZ PPP3CA
4.79973 0.194228 GY PLCB1 NC_056056.1 176530001 176550001 4.72333 0.275378 HZ PRDM4;PWP1
3.26562 0.200665 GY PLCG2 NC_056056.1 176535001 176555001 3.95272 0.247666 HZ PRDM4;PWP1
2.40573 0.21651 GY PLCG2 NC_056059.1 4895001 4915001 2.61825 0.220511 HZ PRDM5
26.5044 0.217572 GY PLD1 NC_056059.1 4900001 4920001 3.83922 0.228142 HZ PRDM5
24.7034 0.218836 GY PLD1 NC_056059.1 4905001 4925001 3.55951 0.232906 HZ PRDM5
2.97643 0.197042 GY PLD1 NC_056059.1 4910001 4930001 2.96089 0.249804 HZ PRDM5
2.70106 0.333784 GY PLEKHM2 NC_056065.1 54290001 54310001 5.63935 0.244905 HZ PRDX6;SLC9C2
3.22554 0.365146 GY PLEKHM2 NC_056065.1 66835001 66855001 3.32792 0.30273 HZ PRG4;TPR
2.47305 0.312831 GY PLEKHM2 NC_056065.1 66840001 66860001 5.76392 0.355178 HZ PRG4;TPR
11.1919 0.242895 GY PLPPR4 NC_056057.1 49690001 49710001 2.80782 0.206578 HZ PRKAR2B
16.7832 0.237107 GY PLPPR4 NC_056056.1 78220001 78240001 4.44444 0.239476 HZ PRKCE
21.3276 0.270855 GY PLPPR4 NC_056056.1 78225001 78245001 4.00633 0.228099 HZ PRKCE


17.988 0.271118 GY PLPPR4 NC_056056.1 78230001 78250001 4.4642 0.25035 HZ PRKCE
24.3678 0.385557 GY PLS1 NC_056056.1 78235001 78255001 2.91002 0.216833 HZ PRKCE
3.57773 0.19245 GY PLS1 NC_056056.1 78605001 78625001 4.61756 0.274089 HZ PRKCE
2.45356 0.219132 GY PLS1 NC_056075.1 7825001 7845001 3.27991 0.295833 HZ PRKG1
2.80156 0.274625 GY PLS1 NC_056075.1 7830001 7850001 5.58997 0.333273 HZ PRKG1
3.01616 0.340872 GY PLS1 NC_056075.1 7840001 7860001 28.9047 0.401182 HZ PRKG1
2.79661 0.240038 GY PLXDC2 NC_056075.1 7845001 7865001 21.381 0.357726 HZ PRKG1
40.4964 0.223225 GY POLK NC_056075.1 7850001 7870001 13.3433 0.267161 HZ PRKG1
42.7043 0.224815 GY POLK NC_056075.1 7855001 7875001 5.77479 0.214644 HZ PRKG1
35.1705 0.197342 GY POLK NC_056059.1 112025001 112045001 2.6838 0.322568 HZ PROM1
4.99283 0.231866 GY POU4F1 NC_056059.1 112030001 112050001 6.49085 0.518035 HZ PROM1
2.94291 0.194741 GY PPFIA2 NC_056059.1 112035001 112055001 12.3217 0.568567 HZ PROM1


5.5535 0.235852 GY PPFIA2 NC_056059.1 112040001 112060001 12.4919 0.577953 HZ PROM1
8.69545 0.248386 GY PPFIA2 NC_056059.1 112045001 112065001 9.46808 0.425684 HZ PROM1
4.99835 0.265452 GY PPFIA2 NC_056056.1 104425001 104445001 7.20197 0.426805 HZ PROM2
4.65698 0.270322 GY PPFIA2 NC_056056.1 104430001 104450001 5.31792 0.413833 HZ PROM2
3.03523 0.231438 GY PPFIA2 NC_056056.1 104435001 104455001 2.94978 0.367465 HZ PROM2
2.56625 0.383291 GY PPFIA2 NC_056056.1 136935001 136955001 3.7551 0.403957 HZ PRPH
5.18943 0.319649 GY PPFIA2 NC_056056.1 136940001 136960001 4.52823 0.440608 HZ PRPH
4.55986 0.224595 GY PPFIA2 NC_056058.1 31075001 31095001 2.8518 0.218297 HZ PRR16
7.77881 0.242718 GY PPP1R1A NC_056060.1 52885001 52905001 3.17748 0.209109 HZ PRTG
5.97102 0.474735 GY PPP1R1C NC_056077.1 41750001 41770001 4.53995 0.290968 HZ PSMG3
6.15773 0.480239 GY PPP1R1C NC_056077.1 41755001 41775001 4.59063 0.302252 HZ PSMG3;TMEM184A
7.59108 0.507259 GY PPP1R1C NC_056077.1 41760001 41780001 4.05351 0.271197 HZ PSMG3;TMEM184A


6.8254 0.507562 GY PPP1R1C NC_056071.1 29875001 29895001 3.80662 0.318674 HZ PSTPIP1
4.20994 0.48116 GY PPP1R1C NC_056071.1 29880001 29900001 4.22023 0.331931 HZ PSTPIP1
2.79549 0.426976 GY PPP1R1C NC_056071.1 29885001 29905001 2.97026 0.352379 HZ PSTPIP1
2.64386 0.424756 GY PPP1R1C NC_056069.1 9375001 9395001 4.37812 0.214636 HZ PTCD2
2.46245 0.40994 GY PPP1R1C NC_056069.1 9380001 9400001 4.37017 0.204831 HZ PTCD2
3.21814 0.239488 GY PPP2R2B NC_056054.1 19500001 19520001 2.81764 0.278962 HZ PTCH2


3.0089 0.276192 GY PPP2R2B NC_056055.1 78130001 78150001 2.41942 0.217286 HZ PTPRD
3.42013 0.213125 GY PPP3CA NC_056055.1 78135001 78155001 3.87393 0.260086 HZ PTPRD
3.79933 0.293002 GY PPP3CA NC_056072.1 39215001 39235001 4.64936 0.317412 HZ PTPRG
8.95594 0.37853 GY PPP3CA NC_056072.1 39220001 39240001 3.63027 0.303375 HZ PTPRG
5.42193 0.34693 GY PPP3CA NC_056072.1 39530001 39550001 2.61589 0.214286 HZ PTPRG
2.52214 0.267546 GY PPP3CA NC_056056.1 176525001 176545001 4.40316 0.270875 HZ PWP1
3.29956 0.222435 GY PPY;PYY NC_056056.1 194330001 194350001 3.95282 0.220288 HZ PYROXD1
2.98387 0.387358 GY PRDM16 NC_056055.1 175215001 175235001 3.14634 0.234318 HZ R3HDM1
3.80961 0.418031 GY PRDM16 NC_056055.1 175220001 175240001 2.55827 0.210171 HZ R3HDM1
4.14453 0.399217 GY PRDM16 NC_056075.1 37845001 37865001 8.52468 0.210446 HZ RAB11FIP2
2.61144 0.372858 GY PRDM16 NC_056054.1 256125001 256145001 2.62297 0.307486 HZ RAB6B
2.47166 0.249914 GY PRDM16 NC_056065.1 55505001 55525001 3.58838 0.208051 HZ RABGAP1L


2.8058 0.254193 GY PRDM16 NC_056065.1 55510001 55530001 2.8117 0.290612 HZ RABGAP1L
3.43992 0.226628 GY PRG4;TPR NC_056065.1 55515001 55535001 2.67236 0.31703 HZ RABGAP1L
5.62764 0.26645 GY PRG4;TPR NC_056065.1 55520001 55540001 3.66201 0.332136 HZ RABGAP1L
2.66109 0.344278 GY PRKCA NC_056065.1 55525001 55545001 5.56862 0.312801 HZ RABGAP1L
3.49736 0.356154 GY PRKCA NC_056065.1 55530001 55550001 6.94884 0.281708 HZ RABGAP1L
4.17848 0.326797 GY PRKCA NC_056065.1 55535001 55555001 8.36843 0.249984 HZ RABGAP1L
2.76807 0.223709 GY PRKCA NC_056060.1 78070001 78090001 3.24597 0.302959 HZ RAD51B
2.69085 0.242415 GY PRKCA NC_056060.1 78075001 78095001 6.67289 0.350762 HZ RAD51B
2.84044 0.268862 GY PRKCA NC_056060.1 78090001 78110001 9.7 0.356652 HZ RAD51B
2.63561 0.285863 GY PRKCA NC_056060.1 78095001 78115001 3.90576 0.287562 HZ RAD51B
4.55178 0.195553 GY PRKX NC_056060.1 78100001 78120001 2.53358 0.218009 HZ RAD51B
16.2978 0.206619 GY PROM1 NC_056056.1 3830001 3850001 2.65224 0.205921 HZ RALGDS







4.07823 0.192086 GY PRPH NC_056070.1 40045001 40065001 2.38182 0.339092 HZ RAPGEF2
4.85484 0.225371 GY PRPH NC_056070.1 40050001 40070001 2.68583 0.32215 HZ RAPGEF2
2.47177 0.200855 GY PRR16 NC_056079.1 39770001 39790001 9.86394 0.25598 HZ RARB
2.46359 0.194189 GY PRTG NC_056079.1 39775001 39795001 14.335 0.307338 HZ RARB
3.14732 0.196334 GY PRTG NC_056079.1 39780001 39800001 17.2877 0.344047 HZ RARB
3.31602 0.192214 GY PRTG NC_056079.1 39785001 39805001 21.0652 0.368795 HZ RARB
3.57735 0.380804 GY PSTPIP1 NC_056079.1 39800001 39820001 20.017 0.381514 HZ RARB
3.97917 0.398688 GY PSTPIP1 NC_056079.1 39805001 39825001 12.9181 0.347165 HZ RARB
2.96568 0.397761 GY PSTPIP1 NC_056079.1 39810001 39830001 14.7377 0.294433 HZ RARB
3.13379 0.250802 GY PTCD2 NC_056079.1 39815001 39835001 3.68571 0.211816 HZ RARB
4.54386 0.287283 GY PTCD2 NC_056065.1 58935001 58955001 2.67164 0.29998 HZ RASAL2
4.48956 0.280762 GY PTCD2 NC_056065.1 58940001 58960001 4.23418 0.329192 HZ RASAL2
2.64809 0.216349 GY PTCD2 NC_056065.1 58945001 58965001 4.28471 0.335491 HZ RASAL2
7.05801 0.312406 GY PTPRG NC_056065.1 58950001 58970001 2.36557 0.331489 HZ RASAL2
5.58082 0.33104 GY PTPRG NC_056077.1 6490001 6510001 5.08872 0.22046 HZ RBFOX1
3.80836 0.195466 GY PTPRG NC_056077.1 6495001 6515001 3.82561 0.205621 HZ RBFOX1
4.04593 0.277139 GY PUS7 NC_056077.1 6830001 6850001 2.63892 0.212879 HZ RBFOX1
2.77814 0.256343 GY PUS7 NC_056077.1 6835001 6855001 3.39072 0.22804 HZ RBFOX1
3.17022 0.264978 GY PYROXD1 NC_056056.1 179610001 179630001 2.41797 0.216201 HZ RBFOX2
7.27692 0.274143 GY PYY NC_056064.1 52520001 52540001 3.56177 0.406577 HZ RBFOX3
6.63404 0.216834 GY PYY NC_056055.1 149295001 149315001 3.11683 0.245676 HZ RBMS1
3.65415 0.232346 GY QRFPR NC_056072.1 4460001 4480001 2.71761 0.339053 HZ RBMS3
2.81597 0.401771 GY R3HDM1 NC_056072.1 4465001 4485001 3.11874 0.341888 HZ RBMS3
2.40038 0.352594 GY R3HDM1 NC_056072.1 4470001 4490001 4.45563 0.356746 HZ RBMS3
2.42791 0.294637 GY RABGAP1L NC_056072.1 4475001 4495001 3.33853 0.325309 HZ RBMS3
3.09777 0.390465 GY RABGAP1L NC_056072.1 4480001 4500001 2.8043 0.305985 HZ RBMS3
5.31765 0.319232 GY RABGAP1L NC_056072.1 4485001 4505001 3.25869 0.31977 HZ RBMS3
7.07441 0.30008 GY RABGAP1L NC_056071.1 29845001 29865001 8.93428 0.295235 HZ RCN2
8.36257 0.281896 GY RABGAP1L NC_056055.1 52415001 52435001 3.39408 0.248344 HZ RECK
5.84375 0.233066 GY RABGAP1L NC_056055.1 52420001 52440001 12.9622 0.330719 HZ RECK
2.71336 0.243398 GY RACK1;TRIM52 NC_056076.1 60920001 60940001 17.1053 0.280132 HZ RELCH
3.34879 0.282718 GY RAD51B NC_056076.1 60925001 60945001 11.9858 0.266926 HZ RELCH
7.07944 0.289153 GY RAD51B NC_056076.1 60930001 60950001 9.59355 0.256521 HZ RELCH
4.78012 0.202226 GY RAD51B NC_056076.1 60935001 60955001 11.4272 0.257332 HZ RELCH


2.903 0.251218 GY RAD51B NC_056076.1 60940001 60960001 9.31788 0.247157 HZ RELCH
2.77114 0.201576 GY RAD51B NC_056076.1 60945001 60965001 10.5385 0.235552 HZ RELCH


3 0.201272 GY RAD51B NC_056076.1 60950001 60970001 11.6407 0.230139 HZ RELCH
3.26696 0.210337 GY RAD51B NC_056057.1 46470001 46490001 4.27598 0.370886 HZ RELN
3.10708 0.247845 GY RAD51B NC_056057.1 46475001 46495001 2.91616 0.329508 HZ RELN
2.41084 0.328571 GY RAD51B NC_056057.1 46480001 46500001 3.32774 0.32359 HZ RELN
2.51271 0.192899 GY RAI2 NC_056057.1 46485001 46505001 3.04256 0.284756 HZ RELN
3.82782 0.236312 GY RAI2 NC_056058.1 14225001 14245001 6.03507 0.295118 HZ RETN
3.75975 0.264599 GY RALGPS1 NC_056056.1 101870001 101890001 2.89258 0.206991 HZ REV1
6.29488 0.324657 GY RALGPS1 NC_056056.1 101875001 101895001 2.7282 0.2114 HZ REV1
8.32856 0.329633 GY RALGPS1 NC_056056.1 101880001 101900001 2.73509 0.233071 HZ REV1
10.7614 0.337919 GY RALGPS1 NC_056055.1 71855001 71875001 5.2247 0.229741 HZ RFX3
2.46447 0.208232 GY RALYL NC_056055.1 71860001 71880001 8.01328 0.262806 HZ RFX3
17.1695 0.198844 GY RARB NC_056056.1 100120001 100140001 24.2976 0.3137 HZ RFX8
2.95067 0.218076 GY RASAL2 NC_056056.1 100170001 100190001 2.53425 0.250078 HZ RFX8
3.40701 0.220951 GY RASAL2 NC_056056.1 100175001 100195001 2.76479 0.268419 HZ RFX8
4.09021 0.197882 GY RASAL2 NC_056056.1 100180001 100200001 2.3569 0.23809 HZ RFX8
2.65603 0.197386 GY RASAL2 NC_056062.1 77175001 77195001 2.57931 0.210262 HZ RGS22
6.01676 0.201696 GY RBBP8 NC_056060.1 81590001 81610001 3.05867 0.293699 HZ RGS6
11.9627 0.258553 GY RBBP8 NC_056060.1 81595001 81615001 3.84727 0.315536 HZ RGS6
2.53958 0.247712 GY RBFOX1 NC_056060.1 81600001 81620001 3.72372 0.311659 HZ RGS6
3.09192 0.196776 GY RBM24 NC_056060.1 81625001 81645001 2.52465 0.332212 HZ RGS6
2.49458 0.214815 GY RBM38 NC_056060.1 81630001 81650001 2.988 0.356316 HZ RGS6
2.89013 0.220578 GY RBMS3 NC_056060.1 81635001 81655001 3.00914 0.353386 HZ RGS6
3.12756 0.209079 GY RBMS3 NC_056060.1 81640001 81660001 2.7708 0.367217 HZ RGS6
2.51984 0.35414 GY RBMS3 NC_056065.1 34775001 34795001 5.44674 0.578728 HZ RGS7
2.82495 0.382072 GY RBMS3 NC_056065.1 34780001 34800001 13.8571 0.539079 HZ RGS7
4.05948 0.407175 GY RBMS3 NC_056058.1 92705001 92725001 5.11644 0.206138 HZ RHOBTB3


3.0437 0.304512 GY RBMS3 NC_056058.1 92710001 92730001 3.95891 0.245243 HZ RHOBTB3
2.52046 0.221028 GY RBMS3 NC_056055.1 73755001 73775001 2.85826 0.302902 HZ RIC1


2.8426 0.218277 GY RBMS3 NC_056055.1 73820001 73840001 2.63216 0.220098 HZ RIC1
9.26276 0.258529 GY RCN2 NC_056055.1 73825001 73845001 2.49663 0.231577 HZ RIC1


2.7451 0.209896 GY RELN NC_056062.1 73870001 73890001 4.05681 0.241298 HZ RIMS2
2.42934 0.2558 GY RELN NC_056062.1 73875001 73895001 4.67593 0.317567 HZ RIMS2
4.51947 0.326338 GY RELN NC_056062.1 73880001 73900001 3.50336 0.250087 HZ RIMS2
2.95031 0.305278 GY RELN NC_056062.1 73885001 73905001 3.2669 0.27508 HZ RIMS2
3.35294 0.324159 GY RELN NC_056058.1 68340001 68360001 2.41783 0.340789 HZ RNF145
3.18297 0.291858 GY RELN NC_056058.1 68345001 68365001 2.72184 0.293843 HZ RNF145
2.56897 0.245194 GY RELN NC_056058.1 68350001 68370001 3.05289 0.314866 HZ RNF145
2.55755 0.220249 GY RELN NC_056062.1 76990001 77010001 3.55314 0.272727 HZ RNF19A







7.77457 0.202927 GY RERE NC_056062.1 76995001 77015001 4.46995 0.267653 HZ RNF19A
9.3586 0.226194 GY RERE NC_056062.1 77000001 77020001 3.7077 0.231728 HZ RNF19A


8.57954 0.238306 GY RERE NC_056055.1 52125001 52145001 4.72044 0.332043 HZ RNF38
6.53893 0.205952 GY RERE NC_056055.1 52130001 52150001 2.96141 0.252083 HZ RNF38
17.2727 0.304227 GY RFX8 NC_056054.1 147745001 147765001 4.41215 0.272505 HZ ROBO1
2.58448 0.21931 GY RFX8 NC_056054.1 147750001 147770001 2.79667 0.25294 HZ ROBO1
2.61761 0.230973 GY RFX8 NC_056076.1 35475001 35495001 2.52966 0.267053 HZ ROCK1
4.81818 0.193887 GY RGS16;RNASEL NC_056076.1 35480001 35500001 2.60325 0.247026 HZ ROCK1
6.07074 0.20996 GY RGS16;RNASEL NC_056076.1 35485001 35505001 2.76959 0.274601 HZ ROCK1
2.53246 0.229049 GY RHBDD2 NC_056076.1 35520001 35540001 2.50799 0.286376 HZ ROCK1
2.86491 0.226626 GY RNF145 NC_056054.1 39205001 39225001 2.58701 0.22508 HZ ROR1
2.94483 0.275471 GY RNF145 NC_056060.1 47370001 47390001 2.61283 0.250032 HZ RORA
3.28606 0.293544 GY RNF145 NC_056080.1 37835001 37855001 4.01209 0.277224 HZ RPGR


2.5095 0.223312 GY RNF145 NC_056080.1 37840001 37860001 3.37226 0.273262 HZ RPGR
3.48309 0.342929 GY RNF19A NC_056077.1 14185001 14205001 12.8241 0.274701 HZ RRN3
4.56012 0.335789 GY RNF19A NC_056074.1 15910001 15930001 2.49236 0.212993 HZ RSF1
4.33538 0.276662 GY RNF19A NC_056074.1 15915001 15935001 6.1111 0.291386 HZ RSF1
3.51546 0.212915 GY RNF19A NC_056066.1 30515001 30535001 2.46879 0.2242 HZ RSU1
3.84123 0.194404 GY RNF19A NC_056079.1 13565001 13585001 3.94776 0.211183 HZ RWDD4;TRAPPC11
3.28058 0.210044 GY RNF19A NC_056079.1 13570001 13590001 5.35424 0.239784 HZ RWDD4;TRAPPC11
3.81473 0.227459 GY RNF19A NC_056078.1 9155001 9175001 6.91667 0.277762 HZ RYR2
2.60201 0.203705 GY ROBO1 NC_056078.1 9160001 9180001 4.1151 0.281795 HZ RYR2
4.68276 0.228075 GY ROBO1 NC_056067.1 19045001 19065001 4.54357 0.279246 HZ SALL1
3.05318 0.196262 GY ROBO1 NC_056067.1 19050001 19070001 7.66893 0.243467 HZ SALL1
3.04805 0.213311 GY ROBO2 NC_056067.1 19055001 19075001 5.75171 0.225492 HZ SALL1
2.53814 0.210464 GY ROCK1 NC_056062.1 58795001 58815001 3.73684 0.245752 HZ SAMD12
2.45476 0.312696 GY ROCK1 NC_056062.1 58800001 58820001 3.31029 0.24064 HZ SAMD12


2.6636 0.321781 GY ROCK1 NC_056062.1 58805001 58825001 2.70158 0.249446 HZ SAMD12
2.644 0.268332 GY ROCK1 NC_056056.1 220605001 220625001 3.14888 0.241843 HZ SAMM50


9.07859 0.192598 GY RORA NC_056058.1 43760001 43780001 2.38897 0.345135 HZ SAR1B
7.65949 0.253827 GY RP1L1 NC_056058.1 43765001 43785001 2.68456 0.349616 HZ SAR1B


10.978 0.270088 GY RP1L1 NC_056058.1 43770001 43790001 2.62109 0.352794 HZ SAR1B
12.3788 0.283845 GY RP1L1 NC_056056.1 140490001 140510001 3.53458 0.258677 HZ SCAF11
6.31956 0.215228 GY RP1L1 NC_056056.1 140495001 140515001 3.3889 0.253273 HZ SCAF11


5.2453 0.277997 GY RPIA NC_056056.1 140500001 140520001 3.58918 0.277565 HZ SCAF11
7.25869 0.293575 GY RPIA NC_056056.1 140505001 140525001 4.1 0.277018 HZ SCAF11


8.08 0.2842 GY RPIA NC_056056.1 140510001 140530001 4.06416 0.306399 HZ SCAF11
5.71888 0.265083 GY RPIA NC_056056.1 140515001 140535001 6.14529 0.286491 HZ SCAF11
3.32267 0.204413 GY RPIA NC_056056.1 140520001 140540001 6.17349 0.293324 HZ SCAF11
4.33512 0.216752 GY RRAGD NC_056056.1 140525001 140545001 4.57142 0.306615 HZ SCAF11
2.71511 0.200518 GY RRH NC_056056.1 140530001 140550001 4.11905 0.302582 HZ SCAF11
11.6111 0.298543 GY RRN3 NC_056056.1 140535001 140555001 3.40411 0.347993 HZ SCAF11
4.87947 0.209833 GY RRN3 NC_056056.1 140540001 140560001 2.59694 0.302691 HZ SCAF11
2.64122 0.213238 GY RRP12 NC_056056.1 140545001 140565001 2.44845 0.303309 HZ SCAF11
3.45289 0.327159 GY RTN4RL1 NC_056056.1 140565001 140585001 2.92447 0.277449 HZ SCAF11
2.99606 0.295449 GY RTN4RL1 NC_056070.1 29140001 29160001 3.79497 0.298797 HZ SCLT1
3.22183 0.204711 GY SAMSN1 NC_056070.1 29145001 29165001 3.90532 0.378656 HZ SCLT1
2.65053 0.230641 GY SAP130 NC_056070.1 29150001 29170001 3.63117 0.32669 HZ SCLT1
2.77339 0.244646 GY SAP130 NC_056070.1 29155001 29175001 4.23708 0.302769 HZ SCLT1
2.44569 0.272861 GY SAP130 NC_056070.1 29160001 29180001 4.48074 0.254856 HZ SCLT1
3.00803 0.341306 GY SAP130 NC_056070.1 29165001 29185001 7.26696 0.213479 HZ SCLT1
2.71221 0.321006 GY SAP130 NC_056070.1 29170001 29190001 9.4964 0.218588 HZ SCLT1


2.4133 0.304534 GY SAP130 NC_056068.1 28595001 28615001 2.49308 0.333758 HZ SCN2B
2.74877 0.209662 GY SAP130 NC_056068.1 28600001 28620001 2.71807 0.241266 HZ SCN2B
4.05411 0.222416 GY SAP130 NC_056057.1 37510001 37530001 3.16167 0.210458 HZ SEMA3A


2.9896 0.230528 GY SAP130 NC_056064.1 53830001 53850001 11.2768 0.208204 HZ SEPTIN9
2.96993 0.229683 GY SAP130 NC_056080.1 18095001 18115001 3.75309 0.347484 HZ SH3KBP1


2.5062 0.224022 GY SAP130 NC_056080.1 18235001 18255001 2.81677 0.246594 HZ SH3KBP1
2.50649 0.212484 GY SAP30 NC_056080.1 18240001 18260001 3.42055 0.323094 HZ SH3KBP1
2.83476 0.193963 GY SAP30 NC_056080.1 18245001 18265001 8.89832 0.433574 HZ SH3KBP1
2.45056 0.231958 GY SAP30;SCRG1 NC_056069.1 4350001 4370001 2.50108 0.20622 HZ SH3PXD2B
2.57562 0.322682 GY SAR1B NC_056069.1 4355001 4375001 6.3931 0.241422 HZ SH3PXD2B
2.59179 0.329807 GY SAR1B NC_056069.1 4360001 4380001 3.92182 0.208715 HZ SH3PXD2B
2.48345 0.316094 GY SCAPER NC_056074.1 44065001 44085001 3.17269 0.234198 HZ SHANK2
3.24602 0.367526 GY SCAPER NC_056074.1 44070001 44090001 2.37007 0.243048 HZ SHANK2
2.67718 0.350855 GY SCAPER NC_056077.1 12405001 12425001 2.40313 0.214505 HZ SHISA9
3.32215 0.334028 GY SCAPER NC_056077.1 12410001 12430001 4.41133 0.29611 HZ SHISA9
3.24952 0.353798 GY SCLT1 NC_056077.1 12415001 12435001 10.7308 0.325632 HZ SHISA9
3.12426 0.418542 GY SCLT1 NC_056077.1 12420001 12440001 9.45217 0.269832 HZ SHISA9
2.96662 0.366426 GY SCLT1 NC_056077.1 12425001 12445001 6.25389 0.252765 HZ SHISA9
3.44833 0.315724 GY SCLT1 NC_056061.1 70365001 70385001 2.83174 0.251517 HZ SHPRH


4.3436 0.212163 GY SCLT1 NC_056061.1 70385001 70405001 2.76905 0.213244 HZ SHPRH
7.64705 0.23177 GY SCLT1 NC_056061.1 70390001 70410001 4.65479 0.271532 HZ SHPRH
10.5288 0.248853 GY SCLT1 NC_056061.1 70395001 70415001 6.95767 0.305874 HZ SHPRH







13.05 0.238459 GY SCLT1 NC_056061.1 70400001 70420001 7.42105 0.325675 HZ SHPRH
2.68348 0.209865 GY SCNN1B NC_056061.1 70405001 70425001 4.27203 0.308067 HZ SHPRH
2.63549 0.201199 GY SCNN1B NC_056074.1 25595001 25615001 6.42329 0.272247 HZ SIAE;SPA17
2.90908 0.204203 GY SDHAF4 NC_056068.1 27350001 27370001 2.692 0.238146 HZ SIK3
3.00219 0.205 GY SDHAF4 NC_056068.1 27355001 27375001 2.76049 0.218284 HZ SIK3
5.24721 0.418739 GY SEPTIN10 NC_056068.1 27360001 27380001 2.62882 0.220777 HZ SIK3
4.66266 0.401679 GY SEPTIN10 NC_056068.1 27400001 27420001 3.4129 0.22989 HZ SIK3
5.06786 0.387123 GY SEPTIN10 NC_056068.1 27405001 27425001 2.73423 0.288182 HZ SIK3
5.20151 0.425177 GY SEPTIN10 NC_056068.1 27415001 27435001 2.48533 0.219334 HZ SIK3
5.32709 0.43286 GY SEPTIN10 NC_056068.1 27445001 27465001 2.64706 0.244897 HZ SIK3
5.14954 0.428967 GY SEPTIN10 NC_056068.1 27450001 27470001 2.55474 0.227635 HZ SIK3
7.82256 0.469866 GY SEPTIN10 NC_056068.1 27455001 27475001 2.79747 0.220701 HZ SIK3
10.1257 0.483914 GY SEPTIN10 NC_056068.1 27460001 27480001 3.28499 0.220721 HZ SIK3
7.60713 0.45415 GY SEPTIN10 NC_056068.1 27490001 27510001 19.195 0.223075 HZ SIK3


6.2449 0.420802 GY SEPTIN10 NC_056068.1 27495001 27515001 8.22273 0.210273 HZ SIK3
5.87616 0.424756 GY SEPTIN10;SH3RF3 NC_056060.1 5070001 5090001 12.5897 0.21262 HZ SIMC1
3.99682 0.356055 GY SEPTIN10;SOWAHNC_056060.1 5075001 5095001 10.6834 0.241745 HZ SIMC1
8.63604 0.202832 GY SEPTIN9 NC_056060.1 5080001 5100001 5.95824 0.220658 HZ SIMC1
6.44404 0.281335 GY SFRP1 NC_056064.1 37950001 37970001 3.92987 0.217877 HZ SKAP1
3.17135 0.225815 GY SGCD NC_056064.1 37955001 37975001 5.10453 0.247251 HZ SKAP1
4.32856 0.21707 GY SGCD NC_056064.1 37960001 37980001 7.12501 0.276705 HZ SKAP1
3.90785 0.208641 GY SGCD NC_056064.1 37965001 37985001 6.09724 0.252337 HZ SKAP1
3.82022 0.288109 GY SH3GL2 NC_056064.1 37970001 37990001 3.39696 0.220097 HZ SKAP1
2.43851 0.304869 GY SH3GL2 NC_056057.1 70705001 70725001 2.53267 0.293842 HZ SKAP2
2.71617 0.27142 GY SH3KBP1 NC_056057.1 70725001 70745001 2.51916 0.290348 HZ SKAP2
6.86442 0.535702 GY SH3KBP1 NC_056057.1 70730001 70750001 2.52881 0.240185 HZ SKAP2
3.37417 0.369532 GY SH3RF3 NC_056057.1 70735001 70755001 2.59941 0.242843 HZ SKAP2
4.19429 0.395221 GY SH3RF3 NC_056057.1 70740001 70760001 2.76558 0.231973 HZ SKAP2
2.68125 0.219443 GY SHISA9 NC_056057.1 70745001 70765001 2.6088 0.249282 HZ SKAP2
4.67365 0.325262 GY SHISA9 NC_056057.1 70750001 70770001 3.4762 0.285198 HZ SKAP2
10.5205 0.347012 GY SHISA9 NC_056057.1 70755001 70775001 5.80789 0.311392 HZ SKAP2
8.74784 0.262718 GY SHISA9 NC_056057.1 70760001 70780001 9.14286 0.338859 HZ SKAP2
5.67997 0.249969 GY SHISA9 NC_056057.1 70795001 70815001 30.8143 0.570264 HZ SKAP2
15.9524 0.216336 GY SHROOM4 NC_056057.1 70800001 70820001 36.6571 0.561351 HZ SKAP2
5.23934 0.205992 GY SIK2 NC_056063.1 74950001 74970001 3.60408 0.310262 HZ SLC15A1


2.4189 0.217594 GY SIK3 NC_056063.1 74955001 74975001 6.51452 0.316729 HZ SLC15A1
2.4975 0.354458 GY SIK3 NC_056063.1 74960001 74980001 41.4592 0.326309 HZ SLC15A1


3.09693 0.365978 GY SIK3 NC_056063.1 74965001 74985001 16 0.277339 HZ SLC15A1
5.65934 0.311581 GY SIK3 NC_056063.1 74970001 74990001 6.77777 0.209906 HZ SLC15A1
7.67582 0.322662 GY SIK3 NC_056080.1 66625001 66645001 3.52543 0.261188 HZ SLC16A2
9.15585 0.327137 GY SIK3 NC_056080.1 66640001 66660001 4.29914 0.329296 HZ SLC16A2
11.1104 0.28936 GY SIK3 NC_056080.1 66645001 66665001 2.63718 0.264898 HZ SLC16A2
17.4505 0.238491 GY SIK3 NC_056066.1 46940001 46960001 2.98507 0.266349 HZ SLC23A2
4.84692 0.303168 GY SIK3 NC_056066.1 46945001 46965001 2.89871 0.258762 HZ SLC23A2
3.33182 0.310163 GY SIK3 NC_056055.1 87995001 88015001 4.64584 0.220391 HZ SLC24A2
2.63813 0.314164 GY SIK3 NC_056055.1 88000001 88020001 6.85976 0.225395 HZ SLC24A2
2.44695 0.256466 GY SIK3 NC_056072.1 51110001 51130001 3.34376 0.379121 HZ SLC25A20
2.56863 0.240007 GY SIK3 NC_056074.1 40830001 40850001 3.85556 0.427428 HZ SLC29A2
2.43552 0.212925 GY SIK3 NC_056074.1 40835001 40855001 2.73438 0.452372 HZ SLC29A2
3.08438 0.238997 GY SIK3 NC_056056.1 147560001 147580001 2.84097 0.234108 HZ SLC2A13
3.45999 0.248275 GY SIK3 NC_056056.1 147565001 147585001 3.96822 0.287964 HZ SLC2A13
5.27387 0.230054 GY SIMC1 NC_056056.1 147570001 147590001 9.8216 0.346102 HZ SLC2A13
4.12935 0.222217 GY SIMC1 NC_056056.1 147575001 147595001 14.7034 0.339179 HZ SLC2A13
11.7331 0.200459 GY SIMC1 NC_056056.1 147580001 147600001 22.0784 0.337536 HZ SLC2A13
10.8571 0.264298 GY SIMC1 NC_056056.1 147585001 147605001 12.2292 0.3003 HZ SLC2A13
6.57802 0.281833 GY SIMC1 NC_056055.1 119800001 119820001 2.36505 0.227789 HZ SLC40A1
4.31507 0.256681 GY SIMC1 NC_056055.1 147875001 147895001 4.63719 0.239657 HZ SLC4A10
4.87853 0.201667 GY SKAP1 NC_056067.1 23370001 23390001 2.57692 0.335072 HZ SLC6A2
6.88792 0.219868 GY SKAP1 NC_056067.1 23375001 23395001 2.45306 0.381119 HZ SLC6A2
2.54799 0.279076 GY SKAP2 NC_056067.1 35210001 35230001 2.80642 0.443367 HZ SLC7A6
2.60626 0.218603 GY SKAP2 NC_056067.1 35215001 35235001 2.3673 0.392486 HZ SLC7A6
3.59047 0.197651 GY SKAP2 NC_056067.1 42770001 42790001 4.29972 0.249263 HZ SLC7A9
6.14778 0.25068 GY SKAP2 NC_056067.1 42775001 42795001 3.75281 0.23339 HZ SLC7A9
9.89474 0.261646 GY SKAP2 NC_056067.1 42780001 42800001 8.67857 0.27931 HZ SLC7A9
33.2143 0.301191 GY SKAP2 NC_056067.1 42785001 42805001 2.58557 0.216406 HZ SLC7A9
39.1571 0.308772 GY SKAP2 NC_056065.1 54295001 54315001 6.17979 0.237845 HZ SLC9C2
23.7841 0.322045 GY SKAP2 NC_056056.1 194335001 194355001 7.12467 0.262494 HZ SLCO1A2
16.5052 0.315466 GY SKAP2 NC_056056.1 194340001 194360001 5.50452 0.266414 HZ SLCO1A2
12.4737 0.308664 GY SKAP2 NC_056056.1 194345001 194365001 3.87846 0.23773 HZ SLCO1A2
8.00001 0.315964 GY SKAP2 NC_056063.1 61310001 61330001 2.48526 0.268819 HZ SLITRK6
4.67935 0.192448 GY SLC15A5 NC_056063.1 61315001 61335001 3.62409 0.297419 HZ SLITRK6
6.02431 0.194525 GY SLC15A5 NC_056063.1 61320001 61340001 2.83798 0.20558 HZ SLITRK6


4.9364 0.200288 GY SLC15A5 NC_056070.1 12785001 12805001 5.42256 0.209556 HZ SMAD1
2.71111 0.26511 GY SLC16A2 NC_056070.1 12790001 12810001 6.93348 0.218437 HZ SMAD1







2.85384 0.231366 GY SLC16A2 NC_056070.1 12795001 12815001 6.39182 0.23402 HZ SMAD1
3.38984 0.238229 GY SLC16A2 NC_056080.1 51250001 51270001 2.61445 0.24284 HZ SMC1A
3.44444 0.272646 GY SLC16A2 NC_056080.1 51255001 51275001 2.64458 0.26236 HZ SMC1A
3.21884 0.201004 GY SLC22A3 NC_056055.1 66305001 66325001 3.591 0.363857 HZ SMC5
3.45297 0.2014 GY SLC22A3 NC_056055.1 66310001 66330001 3.44613 0.393698 HZ SMC5
3.44562 0.211903 GY SLC23A2 NC_056055.1 66315001 66335001 3.40865 0.413222 HZ SMC5
3.22598 0.214039 GY SLC23A2 NC_056055.1 66320001 66340001 3.29946 0.409271 HZ SMC5
3.19464 0.260584 GY SLC25A43 NC_056055.1 66325001 66345001 2.87179 0.414874 HZ SMC5
4.23888 0.361337 GY SLC29A2 NC_056080.1 100055001 100075001 2.90942 0.253729 HZ SMIM10
4.08595 0.289658 GY SLC29A2 NC_056059.1 35550001 35570001 3.5006 0.209756 HZ SNCA
3.31631 0.194881 GY SLC29A2 NC_056057.1 93780001 93800001 2.41983 0.229445 HZ SND1
2.49592 0.227689 GY SLC2A1 NC_056057.1 93790001 93810001 3.81913 0.408497 HZ SND1
6.79658 0.208263 GY SLC2A13 NC_056057.1 93795001 93815001 6.62384 0.48119 HZ SND1
12.1287 0.220815 GY SLC2A13 NC_056057.1 93800001 93820001 2.42084 0.326432 HZ SND1
6.51539 0.206538 GY SLC2A13 NC_056062.1 93665001 93685001 10.2789 0.299931 HZ SNX16
5.72193 0.212778 GY SLC2A13 NC_056062.1 93670001 93690001 5.8395 0.222891 HZ SNX16
2.46904 0.249336 GY SLC39A11;SSTR2 NC_056059.1 114715001 114735001 3.83194 0.248501 HZ SORCS2
3.00699 0.211484 GY SLC6A2 NC_056059.1 114720001 114740001 3.63619 0.256838 HZ SORCS2
3.13673 0.243004 GY SLC6A2 NC_056059.1 114725001 114745001 3.15551 0.240747 HZ SORCS2
2.69257 0.193844 GY SLC7A6 NC_056058.1 42055001 42075001 4.33334 0.229664 HZ SOWAHA
3.66349 0.239235 GY SLC7A6 NC_056056.1 191665001 191685001 2.62767 0.261494 HZ SOX5
3.02415 0.193948 GY SLC7A6 NC_056056.1 191670001 191690001 3.35533 0.282435 HZ SOX5
3.98034 0.426838 GY SLC7A8 NC_056056.1 191675001 191695001 4.67747 0.295226 HZ SOX5
2.69313 0.222005 GY SLC7A8 NC_056056.1 191680001 191700001 7.58536 0.309361 HZ SOX5


3.5101 0.22338 GY SLC7A8 NC_056056.1 191685001 191705001 18.3313 0.323088 HZ SOX5
4.22466 0.342718 GY SLC7A9 NC_056056.1 191690001 191710001 7.41984 0.2948 HZ SOX5
3.60257 0.365472 GY SLC7A9 NC_056056.1 191695001 191715001 3.40611 0.237382 HZ SOX5
8.50511 0.425224 GY SLC7A9 NC_056056.1 191990001 192010001 2.42378 0.233013 HZ SOX5
2.39931 0.25769 GY SLC7A9;TDRD12 NC_056056.1 191995001 192015001 2.41083 0.246102 HZ SOX5
5.95066 0.253475 GY SLCO1A2 NC_056064.1 24070001 24090001 5.69718 0.220764 HZ SPATA22
4.70062 0.235786 GY SLCO1A2 NC_056056.1 69480001 69500001 4.10224 0.211168 HZ SPTBN1
3.51157 0.200757 GY SLCO1A2 NC_056058.1 79025001 79045001 2.36955 0.233416 HZ SSBP2
4.20994 0.232367 GY SMG1 NC_056057.1 52670001 52690001 6.5 0.205161 HZ ST7
4.46753 0.239779 GY SMG1 NC_056057.1 52675001 52695001 4.88178 0.212068 HZ ST7
3.79905 0.291617 GY SMG1 NC_056057.1 52715001 52735001 2.49481 0.206536 HZ ST7


3.3077 0.288756 GY SMG1 NC_056057.1 52855001 52875001 19.5797 0.213049 HZ ST7
3.25727 0.357253 GY SMG1 NC_056057.1 52860001 52880001 19.9999 0.215585 HZ ST7
2.92032 0.338572 GY SMG1 NC_056057.1 52865001 52885001 11.5929 0.210689 HZ ST7
2.69903 0.234377 GY SMG1 NC_056063.1 28315001 28335001 4.21557 0.260382 HZ STARD13
14.8181 0.192948 GY SNTB2 NC_056057.1 51580001 51600001 2.42181 0.222376 HZ STARD3NL


14.2 0.23807 GY SNTB2 NC_056080.1 61620001 61640001 4.07868 0.209028 HZ STARD8
6.46789 0.278151 GY SNTB2 NC_056062.1 49835001 49855001 2.66101 0.209075 HZ STAU2
2.64427 0.255714 GY SNTB2 NC_056062.1 49840001 49860001 3.04824 0.232746 HZ STAU2
2.83249 0.273703 GY SOX5 NC_056062.1 49845001 49865001 2.97029 0.211066 HZ STAU2
9.72639 0.225045 GY SOX5 NC_056057.1 73980001 74000001 4.19755 0.254439 HZ STEAP4
2.96774 0.204841 GY SOX5 NC_056057.1 73985001 74005001 10.4831 0.372928 HZ STEAP4
3.52256 0.242483 GY SOX5 NC_056057.1 73990001 74010001 19.471 0.355913 HZ STEAP4
2.72789 0.256397 GY SOX5 NC_056057.1 73995001 74015001 4.87244 0.305833 HZ STEAP4
2.50077 0.262362 GY SOX5 NC_056057.1 74000001 74020001 2.86393 0.273103 HZ STEAP4
2.48859 0.252754 GY SOX5 NC_056063.1 74840001 74860001 4.36718 0.216743 HZ STK24
2.75748 0.312207 GY SOX5 NC_056063.1 74845001 74865001 5.09452 0.234104 HZ STK24
3.55622 0.334839 GY SOX5 NC_056079.1 13635001 13655001 14.4327 0.323173 HZ STOX2
4.97269 0.353191 GY SOX5 NC_056079.1 13645001 13665001 15.6818 0.31916 HZ STOX2
8.05366 0.377023 GY SOX5 NC_056079.1 13650001 13670001 5.06849 0.207223 HZ STOX2
19.6265 0.391873 GY SOX5 NC_056079.1 13770001 13790001 5.1145 0.244202 HZ STOX2
7.82951 0.351377 GY SOX5 NC_056079.1 13775001 13795001 6.91032 0.308963 HZ STOX2


3.4242 0.277413 GY SOX5 NC_056079.1 13780001 13800001 3.43985 0.36392 HZ STOX2
3.48742 0.220125 GY SPAG6 NC_056079.1 13785001 13805001 2.66164 0.350932 HZ STOX2


11.268 0.289921 GY SPATA13 NC_056058.1 14220001 14240001 7.3689 0.296224 HZ STXBP2
32.8 0.24768 GY SPATA13 NC_056057.1 82040001 82060001 2.41964 0.22151 HZ SUGCT


33.7663 0.228332 GY SPATA13 NC_056057.1 82045001 82065001 3.63925 0.355159 HZ SUGCT
27.4905 0.219818 GY SPATA13 NC_056057.1 82070001 82090001 4.24999 0.263266 HZ SUGCT
12.9217 0.19474 GY SPATA13 NC_056057.1 82075001 82095001 3.55487 0.224963 HZ SUGCT
12.8726 0.343652 GY SPCS3 NC_056057.1 82080001 82100001 3.23115 0.220118 HZ SUGCT
45.6714 0.232384 GY SPDL1 NC_056057.1 82085001 82105001 3.56288 0.212873 HZ SUGCT


25.537 0.256767 GY SPDL1 NC_056057.1 82395001 82415001 7.90475 0.264032 HZ SUGCT
9.19198 0.247766 GY SPDL1 NC_056057.1 82415001 82435001 5.62151 0.237287 HZ SUGCT
2.42601 0.234656 GY SPINK5 NC_056062.1 46330001 46350001 19.0714 0.252566 HZ SULF1
2.44658 0.260763 GY SPIRE2;TCF25 NC_056062.1 46335001 46355001 12.7302 0.301746 HZ SULF1
2.73214 0.246862 GY SPIRE2;TCF25 NC_056062.1 46340001 46360001 6.92414 0.440093 HZ SULF1
7.34044 0.311612 GY SPON2 NC_056062.1 46345001 46365001 4.52747 0.393804 HZ SULF1
7.36701 0.269271 GY SPON2 NC_056062.1 46350001 46370001 2.7802 0.319298 HZ SULF1
14.0543 0.20751 GY SPP1 NC_056062.1 46355001 46375001 2.44843 0.271062 HZ SULF1
21.3204 0.261791 GY SPTLC2 NC_056054.1 100010001 100030001 2.55453 0.286447 HZ SV2A







3.57896 0.226923 GY SRRM4 NC_056060.1 7545001 7565001 2.82385 0.262088 HZ SV2C
2.8248 0.275683 GY SRRM4 NC_056060.1 7550001 7570001 3.02633 0.274564 HZ SV2C


3.77915 0.213081 GY SRRM4 NC_056068.1 42660001 42680001 3.96895 0.242254 HZ SWAP70
8.6078 0.236845 GY SRRM4 NC_056068.1 42665001 42685001 2.99303 0.226258 HZ SWAP70


25.9892 0.270575 GY SRRM4 NC_056056.1 176790001 176810001 4.97048 0.365006 HZ SYN3
8.99999 0.291779 GY SRRM4 NC_056056.1 176795001 176815001 6.0787 0.356048 HZ SYN3
4.56419 0.243437 GY SRRM4 NC_056056.1 176835001 176855001 3.4123 0.272415 HZ SYN3
2.92764 0.202416 GY SRRM4 NC_056056.1 176840001 176860001 3.91666 0.301387 HZ SYN3
4.55898 0.225153 GY SSPN NC_056056.1 176845001 176865001 2.91978 0.330798 HZ SYN3
6.29592 0.230484 GY SSPN NC_056056.1 176900001 176920001 2.47213 0.235668 HZ SYN3
5.85246 0.229606 GY SSPN NC_056056.1 176910001 176930001 2.68422 0.251729 HZ SYN3
5.85424 0.219047 GY SSPN NC_056056.1 176915001 176935001 3.60725 0.272145 HZ SYN3
3.99701 0.396061 GY STARD13 NC_056056.1 176920001 176940001 3.53624 0.279355 HZ SYN3
2.51418 0.238476 GY STARD3NL NC_056056.1 176925001 176945001 3.70297 0.286993 HZ SYN3
2.70972 0.236695 GY STARD3NL NC_056061.1 76960001 76980001 2.92172 0.206512 HZ SYNE1
4.45099 0.20121 GY STEAP4 NC_056061.1 76965001 76985001 3.65181 0.218243 HZ SYNE1
5.43721 0.206423 GY STEAP4 NC_056061.1 76970001 76990001 12.2443 0.237556 HZ SYNE1
8.97073 0.229643 GY STEAP4 NC_056058.1 59720001 59740001 16.8545 0.208929 HZ SYNPO
15.2609 0.311266 GY STEAP4 NC_056056.1 115280001 115300001 2.71193 0.231552 HZ SYT1
17.6521 0.335022 GY STEAP4 NC_056056.1 115445001 115465001 2.72607 0.452589 HZ SYT1
4.60519 0.341801 GY STEAP4 NC_056061.1 82810001 82830001 6.13872 0.453039 HZ SYTL3
2.53865 0.327817 GY STEAP4 NC_056061.1 82825001 82845001 10.6898 0.264482 HZ SYTL3
2.89291 0.215551 GY STK31 NC_056062.1 94175001 94195001 6.62778 0.251794 HZ TAF2


2.6831 0.231038 GY STK31 NC_056066.1 6855001 6875001 5.28985 0.242158 HZ TASP1
2.66667 0.193242 GY STK31 NC_056066.1 6860001 6880001 17.942 0.323861 HZ TASP1
2.51163 0.290946 GY STK31 NC_056066.1 6865001 6885001 16.1399 0.330386 HZ TASP1
2.52395 0.264891 GY STK31 NC_056066.1 6870001 6890001 8.7 0.292481 HZ TASP1
2.52273 0.255331 GY STK31 NC_056066.1 6875001 6895001 3.62408 0.215439 HZ TASP1
15.4904 0.261162 GY STOX2 NC_056075.1 15525001 15545001 3.08541 0.208794 HZ TBC1D12


17.5 0.266655 GY STOX2 NC_056075.1 15530001 15550001 3.31614 0.218 HZ TBC1D12
5.16031 0.210296 GY STOX2 NC_056075.1 15535001 15555001 3.5993 0.231916 HZ TBC1D12
7.33152 0.236944 GY STOX2 NC_056075.1 15540001 15560001 3.92415 0.246734 HZ TBC1D12
4.01606 0.220363 GY STOX2 NC_056075.1 15545001 15565001 3.74658 0.244098 HZ TBC1D12
3.13477 0.264214 GY STPG2 NC_056075.1 15550001 15570001 3.9056 0.238177 HZ TBC1D12
4.30632 0.303124 GY STPG2 NC_056075.1 15555001 15575001 3.71605 0.232891 HZ TBC1D12
7.02481 0.381311 GY STPG2 NC_056056.1 107910001 107930001 4.14568 0.225838 HZ TBC1D15
6.59183 0.391386 GY STPG2 NC_056056.1 107975001 107995001 8.81821 0.25874 HZ TBC1D15
6.21707 0.398285 GY STPG2 NC_056056.1 107980001 108000001 10.8626 0.274206 HZ TBC1D15
5.70589 0.403015 GY STPG2 NC_056056.1 107985001 108005001 12.2069 0.282613 HZ TBC1D15
4.70101 0.400256 GY STPG2 NC_056059.1 46685001 46705001 2.6709 0.22203 HZ TBC1D19
4.90953 0.412208 GY STPG2 NC_056059.1 46690001 46710001 3.13576 0.267505 HZ TBC1D19
5.23531 0.413283 GY STPG2 NC_056054.1 275230001 275250001 2.78387 0.22487 HZ TBC1D5


4.7 0.390915 GY STPG2 NC_056054.1 275235001 275255001 3.05524 0.237584 HZ TBC1D5
3.51091 0.355938 GY STPG2 NC_056060.1 8860001 8880001 2.70814 0.207908 HZ TBCA
5.63202 0.376964 GY STPG2 NC_056060.1 8885001 8905001 3.46454 0.224067 HZ TBCA
3.31124 0.238247 GY STPG2 NC_056060.1 8910001 8930001 3.52421 0.214447 HZ TBCA
3.04625 0.2005 GY SUGCT NC_056061.1 52065001 52085001 4.36666 0.242076 HZ TBX18
3.45663 0.308381 GY SUGCT NC_056060.1 51240001 51260001 2.39181 0.21814 HZ TCF12
3.99686 0.233363 GY SUGCT NC_056060.1 51245001 51265001 2.52 0.303155 HZ TCF12
2.46333 0.266511 GY SYT10 NC_056060.1 51250001 51270001 2.61905 0.322962 HZ TCF12
2.49332 0.266862 GY SYT10 NC_056060.1 51255001 51275001 2.41964 0.358413 HZ TCF12
2.42708 0.25474 GY SYT10 NC_056060.1 51315001 51335001 2.49655 0.368376 HZ TCF12


3.6551 0.211854 GY SYT10 NC_056060.1 51350001 51370001 3.44361 0.234113 HZ TCF12
3.67411 0.240667 GY SYT10 NC_056060.1 51355001 51375001 3.12698 0.223417 HZ TCF12
3.48115 0.256323 GY SYT10 NC_056060.1 51475001 51495001 3.18367 0.235116 HZ TCF12
2.96638 0.250931 GY SYT10 NC_056060.1 51480001 51500001 3.40178 0.256148 HZ TCF12
6.37902 0.327829 GY SYTL5 NC_056060.1 51485001 51505001 2.36735 0.300466 HZ TCF12


2.7547 0.217577 GY TAB2 NC_056060.1 51505001 51525001 2.3522 0.323662 HZ TCF12
3.20229 0.243915 GY TAB2 NC_056060.1 51510001 51530001 2.78571 0.309316 HZ TCF12
3.13694 0.233191 GY TAB2 NC_056060.1 51515001 51535001 3.40177 0.304648 HZ TCF12
3.50383 0.221808 GY TAB2 NC_056060.1 51520001 51540001 3.04676 0.319314 HZ TCF12
4.40085 0.233358 GY TBC1D1 NC_056056.1 57005001 57025001 2.36552 0.253972 HZ TCF7L1


5.485 0.316801 GY TBC1D1 NC_056056.1 57025001 57045001 3.26641 0.246812 HZ TCF7L1
2.89482 0.267988 GY TBC1D1 NC_056056.1 57030001 57050001 3.43167 0.313023 HZ TCF7L1
3.36508 0.222106 GY TBC1D22A NC_056055.1 50215001 50235001 22.151 0.36641 HZ TDRD7
3.36454 0.253793 GY TBC1D22A NC_056055.1 50250001 50270001 3.65903 0.468369 HZ TDRD7
2.74037 0.221379 GY TBC1D22A NC_056059.1 80525001 80545001 3.41538 0.260202 HZ TECRL
5.62636 0.197687 GY TBC1D22A NC_056059.1 80530001 80550001 5.61623 0.283863 HZ TECRL
7.83552 0.212193 GY TBC1D22A NC_056059.1 80535001 80555001 6.30051 0.288466 HZ TECRL
10.7138 0.232027 GY TBC1D32 NC_056059.1 80540001 80560001 6.56618 0.300104 HZ TECRL
10.9518 0.227696 GY TBC1D32 NC_056059.1 80545001 80565001 4.32461 0.286587 HZ TECRL
2.81204 0.29856 GY TBC1D5 NC_056059.1 80550001 80570001 3.08678 0.266073 HZ TECRL
4.00627 0.261414 GY TBC1D5 NC_056080.1 109000001 109020001 7.31818 0.266859 HZ TENM1
2.90226 0.247719 GY TCF12 NC_056080.1 109005001 109025001 5.70454 0.218275 HZ TENM1







2.65873 0.260287 GY TCF12 NC_056054.1 20065001 20085001 3.67841 0.213657 HZ TESK2
2.88888 0.203519 GY TCF12 NC_056078.1 24185001 24205001 2.6566 0.334823 HZ TET1
2.65476 0.240005 GY TCF12 NC_056078.1 24200001 24220001 3.01111 0.506566 HZ TET1
2.91667 0.331995 GY TCF12 NC_056078.1 24230001 24250001 2.55985 0.359001 HZ TET1
2.75892 0.328895 GY TCF12 NC_056078.1 24235001 24255001 3.83908 0.390741 HZ TET1


2.741 0.301663 GY TCF12 NC_056078.1 24240001 24260001 5.20001 0.439831 HZ TET1
2.47683 0.275199 GY TCF25 NC_056078.1 24245001 24265001 10.4253 0.431697 HZ TET1
3.83269 0.200552 GY TCF7L1 NC_056078.1 24250001 24270001 12.35 0.408109 HZ TET1
3.94453 0.214638 GY TCF7L1 NC_056054.1 256195001 256215001 2.4515 0.311949 HZ TF
2.44159 0.226539 GY TCF7L1 NC_056057.1 53890001 53910001 12.0455 0.212367 HZ TFEC
2.54515 0.269282 GY TDRD15 NC_056057.1 53895001 53915001 12.5711 0.219588 HZ TFEC
4.25788 0.365985 GY TDRD7 NC_056057.1 53905001 53925001 4.84082 0.209003 HZ TFEC
2.95361 0.204299 GY TENM1 NC_056057.1 53960001 53980001 2.56697 0.387755 HZ TFEC
4.33043 0.263808 GY TENM1 NC_056057.1 53965001 53985001 6.75107 0.436124 HZ TFEC
11.7386 0.317685 GY TENM1 NC_056057.1 53970001 53990001 15.7305 0.387158 HZ TFEC
7.71969 0.345334 GY TENM1 NC_056057.1 54000001 54020001 12.7428 0.333373 HZ TFEC
2.97035 0.382662 GY TENM1 NC_056062.1 21300001 21320001 10.0308 0.233914 HZ TG
2.93271 0.35749 GY TENM1 NC_056054.1 68990001 69010001 2.63677 0.229913 HZ TGFBR3
4.41177 0.286263 GY TENM1 NC_056076.1 38000001 38020001 7.17425 0.294036 HZ TGIF1
4.60097 0.253138 GY TENM1 NC_056076.1 38005001 38025001 5.8106 0.274473 HZ TGIF1
4.05289 0.2317 GY TESC NC_056076.1 38010001 38030001 5.9394 0.309035 HZ TGIF1
4.19246 0.212141 GY TET1 NC_056076.1 38015001 38035001 7.21429 0.382295 HZ TGIF1
6.63888 0.315215 GY TET1 NC_056056.1 80905001 80925001 4.61496 0.209954 HZ THADA
4.37089 0.294397 GY TET1 NC_056056.1 80910001 80930001 25.8286 0.234336 HZ THADA
3.28621 0.284776 GY TET1 NC_056056.1 80930001 80950001 12.3241 0.273963 HZ THADA
2.49619 0.217263 GY TET1 NC_056061.1 53185001 53205001 2.87986 0.219992 HZ THEMIS
2.57217 0.246894 GY TET1 NC_056061.1 53220001 53240001 2.46259 0.243554 HZ THEMIS
3.78161 0.240744 GY TET1 NC_056061.1 53225001 53245001 2.61943 0.340353 HZ THEMIS


5.4339 0.246225 GY TET1 NC_056061.1 53230001 53250001 2.67428 0.319951 HZ THEMIS
10.8433 0.238584 GY TET1 NC_056075.1 17685001 17705001 4.25001 0.209182 HZ TM9SF3


12.77 0.257629 GY TET1 NC_056075.1 17690001 17710001 7.03721 0.244858 HZ TM9SF3
3.15436 0.41003 GY TEX11 NC_056060.1 4460001 4480001 7.55999 0.221824 HZ TMED7
4.89164 0.448576 GY TEX11 NC_056055.1 22585001 22605001 2.81306 0.272336 HZ TMEFF1
2.65099 0.428299 GY TEX11 NC_056055.1 22590001 22610001 3.80543 0.372018 HZ TMEFF1


3.0126 0.426974 GY TEX22 NC_056055.1 22595001 22615001 3.70386 0.359394 HZ TMEFF1
3.05504 0.287019 GY TFEC NC_056055.1 22600001 22620001 3.68307 0.350965 HZ TMEFF1
7.51964 0.294375 GY TFEC NC_056055.1 22605001 22625001 3.06887 0.312833 HZ TMEFF1
15.8087 0.275766 GY TFEC NC_056054.1 256915001 256935001 2.52632 0.296617 HZ TMEM108


12 0.250606 GY TFEC NC_056054.1 256920001 256940001 3.2231 0.268421 HZ TMEM108
10.04 0.19968 GY TG NC_056054.1 256925001 256945001 2.92157 0.301187 HZ TMEM108


12.6747 0.290203 GY THADA NC_056054.1 256930001 256950001 2.52338 0.307789 HZ TMEM108
2.7007 0.241071 GY THADA NC_056054.1 256935001 256955001 2.71821 0.328837 HZ TMEM108


2.48308 0.232664 GY THSD4 NC_056056.1 104100001 104120001 3.352 0.225064 HZ TMEM127
3.81734 0.298519 GY THSD4 NC_056074.1 36430001 36450001 2.48956 0.207925 HZ TMEM138;TMEM216
4.64807 0.341859 GY THSD4 NC_056056.1 98990001 99010001 3.05185 0.227614 HZ TMEM182
3.45821 0.299996 GY THSD4 NC_056056.1 99005001 99025001 3.64093 0.236606 HZ TMEM182
2.58863 0.216141 GY TIAM1 NC_056056.1 99010001 99030001 2.52697 0.328892 HZ TMEM182
3.05927 0.242929 GY TIAM1 NC_056056.1 99015001 99035001 2.90548 0.431513 HZ TMEM182


3.058 0.248972 GY TIAM1 NC_056056.1 99020001 99040001 2.36569 0.459143 HZ TMEM182
2.59108 0.195194 GY TIAM1 NC_056080.1 86155001 86175001 3.2561 0.209037 HZ TMEM185A
3.51524 0.202543 GY TLK2 NC_056057.1 90050001 90070001 3.10547 0.213596 HZ TMEM229A
5.45448 0.220131 GY TLK2 NC_056057.1 90055001 90075001 3.32143 0.218345 HZ TMEM229A
3.94897 0.20885 GY TMEFF1 NC_056061.1 55470001 55490001 2.48119 0.218808 HZ TMEM244
4.17355 0.236641 GY TMEFF1 NC_056061.1 55475001 55495001 2.90877 0.226445 HZ TMEM244
3.86315 0.214725 GY TMEFF1 NC_056060.1 86540001 86560001 12.5101 0.262678 HZ TMEM63C
3.62775 0.232663 GY TMEM117 NC_056055.1 50080001 50100001 5.79799 0.275373 HZ TMOD1
5.86447 0.262902 GY TMEM117 NC_056056.1 168255001 168275001 3.58786 0.215051 HZ TMPO
9.29293 0.239528 GY TMEM117 NC_056056.1 168260001 168280001 6.10524 0.269346 HZ TMPO
6.08099 0.233169 GY TMEM117 NC_056056.1 168265001 168285001 4.69389 0.264092 HZ TMPO


5.7339 0.218426 GY TMEM117 NC_056056.1 168270001 168290001 3.07635 0.224586 HZ TMPO
2.54888 0.203904 GY TMEM117 NC_056055.1 8645001 8665001 2.48799 0.215324 HZ TNC
3.14718 0.193053 GY TMEM178A NC_056055.1 8650001 8670001 4.39742 0.240143 HZ TNC
2.45276 0.200236 GY TMEM178A NC_056055.1 8655001 8675001 3.52495 0.216722 HZ TNC
2.57232 0.208328 GY TMEM178A NC_056065.1 40070001 40090001 2.57983 0.23383 HZ TNFSF4
3.25025 0.235335 GY TMEM182 NC_056055.1 8875001 8895001 4.95203 0.24684 HZ TNFSF8
2.56676 0.236246 GY TMEM182 NC_056055.1 8880001 8900001 2.66593 0.222999 HZ TNFSF8
3.38023 0.321221 GY TMEM182 NC_056058.1 60085001 60105001 2.37159 0.207155 HZ TNIP1
2.93968 0.330775 GY TMEM182 NC_056058.1 60090001 60110001 2.85893 0.245088 HZ TNIP1
3.76223 0.237263 GY TMEM248 NC_056058.1 60095001 60115001 2.8233 0.258851 HZ TNIP1
2.67983 0.227965 GY TMEM248 NC_056057.1 76510001 76530001 2.69966 0.223034 HZ TNS3
3.80191 0.251741 GY TMEM251 NC_056064.1 34355001 34375001 2.44023 0.406965 HZ TOM1L2
2.81981 0.335504 GY TMEM71 NC_056064.1 34360001 34380001 2.47084 0.419928 HZ TOM1L2
5.79799 0.341878 GY TMOD1 NC_056056.1 107990001 108010001 12.7586 0.286674 HZ TPH2


3.8 0.46234 GY TMPRSS13 NC_056056.1 107995001 108015001 19.2903 0.301037 HZ TPH2







5.09795 0.410773 GY TMPRSS13 NC_056056.1 108000001 108020001 12.3312 0.291404 HZ TPH2
3.53025 0.293382 GY TMPRSS13 NC_056056.1 108005001 108025001 9.56865 0.272792 HZ TPH2
2.93634 0.291904 GY TMPRSS13 NC_056056.1 108010001 108030001 5.30633 0.238328 HZ TPH2
2.41547 0.23568 GY TMPRSS13 NC_056056.1 108020001 108040001 4.99709 0.228828 HZ TPH2
3.67414 0.204925 GY TMPRSS13 NC_056056.1 108025001 108045001 4.12345 0.211189 HZ TPH2
2.40567 0.290563 GY TMTC2 NC_056056.1 108030001 108050001 4.99999 0.234809 HZ TPH2
3.26315 0.265352 GY TMTC2 NC_056056.1 108035001 108055001 7.2 0.259965 HZ TPH2
2.42243 0.199531 GY TMTC2 NC_056056.1 108040001 108060001 6.11441 0.254631 HZ TPH2
2.59407 0.192221 GY TNC NC_056056.1 108045001 108065001 7.58457 0.270098 HZ TPH2
2.52941 0.343609 GY TNFSF4 NC_056056.1 108050001 108070001 11.1176 0.284647 HZ TPH2
4.47485 0.475887 GY TNFSF8 NC_056056.1 108055001 108075001 9.50944 0.278578 HZ TPH2
2.50403 0.391858 GY TNFSF8 NC_056056.1 108060001 108080001 9.59889 0.27795 HZ TPH2


3.2368 0.235863 GY TNPO1 NC_056056.1 108065001 108085001 10.4683 0.2729 HZ TPH2
2.94565 0.20672 GY TNPO1 NC_056056.1 108070001 108090001 6.05357 0.242978 HZ TPH2
9.15731 0.267106 GY TPR NC_056056.1 108075001 108095001 5.9496 0.22993 HZ TPH2
5.18816 0.207342 GY TRAPPC9 NC_056057.1 108895001 108915001 5.94217 0.268774 HZ TPK1
5.12068 0.213323 GY TRAPPC9 NC_056057.1 108900001 108920001 7.55619 0.300469 HZ TPK1
3.20748 0.217858 GY TRHDE NC_056057.1 108905001 108925001 40.4706 0.302637 HZ TPK1
4.14277 0.208128 GY TRHDE NC_056057.1 108965001 108985001 19 0.275897 HZ TPK1
7.67244 0.20986 GY TRHDE NC_056057.1 108970001 108990001 8.06873 0.219334 HZ TPK1
8.53521 0.277191 GY TRHDE NC_056057.1 109035001 109055001 2.51918 0.235389 HZ TPK1
3.65647 0.233279 GY TRHDE NC_056057.1 109040001 109060001 3.99307 0.317545 HZ TPK1
20.7767 0.341782 GY TRIM60 NC_056057.1 109045001 109065001 3.39143 0.233839 HZ TPK1
18.7192 0.310624 GY TRIM60 NC_056065.1 66845001 66865001 9.3764 0.378328 HZ TPR
12.6667 0.317976 GY TRIM60 NC_056065.1 66850001 66870001 3.49718 0.344131 HZ TPR
8.53804 0.313567 GY TRIM60 NC_056079.1 13575001 13595001 7.63999 0.270995 HZ TRAPPC11


2.7619 0.254694 GY TRPS1 NC_056079.1 13605001 13625001 3.21818 0.213089 HZ TRAPPC11
2.74759 0.224603 GY TSC22D3 NC_056062.1 16155001 16175001 2.63741 0.214648 HZ TRAPPC9
2.73942 0.22395 GY TSC22D3 NC_056062.1 16430001 16450001 5.26638 0.247884 HZ TRAPPC9
3.38805 0.215489 GY TSC22D3 NC_056062.1 16435001 16455001 5.03066 0.271086 HZ TRAPPC9
20.2935 0.312642 GY TSGA10 NC_056062.1 16440001 16460001 2.46429 0.268988 HZ TRAPPC9
18.9646 0.310346 GY TSGA10 NC_056080.1 44320001 44340001 13.6893 0.680685 HZ TRIM60
20.8149 0.282965 GY TSGA10 NC_056080.1 44325001 44345001 14.0617 0.630599 HZ TRIM60
21.4285 0.216378 GY TSGA10 NC_056080.1 44330001 44350001 9.54762 0.512176 HZ TRIM60
8.20124 0.203218 GY TSGA10 NC_056080.1 44335001 44355001 6.89673 0.390295 HZ TRIM60
3.32375 0.204389 GY TSGA10 NC_056062.1 48585001 48605001 2.96955 0.208795 HZ TRPA1
3.91316 0.262028 GY TSGA10 NC_056062.1 48590001 48610001 5.88286 0.302404 HZ TRPA1
5.72696 0.306886 GY TSGA10 NC_056062.1 48595001 48615001 7.76571 0.319858 HZ TRPA1
5.47227 0.295856 GY TSGA10 NC_056062.1 48600001 48620001 7.6008 0.328614 HZ TRPA1
5.84097 0.221171 GY TSGA10 NC_056062.1 48605001 48625001 4.21459 0.278439 HZ TRPA1
7.56837 0.216554 GY TSGA10 NC_056074.1 45555001 45575001 2.92019 0.242524 HZ TRPM5;TSSC4
7.83376 0.217694 GY TSGA10 NC_056062.1 61965001 61985001 8.69525 0.225308 HZ TRPS1
12.4454 0.24015 GY TSGA10 NC_056073.1 26010001 26030001 5.96669 0.28143 HZ TSBP1
2.51011 0.240646 GY TSPAN5 NC_056073.1 26015001 26035001 5.85483 0.286023 HZ TSBP1


3.6236 0.285862 GY TSPAN5 NC_056073.1 26020001 26040001 3.45941 0.243723 HZ TSBP1
3.06328 0.285455 GY TSPAN5 NC_056056.1 102175001 102195001 10.7717 0.264744 HZ TSGA10
2.78505 0.274266 GY TSPAN5 NC_056056.1 102180001 102200001 13.9557 0.286444 HZ TSGA10
3.67026 0.272249 GY TSPAN7 NC_056056.1 102185001 102205001 14.6593 0.292007 HZ TSGA10
6.30434 0.348711 GY TSPAN7 NC_056056.1 102195001 102215001 17.5535 0.299096 HZ TSGA10
5.25851 0.330467 GY TSPAN7 NC_056056.1 102200001 102220001 5.86068 0.263462 HZ TSGA10
7.59524 0.275 GY TSPAN7 NC_056057.1 86910001 86930001 3.875 0.21677 HZ TSPAN12
5.49391 0.317703 GY TSPAN7 NC_056057.1 86915001 86935001 2.59091 0.24116 HZ TSPAN12
2.46429 0.222093 GY TTC9C;ZBTB3 NC_056059.1 26650001 26670001 2.35627 0.314403 HZ TSPAN5
2.73921 0.244204 GY TTLL5 NC_056059.1 26655001 26675001 3.40958 0.352578 HZ TSPAN5
2.80468 0.229755 GY TTLL5 NC_056059.1 26660001 26680001 2.9298 0.322426 HZ TSPAN5
16.1454 0.207765 GY TTLL8 NC_056059.1 26665001 26685001 2.71145 0.286483 HZ TSPAN5
2.84759 0.223869 GY TUT7 NC_056080.1 38090001 38110001 3.0388 0.323065 HZ TSPAN7
3.73451 0.292414 GY TUT7 NC_056080.1 38095001 38115001 5.77257 0.388594 HZ TSPAN7
25.5185 0.19617 GY TXNDC8 NC_056080.1 38130001 38150001 5.80952 0.374428 HZ TSPAN7
25.6219 0.224315 GY TXNDC8 NC_056080.1 38135001 38155001 2.52125 0.247394 HZ TSPAN7
24.7828 0.260451 GY TXNDC8 NC_056080.1 38160001 38180001 7.96031 0.241547 HZ TSPAN7
4.22465 0.270815 GY TXNDC8 NC_056080.1 38175001 38195001 5.26219 0.284341 HZ TSPAN7
3.22822 0.217814 GY TXNDC8 NC_056058.1 92480001 92500001 5.42536 0.224178 HZ TTC37
3.36027 0.204031 GY TYRP1 NC_056058.1 92485001 92505001 3.94893 0.209619 HZ TTC37
6.07297 0.201167 GY UBE2W NC_056060.1 100440001 100460001 3.21893 0.298852 HZ TTC7B
8.59202 0.205799 GY UBE2W NC_056056.1 225320001 225340001 14.7839 0.340624 HZ TTLL8
12.1062 0.212774 GY UBE2W NC_056079.1 20715001 20735001 6.00014 0.207748 HZ TUSC3
16.5189 0.202036 GY UBE2W NC_056055.1 13000001 13020001 17.5245 0.342981 HZ TXNDC8
15.7862 0.19278 GY UBE2W NC_056055.1 13005001 13025001 26.7252 0.367414 HZ TXNDC8
18.5726 0.203484 GY UBE2W NC_056055.1 13010001 13030001 28.4253 0.403495 HZ TXNDC8
16.5874 0.202695 GY UBE2W NC_056055.1 13015001 13035001 27.8621 0.424817 HZ TXNDC8
13.8457 0.194494 GY UBE2W NC_056055.1 13030001 13050001 5.64383 0.365171 HZ TXNDC8
3.48611 0.219476 GY UBE4B NC_056055.1 13035001 13055001 4.26348 0.293552 HZ TXNDC8
2.76786 0.215274 GY UBE4B NC_056076.1 56300001 56320001 5.85163 0.213719 HZ TXNL1







4.15183 0.220038 GY UBIAD1 NC_056059.1 22380001 22400001 3.98617 0.22842 HZ UBE2D3
4.95031 0.273455 GY UBIAD1 NC_056065.1 42630001 42650001 3.4639 0.288459 HZ UBE4B
19.7752 0.247298 GY UCHL5 NC_056065.1 42635001 42655001 2.46324 0.31632 HZ UBE4B
22.8915 0.238338 GY UCHL5 NC_056065.1 42640001 42660001 2.5292 0.296286 HZ UBE4B


20.375 0.199504 GY UCHL5 NC_056065.1 42645001 42665001 2.43292 0.305965 HZ UBE4B
2.48864 0.195791 GY UNC13B NC_056065.1 41620001 41640001 5.09628 0.232415 HZ UBIAD1
3.25603 0.218117 GY UNC79 NC_056073.1 16275001 16295001 3.89016 0.281839 HZ UBR2
5.43751 0.438116 GY USH2A NC_056073.1 16320001 16340001 2.55394 0.240575 HZ UBR2
2.64466 0.382584 GY USH2A NC_056073.1 16325001 16345001 2.5853 0.205804 HZ UBR2
2.91413 0.205501 GY USP24 NC_056065.1 11420001 11440001 19.5116 0.257738 HZ UCHL5
3.11049 0.307745 GY USP9X NC_056065.1 11425001 11445001 23.3876 0.238914 HZ UCHL5
3.18021 0.212382 GY UST NC_056065.1 11430001 11450001 22.5074 0.209806 HZ UCHL5
2.60902 0.206049 GY UTRN NC_056072.1 14265001 14285001 2.54071 0.207207 HZ ULK4
3.40333 0.217289 GY UTRN NC_056072.1 14270001 14290001 3.40867 0.22639 HZ ULK4
3.62429 0.257922 GY UTRN NC_056072.1 14275001 14295001 4.82041 0.224612 HZ ULK4
3.27595 0.254797 GY V15 NC_056072.1 14280001 14300001 4.1166 0.217651 HZ ULK4
3.33858 0.250986 GY VAMP7 NC_056057.1 16640001 16660001 2.97338 0.231216 HZ UMAD1
6.04598 0.19289 GY VGLL4 NC_056057.1 16645001 16665001 2.73738 0.240025 HZ UMAD1
4.50403 0.197884 GY VGLL4 NC_056060.1 54045001 54065001 5.40407 0.212867 HZ UNC13C


3.86 0.201672 GY VPS41 NC_056077.1 1615001 1635001 2.9525 0.228282 HZ UNKL
2.84905 0.216498 GY VPS41 NC_056065.1 18840001 18860001 2.68346 0.245267 HZ USH2A
2.62066 0.248219 GY VPS41 NC_056065.1 18845001 18865001 6.675 0.322102 HZ USH2A
4.65628 0.391096 GY WDR44 NC_056065.1 18850001 18870001 2.91262 0.33772 HZ USH2A
5.21298 0.50913 GY WDR44 NC_056067.1 10410001 10430001 3.45764 0.205656 HZ USP10
2.53333 0.466781 GY WDR44 NC_056067.1 10420001 10440001 3.2447 0.224695 HZ USP10


4.0432 0.56082 GY WDR44 NC_056064.1 41345001 41365001 3.21612 0.275878 HZ V15
3.16981 0.573508 GY WDR44 NC_056080.1 13535001 13555001 2.96359 0.207696 HZ VEGFD
2.56291 0.207769 GY WNT8B NC_056054.1 203005001 203025001 3.63741 0.251011 HZ VPS8
3.34279 0.41134 GY XDH NC_056054.1 203010001 203030001 4.00557 0.26885 HZ VPS8
2.41257 0.43063 GY XDH NC_056054.1 203015001 203035001 2.60622 0.252823 HZ VPS8
9.28644 0.299567 GY XKR4 NC_056057.1 6740001 6760001 2.687 0.252037 HZ VWC2
3.07898 0.292837 GY XKR4 NC_056071.1 64655001 64675001 4.38835 0.213516 HZ WDR20
2.65312 0.239313 GY XPA NC_056080.1 116435001 116455001 4.72658 0.336424 HZ WDR44
6.27273 0.220415 GY XRN1 NC_056080.1 116440001 116460001 6.41667 0.345238 HZ WDR44
7.05691 0.214569 GY XRN1 NC_056080.1 116450001 116470001 3.19333 0.341812 HZ WDR44
2.99405 0.219285 GY XRN1 NC_056080.1 116455001 116475001 5.38889 0.294949 HZ WDR44
2.41082 0.201997 GY XRN1 NC_056080.1 116460001 116480001 4.32548 0.265249 HZ WDR44
4.40989 0.199035 GY XRN1 NC_056080.1 116465001 116485001 2.77663 0.216733 HZ WDR44
4.37092 0.207288 GY XRN1 NC_056076.1 56410001 56430001 8.54942 0.225091 HZ WDR7


3.7676 0.206474 GY XRN1 NC_056076.1 56415001 56435001 6.18698 0.209971 HZ WDR7
3.79371 0.242022 GY XRN1 NC_056070.1 64870001 64890001 2.38103 0.336587 HZ WSCD2


3.063 0.278045 GY XRN1 NC_056079.1 13215001 13235001 5.45001 0.218369 HZ WWC2
2.55253 0.318299 GY XRN1 NC_056079.1 13220001 13240001 5.86615 0.233754 HZ WWC2
3.51486 0.336324 GY XRN1 NC_056079.1 13225001 13245001 3.07522 0.304419 HZ WWC2


4.1973 0.317708 GY XRN1 NC_056079.1 13235001 13255001 2.47251 0.320206 HZ WWC2
4.79831 0.322826 GY XRN1 NC_056079.1 13240001 13260001 2.59782 0.2853 HZ WWC2
2.47516 0.269633 GY YES1 NC_056079.1 13245001 13265001 2.52016 0.227029 HZ WWC2
2.58142 0.251293 GY ZBED3 NC_056062.1 35715001 35735001 5.20105 0.313948 HZ XKR4
3.29163 0.288233 GY ZBED3 NC_056062.1 35720001 35740001 26.9722 0.408046 HZ XKR4
11.7432 0.346431 GY ZBED3 NC_056062.1 35735001 35755001 8.73367 0.456586 HZ XKR4


3.4988 0.220171 GY ZBTB16 NC_056062.1 35740001 35760001 3.43443 0.361107 HZ XKR4
2.47395 0.193797 GY ZBTB16 NC_056054.1 247250001 247270001 2.51361 0.310254 HZ XRN1
2.39902 0.257797 GY ZBTB16 NC_056054.1 247255001 247275001 3.54455 0.323479 HZ XRN1
2.98438 0.29135 GY ZBTB16 NC_056054.1 247260001 247280001 4.29253 0.28464 HZ XRN1
3.75869 0.257081 GY ZBTB16 NC_056054.1 247265001 247285001 5 0.274376 HZ XRN1
4.18535 0.270105 GY ZBTB16 NC_056054.1 247295001 247315001 11.9024 0.419962 HZ XRN1
3.54185 0.262204 GY ZBTB16 NC_056054.1 247300001 247320001 11.9444 0.474179 HZ XRN1
3.51351 0.261354 GY ZBTB16 NC_056077.1 36270001 36290001 6.63493 0.336279 HZ ZAN
2.86562 0.298856 GY ZBTB16 NC_056077.1 36280001 36300001 7.7404 0.327569 HZ ZAN
2.84814 0.22702 GY ZBTB16 NC_056077.1 36285001 36305001 6.44985 0.286893 HZ ZAN
3.79537 0.25724 GY ZBTB16 NC_056060.1 8270001 8290001 3.08382 0.341537 HZ ZBED3
2.70212 0.264957 GY ZBTB44 NC_056060.1 8275001 8295001 9.882 0.46865 HZ ZBED3
2.65641 0.255647 GY ZBTB44 NC_056074.1 33765001 33785001 2.41844 0.210345 HZ ZBTB44
2.82243 0.25348 GY ZBTB44 NC_056074.1 33770001 33790001 2.52821 0.230135 HZ ZBTB44
5.49029 0.279808 GY ZBTB44 NC_056074.1 33775001 33795001 3.01869 0.248556 HZ ZBTB44
4.25572 0.27267 GY ZBTB44 NC_056074.1 33780001 33800001 5.75729 0.313358 HZ ZBTB44
3.37435 0.261716 GY ZBTB44 NC_056074.1 33785001 33805001 4.91603 0.297239 HZ ZBTB44
3.42029 0.267399 GY ZBTB44 NC_056074.1 33790001 33810001 3.84031 0.281215 HZ ZBTB44
3.56364 0.208957 GY ZC3H12C NC_056074.1 33795001 33815001 3.77682 0.283769 HZ ZBTB44


3.98 0.275058 GY ZC3H12C NC_056072.1 2925001 2945001 2.43758 0.242871 HZ ZCWPW2
2.41367 0.273219 GY ZCWPW2 NC_056056.1 112705001 112725001 2.39739 0.278679 HZ ZDHHC17
2.82699 0.197012 GY ZDHHC17 NC_056056.1 112710001 112730001 2.47903 0.271307 HZ ZDHHC17
3.18457 0.26637 GY ZDHHC17 NC_056056.1 112715001 112735001 2.67153 0.240922 HZ ZDHHC17
3.38249 0.30586 GY ZDHHC17 NC_056056.1 112720001 112740001 2.653 0.250188 HZ ZDHHC17







3.15964 0.302887 GY ZDHHC17 NC_056056.1 112725001 112745001 2.50507 0.266529 HZ ZDHHC17
3.47198 0.366275 GY ZDHHC17 NC_056056.1 112730001 112750001 2.37167 0.275368 HZ ZDHHC17
3.69638 0.207645 GY ZDHHC22 NC_056060.1 86495001 86515001 2.70797 0.278013 HZ ZDHHC22
3.51162 0.251684 GY ZFPM2 NC_056062.1 71755001 71775001 3.48102 0.227547 HZ ZFPM2
2.78621 0.241397 GY ZFPM2 NC_056062.1 71760001 71780001 2.72611 0.227765 HZ ZFPM2
3.33334 0.228218 GY ZFTA NC_056080.1 133495001 133515001 3.58572 0.223942 HZ ZMAT1


3.7848 0.220188 GY ZFTA NC_056080.1 133500001 133520001 3.21324 0.236111 HZ ZMAT1
2.78899 0.229785 GY ZNF157 NC_056057.1 78395001 78415001 2.57172 0.216137 HZ ZMIZ2
2.43582 0.235662 GY ZNF19;ZNF23 NC_056057.1 57695001 57715001 3.46627 0.205141 HZ ZNF277
2.88387 0.221048 GY ZNF304 NC_056073.1 30435001 30455001 2.68127 0.271527 HZ ZNF322
2.91713 0.209207 GY ZNF304 NC_056073.1 30440001 30460001 3.11985 0.273543 HZ ZNF322
2.69407 0.2087 GY ZNF385B NC_056067.1 17490001 17510001 3.81366 0.236693 HZ ZNF423
2.56038 0.200493 GY ZNF385B NC_056067.1 17495001 17515001 3.42471 0.251123 HZ ZNF423
3.89319 0.307937 GY ZNF41 NC_056067.1 17500001 17520001 3.2052 0.284338 HZ ZNF423
3.38205 0.193854 GY ZNF423 NC_056067.1 17505001 17525001 2.9191 0.249847 HZ ZNF423
2.82786 0.20631 GY ZNF438 NC_056057.1 74950001 74970001 2.68354 0.218982 HZ ZNF804B
4.07019 0.249189 GY ZNF438 NC_056057.1 74960001 74980001 2.35321 0.23509 HZ ZNF804B
6.54153 0.295673 GY ZNF438 NC_056057.1 67530001 67550001 3.20078 0.207975 HZ ZNRF2
6.06426 0.285038 GY ZNF438 NC_056057.1 67535001 67555001 3.79919 0.263978 HZ ZNRF2
2.97027 0.229553 GY ZNF438 NC_056057.1 67540001 67560001 3.93674 0.295051 HZ ZNRF2
3.01232 0.327454 GY ZNF655 NC_056057.1 67545001 67565001 3.44245 0.305403 HZ ZNRF2
2.87692 0.210729 GY ZNF704 NC_056057.1 67550001 67570001 2.36678 0.257589 HZ ZNRF2
2.93191 0.208079 GY ZNRF1 NC_056057.1 67560001 67580001 2.57086 0.239192 HZ ZNRF2
2.91446 0.20723 GY ZNRF1
3.05625 0.199513 GY ZNRF1
2.86584 0.208302 GY ZNRF1
2.53735 0.199638 GY ZWILCH











OL vs SG2
CHROM Start end Pi Fst Region Gene
NC_056059.1 37250001 37270001 2.74573 0.220624 OL ABCG2
NC_056059.1 37255001 37275001 2.81686 0.26136 OL ABCG2
NC_056059.1 37260001 37280001 2.87673 0.278973 OL ABCG2
NC_056059.1 37265001 37285001 2.93722 0.219208 OL ABCG2;PKD2
NC_056073.1 26695001 26715001 2.46896 0.227776 OL ABHD16A;CSNK2B;LY6G5B;LY6G5C
NC_056073.1 26675001 26695001 5.13637 0.21655 OL ABHD16A;LOC101119591;LY6G6D;LY6G6F
NC_056073.1 26680001 26700001 5.60225 0.232909 OL ABHD16A;LOC101119591;LY6G6F
NC_056073.1 26690001 26710001 3.56863 0.287973 OL ABHD16A;LY6G5B;LY6G5C
NC_056073.1 26685001 26705001 5.15687 0.294779 OL ABHD16A;LY6G6F
NC_056055.1 64755001 64775001 3.14991 0.236842 OL ABHD17B
NC_056055.1 64760001 64780001 5.20076 0.288226 OL ABHD17B
NC_056058.1 5580001 5600001 2.3878 0.271663 OL ABHD8;ANO8;DDA1;MRPL34
NC_056065.1 59940001 59960001 3.8614 0.381972 OL ABL2
NC_056065.1 59945001 59965001 2.40476 0.427371 OL ABL2
NC_056065.1 60970001 60990001 8.81611 0.277535 OL ACBD6
NC_056054.1 110155001 110175001 6.09142 0.213054 OL ACKR1
NC_056077.1 18760001 18780001 9.93449 0.230428 OL ACSM1
NC_056055.1 14395001 14415001 3.16962 0.276844 OL ACTL7A;ACTL7B;ELP1
NC_056055.1 14390001 14410001 3.35102 0.241905 OL ACTL7A;ELP1
NC_056064.1 44220001 44240001 8.10466 0.240856 OL ADAM11
NC_056064.1 44225001 44245001 8.09782 0.229137 OL ADAM11
NC_056064.1 44210001 44230001 7.29937 0.235249 OL ADAM11;DBF4B
NC_056064.1 44215001 44235001 6.81396 0.239046 OL ADAM11;DBF4B
NC_056057.1 73705001 73725001 4.13787 0.26291 OL ADAM22
NC_056057.1 73710001 73730001 23.9138 0.343701 OL ADAM22
NC_056078.1 26085001 26105001 2.45353 0.225469 OL ADAMTS14
NC_056069.1 14235001 14255001 4.23743 0.215749 OL ADAMTS6
NC_056066.1 45790001 45810001 4.72848 0.216238 OL ADARB2
NC_056066.1 45795001 45815001 6.78318 0.255283 OL ADARB2
NC_056066.1 45800001 45820001 8.09905 0.249382 OL ADARB2
NC_056066.1 45805001 45825001 7.99056 0.29041 OL ADARB2
NC_056066.1 45810001 45830001 9.02432 0.318009 OL ADARB2
NC_056066.1 45815001 45835001 4.77088 0.269785 OL ADARB2
NC_056066.1 45820001 45840001 2.71827 0.223456 OL ADARB2
NC_056060.1 87075001 87095001 2.46475 0.297386 OL ADCK1
NC_056060.1 87080001 87100001 3.69041 0.324747 OL ADCK1
NC_056060.1 87085001 87105001 3.60445 0.283778 OL ADCK1
NC_056060.1 87090001 87110001 2.62969 0.226541 OL ADCK1
NC_056054.1 120025001 120045001 8.83949 0.245974 OL ADCY10
NC_056054.1 120030001 120050001 8.40654 0.23669 OL ADCY10
NC_056054.1 120035001 120055001 6.53964 0.218979 OL ADCY10
NC_056062.1 5285001 5305001 2.7311 0.247322 OL ADGRB3
NC_056062.1 5290001 5310001 3.19903 0.226909 OL ADGRB3
NC_056080.1 87110001 87130001 2.46265 0.258749 OL AFF2
NC_056080.1 87115001 87135001 2.81877 0.272467 OL AFF2
NC_056080.1 87120001 87140001 3.16293 0.288099 OL AFF2
NC_056061.1 76115001 76135001 4.14265 0.279116 OL AKAP12
NC_056061.1 76120001 76140001 6.65804 0.292476 OL AKAP12
NC_056061.1 76125001 76145001 6.09887 0.310639 OL AKAP12
NC_056056.1 211320001 211340001 2.81482 0.29273 OL AKAP3;NDUFA9
NC_056056.1 211325001 211345001 2.46914 0.347823 OL AKAP3;NDUFA9
NC_056057.1 10105001 10125001 5.71236 0.26655 OL AKAP9
NC_056057.1 10110001 10130001 6.47999 0.288219 OL AKAP9
NC_056057.1 10115001 10135001 4.46028 0.266019 OL AKAP9
NC_056057.1 10120001 10140001 3.0404 0.244754 OL AKAP9
NC_056057.1 10170001 10190001 3.59055 0.231679 OL AKAP9
NC_056057.1 10175001 10195001 3.48499 0.222927 OL AKAP9
NC_056061.1 49600001 49620001 6.29411 0.268652 OL AKIRIN2
NC_056061.1 49605001 49625001 5.3136 0.252165 OL AKIRIN2
NC_056061.1 49610001 49630001 4.68943 0.239635 OL AKIRIN2
NC_056056.1 36420001 36440001 2.61478 0.290484 OL ALK
NC_056056.1 36425001 36445001 3.4608 0.338821 OL ALK
NC_056056.1 36430001 36450001 3.42063 0.292868 OL ALK
NC_056056.1 36435001 36455001 2.7678 0.24401 OL ALK
NC_056056.1 36560001 36580001 3.43163 0.329314 OL ALK
NC_056059.1 13535001 13555001 4.17347 0.220675 OL ALPK1
NC_056068.1 73315001 73335001 4.12329 0.261806 OL ALX4
NC_056068.1 73320001 73340001 3.64973 0.245243 OL ALX4
NC_056080.1 124960001 124980001 3.32257 0.456802 OL AMMECR1







NC_056080.1 124980001 125000001 3.77985 0.408101 OL AMMECR1
NC_056080.1 124985001 125005001 2.79245 0.360886 OL AMMECR1
NC_056080.1 125015001 125035001 2.44445 0.576926 OL AMMECR1
NC_056060.1 11860001 11880001 4.19691 0.212496 OL ANKDD1A;SPG21
NC_056060.1 11865001 11885001 5.55258 0.255236 OL ANKDD1A;SPG21
NC_056068.1 23630001 23650001 2.96536 0.252743 OL ANKK1
NC_056068.1 23635001 23655001 5.55788 0.337226 OL ANKK1
NC_056068.1 23640001 23660001 9.86297 0.323038 OL ANKK1
NC_056068.1 23645001 23665001 15.3453 0.294261 OL ANKK1
NC_056068.1 23650001 23670001 9.88971 0.261893 OL ANKK1
NC_056060.1 6615001 6635001 3.61351 0.47059 OL ANKRD31
NC_056077.1 4380001 4400001 4.848 0.22753 OL ANKS3;DNAAF8;ZNF500
NC_056056.1 210345001 210365001 2.54664 0.261513 OL ANO2
NC_056056.1 210350001 210370001 2.91361 0.25094 OL ANO2
NC_056056.1 170390001 170410001 3.1704 0.30454 OL ANO4
NC_056056.1 170395001 170415001 6.36644 0.24381 OL ANO4
NC_056056.1 170420001 170440001 12.1705 0.24537 OL ANO4
NC_056056.1 170425001 170445001 4.12627 0.230963 OL ANO4
NC_056056.1 141280001 141300001 2.39971 0.262785 OL ANO6
NC_056056.1 141285001 141305001 2.9916 0.4034 OL ANO6
NC_056056.1 141290001 141310001 2.59669 0.39377 OL ANO6
NC_056060.1 4770001 4790001 2.89382 0.270145 OL AP3S1
NC_056056.1 28790001 28810001 2.38275 0.280005 OL APOB
NC_056054.1 192895001 192915001 2.37829 0.315272 OL APOD
NC_056060.1 41090001 41110001 3.65366 0.255615 OL ARF6
NC_056060.1 41095001 41115001 3.30427 0.274081 OL ARF6
NC_056070.1 10415001 10435001 2.54387 0.225258 OL ARHGAP10
NC_056059.1 101165001 101185001 3.99754 0.225215 OL ARHGAP24
NC_056080.1 9310001 9330001 2.84667 0.400511 OL ARHGAP6
NC_056080.1 9710001 9730001 3.36231 0.247104 OL ARHGAP6
NC_056080.1 9715001 9735001 3.125 0.258649 OL ARHGAP6
NC_056080.1 9720001 9740001 3.13174 0.25271 OL ARHGAP6
NC_056080.1 9730001 9750001 2.69512 0.246416 OL ARHGAP6
NC_056054.1 105965001 105985001 15.3284 0.305157 OL ARHGEF2;RXFP4
NC_056054.1 105970001 105990001 3.61236 0.291045 OL ARHGEF2;RXFP4
NC_056055.1 240160001 240180001 4.24114 0.23109 OL ARID1A
NC_056055.1 240165001 240185001 2.50575 0.230471 OL ARID1A
NC_056060.1 68420001 68440001 2.90379 0.21915 OL ARMH4;LOC114115623
NC_056077.1 37460001 37480001 6.31087 0.32273 OL ARPC1A
NC_056077.1 37465001 37485001 5.38272 0.375111 OL ARPC1A
NC_056077.1 37470001 37490001 3.34455 0.303862 OL ARPC1A
NC_056077.1 37475001 37495001 2.6626 0.227048 OL ARPC1A
NC_056077.1 37450001 37470001 3.69501 0.215289 OL ARPC1A;ARPC1B
NC_056077.1 37455001 37475001 4.85949 0.27898 OL ARPC1A;ARPC1B
NC_056072.1 9610001 9630001 2.76954 0.216993 OL ARPP21
NC_056058.1 92490001 92510001 3.64109 0.355275 OL ARSK;TTC37
NC_056058.1 92495001 92515001 2.41076 0.3043 OL ARSK;TTC37
NC_056065.1 57640001 57660001 2.99723 0.227992 OL ASTN1
NC_056065.1 57645001 57665001 3.32265 0.257486 OL ASTN1
NC_056065.1 57650001 57670001 2.89758 0.256566 OL ASTN1
NC_056065.1 70400001 70420001 3.48376 0.252287 OL ATF3
NC_056065.1 70405001 70425001 3.64336 0.261565 OL ATF3
NC_056065.1 70395001 70415001 2.80796 0.221975 OL ATF3;FAM71A
NC_056060.1 41735001 41755001 3.07659 0.22012 OL ATL1
NC_056060.1 41740001 41760001 2.84241 0.236552 OL ATL1;SAV1
NC_056060.1 41745001 41765001 3.00393 0.23181 OL ATL1;SAV1
NC_056060.1 41750001 41770001 2.94142 0.252239 OL ATL1;SAV1
NC_056067.1 7200001 7220001 9.4609 0.214672 OL ATMIN;CENPN
NC_056067.1 10165001 10185001 3.71662 0.221568 OL ATP2C2
NC_056067.1 10170001 10190001 6.52019 0.277394 OL ATP2C2
NC_056056.1 132840001 132860001 3.06144 0.267712 OL ATP5MC2
NC_056056.1 132860001 132880001 2.44764 0.267372 OL ATP5MC2
NC_056080.1 69095001 69115001 2.49751 0.228488 OL ATP7A
NC_056080.1 69105001 69125001 4.29267 0.25039 OL ATP7A
NC_056080.1 68765001 68785001 2.3516 0.277778 OL ATRX
NC_056077.1 26470001 26490001 2.57641 0.220274 OL ATXN2L;SH2B1;TUFM
NC_056077.1 26475001 26495001 2.45339 0.214401 OL ATXN2L;SH2B1;TUFM
NC_056071.1 54570001 54590001 3.4914 0.300502 OL ATXN3
NC_056071.1 54575001 54595001 3.69091 0.351806 OL ATXN3
NC_056071.1 54580001 54600001 3.47286 0.332964 OL ATXN3
NC_056071.1 54585001 54605001 4.49289 0.329465 OL ATXN3
NC_056071.1 54590001 54610001 2.94542 0.265655 OL ATXN3
NC_056071.1 54595001 54615001 3.30267 0.234054 OL ATXN3;NDUFB1
NC_056071.1 54600001 54620001 3.99668 0.319643 OL ATXN3;NDUFB1







NC_056057.1 65520001 65540001 2.56746 0.244375 OL AVL9
NC_056057.1 65525001 65545001 3.15803 0.246873 OL AVL9
NC_056057.1 65530001 65550001 2.51172 0.230487 OL AVL9
NC_056057.1 65535001 65555001 2.47906 0.235925 OL AVL9
NC_056080.1 63120001 63140001 3.43284 0.268908 OL AWAT1
NC_056076.1 25820001 25840001 3.71806 0.234151 OL B4GALT6
NC_056074.1 40820001 40840001 3.00625 0.510085 OL B4GAT1;BRMS1
NC_056074.1 40825001 40845001 2.73988 0.523074 OL B4GAT1;BRMS1
NC_056057.1 65100001 65120001 4.06367 0.231474 OL BBS9
NC_056054.1 70860001 70880001 2.84189 0.348535 OL BCAR3
NC_056054.1 70865001 70885001 7.43721 0.437013 OL BCAR3
NC_056054.1 70870001 70890001 10.7736 0.509791 OL BCAR3
NC_056054.1 70875001 70895001 11.6084 0.466118 OL BCAR3
NC_056054.1 70880001 70900001 3.09011 0.329158 OL BCAR3
NC_056080.1 18420001 18440001 2.59016 0.27869 OL BCLAF3
NC_056080.1 18440001 18460001 2.34982 0.298792 OL BCLAF3
NC_056080.1 18455001 18475001 2.46268 0.303822 OL BCLAF3
NC_056080.1 18470001 18490001 2.41772 0.256526 OL BCLAF3
NC_056080.1 18475001 18495001 2.50667 0.290948 OL BCLAF3
NC_056080.1 39390001 39410001 2.85708 0.221726 OL BCOR
NC_056056.1 183095001 183115001 2.49553 0.263305 OL BICD1
NC_056056.1 203025001 203045001 4.3014 0.410413 OL BORCS5
NC_056056.1 203030001 203050001 7.90598 0.455433 OL BORCS5
NC_056056.1 203035001 203055001 10.3443 0.44491 OL BORCS5
NC_056056.1 203040001 203060001 4.72014 0.42844 OL BORCS5
NC_056074.1 46430001 46450001 5.77819 0.273643 OL BRSK2;MOB2
NC_056074.1 46435001 46455001 6.69517 0.269268 OL BRSK2;MOB2
NC_056074.1 46440001 46460001 6.40608 0.274167 OL BRSK2;MOB2
NC_056063.1 20855001 20875001 2.64573 0.257593 OL C10H13orf42
NC_056065.1 65040001 65060001 13.9694 0.252822 OL C12H1orf21
NC_056065.1 65045001 65065001 5.97543 0.278841 OL C12H1orf21
NC_056067.1 55360001 55380001 7.45712 0.293126 OL C14H19orf73;LIN7B;PPFIA3
NC_056067.1 55370001 55390001 5.45188 0.213654 OL C14H19orf73;LIN7B;PPFIA3
NC_056067.1 55355001 55375001 3.70662 0.271545 OL C14H19orf73;LIN7B;PPFIA3;SNRNP70
NC_056068.1 21940001 21960001 11.1803 0.239323 OL C15H11orf52;DIXDC1
NC_056068.1 19010001 19030001 3.11547 0.366213 OL C15H11orf87
NC_056068.1 15625001 15645001 2.79024 0.221627 OL C15H11orf97
NC_056068.1 15630001 15650001 2.96773 0.262159 OL C15H11orf97
NC_056068.1 15635001 15655001 3.16932 0.267922 OL C15H11orf97
NC_056068.1 15640001 15660001 3.49105 0.223837 OL C15H11orf97
NC_056068.1 15645001 15665001 2.70465 0.264465 OL C15H11orf97
NC_056072.1 16255001 16275001 2.51172 0.228953 OL C19H3orf86;TCAIM
NC_056080.1 104940001 104960001 4.30502 0.283169 OL C1GALT1C1
NC_056080.1 104945001 104965001 8.88274 0.361006 OL C1GALT1C1
NC_056054.1 102650001 102670001 2.79527 0.268891 OL C1H1orf68
NC_056074.1 41180001 41200001 5.64625 0.297353 OL C21H11orf80
NC_056055.1 64660001 64680001 3.23048 0.220634 OL C2H9orf85
NC_056055.1 64665001 64685001 4.2562 0.253524 OL C2H9orf85
NC_056055.1 64670001 64690001 8.57981 0.329843 OL C2H9orf85
NC_056055.1 64675001 64695001 5.16956 0.288496 OL C2H9orf85
NC_056055.1 64680001 64700001 4.69451 0.281898 OL C2H9orf85
NC_056055.1 64685001 64705001 2.83698 0.222533 OL C2H9orf85
NC_056061.1 49930001 49950001 2.84318 0.402618 OL C8H6orf163;SMIM8
NC_056057.1 39840001 39860001 5.17875 0.23868 OL CACNA2D1
NC_056057.1 39845001 39865001 4.93622 0.217728 OL CACNA2D1
NC_056056.1 132820001 132840001 9.93748 0.232849 OL CALCOCO1
NC_056057.1 100200001 100220001 3.00626 0.242492 OL CALD1
NC_056057.1 100205001 100225001 2.68456 0.226968 OL CALD1
NC_056078.1 28970001 28990001 2.63593 0.220582 OL CAMK2G
NC_056078.1 28975001 28995001 3.08611 0.222571 OL CAMK2G
NC_056056.1 79865001 79885001 3.35018 0.235853 OL CAMKMT
NC_056056.1 79870001 79890001 4.83458 0.329709 OL CAMKMT
NC_056056.1 79875001 79895001 7.42856 0.409258 OL CAMKMT
NC_056056.1 79880001 79900001 14.8182 0.505814 OL CAMKMT
NC_056056.1 79885001 79905001 15.1504 0.46589 OL CAMKMT
NC_056056.1 79890001 79910001 12.6646 0.417839 OL CAMKMT
NC_056056.1 79895001 79915001 6.63576 0.356744 OL CAMKMT
NC_056056.1 79900001 79920001 2.86667 0.223419 OL CAMKMT
NC_056056.1 79945001 79965001 5.16426 0.229628 OL CAMKMT
NC_056056.1 79950001 79970001 4.13825 0.224048 OL CAMKMT;PREPL
NC_056056.1 79955001 79975001 2.57004 0.225882 OL CAMKMT;PREPL
NC_056065.1 26225001 26245001 3.34712 0.377362 OL CAPN8
NC_056065.1 26230001 26250001 5.2847 0.346981 OL CAPN8
NC_056065.1 26235001 26255001 3.92757 0.316444 OL CAPN8







NC_056065.1 26240001 26260001 2.6792 0.243171 OL CAPN8
NC_056065.1 26245001 26265001 2.46133 0.213846 OL CAPN8
NC_056065.1 42175001 42195001 3.54193 0.259139 OL CASZ1
NC_056065.1 42180001 42200001 3.37753 0.232641 OL CASZ1
NC_056078.1 24275001 24295001 8.75555 0.306415 OL CCAR1
NC_056078.1 24260001 24280001 6.26667 0.305882 OL CCAR1;TET1
NC_056078.1 24265001 24285001 5.76523 0.314423 OL CCAR1;TET1
NC_056056.1 68690001 68710001 2.36905 0.324435 OL CCDC88A
NC_056064.1 15485001 15505001 4.24185 0.300354 OL CCL1
NC_056064.1 15490001 15510001 2.74949 0.288233 OL CCL1
NC_056074.1 43270001 43290001 2.39783 0.243835 OL CCND1
NC_056074.1 43275001 43295001 3.2887 0.26402 OL CCND1
NC_056075.1 17260001 17280001 2.54518 0.214175 OL CCNJ
NC_056059.1 33685001 33705001 3.45848 0.241824 OL CCSER1
NC_056059.1 33690001 33710001 5.1978 0.244345 OL CCSER1
NC_056059.1 33695001 33715001 4.75748 0.250156 OL CCSER1
NC_056059.1 33700001 33720001 5.47766 0.243544 OL CCSER1
NC_056059.1 33855001 33875001 9.05694 0.227022 OL CCSER1
NC_056059.1 33860001 33880001 9.09704 0.224796 OL CCSER1
NC_056059.1 34895001 34915001 2.66344 0.479934 OL CCSER1
NC_056059.1 34900001 34920001 4.88056 0.579317 OL CCSER1
NC_056059.1 34905001 34925001 7.78637 0.469428 OL CCSER1
NC_056059.1 34910001 34930001 2.65293 0.368503 OL CCSER1
NC_056074.1 34775001 34795001 3.73029 0.261471 OL CD5
NC_056074.1 34780001 34800001 2.95636 0.217652 OL CD5
NC_056078.1 38215001 38235001 7.68835 0.38505 OL CDHR1;LRIT2
NC_056078.1 38220001 38240001 2.69081 0.266819 OL CDHR1;LRIT2
NC_056061.1 26780001 26800001 3.04828 0.237726 OL CDK19
NC_056059.1 91165001 91185001 3.88282 0.368236 OL CDKL2
NC_056059.1 91170001 91190001 4.079 0.406731 OL CDKL2
NC_056059.1 91175001 91195001 3.20179 0.366409 OL CDKL2
NC_056059.1 91180001 91200001 2.49734 0.293271 OL CDKL2
NC_056060.1 4640001 4660001 4.04349 0.329187 OL CDO1
NC_056055.1 140890001 140910001 3.3485 0.225424 OL CERS6
NC_056055.1 140895001 140915001 3.59169 0.226215 OL CERS6
NC_056060.1 6895001 6915001 3.43679 0.506515 OL CERT1
NC_056068.1 6350001 6370001 2.87925 0.269168 OL CFAP300
NC_056074.1 42005001 42025001 3.68554 0.215917 OL CHKA
NC_056074.1 42010001 42030001 3.87668 0.224082 OL CHKA
NC_056074.1 42015001 42035001 3.73181 0.245937 OL CHKA
NC_056074.1 42020001 42040001 3.33172 0.236915 OL CHKA
NC_056078.1 11980001 12000001 28.4636 0.274541 OL CHRM3
NC_056058.1 21930001 21950001 2.40795 0.245309 OL CHSY3
NC_056058.1 21935001 21955001 2.42532 0.237244 OL CHSY3
NC_056075.1 20860001 20880001 3.12107 0.368325 OL CHUK;ERLIN1
NC_056077.1 1160001 1180001 10.5217 0.311925 OL CIAO3;HAGHL
NC_056077.1 1165001 1185001 9.21256 0.320186 OL CIAO3;MSLN
NC_056080.1 55435001 55455001 3.73809 0.228921 OL CLCN5
NC_056068.1 24030001 24050001 3.94708 0.258473 OL CLDN25;USP28
NC_056068.1 24035001 24055001 8.4385 0.27898 OL CLDN25;USP28
NC_056068.1 24025001 24045001 3.2595 0.242462 OL CLDN25;USP28;ZW10
NC_056068.1 24020001 24040001 2.54068 0.267684 OL CLDN25;ZW10
NC_056077.1 10250001 10270001 2.9744 0.276738 OL CLEC16A
NC_056077.1 10255001 10275001 3.32892 0.344058 OL CLEC16A
NC_056056.1 206080001 206100001 2.70101 0.359779 OL CLEC2D;LOC101122428
NC_056056.1 206085001 206105001 3.4384 0.377856 OL CLEC2D;LOC101122428
NC_056056.1 206090001 206110001 4.2795 0.333558 OL CLEC2D;LOC101122428
NC_056056.1 207220001 207240001 3.2756 0.228954 OL CLEC4A
NC_056080.1 81820001 81840001 3.19424 0.259197 OL CLIC2
NC_056080.1 81825001 81845001 2.87129 0.360215 OL CLIC2
NC_056077.1 33500001 33520001 6.5491 0.604458 OL CLIP2
NC_056077.1 33535001 33555001 6.80868 0.588921 OL CLIP2
NC_056077.1 33540001 33560001 4.3488 0.563588 OL CLIP2
NC_056077.1 33545001 33565001 3.50057 0.571178 OL CLIP2
NC_056077.1 33550001 33570001 2.36745 0.535849 OL CLIP2
NC_056063.1 75990001 76010001 2.5523 0.456746 OL CLYBL
NC_056063.1 75995001 76015001 2.7306 0.511189 OL CLYBL
NC_056060.1 10625001 10645001 2.46097 0.290547 OL CMYA5;TENT2
NC_056067.1 25440001 25460001 2.89686 0.358407 OL CNGB1
NC_056067.1 25445001 25465001 3.86842 0.569143 OL CNGB1
NC_056067.1 25450001 25470001 2.79934 0.582627 OL CNGB1
NC_056058.1 63815001 63835001 3.27614 0.212502 OL CNOT8;FAXDC2
NC_056058.1 63820001 63840001 3.93158 0.239758 OL CNOT8;FAXDC2
NC_056058.1 63825001 63845001 3.58196 0.261419 OL CNOT8;FAXDC2







NC_056058.1 63830001 63850001 4.8087 0.249553 OL CNOT8;GEMIN5
NC_056058.1 63835001 63855001 5.98727 0.229205 OL CNOT8;GEMIN5
NC_056058.1 63840001 63860001 6.04348 0.21828 OL CNOT8;GEMIN5
NC_056068.1 8715001 8735001 16.0448 0.230049 OL CNTN5
NC_056068.1 9800001 9820001 3.27299 0.289707 OL CNTN5
NC_056068.1 9805001 9825001 2.76987 0.269732 OL CNTN5
NC_056067.1 3035001 3055001 2.77718 0.22762 OL CNTNAP4
NC_056067.1 3040001 3060001 2.43643 0.255127 OL CNTNAP4
NC_056067.1 3045001 3065001 2.3414 0.254394 OL CNTNAP4
NC_056055.1 189690001 189710001 2.57965 0.306947 OL CNTNAP5
NC_056055.1 189695001 189715001 5.09975 0.338114 OL CNTNAP5
NC_056055.1 189700001 189720001 5.43589 0.310033 OL CNTNAP5
NC_056055.1 189705001 189725001 2.5777 0.212639 OL CNTNAP5
NC_056057.1 50035001 50055001 2.39648 0.23466 OL COG5
NC_056057.1 50040001 50060001 2.43401 0.252529 OL COG5
NC_056057.1 50045001 50065001 2.56973 0.217776 OL COG5
NC_056063.1 22995001 23015001 2.72263 0.230568 OL COG6
NC_056063.1 23000001 23020001 3.87339 0.277437 OL COG6
NC_056062.1 4250001 4270001 3.11201 0.264534 OL COL19A1
NC_056062.1 4270001 4290001 4.71337 0.22435 OL COL19A1
NC_056062.1 4275001 4295001 6.65569 0.237064 OL COL19A1
NC_056062.1 4295001 4315001 7.00632 0.258201 OL COL19A1
NC_056062.1 17240001 17260001 6.78611 0.214988 OL COL22A1
NC_056062.1 17245001 17265001 9.70351 0.377656 OL COL22A1
NC_056058.1 37325001 37345001 2.41644 0.217077 OL COL23A1
NC_056077.1 35635001 35655001 2.41786 0.242063 OL COL26A1
NC_056077.1 35640001 35660001 3.92807 0.30411 OL COL26A1
NC_056077.1 35645001 35665001 3.1839 0.277793 OL COL26A1
NC_056077.1 35650001 35670001 3.46845 0.287444 OL COL26A1
NC_056055.1 120365001 120385001 2.86868 0.217741 OL COL3A1
NC_056055.1 120370001 120390001 6.91275 0.269664 OL COL3A1
NC_056055.1 120375001 120395001 18.1241 0.290704 OL COL3A1
NC_056055.1 120380001 120400001 19.8672 0.287521 OL COL3A1
NC_056055.1 120385001 120405001 19.8462 0.27736 OL COL3A1
NC_056054.1 273020001 273040001 2.67881 0.287313 OL COL6A5
NC_056058.1 35355001 35375001 2.54944 0.213367 OL COMMD10
NC_056058.1 35400001 35420001 3.03378 0.238876 OL COMMD10
NC_056058.1 35405001 35425001 4.34345 0.294722 OL COMMD10
NC_056058.1 35410001 35430001 2.67299 0.249056 OL COMMD10
NC_056071.1 54605001 54625001 4.73172 0.365217 OL CPSF2;NDUFB1
NC_056071.1 54610001 54630001 4.26574 0.356106 OL CPSF2;NDUFB1
NC_056071.1 54615001 54635001 3.04216 0.358422 OL CPSF2;NDUFB1
NC_056057.1 68565001 68585001 3.26259 0.334617 OL CPVL
NC_056057.1 68570001 68590001 5.43005 0.441499 OL CPVL
NC_056057.1 68575001 68595001 17.1839 0.497422 OL CPVL
NC_056057.1 68625001 68645001 3.79747 0.383303 OL CPVL
NC_056057.1 68630001 68650001 4.80445 0.359898 OL CPVL
NC_056057.1 68635001 68655001 6.44446 0.338807 OL CPVL
NC_056057.1 68640001 68660001 6.66147 0.338432 OL CPVL
NC_056057.1 68645001 68665001 28.7599 0.368878 OL CPVL
NC_056057.1 68655001 68675001 11.4658 0.344416 OL CPVL
NC_056057.1 68660001 68680001 6.3074 0.321869 OL CPVL
NC_056056.1 130150001 130170001 2.35726 0.263763 OL CRADD
NC_056056.1 130155001 130175001 2.35284 0.247053 OL CRADD
NC_056069.1 4965001 4985001 3.55985 0.371161 OL CREBRF
NC_056069.1 4970001 4990001 6.81527 0.384725 OL CREBRF
NC_056069.1 4975001 4995001 4.32307 0.398214 OL CREBRF
NC_056069.1 4980001 5000001 2.8911 0.390162 OL CREBRF
NC_056068.1 74800001 74820001 3.18786 0.292425 OL CRY2
NC_056068.1 74805001 74825001 7.0135 0.331775 OL CRY2
NC_056068.1 74810001 74830001 7.60433 0.324339 OL CRY2
NC_056056.1 180970001 180990001 11.2973 0.214017 OL CSF2RB
NC_056079.1 2485001 2505001 11.2022 0.221117 OL CSMD1
NC_056079.1 3880001 3900001 2.58316 0.242937 OL CSMD1
NC_056079.1 3885001 3905001 2.41827 0.326936 OL CSMD1
NC_056059.1 86195001 86215001 3.6721 0.215794 OL CSN2
NC_056059.1 86200001 86220001 7.33694 0.280393 OL CSN2
NC_056059.1 86205001 86225001 7.21644 0.257515 OL CSN2
NC_056076.1 850001 870001 2.49939 0.234764 OL CTDP1
NC_056056.1 51885001 51905001 3.41472 0.271362 OL CTNNA2
NC_056056.1 51890001 51910001 4.53718 0.327645 OL CTNNA2
NC_056056.1 51895001 51915001 2.3726 0.312949 OL CTNNA2
NC_056078.1 21665001 21685001 2.44737 0.258918 OL CTNNA3
NC_056078.1 21685001 21705001 4.31396 0.328351 OL CTNNA3







NC_056078.1 21690001 21710001 3.50944 0.303704 OL CTNNA3
NC_056078.1 21695001 21715001 3.27791 0.296028 OL CTNNA3
NC_056078.1 21700001 21720001 2.61131 0.30019 OL CTNNA3
NC_056069.1 61520001 61540001 6.71589 0.245435 OL CTNND2
NC_056069.1 61905001 61925001 2.33222 0.253383 OL CTNND2
NC_056054.1 15530001 15550001 4.07628 0.370905 OL CTPS1;SCMH1;SLFNL1
NC_056071.1 22960001 22980001 2.6989 0.221076 OL CTSH;MORF4L1
NC_056057.1 52085001 52105001 2.81955 0.235982 OL CTTNBP2
NC_056057.1 52090001 52110001 2.50117 0.269056 OL CTTNBP2
NC_056066.1 30760001 30780001 4.72727 0.220453 OL CUBN
NC_056055.1 130080001 130100001 3.29522 0.280787 OL CWC22
NC_056055.1 130085001 130105001 2.98512 0.293602 OL CWC22
NC_056055.1 130090001 130110001 2.46798 0.265212 OL CWC22
NC_056068.1 15825001 15845001 3.19064 0.243554 OL CWF19L2
NC_056068.1 15830001 15850001 3.83516 0.255646 OL CWF19L2
NC_056068.1 15835001 15855001 3.79707 0.257669 OL CWF19L2
NC_056068.1 15840001 15860001 2.75801 0.22144 OL CWF19L2
NC_056068.1 15700001 15720001 2.81151 0.252453 OL CWF19L2;LOC114118382
NC_056068.1 15705001 15725001 2.52921 0.303752 OL CWF19L2;LOC114118382
NC_056068.1 15710001 15730001 2.48525 0.261827 OL CWF19L2;LOC114118382
NC_056078.1 43890001 43910001 3.6403 0.215376 OL CXCL12
NC_056078.1 43895001 43915001 4.97519 0.256098 OL CXCL12
NC_056078.1 43900001 43920001 6.53465 0.266743 OL CXCL12
NC_056078.1 43905001 43925001 4.84596 0.299146 OL CXCL12
NC_056078.1 43910001 43930001 4.34472 0.297295 OL CXCL12
NC_056078.1 43915001 43935001 3.95851 0.287599 OL CXCL12
NC_056078.1 43920001 43940001 3.13862 0.278166 OL CXCL12
NC_056058.1 66590001 66610001 2.52901 0.306731 OL CYFIP2;FNDC9
NC_056058.1 66595001 66615001 2.82097 0.343717 OL CYFIP2;FNDC9
NC_056058.1 66600001 66620001 2.38451 0.359985 OL CYFIP2;FNDC9
NC_056056.1 181325001 181345001 5.0926 0.318264 OL CYTH4
NC_056063.1 46715001 46735001 2.8833 0.284083 OL DACH1
NC_056063.1 46720001 46740001 4.90253 0.28033 OL DACH1
NC_056063.1 46850001 46870001 8.96538 0.273274 OL DACH1
NC_056063.1 46855001 46875001 21.403 0.327435 OL DACH1
NC_056063.1 46890001 46910001 4.24782 0.24081 OL DACH1
NC_056063.1 46895001 46915001 2.37461 0.287402 OL DACH1
NC_056063.1 46925001 46945001 2.53771 0.312299 OL DACH1
NC_056063.1 46980001 47000001 2.59305 0.292436 OL DACH1
NC_056063.1 46985001 47005001 2.62767 0.257674 OL DACH1
NC_056056.1 2440001 2460001 2.40491 0.272415 OL DBH
NC_056067.1 14315001 14335001 2.43206 0.372899 OL DBNDD1;GAS8
NC_056067.1 14305001 14325001 6.66667 0.469199 OL DBNDD1;GAS8;LOC101113264
NC_056067.1 14310001 14330001 4.12637 0.390756 OL DBNDD1;GAS8;LOC101113264
NC_056067.1 14290001 14310001 6.0251 0.438866 OL DBNDD1;LOC101113264
NC_056067.1 14295001 14315001 8.37662 0.466741 OL DBNDD1;LOC101113264
NC_056067.1 14300001 14320001 8.36735 0.459524 OL DBNDD1;LOC101113264
NC_056056.1 141550001 141570001 4.1396 0.402853 OL DBX2
NC_056060.1 79020001 79040001 3.61472 0.249151 OL DCAF5
NC_056068.1 60905001 60925001 3.68109 0.386284 OL DCDC1
NC_056068.1 60910001 60930001 2.67722 0.374889 OL DCDC1
NC_056070.1 7725001 7745001 2.39425 0.248098 OL DCLK2
NC_056070.1 7730001 7750001 3.15578 0.238596 OL DCLK2
NC_056066.1 28935001 28955001 8.03226 0.219609 OL DCLRE1C;MEIG1
NC_056072.1 47735001 47755001 2.49893 0.221502 OL DCP1A
NC_056072.1 47740001 47760001 2.55866 0.224318 OL DCP1A
NC_056072.1 47745001 47765001 2.6521 0.240841 OL DCP1A
NC_056072.1 47750001 47770001 3.01339 0.320471 OL DCP1A
NC_056072.1 47755001 47775001 4.44889 0.250203 OL DCP1A
NC_056057.1 6180001 6200001 3.71518 0.2592 OL DDC
NC_056057.1 6185001 6205001 4.00422 0.301305 OL DDC
NC_056079.1 32505001 32525001 8.14285 0.27343 OL DDHD2;NSD3;PLPP5
NC_056054.1 114180001 114200001 2.75338 0.317914 OL DDR2
NC_056054.1 114185001 114205001 3.10857 0.304491 OL DDR2
NC_056054.1 114190001 114210001 3.18972 0.298742 OL DDR2
NC_056074.1 26735001 26755001 2.34181 0.277051 OL DDX25
NC_056074.1 26740001 26760001 2.38828 0.21836 OL DDX25
NC_056068.1 29100001 29120001 2.59387 0.362242 OL DDX6
NC_056068.1 29105001 29125001 3.12811 0.371187 OL DDX6
NC_056068.1 29110001 29130001 3.0178 0.360666 OL DDX6
NC_056068.1 29115001 29135001 2.33939 0.266849 OL DDX6
NC_056056.1 12185001 12205001 6.88244 0.23451 OL DENND1A
NC_056056.1 12190001 12210001 5.52419 0.257421 OL DENND1A
NC_056056.1 12195001 12215001 3.74167 0.241523 OL DENND1A







NC_056062.1 94215001 94235001 2.68066 0.26058 OL DEPTOR
NC_056062.1 94205001 94225001 4.73541 0.340334 OL DEPTOR;DSCC1
NC_056062.1 94210001 94230001 3.16239 0.323849 OL DEPTOR;DSCC1
NC_056056.1 199565001 199585001 4.6047 0.240049 OL DERA
NC_056068.1 75265001 75285001 3.1272 0.276591 OL DGKZ
NC_056068.1 75270001 75290001 4.33413 0.312854 OL DGKZ
NC_056068.1 75275001 75295001 5.07062 0.316273 OL DGKZ
NC_056068.1 75280001 75300001 4.50157 0.302893 OL DGKZ
NC_056068.1 75285001 75305001 4.03815 0.293957 OL DGKZ
NC_056080.1 137580001 137600001 4.08333 0.268175 OL DIAPH2
NC_056063.1 2925001 2945001 2.83559 0.214117 OL DIAPH3
NC_056078.1 4090001 4110001 2.41168 0.297717 OL DISC1
NC_056068.1 21995001 22015001 3.05097 0.246885 OL DIXDC1
NC_056068.1 22000001 22020001 2.52517 0.255847 OL DIXDC1
NC_056068.1 22005001 22025001 2.428 0.294956 OL DIXDC1
NC_056079.1 22795001 22815001 4.0493 0.234529 OL DLC1
NC_056079.1 22800001 22820001 4.12875 0.246385 OL DLC1
NC_056074.1 10205001 10225001 3.77678 0.220995 OL DLG2
NC_056074.1 10210001 10230001 7.32114 0.261209 OL DLG2
NC_056074.1 10215001 10235001 6.63178 0.260015 OL DLG2
NC_056074.1 10220001 10240001 5.53494 0.252791 OL DLG2
NC_056074.1 11105001 11125001 3.10985 0.22236 OL DLG2
NC_056074.1 11110001 11130001 3.36142 0.229641 OL DLG2
NC_056076.1 38490001 38510001 2.78218 0.265943 OL DLGAP1
NC_056076.1 38495001 38515001 2.86806 0.237163 OL DLGAP1
NC_056076.1 38805001 38825001 2.66151 0.241055 OL DLGAP1
NC_056080.1 31715001 31735001 2.49479 0.240522 OL DMD
NC_056060.1 10040001 10060001 3.72545 0.352522 OL DMGDH
NC_056062.1 21675001 21695001 2.33506 0.240658 OL DNAAF11
NC_056062.1 21670001 21690001 2.39903 0.234379 OL DNAAF11;TMEM71
NC_056077.1 4385001 4405001 4.48799 0.221947 OL DNAAF8;ZNF500
NC_056077.1 4390001 4410001 7.0522 0.256052 OL DNAAF8;ZNF500
NC_056078.1 23535001 23555001 2.3828 0.231128 OL DNAJC12
NC_056078.1 23540001 23560001 3.76436 0.261902 OL DNAJC12
NC_056055.1 40245001 40265001 3.26129 0.218462 OL DOCK5
NC_056055.1 181095001 181115001 2.59417 0.246411 OL DPP10
NC_056055.1 181100001 181120001 6.34705 0.395482 OL DPP10
NC_056055.1 181105001 181125001 6.34821 0.406405 OL DPP10
NC_056055.1 181110001 181130001 3.25167 0.328911 OL DPP10
NC_056057.1 63595001 63615001 2.46195 0.221168 OL DPY19L1
NC_056057.1 63600001 63620001 2.84085 0.320398 OL DPY19L1
NC_056062.1 82440001 82460001 2.36873 0.381041 OL DPY19L4
NC_056062.1 82445001 82465001 3.149 0.427731 OL DPY19L4
NC_056062.1 82450001 82470001 4.90453 0.494466 OL DPY19L4
NC_056062.1 82455001 82475001 9.9634 0.518348 OL DPY19L4
NC_056062.1 82475001 82495001 23.5324 0.553694 OL DPY19L4
NC_056062.1 82485001 82505001 26 0.517751 OL DPY19L4
NC_056062.1 82495001 82515001 11.4647 0.31195 OL DPY19L4
NC_056062.1 82500001 82520001 3.3908 0.221104 OL DPY19L4
NC_056058.1 56385001 56405001 2.65652 0.289889 OL DPYSL3;LOC121819651
NC_056062.1 94195001 94215001 6.34983 0.309285 OL DSCC1
NC_056062.1 94200001 94220001 8.41164 0.354333 OL DSCC1
NC_056062.1 94180001 94200001 8.73592 0.285006 OL DSCC1;TAF2
NC_056062.1 94185001 94205001 8.96994 0.296406 OL DSCC1;TAF2
NC_056062.1 94190001 94210001 12.2056 0.289953 OL DSCC1;TAF2
NC_056061.1 21555001 21575001 12.3544 0.231176 OL DSE
NC_056073.1 3735001 3755001 2.36235 0.258004 OL DST
NC_056076.1 22585001 22605001 4.35874 0.617659 OL DTNA
NC_056076.1 22590001 22610001 4.42021 0.613007 OL DTNA
NC_056068.1 80980001 81000001 3.69529 0.232142 OL DTX4
NC_056068.1 80985001 81005001 3.1623 0.261286 OL DTX4
NC_056068.1 80990001 81010001 4.38311 0.250647 OL DTX4
NC_056068.1 80995001 81015001 5.26795 0.234303 OL DTX4
NC_056068.1 81000001 81020001 5.23113 0.245258 OL DTX4;LOC101109907
NC_056068.1 81005001 81025001 5.58041 0.233256 OL DTX4;LOC101109907
NC_056068.1 81010001 81030001 3.20853 0.277556 OL DTX4;LOC101109907
NC_056068.1 81015001 81035001 2.88503 0.254566 OL DTX4;LOC101109907
NC_056068.1 80955001 80975001 3.93025 0.223149 OL DTX4;LOC121816730
NC_056068.1 80960001 80980001 4.06086 0.228163 OL DTX4;LOC121816730
NC_056068.1 80965001 80985001 5.34662 0.237176 OL DTX4;LOC121816730
NC_056068.1 80970001 80990001 5.64484 0.218724 OL DTX4;LOC121816730
NC_056068.1 80975001 80995001 3.47185 0.288258 OL DTX4;LOC121816730
NC_056067.1 35045001 35065001 3.36937 0.212766 OL DUS2
NC_056074.1 46355001 46375001 2.53249 0.283141 OL DUSP8







NC_056074.1 46365001 46385001 2.47476 0.28685 OL DUSP8
NC_056056.1 80500001 80520001 3.01379 0.24409 OL DYNC2LI1;PLEKHH2
NC_056056.1 80505001 80525001 3.20263 0.249609 OL DYNC2LI1;PLEKHH2
NC_056054.1 191735001 191755001 3.04333 0.287573 OL DYNLT2B;TM4SF19
NC_056054.1 187190001 187210001 2.44678 0.2257 OL EAF2;SLC15A2
NC_056055.1 12090001 12110001 2.47786 0.255341 OL ECPAS
NC_056055.1 12095001 12115001 2.58918 0.276431 OL ECPAS
NC_056055.1 12100001 12120001 3.54545 0.331397 OL ECPAS
NC_056055.1 12105001 12125001 2.54366 0.260539 OL ECPAS
NC_056055.1 12110001 12130001 4.39485 0.387346 OL ECPAS
NC_056055.1 12115001 12135001 3.57303 0.38689 OL ECPAS;LOC101112627
NC_056080.1 62580001 62600001 3.05 0.221222 OL EDA
NC_056080.1 62670001 62690001 6.28282 0.252394 OL EDA
NC_056080.1 62675001 62695001 9.6768 0.375666 OL EDA
NC_056080.1 62680001 62700001 13.0887 0.378113 OL EDA
NC_056080.1 62685001 62705001 15.0894 0.413213 OL EDA
NC_056080.1 62690001 62710001 12.1146 0.423527 OL EDA
NC_056080.1 62695001 62715001 15.6204 0.366236 OL EDA
NC_056080.1 62725001 62745001 9.5366 0.257997 OL EDA
NC_056080.1 62730001 62750001 2.90425 0.25037 OL EDA
NC_056065.1 31495001 31515001 2.46859 0.258702 OL EFCAB2
NC_056065.1 31500001 31520001 2.58342 0.260847 OL EFCAB2
NC_056065.1 31505001 31525001 2.60996 0.25535 OL EFCAB2
NC_056065.1 31510001 31530001 2.51764 0.243182 OL EFCAB2
NC_056065.1 31515001 31535001 2.38524 0.253608 OL EFCAB2
NW_02459982 550001 570001 5.89116 0.302949 OL EFL1
NW_02459982 555001 575001 5.27204 0.282962 OL EFL1
NW_02459982 560001 580001 3.22824 0.235302 OL EFL1
NW_02459982 615001 635001 2.36364 0.229837 OL EFL1
NC_056062.1 22210001 22230001 16.2174 0.338823 OL EFR3A
NC_056062.1 22200001 22220001 12.457 0.238907 OL EFR3A;OC90
NC_056062.1 22205001 22225001 13.6183 0.295767 OL EFR3A;OC90
NC_056064.1 44305001 44325001 9.94928 0.245239 OL EFTUD2;LOC114116839
NC_056056.1 38025001 38045001 12.5322 0.348352 OL EHD3
NC_056056.1 38035001 38055001 8.01144 0.350727 OL EHD3
NC_056056.1 38040001 38060001 4.6345 0.275386 OL EHD3
NC_056062.1 60720001 60740001 4.17231 0.216352 OL EIF3H
NC_056062.1 60725001 60745001 3.09681 0.228922 OL EIF3H
NC_056062.1 60730001 60750001 2.75283 0.258748 OL EIF3H
NC_056072.1 29935001 29955001 6.03806 0.273253 OL EIF4E3;GPR27
NC_056072.1 29940001 29960001 6.36017 0.244048 OL EIF4E3;GPR27
NC_056072.1 29930001 29950001 4.4273 0.235018 OL EIF4E3;GPR27;PROK2
NC_056077.1 41695001 41715001 3.12716 0.217489 OL ELFN1
NC_056077.1 41625001 41645001 2.4278 0.241588 OL ELFN1;MAD1L1
NC_056056.1 166070001 166090001 5.38842 0.238365 OL ELK3
NC_056056.1 166080001 166100001 3.42406 0.214914 OL ELK3
NC_056057.1 61580001 61600001 7.74225 0.21771 OL ELMO1
NC_056057.1 61600001 61620001 8.43993 0.253462 OL ELMO1
NC_056060.1 98475001 98495001 7.26241 0.249072 OL EML5
NC_056060.1 98480001 98500001 13.6154 0.271889 OL EML5
NC_056060.1 98485001 98505001 9.45276 0.260041 OL EML5
NC_056060.1 98490001 98510001 7.45834 0.250229 OL EML5
NC_056060.1 98495001 98515001 5.91091 0.230696 OL EML5
NC_056062.1 93955001 93975001 6.06926 0.400943 OL ENPP2
NC_056062.1 93980001 94000001 6.68447 0.354958 OL ENPP2
NC_056062.1 93985001 94005001 5.68309 0.307246 OL ENPP2
NC_056062.1 93990001 94010001 3.26721 0.285873 OL ENPP2
NC_056073.1 19335001 19355001 6.66788 0.243529 OL ENPP4;ENPP5
NC_056073.1 19340001 19360001 4.32741 0.220863 OL ENPP4;ENPP5
NC_056073.1 19345001 19365001 3.39386 0.260497 OL ENPP4;ENPP5
NC_056056.1 78020001 78040001 2.48299 0.225288 OL EPAS1
NC_056056.1 78030001 78050001 3.48293 0.242292 OL EPAS1
NC_056054.1 158330001 158350001 4.57 0.299296 OL EPHA3
NC_056054.1 158335001 158355001 2.73218 0.24031 OL EPHA3
NC_056054.1 162575001 162595001 2.88969 0.354628 OL EPHA6
NC_056054.1 162580001 162600001 3.22286 0.393635 OL EPHA6
NC_056054.1 162585001 162605001 4.58964 0.447333 OL EPHA6
NC_056054.1 162590001 162610001 4.68018 0.445122 OL EPHA6
NC_056054.1 162595001 162615001 2.4313 0.399833 OL EPHA6
NC_056056.1 199850001 199870001 4.28438 0.280786 OL EPS8
NC_056056.1 199855001 199875001 6.7739 0.305397 OL EPS8
NC_056056.1 199860001 199880001 4.7871 0.300266 OL EPS8
NC_056056.1 199865001 199885001 3.87392 0.303569 OL EPS8
NC_056056.1 199870001 199890001 4.14576 0.221278 OL EPS8







NC_056056.1 199875001 199895001 3.7877 0.215817 OL EPS8
NC_056056.1 199880001 199900001 3.96153 0.214363 OL EPS8
NC_056056.1 199885001 199905001 4.02926 0.212353 OL EPS8
NC_056056.1 199920001 199940001 3.7205 0.214673 OL EPS8
NC_056056.1 199925001 199945001 6.26511 0.24481 OL EPS8
NC_056056.1 199930001 199950001 4.37291 0.231865 OL EPS8
NC_056055.1 214045001 214065001 3.38989 0.297161 OL ERBB4
NC_056055.1 214050001 214070001 5.76682 0.359507 OL ERBB4
NC_056055.1 214055001 214075001 8.91576 0.419089 OL ERBB4
NC_056055.1 214060001 214080001 22.4275 0.455662 OL ERBB4
NC_056055.1 214065001 214085001 20.5139 0.466605 OL ERBB4
NC_056055.1 214070001 214090001 18.7863 0.466006 OL ERBB4
NC_056055.1 214075001 214095001 13.6607 0.48674 OL ERBB4
NC_056055.1 214080001 214100001 4.98208 0.508915 OL ERBB4
NC_056055.1 214085001 214105001 2.60548 0.521471 OL ERBB4
NC_056055.1 214285001 214305001 2.34393 0.22345 OL ERBB4
NC_056055.1 214290001 214310001 2.4458 0.235983 OL ERBB4
NC_056055.1 214295001 214315001 2.43136 0.230128 OL ERBB4
NC_056056.1 213710001 213730001 4.514 0.218215 OL ERC1
NC_056056.1 213715001 213735001 5.34069 0.237694 OL ERC1
NC_056056.1 213870001 213890001 2.48474 0.356181 OL ERC1
NC_056056.1 213875001 213895001 8.41026 0.323385 OL ERC1
NC_056072.1 44985001 45005001 2.37871 0.400089 OL ERC2
NC_056072.1 44990001 45010001 3.55091 0.449877 OL ERC2
NC_056072.1 44995001 45015001 5.30995 0.46079 OL ERC2
NC_056072.1 45000001 45020001 3.4112 0.314184 OL ERC2
NC_056072.1 45115001 45135001 2.66571 0.28391 OL ERC2
NC_056072.1 45120001 45140001 2.56463 0.255044 OL ERC2
NC_056054.1 271450001 271470001 4.30116 0.222623 OL ERG
NC_056054.1 271530001 271550001 3.15034 0.232966 OL ERG
NC_056054.1 271535001 271555001 3.38179 0.248179 OL ERG
NC_056054.1 271540001 271560001 3.4115 0.224559 OL ERG
NC_056075.1 20835001 20855001 2.38953 0.289442 OL ERLIN1
NC_056075.1 20840001 20860001 2.82754 0.324403 OL ERLIN1
NC_056075.1 20845001 20865001 3.09673 0.344357 OL ERLIN1
NC_056075.1 20850001 20870001 3.70391 0.377997 OL ERLIN1
NC_056075.1 20855001 20875001 3.56787 0.383365 OL ERLIN1
NC_056060.1 11475001 11495001 8.01544 0.271129 OL ERO1A
NC_056060.1 11480001 11500001 7.10429 0.318946 OL ERO1A
NC_056060.1 11485001 11505001 3.69014 0.332386 OL ERO1A
NC_056054.1 3155001 3175001 5.38826 0.263129 OL ESPNL;KLHL30
NC_056054.1 3160001 3180001 6.9426 0.263912 OL ESPNL;KLHL30
NC_056054.1 3165001 3185001 9.85417 0.275082 OL ESPNL;KLHL30
NC_056074.1 29260001 29280001 2.96706 0.22252 OL ETS1
NC_056074.1 29265001 29285001 3.17204 0.232686 OL ETS1
NC_056074.1 29270001 29290001 3.51408 0.279056 OL ETS1
NC_056071.1 65400001 65420001 3.60693 0.241439 OL EXOC3L4
NC_056071.1 65390001 65410001 3.15239 0.240707 OL EXOC3L4;LBHD2
NC_056071.1 65395001 65415001 3.60835 0.245837 OL EXOC3L4;LBHD2
NC_056071.1 65405001 65425001 5.6343 0.27959 OL EXOC3L4;LOC105605780
NC_056071.1 65410001 65430001 6.58844 0.281889 OL EXOC3L4;LOC105605780
NC_056071.1 65415001 65435001 8.57142 0.286697 OL EXOC3L4;LOC105605780
NC_056057.1 98755001 98775001 2.6336 0.237923 OL EXOC4
NC_056065.1 41785001 41805001 6.57949 0.450982 OL EXOSC10
NC_056065.1 41790001 41810001 4.86363 0.407312 OL EXOSC10
NC_056065.1 41795001 41815001 2.93011 0.327081 OL EXOSC10
NC_056065.1 41800001 41820001 3.09729 0.306801 OL EXOSC10
NC_056065.1 41805001 41825001 2.52691 0.266952 OL EXOSC10
NC_056065.1 41780001 41800001 8.36667 0.468363 OL EXOSC10;MTOR
NC_056059.1 36620001 36640001 3.0658 0.324443 OL FAM13A
NC_056059.1 36625001 36645001 6.64669 0.356125 OL FAM13A
NC_056059.1 36660001 36680001 13.5196 0.342584 OL FAM13A
NC_056059.1 36665001 36685001 6.39478 0.306874 OL FAM13A
NC_056059.1 37970001 37990001 10.0563 0.265129 OL FAM184B
NC_056071.1 25970001 25990001 2.39663 0.397061 OL FAM189A1;NSMCE3
NC_056057.1 73630001 73650001 2.48326 0.214214 OL FAM221A;STK31
NC_056057.1 73635001 73655001 2.36629 0.266824 OL FAM221A;STK31
NC_056054.1 262285001 262305001 3.20194 0.25063 OL FAM3B;MX2
NC_056058.1 104730001 104750001 2.59478 0.223668 OL FBXL17
NC_056058.1 104735001 104755001 2.87393 0.215254 OL FBXL17
NC_056058.1 104740001 104760001 3.77063 0.221583 OL FBXL17
NC_056062.1 77160001 77180001 4.51111 0.37784 OL FBXO43
NC_056062.1 77165001 77185001 4.47883 0.417406 OL FBXO43
NC_056062.1 77170001 77190001 2.46928 0.327305 OL FBXO43







NC_056055.1 2760001 2780001 13.3464 0.61342 OL FBXW2
NC_056055.1 2765001 2785001 10.3084 0.586448 OL FBXW2
NC_056055.1 2770001 2790001 5.6279 0.563007 OL FBXW2
NC_056055.1 2775001 2795001 4.39502 0.474301 OL FBXW2
NC_056055.1 2780001 2800001 3.00337 0.326844 OL FBXW2
NC_056055.1 2785001 2805001 2.43196 0.270149 OL FBXW2
NC_056070.1 5390001 5410001 3.1481 0.247366 OL FBXW7
NC_056070.1 5395001 5415001 5.70952 0.294091 OL FBXW7
NC_056070.1 5400001 5420001 6.98677 0.302729 OL FBXW7
NC_056070.1 5405001 5425001 11.7946 0.302658 OL FBXW7
NC_056070.1 5410001 5430001 4.34932 0.28977 OL FBXW7
NC_056054.1 112965001 112985001 7.34693 0.224237 OL FCGR3A
NC_056058.1 105355001 105375001 2.84787 0.322889 OL FER
NC_056058.1 105360001 105380001 4.02466 0.338465 OL FER
NC_056058.1 105365001 105385001 4.07587 0.25785 OL FER
NC_056062.1 28915001 28935001 2.69697 0.232576 OL FER1L6
NC_056063.1 77695001 77715001 7.58349 0.238187 OL FGF14
NC_056072.1 40960001 40980001 3.33099 0.226871 OL FHIT
NC_056073.1 27400001 27420001 3.02352 0.21557 OL FLOT1;IER3;MDC1;TUBB
NC_056073.1 27405001 27425001 4.28142 0.215573 OL FLOT1;MDC1;TUBB
NC_056073.1 27410001 27430001 5.8155 0.235128 OL FLOT1;MDC1;TUBB
NC_056055.1 217355001 217375001 7.45902 0.217639 OL FN1
NC_056055.1 217360001 217380001 3.0638 0.222394 OL FN1
NC_056055.1 217365001 217385001 2.41685 0.242812 OL FN1
NC_056058.1 20465001 20485001 12.0533 0.3695 OL FNIP1;MEIKIN
NC_056058.1 20470001 20490001 4.41327 0.34021 OL FNIP1;MEIKIN
NC_056058.1 20475001 20495001 2.98675 0.312488 OL FNIP1;MEIKIN
NC_056058.1 20480001 20500001 2.41205 0.292114 OL FNIP1;MEIKIN
NC_056055.1 89350001 89370001 2.5445 0.356708 OL FOCAD
NC_056056.1 76090001 76110001 6.82715 0.25448 OL FOXN2
NC_056056.1 76095001 76115001 4.9564 0.247778 OL FOXN2
NC_056056.1 76100001 76120001 2.6731 0.232286 OL FOXN2
NC_056060.1 99095001 99115001 4.06177 0.225231 OL FOXN3
NC_056063.1 22185001 22205001 5.89646 0.235589 OL FOXO1
NC_056063.1 22190001 22210001 23.325 0.290977 OL FOXO1
NC_056063.1 22195001 22215001 12.3182 0.281241 OL FOXO1
NC_056063.1 22200001 22220001 4.08795 0.224691 OL FOXO1
NC_056057.1 55480001 55500001 4.05499 0.241391 OL FOXP2
NC_056057.1 55485001 55505001 6.74611 0.316196 OL FOXP2
NC_056057.1 55510001 55530001 34.4 0.225947 OL FOXP2
NC_056057.1 55515001 55535001 35.8809 0.256911 OL FOXP2
NC_056057.1 55520001 55540001 10.6923 0.278269 OL FOXP2
NC_056057.1 55525001 55545001 8.41562 0.271351 OL FOXP2
NC_056057.1 55530001 55550001 4.52614 0.216206 OL FOXP2
NC_056057.1 55750001 55770001 2.51072 0.260517 OL FOXP2
NC_056066.1 27700001 27720001 2.86036 0.338919 OL FRMD4A
NC_056066.1 27705001 27725001 4.90507 0.399821 OL FRMD4A
NC_056066.1 27710001 27730001 5.81468 0.409086 OL FRMD4A
NC_056066.1 27740001 27760001 18.3221 0.414852 OL FRMD4A
NC_056066.1 27745001 27765001 4.52579 0.3395 OL FRMD4A
NC_056066.1 27780001 27800001 12.4845 0.28764 OL FRMD4A
NC_056066.1 27785001 27805001 23.8033 0.28614 OL FRMD4A
NC_056066.1 27790001 27810001 8.16259 0.240981 OL FRMD4A
NC_056063.1 29215001 29235001 2.48076 0.236432 OL FRY
NC_056072.1 53285001 53305001 2.62953 0.240376 OL FYCO1;XCR1
NC_056072.1 53290001 53310001 3.30672 0.311111 OL FYCO1;XCR1
NC_056072.1 53295001 53315001 7.9 0.361477 OL FYCO1;XCR1
NC_056072.1 53300001 53320001 3.7704 0.288614 OL FYCO1;XCR1
NC_056054.1 131255001 131275001 3.47223 0.2337 OL GABPA
NC_056054.1 131260001 131280001 6.75031 0.308338 OL GABPA
NC_056054.1 131265001 131285001 11.7506 0.300058 OL GABPA
NC_056054.1 131270001 131290001 21.201 0.288239 OL GABPA
NC_056055.1 107540001 107560001 16.5408 0.22702 OL GALNT7
NC_056076.1 34595001 34615001 2.65841 0.254597 OL GATA6
NC_056056.1 34540001 34560001 3.86321 0.288204 OL GCKR
NC_056056.1 34545001 34565001 4.9524 0.298274 OL GCKR
NC_056056.1 34550001 34570001 9.54288 0.299904 OL GCKR
NC_056067.1 7260001 7280001 4.12761 0.217379 OL GCSH;PKD1L2
NC_056067.1 7265001 7285001 5.71959 0.228758 OL GCSH;PKD1L2
NC_056054.1 95265001 95285001 2.72187 0.354086 OL GDAP2
NC_056058.1 63845001 63865001 5.9932 0.224038 OL GEMIN5
NC_056058.1 63850001 63870001 4.36475 0.258632 OL GEMIN5
NC_056058.1 63855001 63875001 2.79444 0.315071 OL GEMIN5
NC_056067.1 34790001 34810001 2.63975 0.277752 OL GFOD2







NC_056067.1 34795001 34815001 3.11428 0.253298 OL GFOD2
NC_056067.1 34800001 34820001 3.1156 0.299741 OL GFOD2
NC_056067.1 34805001 34825001 3.25325 0.28857 OL GFOD2
NC_056057.1 80435001 80455001 2.96761 0.27495 OL GLI3
NC_056057.1 80465001 80485001 6.79295 0.288094 OL GLI3
NC_056057.1 80470001 80490001 3.23321 0.398399 OL GLI3
NC_056057.1 80475001 80495001 3.57516 0.333577 OL GLI3
NC_056057.1 80480001 80500001 2.46835 0.32611 OL GLI3
NC_056057.1 80685001 80705001 2.9839 0.332963 OL GLI3
NC_056057.1 80690001 80710001 3.32397 0.238376 OL GLI3
NC_056057.1 80695001 80715001 2.98279 0.223104 OL GLI3
NC_056065.1 62900001 62920001 16.6776 0.216303 OL GLUL
NC_056068.1 80870001 80890001 6.12433 0.218945 OL GLYATL2
NC_056077.1 4440001 4460001 3.26373 0.350054 OL GLYR1;ROGDI
NC_056077.1 4445001 4465001 3.17352 0.33902 OL GLYR1;ROGDI
NC_056077.1 4450001 4470001 2.69125 0.321422 OL GLYR1;ROGDI
NC_056077.1 4475001 4495001 3.66374 0.37324 OL GLYR1;UBN1
NC_056077.1 4480001 4500001 4.53512 0.408066 OL GLYR1;UBN1
NC_056077.1 4485001 4505001 4.25244 0.387536 OL GLYR1;UBN1
NC_056073.1 50585001 50605001 2.89473 0.279762 OL GMDS
NC_056073.1 50635001 50655001 8.31657 0.364098 OL GMDS
NC_056073.1 50640001 50660001 10.327 0.381661 OL GMDS
NC_056073.1 50645001 50665001 13.825 0.390549 OL GMDS
NC_056073.1 50650001 50670001 17.3875 0.397978 OL GMDS
NC_056060.1 65075001 65095001 2.35435 0.285971 OL GMFB
NC_056060.1 65080001 65100001 2.56041 0.306554 OL GMFB
NC_056054.1 232505001 232525001 10.2367 0.222064 OL GMPS
NC_056054.1 232510001 232530001 8.92558 0.215186 OL GMPS
NC_056054.1 232515001 232535001 5.38943 0.220341 OL GMPS
NC_056054.1 232520001 232540001 5.77098 0.220022 OL GMPS
NC_056054.1 232525001 232545001 9.24755 0.236859 OL GMPS
NC_056054.1 232530001 232550001 10.05 0.242134 OL GMPS
NC_056077.1 1605001 1625001 2.84191 0.271233 OL GNPTG;UNKL
NC_056077.1 1610001 1630001 2.76232 0.259891 OL GNPTG;UNKL
NC_056055.1 153185001 153205001 11.2707 0.218743 OL GPD2
NC_056055.1 153190001 153210001 8.63794 0.223746 OL GPD2
NC_056080.1 11935001 11955001 4.9722 0.439706 OL GPM6B
NC_056080.1 11940001 11960001 7.06945 0.445259 OL GPM6B
NC_056080.1 11945001 11965001 4.02101 0.479446 OL GPM6B
NC_056080.1 12035001 12055001 2.35198 0.263116 OL GPM6B
NC_056055.1 135545001 135565001 2.44396 0.363039 OL GPR155
NC_056055.1 135550001 135570001 3.64718 0.428146 OL GPR155
NC_056055.1 135555001 135575001 7.132 0.502185 OL GPR155
NC_056055.1 135560001 135580001 11.5714 0.537059 OL GPR155
NC_056055.1 135565001 135585001 3.65492 0.400634 OL GPR155
NC_056076.1 35215001 35235001 3.70079 0.426406 OL GREB1L
NC_056076.1 35220001 35240001 3.08259 0.398396 OL GREB1L
NC_056076.1 35205001 35225001 2.51013 0.36249 OL GREB1L;LOC114110473
NC_056076.1 35210001 35230001 2.75791 0.410951 OL GREB1L;LOC114110473
NC_056068.1 2075001 2095001 3.53196 0.329643 OL GRIA4
NC_056068.1 2080001 2100001 34.8687 0.461045 OL GRIA4
NC_056068.1 2085001 2105001 54.3139 0.4424 OL GRIA4
NC_056068.1 2090001 2110001 32.9992 0.419382 OL GRIA4
NC_056068.1 2095001 2115001 26.5744 0.378625 OL GRIA4
NC_056068.1 2100001 2120001 26.0074 0.343354 OL GRIA4
NC_056068.1 2105001 2125001 19.695 0.31663 OL GRIA4
NC_056068.1 2110001 2130001 29.7143 0.23913 OL GRIA4
NC_056059.1 32110001 32130001 2.6007 0.296308 OL GRID2
NC_056059.1 32115001 32135001 2.7227 0.303652 OL GRID2
NC_056059.1 32210001 32230001 3.67154 0.215816 OL GRID2
NC_056059.1 32225001 32245001 3.45214 0.248898 OL GRID2
NC_056059.1 32230001 32250001 5.31135 0.246053 OL GRID2
NC_056059.1 32235001 32255001 4.83831 0.232841 OL GRID2
NC_056059.1 32240001 32260001 5.12685 0.241169 OL GRID2
NC_056054.1 127115001 127135001 4.84616 0.213601 OL GRIK1
NC_056068.1 31035001 31055001 3.04736 0.223764 OL GRIK4
NC_056068.1 31040001 31060001 6.55526 0.230097 OL GRIK4
NC_056056.1 152885001 152905001 12.34 0.217141 OL GRIP1
NC_056074.1 6375001 6395001 2.69746 0.223177 OL GRM5
NC_056074.1 6380001 6400001 3.02607 0.232691 OL GRM5
NC_056074.1 6385001 6405001 3.94614 0.298395 OL GRM5
NC_056074.1 6390001 6410001 2.39466 0.258359 OL GRM5
NC_056057.1 92455001 92475001 2.36263 0.218657 OL GRM8
NC_056057.1 92480001 92500001 2.49821 0.512222 OL GRM8







NC_056057.1 92485001 92505001 3.67321 0.570484 OL GRM8
NC_056057.1 92490001 92510001 3.63037 0.568083 OL GRM8
NC_056057.1 92495001 92515001 2.73966 0.51551 OL GRM8
NC_056057.1 92950001 92970001 2.80737 0.225277 OL GRM8
NC_056077.1 25855001 25875001 2.39761 0.21803 OL GSG1L
NC_056077.1 25860001 25880001 2.68181 0.237679 OL GSG1L
NC_056077.1 26075001 26095001 7.03434 0.291229 OL GSG1L
NC_056077.1 26080001 26100001 6.9876 0.330884 OL GSG1L
NC_056077.1 26085001 26105001 5.25887 0.355219 OL GSG1L
NC_056077.1 26090001 26110001 4.68076 0.368813 OL GSG1L
NC_056077.1 26095001 26115001 2.75 0.297301 OL GSG1L
NC_056061.1 26695001 26715001 7.60499 0.216222 OL GTF3C6
NC_056056.1 200825001 200845001 2.58506 0.277666 OL GUCY2C
NC_056056.1 200830001 200850001 2.60056 0.282407 OL GUCY2C
NC_056055.1 120940001 120960001 42.7352 0.259433 OL GULP1
NC_056055.1 120945001 120965001 19.0272 0.229096 OL GULP1
NC_056055.1 120950001 120970001 15.0146 0.311864 OL GULP1
NC_056055.1 120955001 120975001 4.8832 0.220485 OL GULP1
NC_056055.1 120965001 120985001 4.07424 0.217408 OL GULP1
NC_056055.1 120975001 120995001 3.62768 0.222033 OL GULP1
NC_056055.1 120980001 121000001 4.659 0.262806 OL GULP1
NC_056055.1 120985001 121005001 5.42104 0.275826 OL GULP1
NC_056055.1 120990001 121010001 7.43207 0.265867 OL GULP1
NC_056055.1 120995001 121015001 14.0529 0.334304 OL GULP1
NC_056055.1 121000001 121020001 5.22405 0.222341 OL GULP1
NC_056055.1 121030001 121050001 8.35895 0.213245 OL GULP1
NC_056055.1 121035001 121055001 6.41351 0.224817 OL GULP1
NC_056055.1 121040001 121060001 5.72478 0.281435 OL GULP1
NC_056055.1 121045001 121065001 3.10197 0.366205 OL GULP1
NC_056055.1 121050001 121070001 2.88763 0.367404 OL GULP1
NC_056055.1 121055001 121075001 2.85864 0.343209 OL GULP1
NC_056067.1 45280001 45300001 3.18182 0.364954 OL HAMP;MAG
NC_056067.1 45275001 45295001 3.5079 0.354119 OL HAMP;MAG;USF2
NC_056057.1 27615001 27635001 11.5534 0.278395 OL HDAC9
NC_056057.1 27620001 27640001 5.67337 0.25169 OL HDAC9
NC_056057.1 79200001 79220001 3.99344 0.305029 OL HECW1
NC_056057.1 79205001 79225001 5.39663 0.441898 OL HECW1
NC_056057.1 79210001 79230001 5.18672 0.502176 OL HECW1
NC_056059.1 98900001 98920001 2.74303 0.296068 OL HELQ
NC_056064.1 62350001 62370001 2.90391 0.223439 OL HELZ
NC_056064.1 62355001 62375001 3.24826 0.266687 OL HELZ
NC_056064.1 62360001 62380001 3.18556 0.277352 OL HELZ
NC_056064.1 62365001 62385001 3.1981 0.276492 OL HELZ
NC_056064.1 62370001 62390001 2.74339 0.269252 OL HELZ
NC_056064.1 62375001 62395001 2.85131 0.267219 OL HELZ
NC_056064.1 62380001 62400001 2.66878 0.270159 OL HELZ
NC_056064.1 62385001 62405001 2.43788 0.26113 OL HELZ
NC_056064.1 62390001 62410001 2.66667 0.262561 OL HELZ
NC_056064.1 62395001 62415001 2.64878 0.25041 OL HELZ
NC_056064.1 62400001 62420001 2.64067 0.227715 OL HELZ
NC_056064.1 62405001 62425001 2.90209 0.251433 OL HELZ
NC_056064.1 62410001 62430001 2.4725 0.251165 OL HELZ
NC_056064.1 62415001 62435001 2.50605 0.265498 OL HELZ
NC_056064.1 62420001 62440001 2.58193 0.275411 OL HELZ
NC_056064.1 62425001 62445001 2.6779 0.263624 OL HELZ;LOC106991442
NC_056064.1 62430001 62450001 2.73518 0.26329 OL HELZ;LOC106991442
NC_056064.1 62435001 62455001 2.33825 0.237347 OL HELZ;LOC106991442
NC_056065.1 49645001 49665001 2.5129 0.221565 OL HES5;PANK4
NC_056065.1 49650001 49670001 2.46823 0.215438 OL HES5;PANK4
NC_056057.1 70105001 70125001 2.43333 0.236666 OL HIBADH
NC_056060.1 10400001 10420001 2.34223 0.247549 OL HOMER1
NC_056060.1 10405001 10425001 2.4613 0.278309 OL HOMER1
NC_056060.1 10410001 10430001 3.62852 0.274207 OL HOMER1
NC_056060.1 10415001 10435001 4.00603 0.253066 OL HOMER1
NC_056060.1 10420001 10440001 4.94213 0.281207 OL HOMER1
NC_056060.1 10425001 10445001 2.45894 0.258344 OL HOMER1
NC_056070.1 69155001 69175001 3.65782 0.277226 OL HORMAD2
NC_056070.1 69160001 69180001 9.18017 0.338125 OL HORMAD2
NC_056070.1 69165001 69185001 13.973 0.371926 OL HORMAD2
NC_056070.1 69170001 69190001 4.00587 0.257758 OL HORMAD2
NC_056064.1 31555001 31575001 3.38224 0.268501 OL HS3ST3A1
NC_056064.1 31560001 31580001 3.06139 0.296483 OL HS3ST3A1
NC_056064.1 31565001 31585001 2.67621 0.28725 OL HS3ST3A1
NC_056064.1 9090001 9110001 6.14648 0.473195 OL HSF5







NC_056064.1 9095001 9115001 4.34444 0.39805 OL HSF5
NC_056064.1 9100001 9120001 2.51961 0.295296 OL HSF5
NC_056064.1 9070001 9090001 2.91072 0.301875 OL HSF5;RNF43
NC_056064.1 9075001 9095001 5.6012 0.384563 OL HSF5;RNF43
NC_056064.1 9080001 9100001 14.9714 0.464432 OL HSF5;RNF43
NC_056075.1 36740001 36760001 2.34904 0.25842 OL HSPA12A
NC_056075.1 36745001 36765001 3.30209 0.221734 OL HSPA12A
NC_056054.1 112955001 112975001 10.4909 0.255942 OL HSPA6
NC_056054.1 112950001 112970001 6.56404 0.247626 OL HSPA6;LOC101106730
NC_056068.1 24150001 24170001 4.05389 0.336681 OL HTR3B
NC_056055.1 90165001 90185001 3.74794 0.265338 OL IFN1
NC_056055.1 90170001 90190001 2.56397 0.273354 OL IFN1
NC_056055.1 242485001 242505001 7.12783 0.22417 OL IFNLR1;IL22RA1
NC_056057.1 57485001 57505001 3.15516 0.343933 OL IFRD1
NC_056057.1 57490001 57510001 4.4601 0.314405 OL IFRD1
NC_056068.1 28925001 28945001 5.79519 0.324485 OL IFT46;KMT2A;TMEM25;TTC36
NC_056068.1 28935001 28955001 2.48231 0.232798 OL IFT46;TMEM25
NC_056068.1 28930001 28950001 4.28859 0.350269 OL IFT46;TMEM25;TTC36
NC_056060.1 12235001 12255001 4.77004 0.346326 OL IGDCC3
NC_056060.1 12240001 12260001 3.72693 0.40851 OL IGDCC3
NC_056060.1 12245001 12265001 4.11054 0.379209 OL IGDCC3
NC_056060.1 12250001 12270001 2.824 0.328879 OL IGDCC3
NC_056074.1 23565001 23585001 2.45174 0.283141 OL IGSF22;PTPN5
NC_056056.1 99530001 99550001 2.36733 0.28072 OL IL1R1
NC_056056.1 99535001 99555001 2.5721 0.266825 OL IL1R1
NC_056056.1 99540001 99560001 2.34393 0.273612 OL IL1R1
NC_056056.1 99545001 99565001 2.44261 0.252309 OL IL1R1
NC_056056.1 99565001 99585001 2.46608 0.340202 OL IL1R1
NC_056056.1 99570001 99590001 2.82822 0.301819 OL IL1R1
NC_056056.1 99575001 99595001 2.82817 0.335467 OL IL1R1
NC_056056.1 99580001 99600001 4.33426 0.358543 OL IL1R1
NC_056056.1 99585001 99605001 4.28134 0.331581 OL IL1R1
NC_056056.1 99590001 99610001 4.25238 0.309038 OL IL1R1
NC_056056.1 99595001 99615001 4.70841 0.213893 OL IL1R1
NC_056055.1 242490001 242510001 11.7256 0.228318 OL IL22RA1
NC_056058.1 9965001 9985001 2.9462 0.225181 OL IL27RA
NC_056058.1 9955001 9975001 2.52922 0.27249 OL IL27RA;PALM3
NC_056058.1 9960001 9980001 2.65997 0.247669 OL IL27RA;PALM3
NC_056058.1 9970001 9990001 2.90542 0.231053 OL IL27RA;RLN3
NC_056058.1 9975001 9995001 2.77104 0.221561 OL IL27RA;RLN3
NC_056057.1 58705001 58725001 5.41057 0.281698 OL IMMP2L
NC_056057.1 58710001 58730001 4.56394 0.266742 OL IMMP2L
NC_056057.1 58715001 58735001 3.89209 0.262712 OL IMMP2L
NC_056057.1 58720001 58740001 3.92773 0.262188 OL IMMP2L
NC_056057.1 58725001 58745001 2.59533 0.230605 OL IMMP2L
NC_056057.1 58730001 58750001 2.65473 0.251089 OL IMMP2L
NC_056057.1 58735001 58755001 2.97967 0.270821 OL IMMP2L
NC_056057.1 58740001 58760001 2.81026 0.257271 OL IMMP2L
NC_056057.1 58745001 58765001 2.88317 0.274527 OL IMMP2L
NC_056057.1 58750001 58770001 2.82128 0.280015 OL IMMP2L
NC_056057.1 58755001 58775001 3.22203 0.223686 OL IMMP2L
NC_056057.1 59105001 59125001 2.80762 0.35387 OL IMMP2L
NC_056057.1 59110001 59130001 4.21032 0.419364 OL IMMP2L
NC_056057.1 59115001 59135001 5.22919 0.350674 OL IMMP2L
NC_056057.1 59120001 59140001 8.1464 0.338857 OL IMMP2L
NC_056057.1 59125001 59145001 3.49121 0.285257 OL IMMP2L
NC_056057.1 59235001 59255001 2.44427 0.218317 OL IMMP2L
NC_056057.1 59240001 59260001 2.68272 0.217617 OL IMMP2L
NC_056061.1 2755001 2775001 3.27227 0.355742 OL IMPG1
NC_056054.1 166630001 166650001 2.36596 0.250237 OL IMPG2
NC_056077.1 41790001 41810001 4.34574 0.356867 OL INTS1;MAFK
NC_056077.1 41795001 41815001 3.84379 0.308923 OL INTS1;MAFK
NC_056077.1 41800001 41820001 3.23237 0.254377 OL INTS1;MAFK
NC_056056.1 212905001 212925001 10.4059 0.478529 OL IQSEC3
NC_056056.1 212910001 212930001 2.78912 0.387663 OL IQSEC3
NC_056080.1 126425001 126445001 2.38198 0.261014 OL IRS4
NC_056060.1 86835001 86855001 24.0512 0.365054 OL ISM2;SPTLC2
NC_056055.1 128320001 128340001 2.56 0.239207 OL ITGA4
NC_056066.1 29515001 29535001 3.19833 0.242805 OL ITGA8
NC_056080.1 63985001 64005001 3.3077 0.371178 OL ITGB1BP2;NONO
NC_056056.1 188865001 188885001 5.64487 0.236515 OL ITPR2
NC_056056.1 188870001 188890001 6.59027 0.230498 OL ITPR2
NC_056057.1 66440001 66460001 5.03581 0.220945 OL ITPRID1
NC_056057.1 66445001 66465001 2.97301 0.289189 OL ITPRID1







NC_056057.1 66460001 66480001 2.44927 0.287196 OL ITPRID1
NC_056057.1 66465001 66485001 2.66915 0.230555 OL ITPRID1
NC_056057.1 66470001 66490001 2.63877 0.225648 OL ITPRID1
NC_056057.1 66475001 66495001 3.0014 0.2246 OL ITPRID1
NC_056057.1 66480001 66500001 3.09707 0.217241 OL ITPRID1
NC_056057.1 66490001 66510001 4.49914 0.220196 OL ITPRID1
NC_056070.1 29180001 29200001 10.6532 0.266234 OL JADE1;SCLT1
NC_056066.1 3770001 3790001 2.33548 0.288338 OL JAG1
NC_056066.1 3775001 3795001 2.42947 0.247358 OL JAG1
NC_056066.1 3780001 3800001 2.67557 0.219567 OL JAG1
NC_056066.1 3785001 3805001 2.52694 0.235774 OL JAG1;LOC121816277
NC_056055.1 73335001 73355001 2.86275 0.222665 OL JAK2
NC_056055.1 73340001 73360001 2.46078 0.306821 OL JAK2
NC_056055.1 73345001 73365001 3.79503 0.4292 OL JAK2
NC_056055.1 73350001 73370001 7.28573 0.508053 OL JAK2
NC_056055.1 73380001 73400001 7.43165 0.617845 OL JAK2
NC_056055.1 73385001 73405001 3.01204 0.502801 OL JAK2
NC_056064.1 41350001 41370001 5.03694 0.275947 OL K38;V15
NC_056064.1 41355001 41375001 3.19647 0.259653 OL K38;V15
NC_056054.1 189790001 189810001 2.39592 0.290106 OL KALRN
NC_056054.1 189795001 189815001 2.71222 0.28684 OL KALRN
NC_056056.1 211075001 211095001 3.33643 0.232872 OL KCNA1
NC_056056.1 211080001 211100001 3.125 0.259758 OL KCNA1
NC_056056.1 211085001 211105001 2.67639 0.283655 OL KCNA1
NC_056056.1 211090001 211110001 2.58486 0.350388 OL KCNA1
NC_056056.1 211095001 211115001 2.52035 0.336572 OL KCNA1
NC_056056.1 211100001 211120001 2.66615 0.300318 OL KCNA1
NC_056059.1 41440001 41460001 4.77062 0.261197 OL KCNIP4
NC_056059.1 41445001 41465001 13.8225 0.307117 OL KCNIP4
NC_056059.1 41450001 41470001 15.2543 0.318964 OL KCNIP4
NC_056059.1 41455001 41475001 8.30987 0.28614 OL KCNIP4
NC_056059.1 41460001 41480001 3.48766 0.246935 OL KCNIP4
NC_056059.1 41675001 41695001 4.71968 0.230934 OL KCNIP4
NC_056060.1 3120001 3140001 3.4691 0.240407 OL KCNN2
NC_056074.1 45460001 45480001 15.2625 0.568594 OL KCNQ1
NC_056074.1 45465001 45485001 9.81081 0.458639 OL KCNQ1
NC_056074.1 45470001 45490001 8.4069 0.417538 OL KCNQ1
NC_056074.1 45475001 45495001 6.92364 0.317419 OL KCNQ1
NC_056074.1 45480001 45500001 3.21787 0.213124 OL KCNQ1
NC_056065.1 6310001 6330001 2.39719 0.212913 OL KCNT2
NC_056055.1 74795001 74815001 5.06046 0.228625 OL KDM4C
NC_056055.1 74800001 74820001 4.34884 0.212459 OL KDM4C
NC_056080.1 44090001 44110001 10.4667 0.308244 OL KDM6A
NC_056080.1 44095001 44115001 9.50002 0.270833 OL KDM6A
NC_056080.1 44100001 44120001 8.3179 0.240413 OL KDM6A
NC_056058.1 91375001 91395001 4.20123 0.241512 OL KIAA0825
NC_056058.1 91380001 91400001 6.58312 0.257984 OL KIAA0825
NC_056073.1 38785001 38805001 3.90188 0.238064 OL KIF13A
NC_056073.1 38790001 38810001 4.90195 0.236109 OL KIF13A
NC_056073.1 38880001 38900001 2.58977 0.280309 OL KIF13A
NC_056073.1 38930001 38950001 2.92107 0.256973 OL KIF13A
NC_056073.1 38935001 38955001 3.40399 0.231556 OL KIF13A
NC_056073.1 38940001 38960001 5.64164 0.218181 OL KIF13A
NC_056074.1 27605001 27625001 2.84025 0.231273 OL KIRREL3
NC_056074.1 27610001 27630001 5.70727 0.225753 OL KIRREL3
NC_056074.1 27615001 27635001 7.37631 0.251835 OL KIRREL3
NC_056074.1 27635001 27655001 2.38355 0.224277 OL KIRREL3
NC_056074.1 27640001 27660001 2.94425 0.34489 OL KIRREL3
NC_056074.1 27645001 27665001 2.98051 0.379599 OL KIRREL3
NC_056074.1 27650001 27670001 2.95313 0.366357 OL KIRREL3
NC_056074.1 27655001 27675001 2.94696 0.369417 OL KIRREL3
NC_056059.1 70935001 70955001 2.4171 0.249063 OL KIT
NC_056059.1 70945001 70965001 3.08815 0.268796 OL KIT
NC_056063.1 49460001 49480001 2.83346 0.2299 OL KLF12
NC_056063.1 49465001 49485001 2.99413 0.223675 OL KLF12
NC_056063.1 49470001 49490001 2.90401 0.22016 OL KLF12
NC_056063.1 44570001 44590001 6.69525 0.307186 OL KLHL1
NC_056063.1 44575001 44595001 6.9664 0.303363 OL KLHL1
NC_056063.1 44580001 44600001 7.30951 0.246149 OL KLHL1
NC_056063.1 44585001 44605001 10.2604 0.234558 OL KLHL1
NC_056063.1 44700001 44720001 6.13417 0.241151 OL KLHL1
NC_056063.1 44705001 44725001 11.2129 0.281225 OL KLHL1
NC_056063.1 44710001 44730001 14.5911 0.299888 OL KLHL1
NC_056063.1 44715001 44735001 10.6782 0.292957 OL KLHL1







NC_056063.1 44720001 44740001 6.37637 0.298102 OL KLHL1
NC_056063.1 44725001 44745001 2.95164 0.264461 OL KLHL1
NC_056063.1 44755001 44775001 3.66843 0.230578 OL KLHL1
NC_056063.1 44760001 44780001 6.3699 0.214502 OL KLHL1
NC_056063.1 44765001 44785001 12.0567 0.221162 OL KLHL1
NC_056063.1 44770001 44790001 14.4806 0.2228 OL KLHL1
NC_056063.1 44795001 44815001 23.1434 0.250693 OL KLHL1
NC_056063.1 44800001 44820001 21.0091 0.270916 OL KLHL1
NC_056063.1 44805001 44825001 19.9638 0.298895 OL KLHL1
NC_056063.1 44810001 44830001 26.9104 0.302595 OL KLHL1
NC_056063.1 44815001 44835001 32.6498 0.298053 OL KLHL1
NC_056063.1 44820001 44840001 46.5386 0.289956 OL KLHL1
NC_056063.1 44825001 44845001 49.5 0.270302 OL KLHL1
NC_056063.1 44830001 44850001 29.5097 0.260939 OL KLHL1
NC_056063.1 44835001 44855001 18.2374 0.222019 OL KLHL1
NC_056063.1 44855001 44875001 29.8627 0.215991 OL KLHL1
NC_056063.1 44860001 44880001 16.1267 0.253359 OL KLHL1
NC_056063.1 44865001 44885001 17.6118 0.281723 OL KLHL1
NC_056063.1 44870001 44890001 18.6671 0.320428 OL KLHL1
NC_056063.1 44875001 44895001 16.5726 0.35706 OL KLHL1
NC_056063.1 44880001 44900001 14.7146 0.359881 OL KLHL1
NC_056063.1 44885001 44905001 5.82697 0.278779 OL KLHL1
NC_056063.1 45005001 45025001 2.36188 0.216761 OL KLHL1
NC_056063.1 45010001 45030001 2.474 0.271993 OL KLHL1
NC_056063.1 45045001 45065001 2.91922 0.22883 OL KLHL1
NC_056063.1 45050001 45070001 3.93088 0.265608 OL KLHL1
NC_056063.1 45055001 45075001 3.44067 0.293874 OL KLHL1
NC_056063.1 45060001 45080001 2.78912 0.31603 OL KLHL1
NC_056063.1 45065001 45085001 2.45984 0.302188 OL KLHL1
NC_056063.1 45080001 45100001 2.33281 0.28852 OL KLHL1
NC_056063.1 45085001 45105001 2.51751 0.288475 OL KLHL1
NC_056063.1 45090001 45110001 2.80466 0.251964 OL KLHL1
NC_056056.1 31180001 31200001 2.38519 0.234715 OL KLHL29
NC_056054.1 3150001 3170001 3.06463 0.289407 OL KLHL30
NC_056059.1 102815001 102835001 3.36 0.215486 OL KLHL8
NC_056068.1 28840001 28860001 2.72832 0.27935 OL KMT2A
NC_056068.1 28845001 28865001 5.30207 0.474234 OL KMT2A
NC_056054.1 201260001 201280001 5.96354 0.341287 OL KNG1
NC_056054.1 201265001 201285001 4.13008 0.245663 OL KNG1
NC_056054.1 125770001 125790001 2.40849 0.431084 OL KRTAP6-1
NC_056054.1 255340001 255360001 3.91876 0.249945 OL KY
NC_056054.1 255345001 255365001 4.28087 0.312899 OL KY
NC_056054.1 255350001 255370001 4.57306 0.326409 OL KY
NC_056054.1 255355001 255375001 5.12467 0.266823 OL KY
NC_056054.1 255360001 255380001 3.46788 0.221372 OL KY
NC_056054.1 255365001 255385001 3.56665 0.215182 OL KY
NC_056059.1 38065001 38085001 11.3 0.666422 OL LCORL
NC_056059.1 38200001 38220001 4.04489 0.243119 OL LCORL
NC_056059.1 38205001 38225001 3.31902 0.240467 OL LCORL
NC_056059.1 38210001 38230001 3.07766 0.222712 OL LCORL
NC_056059.1 38215001 38235001 2.67961 0.226169 OL LCORL
NC_056068.1 56940001 56960001 4.29846 0.251503 OL LGR4
NC_056068.1 56945001 56965001 7.73584 0.277397 OL LGR4
NC_056056.1 107675001 107695001 2.83186 0.285963 OL LGR5
NC_056065.1 79680001 79700001 2.88211 0.225847 OL LGR6;PPP1R12B;UBE2T
NC_056060.1 9680001 9700001 8.64485 0.252097 OL LHFPL2
NC_056060.1 9685001 9705001 27.1326 0.315538 OL LHFPL2
NC_056060.1 9705001 9725001 9.87741 0.23616 OL LHFPL2
NC_056060.1 9715001 9735001 4.84682 0.221465 OL LHFPL2
NC_056067.1 55350001 55370001 2.53743 0.238344 OL LIN7B;SNRNP70
NC_056068.1 56950001 56970001 12.523 0.274684 OL LIN7C
NC_056068.1 56955001 56975001 7.36633 0.262821 OL LIN7C
NC_056065.1 28540001 28560001 2.45084 0.296672 OL LIN9
NC_056055.1 97530001 97550001 2.52509 0.223175 OL LINGO2
NC_056055.1 97690001 97710001 3.64116 0.25185 OL LINGO2
NC_056068.1 52540001 52560001 3.50448 0.245988 OL LIPT2
NC_056056.1 189925001 189945001 2.46189 0.217467 OL LMNTD1
NC_056056.1 198880001 198900001 2.44651 0.405603 OL LMO3
NC_056064.1 41325001 41345001 2.60948 0.374277 OL LOC100526781
NC_056064.1 41335001 41355001 2.54243 0.395023 OL LOC100526781
NC_056064.1 41320001 41340001 3.47111 0.341365 OL LOC100526781;LOC100526782
NC_056064.1 41340001 41360001 2.81151 0.316773 OL LOC100526781;V15
NC_056064.1 41305001 41325001 3.57041 0.323583 OL LOC100526782
NC_056064.1 41310001 41330001 4.1233 0.341274 OL LOC100526782







NC_056064.1 41315001 41335001 3.65487 0.302686 OL LOC100526782
NC_056077.1 37210001 37230001 2.50204 0.29484 OL LOC101102366
NC_056077.1 37220001 37240001 2.42057 0.392094 OL LOC101102366
NC_056077.1 37225001 37245001 2.8331 0.496758 OL LOC101102366;ZSCAN25
NC_056077.1 37230001 37250001 3.94261 0.570768 OL LOC101102366;ZSCAN25
NC_056077.1 37235001 37255001 12.1069 0.569868 OL LOC101102366;ZSCAN25
NC_056055.1 64825001 64845001 3.32289 0.246327 OL LOC101102454
NC_056061.1 57960001 57980001 4.37526 0.305026 OL LOC101102492;LOC101118705
NC_056061.1 57955001 57975001 5.33205 0.343585 OL LOC101102492;TAAR8
NC_056068.1 44470001 44490001 4.20919 0.212585 OL LOC101104009
NC_056075.1 43590001 43610001 6.43332 0.408841 OL LOC101104360
NC_056075.1 43595001 43615001 3.84775 0.364705 OL LOC101104360
NC_056075.1 43600001 43620001 2.35938 0.329413 OL LOC101104360
NC_056075.1 43580001 43600001 8.9187 0.345327 OL LOC101104360;NKX1-2
NC_056058.1 8120001 8140001 4.13086 0.26868 OL LOC101104488
NC_056058.1 8125001 8145001 5.24392 0.314168 OL LOC101104488
NC_056058.1 39020001 39040001 2.38299 0.254026 OL LOC101104974
NC_056077.1 4705001 4725001 3.59933 0.266698 OL LOC101105047
NC_056077.1 4710001 4730001 3.73781 0.248569 OL LOC101105047
NC_056077.1 4715001 4735001 3.19069 0.239168 OL LOC101105047
NC_056076.1 37915001 37935001 8.10738 0.218639 OL LOC101105123
NC_056076.1 37920001 37940001 12.1905 0.270162 OL LOC101105123
NC_056077.1 1170001 1190001 10.401 0.349545 OL LOC101105127;MSLN
NC_056077.1 1175001 1195001 13.6728 0.392484 OL LOC101105127;MSLN
NC_056080.1 19350001 19370001 12.6397 0.213617 OL LOC101105138
NC_056068.1 64205001 64225001 3.56278 0.261316 OL LOC101105523
NC_056068.1 64210001 64230001 5.18681 0.362342 OL LOC101105523
NC_056068.1 64215001 64235001 8.91207 0.406845 OL LOC101105523
NC_056068.1 64220001 64240001 12.8742 0.406492 OL LOC101105523;PDHX
NC_056068.1 64225001 64245001 13.2597 0.37297 OL LOC101105523;PDHX
NC_056068.1 64230001 64250001 3.81362 0.307569 OL LOC101105523;PDHX
NC_056074.1 35405001 35425001 13.0471 0.306108 OL LOC101105540
NC_056063.1 20760001 20780001 5.71255 0.262204 OL LOC101106088
NC_056063.1 20765001 20785001 3.49306 0.221892 OL LOC101106088
NC_056054.1 21660001 21680001 3.90336 0.220733 OL LOC101106121
NC_056054.1 21665001 21685001 5.04147 0.236396 OL LOC101106121
NC_056080.1 64030001 64050001 9.83491 0.291037 OL LOC101106743
NC_056080.1 64035001 64055001 7.98672 0.264885 OL LOC101106743
NC_056072.1 55740001 55760001 2.35107 0.347816 OL LOC101106751
NC_056072.1 55745001 55765001 2.62101 0.395465 OL LOC101106751
NC_056072.1 55750001 55770001 2.42547 0.388323 OL LOC101106751
NC_056072.1 55755001 55775001 2.56906 0.355859 OL LOC101106751
NC_056056.1 200635001 200655001 2.8951 0.333905 OL LOC101106925
NC_056068.1 53610001 53630001 12.2995 0.240869 OL LOC101107135;LOC101107387
NC_056068.1 53615001 53635001 9.24537 0.292817 OL LOC101107135;LOC101107387
NC_056068.1 53620001 53640001 6.9337 0.403573 OL LOC101107135;LOC101107387
NC_056055.1 246405001 246425001 12.6444 0.255804 OL LOC101107420
NC_056055.1 246410001 246430001 11.5426 0.297721 OL LOC101107420
NC_056055.1 246415001 246435001 9.86538 0.303976 OL LOC101107675
NC_056055.1 246420001 246440001 6.64803 0.295572 OL LOC101107675
NC_056055.1 52575001 52595001 2.70685 0.235447 OL LOC101108371;LOC114112800
NC_056058.1 38655001 38675001 6.25158 0.232107 OL LOC101108746
NC_056058.1 38660001 38680001 7.58236 0.260662 OL LOC101108746
NC_056058.1 38665001 38685001 7.60387 0.247463 OL LOC101108746
NC_056058.1 38670001 38690001 4.13895 0.254437 OL LOC101108746;LOC101116054
NC_056068.1 48390001 48410001 2.92356 0.249695 OL LOC101108775
NC_056077.1 7640001 7660001 10.4411 0.225104 OL LOC101109062
NC_056068.1 48400001 48420001 10.1364 0.358669 OL LOC101109299
NC_056068.1 48405001 48425001 12.5096 0.364925 OL LOC101109299
NC_056064.1 23970001 23990001 3.00209 0.254831 OL LOC101109373
NC_056068.1 48420001 48440001 6.59952 0.288525 OL LOC101109827;LOC114118490
NC_056057.1 106490001 106510001 4.72872 0.233217 OL LOC101109961
NC_056057.1 106475001 106495001 5.33401 0.228482 OL LOC101109961;PRSS37
NC_056057.1 106480001 106500001 6.14286 0.273792 OL LOC101109961;PRSS37
NC_056057.1 106485001 106505001 5.19751 0.26002 OL LOC101109961;PRSS37
NC_056074.1 15575001 15595001 10.1127 0.228014 OL LOC101110189
NC_056074.1 15565001 15585001 2.86227 0.213654 OL LOC101110189;NDUFC2
NC_056074.1 15570001 15590001 5.08333 0.251145 OL LOC101110189;NDUFC2
NC_056077.1 28915001 28935001 3.11733 0.241233 OL LOC101111335
NC_056077.1 28920001 28940001 3.20244 0.319779 OL LOC101111335
NC_056054.1 107700001 107720001 4.81954 0.296393 OL LOC101111337;LOC101111854
NC_056068.1 48500001 48520001 2.61161 0.47756 OL LOC101111391
NC_056068.1 48505001 48525001 2.34406 0.468269 OL LOC101111391
NC_056059.1 73080001 73100001 4.4375 0.217677 OL LOC101111633;LOC114115373;POLR2B







NC_056059.1 73085001 73105001 5.33008 0.221864 OL LOC101111633;LOC114115373;POLR2B
NC_056059.1 73095001 73115001 2.85777 0.220947 OL LOC101111633;LOC114115373;POLR2B
NC_056068.1 48510001 48530001 2.42302 0.409284 OL LOC101111904
NC_056068.1 48515001 48535001 2.57218 0.318352 OL LOC101111904
NC_056068.1 48525001 48545001 4.4663 0.238504 OL LOC101111904;LOC101112160
NC_056074.1 41890001 41910001 3.87375 0.251211 OL LOC101111922
NC_056074.1 41880001 41900001 4.21987 0.277697 OL LOC101111922;NUDT8;TBX10
NC_056074.1 41885001 41905001 5.1171 0.284759 OL LOC101111922;TBX10
NC_056079.1 14815001 14835001 8.57793 0.21567 OL LOC101112284
NC_056079.1 14820001 14840001 10.6891 0.221201 OL LOC101112284
NC_056068.1 81345001 81365001 4.47984 0.507744 OL LOC101112419
NC_056068.1 81350001 81370001 8.18489 0.585398 OL LOC101112419
NC_056068.1 81360001 81380001 3.79688 0.46108 OL LOC101112419
NC_056068.1 81365001 81385001 3.0979 0.435365 OL LOC101112419
NC_056077.1 33195001 33215001 2.49114 0.232094 OL LOC101112784
NC_056077.1 33200001 33220001 2.53583 0.230922 OL LOC101112784
NC_056067.1 14285001 14305001 3.9331 0.449309 OL LOC101113004;LOC101113264
NC_056077.1 19640001 19660001 2.50952 0.434383 OL LOC101113819
NC_056078.1 40935001 40955001 2.42524 0.313879 OL LOC101114082
NC_056078.1 40940001 40960001 2.90729 0.355814 OL LOC101114082
NC_056078.1 40945001 40965001 3.24133 0.351731 OL LOC101114082
NC_056078.1 40950001 40970001 5.09504 0.291161 OL LOC101114082
NC_056078.1 40955001 40975001 7.23051 0.216503 OL LOC101114082
NC_056057.1 106925001 106945001 11.796 0.300035 OL LOC101114438;LOC121816042
NC_056057.1 106930001 106950001 21.1494 0.277819 OL LOC101114438;LOC121816042
NC_056057.1 106935001 106955001 13.1657 0.239194 OL LOC101114438;LOC121816042
NC_056065.1 4870001 4890001 3.72017 0.286521 OL LOC101114456
NC_056061.1 50075001 50095001 2.49866 0.349782 OL LOC101114528;ZNF292
NC_056067.1 62115001 62135001 8.06626 0.593494 OL LOC101115398
NC_056058.1 9035001 9055001 34.0925 0.23224 OL LOC101115538
NC_056058.1 9040001 9060001 32.5257 0.220302 OL LOC101115538
NC_056058.1 9045001 9065001 29.2265 0.223124 OL LOC101115538
NC_056058.1 38885001 38905001 2.49179 0.323054 OL LOC101115539
NC_056060.1 86870001 86890001 8.74059 0.355208 OL LOC101115626;SPTLC2
NC_056060.1 86875001 86895001 4.73697 0.257447 OL LOC101115626;SPTLC2
NC_056080.1 34140001 34160001 16.6201 0.515843 OL LOC101115943
NC_056080.1 34145001 34165001 12.0725 0.501211 OL LOC101115943
NC_056080.1 34150001 34170001 10.6154 0.528362 OL LOC101115943
NC_056080.1 34155001 34175001 10.5714 0.520604 OL LOC101115943
NC_056058.1 9070001 9090001 21.2248 0.235912 OL LOC101116053
NC_056058.1 9075001 9095001 23.2389 0.239513 OL LOC101116053
NC_056058.1 9080001 9100001 20.8975 0.221003 OL LOC101116053
NC_056063.1 19380001 19400001 3.81949 0.22143 OL LOC101116064
NC_056075.1 44800001 44820001 2.59682 0.213709 OL LOC101116189;UROS
NC_056075.1 44805001 44825001 2.97744 0.215371 OL LOC101116189;UROS
NC_056065.1 55560001 55580001 2.64796 0.264 OL LOC101116245
NC_056065.1 55550001 55570001 2.7341 0.216949 OL LOC101116245;RABGAP1L
NC_056065.1 55555001 55575001 2.56667 0.234747 OL LOC101116245;RABGAP1L
NC_056059.1 8845001 8865001 3.04279 0.239946 OL LOC101116481
NC_056059.1 8850001 8870001 4.37458 0.272889 OL LOC101116481
NC_056059.1 8855001 8875001 4.78113 0.243953 OL LOC101116481
NC_056058.1 39050001 39070001 9.04325 0.312935 OL LOC101117077
NC_056058.1 39055001 39075001 6.7248 0.291487 OL LOC101117077
NC_056058.1 39060001 39080001 3.63465 0.264261 OL LOC101117077
NC_056058.1 39065001 39085001 2.87301 0.332241 OL LOC101117077;TRIM58
NC_056065.1 56820001 56840001 2.47984 0.219149 OL LOC101117093
NC_056074.1 16620001 16640001 2.40652 0.230749 OL LOC101117547
NC_056066.1 78185001 78205001 2.3494 0.226676 OL LOC101117690
NC_056074.1 16750001 16770001 2.5066 0.215049 OL LOC101117804
NC_056074.1 16840001 16860001 14.1067 0.255102 OL LOC101117804
NC_056074.1 16845001 16865001 22.1199 0.318036 OL LOC101117804
NC_056055.1 8320001 8340001 3.47832 0.216057 OL LOC101118085
NC_056073.1 28645001 28665001 2.46189 0.259484 OL LOC101118231
NC_056074.1 38025001 38045001 2.43808 0.291277 OL LOC101118318
NC_056074.1 38030001 38050001 3.82781 0.377618 OL LOC101118318
NC_056074.1 38035001 38055001 4.04616 0.358658 OL LOC101118318
NC_056080.1 2755001 2775001 8.76775 0.246816 OL LOC101118336
NC_056073.1 28785001 28805001 2.39932 0.214934 OL LOC101119769
NC_056054.1 109675001 109695001 2.60038 0.253939 OL LOC101119785
NC_056075.1 20675001 20695001 5.40001 0.305255 OL LOC101120033
NC_056075.1 20680001 20700001 15.2102 0.377429 OL LOC101120033
NC_056075.1 20685001 20705001 13.8865 0.462704 OL LOC101120033
NC_056075.1 20700001 20720001 7.66667 0.336842 OL LOC101120033
NC_056075.1 20705001 20725001 5.08787 0.238873 OL LOC101120033







NC_056064.1 24045001 24065001 9.55343 0.303388 OL LOC101120675
NC_056064.1 24040001 24060001 4.24198 0.271264 OL LOC101120675;LOC114116981
NC_056068.1 53695001 53715001 11.6667 0.428262 OL LOC101120816
NC_056068.1 53700001 53720001 9.14583 0.409604 OL LOC101120816
NC_056068.1 53705001 53725001 7.06583 0.383843 OL LOC101120816
NC_056068.1 53710001 53730001 5.72222 0.450645 OL LOC101120816
NC_056068.1 53715001 53735001 7.32105 0.470932 OL LOC101120816
NC_056068.1 53720001 53740001 7.36206 0.466647 OL LOC101120816
NC_056068.1 53725001 53745001 7.28693 0.441189 OL LOC101120816;LOC101122934
NC_056068.1 53730001 53750001 8.02174 0.416498 OL LOC101120816;LOC101122934
NC_056068.1 53735001 53755001 7.10191 0.365441 OL LOC101120816;LOC101122934
NC_056068.1 53740001 53760001 8.0435 0.303604 OL LOC101120816;LOC101122934
NC_056064.1 24050001 24070001 5.38735 0.274897 OL LOC101120929
NC_056064.1 24055001 24075001 4.02611 0.226201 OL LOC101120929;SPATA22
NC_056060.1 25330001 25350001 20.4159 0.239236 OL LOC101121100;LOC101121354
NC_056074.1 41870001 41890001 3.2595 0.243684 OL LOC101121557;NDUFV1;NUDT8;TBX10
NC_056074.1 41875001 41895001 3.46793 0.286401 OL LOC101121557;NUDT8;TBX10
NC_056058.1 49535001 49555001 4.74816 0.250334 OL LOC101122108;LOC101122274;LOC105611202
NC_056058.1 49530001 49550001 3.96875 0.225876 OL LOC101122108;LOC105611202
NC_056058.1 49635001 49655001 2.49235 0.276345 OL LOC101122274;LOC105611202
NC_056058.1 49540001 49560001 3.72794 0.335627 OL LOC101122274;LOC105611202;LOC105615366
NC_056058.1 49545001 49565001 4.01304 0.330351 OL LOC101122274;LOC105611202;LOC105615366
NC_056058.1 49550001 49570001 4.14131 0.309838 OL LOC101122274;LOC105611202;LOC105615366
NC_056058.1 49555001 49575001 4.21837 0.297675 OL LOC101122274;LOC105611202;LOC105615366
NC_056058.1 49560001 49580001 3.10166 0.232477 OL LOC101122274;LOC105611202;LOC105615366
NC_056058.1 49630001 49650001 3.71481 0.292541 OL LOC101122274;LOC105611202;LOC106991193
NC_056072.1 52215001 52235001 8.01795 0.224567 OL LOC101122312
NC_056072.1 52220001 52240001 6.9367 0.286653 OL LOC101122312
NC_056072.1 52225001 52245001 4.13098 0.330471 OL LOC101122312
NC_056056.1 206095001 206115001 2.57479 0.382256 OL LOC101122428
NC_056058.1 39845001 39865001 2.39004 0.352156 OL LOC101122438;LOC101122694
NC_056058.1 39850001 39870001 2.59893 0.236821 OL LOC101122694
NC_056068.1 53745001 53765001 7.29333 0.291188 OL LOC101122934
NC_056068.1 53750001 53770001 7.53434 0.264103 OL LOC101122934
NC_056068.1 53755001 53775001 5.65853 0.239744 OL LOC101122934
NC_056056.1 132990001 133010001 6.07767 0.458533 OL LOC101123619;NPFF;TARBP2
NC_056078.1 40965001 40985001 5.25175 0.215111 OL LOC105605095
NC_056078.1 40970001 40990001 2.67139 0.232095 OL LOC105605095
NC_056071.1 65450001 65470001 6 0.276029 OL LOC105605761;LOC114109056
NC_056071.1 65455001 65475001 4.2216 0.243538 OL LOC105605761;LOC114109056
NC_056071.1 65420001 65440001 4.32501 0.257213 OL LOC105605780
NC_056071.1 65425001 65445001 3.76445 0.253547 OL LOC105605780
NC_056071.1 65430001 65450001 4.29084 0.263932 OL LOC105605780
NC_056073.1 25575001 25595001 2.73191 0.284442 OL LOC105605908
NC_056073.1 25985001 26005001 13.1599 0.242696 OL LOC105605990
NC_056057.1 79960001 79980001 2.98003 0.231636 OL LOC105606666
NC_056067.1 44755001 44775001 3.03013 0.288063 OL LOC105607568;LOC114117976
NC_056068.1 37320001 37340001 3.02223 0.390107 OL LOC105610137
NC_056057.1 6975001 6995001 22.103 0.233702 OL LOC105614936
NC_056067.1 10440001 10460001 3.45342 0.309868 OL LOC106991582;USP10
NC_056071.1 65440001 65460001 6.74158 0.291017 OL LOC114109056
NC_056071.1 65445001 65465001 6.88739 0.290549 OL LOC114109056
NC_056077.1 14170001 14190001 2.7653 0.221561 OL LOC114110664
NC_056080.1 79045001 79065001 3.79162 0.309123 OL LOC114111496
NC_056080.1 79050001 79070001 2.88968 0.269067 OL LOC114111496
NC_056080.1 79055001 79075001 2.62531 0.241154 OL LOC114111496
NC_056065.1 30225001 30245001 2.70679 0.275385 OL LOC114112547;SMYD3
NC_056065.1 30230001 30250001 3.09805 0.259222 OL LOC114112547;SMYD3
NC_056055.1 111030001 111050001 6.89048 0.369803 OL LOC114113035
NC_056055.1 111035001 111055001 3.81159 0.333399 OL LOC114113035
NC_056055.1 111040001 111060001 3.11368 0.287603 OL LOC114113035
NC_056055.1 111045001 111065001 2.49691 0.294984 OL LOC114113035
NC_056055.1 75170001 75190001 3.00872 0.231933 OL LOC114113077
NC_056055.1 75175001 75195001 3.75512 0.263152 OL LOC114113077
NC_056055.1 75180001 75200001 5.29959 0.277448 OL LOC114113077
NC_056055.1 75185001 75205001 6.91537 0.283622 OL LOC114113077
NC_056055.1 75190001 75210001 5.12172 0.234649 OL LOC114113077
NC_056054.1 125795001 125815001 2.53997 0.466331 OL LOC114113316
NC_056054.1 125830001 125850001 2.99011 0.292758 OL LOC114113348
NC_056054.1 125835001 125855001 4.35568 0.299588 OL LOC114113348
NC_056054.1 125840001 125860001 5.68832 0.293596 OL LOC114113348
NC_056054.1 125845001 125865001 4.1214 0.283866 OL LOC114113348
NC_056056.1 92180001 92200001 17.7586 0.363932 OL LOC114113944
NC_056056.1 92185001 92205001 5.14624 0.440729 OL LOC114113944







NC_056056.1 92190001 92210001 2.88491 0.461174 OL LOC114113944
NC_056056.1 92175001 92195001 15.4484 0.292387 OL LOC114113944;SRD5A2
NC_056058.1 38265001 38285001 8.00328 0.401043 OL LOC114114935
NC_056058.1 38270001 38290001 4.04895 0.371113 OL LOC114114935
NC_056064.1 23965001 23985001 2.52164 0.316589 OL LOC114116984
NC_056065.1 42620001 42640001 2.94246 0.240735 OL LOC114117226
NC_056065.1 42625001 42645001 5.23426 0.266763 OL LOC114117226;UBE4B
NC_056065.1 55575001 55595001 3.65263 0.273862 OL LOC114117245;MRPS14
NC_056065.1 55580001 55600001 3.03022 0.241526 OL LOC114117245;MRPS14
NC_056065.1 61780001 61800001 18.4131 0.331903 OL LOC114117249
NC_056065.1 61785001 61805001 23.5584 0.337607 OL LOC114117249
NC_056065.1 61790001 61810001 17.4972 0.276935 OL LOC114117249
NC_056065.1 61795001 61815001 20.5769 0.315501 OL LOC114117249
NC_056067.1 44715001 44735001 2.59723 0.287227 OL LOC114117974
NC_056068.1 35000001 35020001 2.40567 0.232749 OL LOC114118401
NW_02459982 1415001 1435001 15.3095 0.29729 OL LOC121816021
NW_02459982 1420001 1440001 11.5113 0.260357 OL LOC121816021
NW_02459982 1425001 1445001 7.6488 0.238861 OL LOC121816021
NW_02459982 1430001 1450001 6.08465 0.245214 OL LOC121816021
NW_02459982 1435001 1455001 7.54933 0.236239 OL LOC121816021
NW_02459982 1440001 1460001 9.60157 0.283382 OL LOC121816021
NW_02459972 20001 40001 4.30081 0.259588 OL LOC121816038
NW_02459972 25001 45001 5.23157 0.241232 OL LOC121816038
NC_056057.1 106920001 106940001 7.83939 0.32244 OL LOC121816042
NC_056069.1 18210001 18230001 2.66934 0.216073 OL LOC121816801
NC_056069.1 18215001 18235001 2.59705 0.231591 OL LOC121816801
NC_056076.1 24860001 24880001 2.49709 0.252576 OL LOC121817702
NC_056076.1 24865001 24885001 4.9392 0.246021 OL LOC121817702
NC_056076.1 24870001 24890001 10.9673 0.238412 OL LOC121817702
NC_056076.1 24880001 24900001 3.52059 0.218494 OL LOC121817702
NC_056076.1 24885001 24905001 3.22233 0.246854 OL LOC121817702
NC_056080.1 81830001 81850001 4.31189 0.4556 OL LOC121818145
NC_056080.1 81835001 81855001 3.14953 0.409147 OL LOC121818145
NC_056080.1 131460001 131480001 5.55678 0.218378 OL LOC121818354
NC_056054.1 116405001 116425001 4.33584 0.380345 OL LOC121818668
NC_056054.1 116410001 116430001 7.16455 0.453955 OL LOC121818668
NC_056054.1 116415001 116435001 10.3753 0.48565 OL LOC121818668
NC_056054.1 116420001 116440001 8.27579 0.382045 OL LOC121818668
NC_056054.1 116425001 116445001 3.38236 0.259636 OL LOC121818668
NC_056065.1 12530001 12550001 2.78084 0.365983 OL LOC121820762
NC_056065.1 12535001 12555001 4.05918 0.455869 OL LOC121820762
NC_056063.1 16870001 16890001 2.77185 0.22037 OL LRCH1
NC_056063.1 16875001 16895001 2.81184 0.224781 OL LRCH1
NC_056063.1 16880001 16900001 2.84821 0.22549 OL LRCH1
NC_056063.1 16885001 16905001 3.19458 0.240297 OL LRCH1
NC_056063.1 16890001 16910001 2.5679 0.219849 OL LRCH1
NC_056063.1 16895001 16915001 2.44724 0.251944 OL LRCH1
NC_056063.1 16900001 16920001 2.63084 0.236033 OL LRCH1
NC_056056.1 162410001 162430001 6.31677 0.357718 OL LRP1
NC_056056.1 162395001 162415001 2.37128 0.404068 OL LRP1;NXPH4
NC_056056.1 162400001 162420001 3.86214 0.44396 OL LRP1;NXPH4
NC_056055.1 168320001 168340001 2.43715 0.40589 OL LRP1B
NC_056055.1 168325001 168345001 2.85018 0.404429 OL LRP1B
NC_056055.1 168375001 168395001 2.4901 0.239134 OL LRP1B
NC_056056.1 80375001 80395001 2.68349 0.24446 OL LRPPRC
NC_056056.1 80380001 80400001 3.74673 0.216397 OL LRPPRC
NC_056060.1 17760001 17780001 2.54476 0.325346 OL LRRC49
NC_056060.1 17840001 17860001 3.68786 0.225893 OL LRRC49
NC_056060.1 17845001 17865001 3.47265 0.237743 OL LRRC49
NC_056060.1 70255001 70275001 2.49443 0.233049 OL LRRC9
NC_056060.1 70260001 70280001 2.3995 0.251159 OL LRRC9
NC_056074.1 18125001 18145001 20.556 0.227704 OL LUZP2
NC_056074.1 18130001 18150001 11.3194 0.236515 OL LUZP2
NC_056060.1 4830001 4850001 2.40858 0.256095 OL LVRN
NC_056066.1 7955001 7975001 2.56307 0.222014 OL MACROD2
NC_056066.1 7960001 7980001 2.54489 0.260336 OL MACROD2
NC_056066.1 7965001 7985001 2.60771 0.284021 OL MACROD2
NC_056066.1 8365001 8385001 3.00505 0.249424 OL MACROD2
NC_056066.1 8370001 8390001 2.73985 0.263643 OL MACROD2
NC_056066.1 8375001 8395001 3.11746 0.233075 OL MACROD2
NC_056066.1 9575001 9595001 3.97611 0.331459 OL MACROD2
NC_056066.1 9650001 9670001 3.54234 0.353541 OL MACROD2
NC_056066.1 9655001 9675001 6.10643 0.430387 OL MACROD2
NC_056066.1 9660001 9680001 4.21176 0.475645 OL MACROD2







NC_056077.1 41460001 41480001 2.62784 0.213831 OL MAD1L1
NC_056077.1 41520001 41540001 23.2938 0.317236 OL MAD1L1
NC_056077.1 41525001 41545001 21.3418 0.312752 OL MAD1L1
NC_056077.1 41530001 41550001 18.7441 0.309089 OL MAD1L1
NC_056077.1 41535001 41555001 14.2423 0.30441 OL MAD1L1
NC_056077.1 41540001 41560001 6.62554 0.271274 OL MAD1L1
NC_056077.1 41545001 41565001 5.97872 0.271042 OL MAD1L1
NC_056077.1 41550001 41570001 4.58125 0.263631 OL MAD1L1
NC_056077.1 41555001 41575001 5.97409 0.26058 OL MAD1L1
NC_056077.1 41560001 41580001 7.73859 0.26664 OL MAD1L1
NC_056077.1 41565001 41585001 4.64198 0.229447 OL MAD1L1
NC_056077.1 41570001 41590001 5.44068 0.235891 OL MAD1L1
NC_056077.1 41575001 41595001 4.66254 0.239516 OL MAD1L1
NC_056077.1 41580001 41600001 4.86455 0.219685 OL MAD1L1
NC_056077.1 41785001 41805001 6.57871 0.367647 OL MAFK
NC_056077.1 41765001 41785001 11.9062 0.319124 OL MAFK;PSMG3;TMEM184A
NC_056067.1 45285001 45305001 3.32159 0.29753 OL MAG
NC_056067.1 45290001 45310001 2.89762 0.225505 OL MAG
NC_056080.1 53685001 53705001 2.75107 0.241841 OL MAGED1
NC_056080.1 68900001 68920001 5.48609 0.317284 OL MAGT1
NC_056080.1 68905001 68925001 5.96581 0.27629 OL MAGT1
NC_056076.1 58095001 58115001 2.37543 0.237569 OL MALT1
NC_056055.1 241175001 241195001 4.06026 0.247611 OL MAN1C1
NC_056055.1 241180001 241200001 8.59412 0.274158 OL MAN1C1
NC_056056.1 225555001 225575001 2.53505 0.277469 OL MAPK11;PLXNB2
NC_056074.1 38665001 38685001 3.7349 0.289362 OL MARK2
NC_056074.1 38670001 38690001 5.91147 0.302306 OL MARK2
NC_056074.1 38690001 38710001 9.96663 0.337926 OL MARK2
NC_056074.1 38695001 38715001 8.28356 0.346506 OL MARK2;RCOR2
NC_056074.1 38700001 38720001 2.72055 0.268984 OL MARK2;RCOR2
NC_056078.1 34705001 34725001 6.87729 0.264069 OL MAT1A
NC_056078.1 34680001 34700001 22.4587 0.359622 OL MBLA;SFTPA1
NC_056078.1 34685001 34705001 20.4537 0.330799 OL MBLA;SFTPA1
NC_056078.1 34690001 34710001 27.4799 0.333847 OL MBLA;SFTPA1
NC_056078.1 34670001 34690001 8.21859 0.324392 OL MBLA;SFTPD
NC_056078.1 34675001 34695001 21.5449 0.3529 OL MBLA;SFTPD
NC_056067.1 14240001 14260001 2.44009 0.24875 OL MC1R;TCF25
NC_056079.1 5555001 5575001 2.74721 0.22131 OL MCPH1
NC_056079.1 5560001 5580001 4.05768 0.237719 OL MCPH1
NC_056079.1 5565001 5585001 4.33957 0.221179 OL MCPH1
NC_056079.1 5570001 5590001 5.42538 0.229172 OL MCPH1
NC_056079.1 5575001 5595001 4.95877 0.228968 OL MCPH1
NC_056079.1 5580001 5600001 2.85194 0.241114 OL MCPH1
NC_056057.1 55040001 55060001 2.47029 0.327567 OL MDFIC
NC_056057.1 55055001 55075001 2.56786 0.274987 OL MDFIC
NC_056054.1 237705001 237725001 4.02784 0.216935 OL MED12L
NC_056080.1 39960001 39980001 2.46268 0.244582 OL MED14
NC_056066.1 28940001 28960001 20.8322 0.229319 OL MEIG1
NC_056060.1 30900001 30920001 3.46797 0.226059 OL MEIS2
NC_056060.1 30905001 30925001 3.58243 0.260366 OL MEIS2
NC_056060.1 30910001 30930001 3.4881 0.280262 OL MEIS2
NC_056059.1 37500001 37520001 15.1534 0.320177 OL MEPE
NC_056059.1 37505001 37525001 16.7535 0.246981 OL MEPE
NC_056059.1 37510001 37530001 19.8994 0.220797 OL MEPE
NC_056057.1 53095001 53115001 2.83169 0.230752 OL MET
NC_056057.1 53100001 53120001 2.91548 0.272228 OL MET
NC_056057.1 53105001 53125001 2.89524 0.278936 OL MET
NC_056057.1 53110001 53130001 3.05461 0.254919 OL MET
NC_056057.1 53115001 53135001 3.14134 0.261257 OL MET
NC_056057.1 53120001 53140001 3.75982 0.288439 OL MET
NC_056057.1 53125001 53145001 5.5 0.273124 OL MET
NC_056057.1 53150001 53170001 4.20329 0.233646 OL MET
NC_056057.1 53155001 53175001 3.75746 0.278711 OL MET
NC_056057.1 53160001 53180001 3.4078 0.31018 OL MET
NC_056057.1 53165001 53185001 2.35699 0.245459 OL MET
NC_056076.1 37305001 37325001 3.66549 0.3971 OL METTL4
NC_056076.1 37310001 37330001 7.25194 0.46358 OL METTL4
NC_056076.1 37315001 37335001 11.136 0.480775 OL METTL4
NC_056076.1 37320001 37340001 12.5475 0.455692 OL METTL4
NC_056076.1 37325001 37345001 12.0105 0.409547 OL METTL4
NC_056076.1 37330001 37350001 7.04184 0.311331 OL METTL4
NC_056056.1 122360001 122380001 2.39462 0.216755 OL MGAT4C
NC_056056.1 123010001 123030001 4.09831 0.389643 OL MGAT4C
NC_056068.1 40160001 40180001 2.60099 0.315133 OL MICAL2







NC_056068.1 40165001 40185001 7.07575 0.335135 OL MICAL2
NC_056056.1 225375001 225395001 5.02996 0.664563 OL MLC1
NC_056056.1 225380001 225400001 5.00775 0.53384 OL MLC1;MOV10L1
NC_056056.1 225385001 225405001 6.07274 0.412769 OL MLC1;MOV10L1
NC_056056.1 225360001 225380001 12.2719 0.777415 OL MLC1;TTLL8
NC_056056.1 225365001 225385001 8.56337 0.778178 OL MLC1;TTLL8
NC_056056.1 225370001 225390001 5.33296 0.740814 OL MLC1;TTLL8
NC_056060.1 51980001 52000001 2.55624 0.314564 OL MNS1
NC_056074.1 46405001 46425001 3.54154 0.260105 OL MOB2
NC_056074.1 46410001 46430001 3.04688 0.245747 OL MOB2
NC_056074.1 46415001 46435001 3.0625 0.244149 OL MOB2
NC_056074.1 46425001 46445001 3.8628 0.253228 OL MOB2
NC_056056.1 225410001 225430001 6.52596 0.489381 OL MOV10L1
NC_056056.1 225415001 225435001 6.4156 0.451445 OL MOV10L1
NC_056056.1 225420001 225440001 6.88028 0.406363 OL MOV10L1
NC_056077.1 690001 710001 7.54974 0.212872 OL MPG;NPRL3
NC_056077.1 695001 715001 12.6894 0.275667 OL MPG;NPRL3
NC_056056.1 62710001 62730001 2.85191 0.269305 OL MRPL19
NC_056056.1 62715001 62735001 2.34044 0.284807 OL MRPL19
NC_056065.1 55585001 55605001 3.85382 0.289107 OL MRPS14
NC_056065.1 55590001 55610001 4.24324 0.274972 OL MRPS14
NC_056065.1 55595001 55615001 3.03296 0.284017 OL MRPS14
NC_056065.1 55600001 55620001 4.79509 0.301789 OL MRPS14
NC_056063.1 22115001 22135001 12.3234 0.227462 OL MRPS31
NC_056063.1 22120001 22140001 12 0.226684 OL MRPS31
NC_056063.1 22125001 22145001 12.0407 0.268907 OL MRPS31
NC_056063.1 22130001 22150001 4.51462 0.219047 OL MRPS31
NC_056068.1 81895001 81915001 3.7602 0.219108 OL MS4A13
NC_056074.1 34465001 34485001 2.58994 0.278682 OL MS4A15;MS4A18
NC_056074.1 34470001 34490001 3.16982 0.244655 OL MS4A15;MS4A18
NC_056054.1 52015001 52035001 5.9096 0.232309 OL MSH4;RABGGTB
NC_056054.1 52020001 52040001 4.36595 0.216512 OL MSH4;RABGGTB
NC_056060.1 74615001 74635001 4.70088 0.263355 OL MTHFD1
NC_056060.1 74620001 74640001 3.02811 0.241634 OL MTHFD1
NC_056065.1 41755001 41775001 2.33333 0.285244 OL MTOR
NC_056063.1 31385001 31405001 3.313 0.219331 OL MTUS2
NC_056063.1 31390001 31410001 2.71176 0.229487 OL MTUS2
NC_056062.1 25720001 25740001 2.33209 0.222305 OL MYC
NC_056064.1 27965001 27985001 3.6974 0.234325 OL MYH10
NC_056064.1 27970001 27990001 3.80952 0.232174 OL MYH10
NC_056077.1 35610001 35630001 2.62045 0.271003 OL MYL10
NC_056077.1 35615001 35635001 2.69819 0.272989 OL MYL10
NC_056077.1 35620001 35640001 2.82609 0.279412 OL MYL10
NC_056077.1 35625001 35645001 3.2078 0.289474 OL MYL10
NC_056067.1 14595001 14615001 2.44956 0.241806 OL MYLK3
NC_056063.1 83325001 83345001 7.3481 0.214475 OL MYO16
NC_056066.1 25855001 25875001 2.84869 0.306641 OL MYO3A
NC_056066.1 25860001 25880001 2.53256 0.248064 OL MYO3A
NC_056076.1 49860001 49880001 3.105 0.314948 OL MYO5B
NC_056076.1 49865001 49885001 2.47187 0.317267 OL MYO5B
NC_056076.1 49870001 49890001 3.1961 0.318681 OL MYO5B
NC_056076.1 49875001 49895001 4.10156 0.320679 OL MYO5B
NC_056076.1 49880001 49900001 9.44443 0.227213 OL MYO5B
NC_056076.1 37805001 37825001 2.35757 0.247042 OL MYOM1
NC_056076.1 37810001 37830001 3.83047 0.272275 OL MYOM1
NC_056076.1 37815001 37835001 4.66358 0.238587 OL MYOM1
NC_056056.1 112090001 112110001 3.23753 0.324742 OL NAP1L1
NC_056056.1 112095001 112115001 7.66253 0.297273 OL NAP1L1
NC_056056.1 112100001 112120001 10.5276 0.329668 OL NAP1L1
NC_056056.1 112105001 112125001 16.0155 0.42248 OL NAP1L1
NC_056056.1 112110001 112130001 14.6826 0.476219 OL NAP1L1
NC_056056.1 112115001 112135001 13.319 0.504816 OL NAP1L1
NC_056056.1 23605001 23625001 6.7344 0.329609 OL NBAS
NC_056056.1 23610001 23630001 5.54687 0.289471 OL NBAS
NC_056056.1 23615001 23635001 4.57938 0.26458 OL NBAS
NC_056063.1 26580001 26600001 2.79018 0.256916 OL NBEA
NC_056063.1 26585001 26605001 3.13808 0.308135 OL NBEA
NC_056063.1 26590001 26610001 3.71547 0.290523 OL NBEA
NC_056063.1 26595001 26615001 3.65217 0.289162 OL NBEA
NC_056063.1 26600001 26620001 2.49606 0.28212 OL NBEA
NC_056068.1 23215001 23235001 2.95813 0.328122 OL NCAM1
NC_056068.1 23220001 23240001 4.18031 0.314225 OL NCAM1
NC_056068.1 23225001 23245001 4.42799 0.271586 OL NCAM1
NC_056059.1 38035001 38055001 10.5742 0.319894 OL NCAPG







NC_056055.1 177505001 177525001 2.66133 0.261258 OL NCKAP5
NC_056055.1 177510001 177530001 3.42064 0.247543 OL NCKAP5
NC_056055.1 177515001 177535001 3.54937 0.264677 OL NCKAP5
NC_056055.1 177605001 177625001 2.52702 0.366776 OL NCKAP5
NC_056056.1 32220001 32240001 3.88541 0.223719 OL NCOA1
NC_056056.1 32225001 32245001 6.15234 0.262648 OL NCOA1
NC_056056.1 32230001 32250001 5 0.241249 OL NCOA1
NC_056070.1 51245001 51265001 2.43478 0.218873 OL NCOR2
NC_056070.1 51250001 51270001 2.63392 0.232144 OL NCOR2
NC_056070.1 51255001 51275001 2.44914 0.255966 OL NCOR2
NC_056070.1 51260001 51280001 2.35959 0.298463 OL NCOR2
NC_056076.1 37360001 37380001 3.54992 0.246138 OL NDC80
NC_056076.1 37365001 37385001 3.12801 0.24428 OL NDC80
NC_056076.1 37370001 37390001 2.79078 0.262001 OL NDC80
NC_056074.1 41850001 41870001 4.77126 0.215061 OL NDUFV1
NC_056066.1 21660001 21680001 4.35525 0.221845 OL NEBL
NC_056066.1 21665001 21685001 4.03294 0.220638 OL NEBL
NC_056054.1 47815001 47835001 3.43413 0.225525 OL NEGR1
NC_056054.1 47820001 47840001 6.52104 0.242007 OL NEGR1
NC_056054.1 47825001 47845001 9.94361 0.261904 OL NEGR1
NC_056054.1 47830001 47850001 6.71222 0.328694 OL NEGR1
NC_056054.1 47835001 47855001 2.53429 0.237849 OL NEGR1
NC_056055.1 111530001 111550001 3.24397 0.267481 OL NEK1
NC_056055.1 111535001 111555001 3.52772 0.269292 OL NEK1
NC_056055.1 111540001 111560001 3.25806 0.260053 OL NEK1
NC_056055.1 111545001 111565001 2.98365 0.221762 OL NEK1
NC_056055.1 111575001 111595001 2.54745 0.248044 OL NEK1
NC_056055.1 111580001 111600001 3.64524 0.273358 OL NEK1
NC_056055.1 111585001 111605001 5.49732 0.283771 OL NEK1
NC_056055.1 111590001 111610001 4.97008 0.267446 OL NEK1
NC_056072.1 1710001 1730001 3.23206 0.25432 OL NEK10
NC_056072.1 1715001 1735001 5.8453 0.2631 OL NEK10
NC_056072.1 1720001 1740001 8.11 0.271493 OL NEK10
NC_056072.1 1725001 1745001 3.54456 0.287422 OL NEK10
NC_056056.1 141815001 141835001 2.35927 0.252811 OL NELL2
NC_056056.1 141820001 141840001 3.17529 0.341962 OL NELL2
NC_056056.1 141825001 141845001 2.93104 0.337851 OL NELL2
NC_056060.1 19715001 19735001 2.68501 0.356691 OL NEO1
NC_056080.1 15625001 15645001 3.06145 0.216292 OL NHS
NC_056080.1 15630001 15650001 4.30919 0.223811 OL NHS
NC_056080.1 15735001 15755001 5.62264 0.422535 OL NHS
NC_056080.1 15740001 15760001 8.65415 0.477248 OL NHS
NC_056080.1 15745001 15765001 4.07877 0.475749 OL NHS
NC_056080.1 15750001 15770001 2.47524 0.431871 OL NHS
NC_056080.1 15770001 15790001 3.67421 0.300814 OL NHS
NC_056060.1 41820001 41840001 2.43234 0.244692 OL NIN
NC_056060.1 41825001 41845001 2.39662 0.218777 OL NIN
NC_056061.1 13970001 13990001 2.54178 0.222659 OL NKAIN2
NC_056061.1 13975001 13995001 2.50244 0.215024 OL NKAIN2
NC_056061.1 14165001 14185001 2.94516 0.218424 OL NKAIN2
NC_056061.1 14170001 14190001 2.81173 0.232413 OL NKAIN2
NC_056061.1 14175001 14195001 2.76351 0.230098 OL NKAIN2
NC_056061.1 14180001 14200001 2.74254 0.215192 OL NKAIN2
NC_056061.1 14190001 14210001 3.1706 0.223231 OL NKAIN2
NC_056061.1 14195001 14215001 4.01891 0.217265 OL NKAIN2
NC_056061.1 14200001 14220001 5.70781 0.215867 OL NKAIN2
NC_056061.1 14205001 14225001 5.44668 0.219473 OL NKAIN2
NC_056062.1 40450001 40470001 7.57651 0.275025 OL NKAIN3
NC_056062.1 40455001 40475001 13.2356 0.346451 OL NKAIN3
NC_056062.1 40470001 40490001 4.05882 0.33757 OL NKAIN3
NC_056062.1 40810001 40830001 3.0955 0.297605 OL NKAIN3
NC_056062.1 40815001 40835001 2.89575 0.26908 OL NKAIN3
NC_056062.1 40820001 40840001 3.34229 0.288145 OL NKAIN3
NC_056062.1 40825001 40845001 2.50597 0.248817 OL NKAIN3
NC_056062.1 40830001 40850001 2.5089 0.256245 OL NKAIN3
NC_056054.1 213995001 214015001 2.72379 0.230049 OL NLGN1
NC_056054.1 214005001 214025001 3.65843 0.232814 OL NLGN1
NC_056080.1 3690001 3710001 6.16645 0.239881 OL NLGN4X
NC_056080.1 3695001 3715001 10.8846 0.293485 OL NLGN4X
NC_056080.1 3700001 3720001 43.2924 0.314499 OL NLGN4X
NC_056080.1 3705001 3725001 23.083 0.280934 OL NLGN4X
NC_056057.1 67365001 67385001 2.75249 0.246166 OL NOD1
NC_056057.1 67385001 67405001 2.54662 0.231878 OL NOD1
NC_056057.1 67420001 67440001 2.72789 0.305793 OL NOD1







NC_056057.1 67425001 67445001 2.69157 0.237907 OL NOD1
NC_056057.1 67430001 67450001 3.30119 0.247422 OL NOD1
NC_056076.1 23180001 23200001 19.7148 0.302147 OL NOL4
NC_056076.1 23185001 23205001 16.52 0.288639 OL NOL4
NC_056076.1 23190001 23210001 3.83023 0.214348 OL NOL4
NC_056076.1 23220001 23240001 4.34783 0.228547 OL NOL4
NC_056076.1 23225001 23245001 10.7483 0.272203 OL NOL4
NC_056076.1 23230001 23250001 12.5671 0.277116 OL NOL4
NC_056076.1 23235001 23255001 18.4023 0.260719 OL NOL4
NC_056076.1 23335001 23355001 2.65091 0.304487 OL NOL4
NC_056076.1 23490001 23510001 3.02265 0.216942 OL NOL4
NC_056076.1 23495001 23515001 3.26159 0.224466 OL NOL4
NC_056071.1 34515001 34535001 3.21524 0.43287 OL NOVA1
NC_056071.1 34520001 34540001 4.12321 0.466766 OL NOVA1
NC_056071.1 34525001 34545001 3.32937 0.448275 OL NOVA1
NC_056071.1 34530001 34550001 2.67864 0.416896 OL NOVA1
NC_056060.1 86760001 86780001 2.65472 0.338736 OL NOXRED1
NC_056060.1 86765001 86785001 4.35162 0.373857 OL NOXRED1;VIPAS39
NC_056077.1 700001 720001 39.1263 0.303273 OL NPRL3
NC_056077.1 715001 735001 28.9263 0.260683 OL NPRL3
NC_056077.1 720001 740001 20.1783 0.23256 OL NPRL3
NC_056057.1 73205001 73225001 4.05692 0.323947 OL NPY
NC_056057.1 73210001 73230001 3.8596 0.322932 OL NPY
NC_056057.1 50760001 50780001 2.45683 0.292101 OL NRCAM
NC_056078.1 36145001 36165001 2.42544 0.422761 OL NRG3
NC_056080.1 131595001 131615001 2.36519 0.224518 OL NRK
NC_056056.1 73290001 73310001 5.68868 0.323486 OL NRXN1
NC_056056.1 74060001 74080001 3.39041 0.230773 OL NRXN1
NC_056056.1 74065001 74085001 3.73856 0.25933 OL NRXN1
NC_056056.1 74070001 74090001 4.78481 0.27715 OL NRXN1
NC_056056.1 74075001 74095001 4.83298 0.290669 OL NRXN1
NC_056056.1 74080001 74100001 5.05252 0.257235 OL NRXN1
NC_056056.1 74085001 74105001 4.2045 0.272351 OL NRXN1
NC_056056.1 74090001 74110001 2.59603 0.241054 OL NRXN1
NC_056074.1 39335001 39355001 4.94325 0.214691 OL NRXN2
NC_056074.1 39340001 39360001 5.57407 0.217829 OL NRXN2
NC_056060.1 88285001 88305001 4.31569 0.217226 OL NRXN3
NC_056060.1 88290001 88310001 3.49105 0.213968 OL NRXN3
NC_056060.1 88295001 88315001 2.99112 0.218948 OL NRXN3
NC_056079.1 32510001 32530001 3.8896 0.226911 OL NSD3;PLPP5
NC_056071.1 25975001 25995001 4.01289 0.429378 OL NSMCE3
NC_056071.1 25980001 26000001 3.68714 0.424654 OL NSMCE3
NC_056075.1 23485001 23505001 5.35989 0.252166 OL NT5C2
NC_056075.1 23490001 23510001 13.7386 0.294284 OL NT5C2
NC_056075.1 23495001 23515001 6.24542 0.282057 OL NT5C2
NC_056077.1 14225001 14245001 2.7634 0.239904 OL NTAN1;PDXDC1
NC_056077.1 14230001 14250001 2.6224 0.219482 OL NTAN1;PDXDC1
NC_056077.1 14240001 14260001 2.43495 0.258427 OL NTAN1;PDXDC1
NC_056077.1 14215001 14235001 3.33689 0.235009 OL NTAN1;RRN3
NC_056077.1 14220001 14240001 3.21951 0.233249 OL NTAN1;RRN3
NC_056065.1 37060001 37080001 3.13497 0.226425 OL NTMT2
NC_056065.1 37065001 37085001 3.64612 0.234402 OL NTMT2
NC_056065.1 37070001 37090001 3.35945 0.215164 OL NTMT2
NC_056056.1 165630001 165650001 7.38494 0.226134 OL NTN4
NC_056071.1 18635001 18655001 3.66025 0.340305 OL NTRK3
NC_056071.1 18650001 18670001 7.78848 0.406373 OL NTRK3
NC_056063.1 54350001 54370001 3.02576 0.308294 OL OBI1;POU4F1
NC_056074.1 31360001 31380001 3.17758 0.212364 OL OPCML
NC_056074.1 31595001 31615001 4.25759 0.215961 OL OPCML
NC_056074.1 31600001 31620001 4.54741 0.215064 OL OPCML
NC_056076.1 32810001 32830001 2.55088 0.223001 OL OSBPL1A
NC_056076.1 32815001 32835001 2.71502 0.24303 OL OSBPL1A
NC_056076.1 32820001 32840001 2.49221 0.215017 OL OSBPL1A
NC_056057.1 72445001 72465001 2.39607 0.242377 OL OSBPL3
NC_056057.1 72450001 72470001 2.81614 0.275183 OL OSBPL3
NC_056056.1 116400001 116420001 2.36323 0.264494 OL OTOGL
NC_056059.1 105555001 105575001 24.8926 0.272939 OL OTOP1
NC_056059.1 105580001 105600001 4.66225 0.256499 OL OTOP1
NC_056071.1 67420001 67440001 4.63721 0.512079 OL PACS2;TEX22
NC_056055.1 248995001 249015001 7.00809 0.279525 OL PADI1;PADI3
NC_056055.1 248960001 248980001 21.9252 0.288788 OL PADI3
NC_056055.1 248965001 248985001 19.4166 0.303645 OL PADI3
NC_056055.1 248970001 248990001 21.7333 0.304346 OL PADI3
NC_056055.1 248975001 248995001 23.2475 0.29847 OL PADI3







NC_056055.1 248980001 249000001 15.8333 0.297999 OL PADI3
NC_056055.1 248955001 248975001 24.7929 0.257518 OL PADI4
NW_02459982 1180001 1200001 3.6303 0.22639 OL PAG3
NW_02459982 1185001 1205001 2.63964 0.212725 OL PAG3
NC_056055.1 13390001 13410001 5.76341 0.212886 OL PALM2AKAP2
NC_056055.1 13395001 13415001 3.97122 0.227768 OL PALM2AKAP2
NC_056060.1 16210001 16230001 4.60409 0.282907 OL PAQR5
NC_056060.1 16215001 16235001 4.22651 0.291361 OL PAQR5
NC_056060.1 16220001 16240001 4.64725 0.316877 OL PAQR5
NC_056054.1 37040001 37060001 13.9099 0.252129 OL PATJ
NC_056054.1 37045001 37065001 15.2916 0.230053 OL PATJ
NC_056054.1 37050001 37070001 5.03304 0.219701 OL PATJ
NC_056056.1 115670001 115690001 3.08262 0.241146 OL PAWR
NC_056056.1 115675001 115695001 3.20824 0.260948 OL PAWR
NC_056056.1 115680001 115700001 2.68471 0.24086 OL PAWR
NC_056058.1 43995001 44015001 6.08763 0.607378 OL PCBD2
NC_056058.1 44000001 44020001 9.32772 0.640491 OL PCBD2
NC_056058.1 44005001 44025001 5.41935 0.615153 OL PCBD2
NC_056058.1 44010001 44030001 2.72699 0.488694 OL PCBD2
NC_056054.1 266180001 266200001 3.50939 0.22203 OL PCBP3
NC_056054.1 266185001 266205001 4.01348 0.238529 OL PCBP3
NC_056054.1 266190001 266210001 4.46651 0.249569 OL PCBP3
NC_056054.1 266195001 266215001 3.27579 0.225083 OL PCBP3
NC_056054.1 266210001 266230001 3.13053 0.219357 OL PCBP3
NC_056054.1 266215001 266235001 4.5285 0.255839 OL PCBP3
NC_056054.1 266220001 266240001 6.0623 0.274269 OL PCBP3
NC_056054.1 266225001 266245001 3.40813 0.221697 OL PCBP3
NC_056054.1 266230001 266250001 3.21723 0.219411 OL PCBP3
NC_056080.1 22865001 22885001 2.42932 0.225307 OL PCYT1B
NC_056056.1 100870001 100890001 2.5602 0.232294 OL PDCL3
NC_056056.1 100875001 100895001 2.51308 0.249915 OL PDCL3
NC_056057.1 65755001 65775001 2.83163 0.243411 OL PDE1C
NC_056057.1 65760001 65780001 2.94401 0.258048 OL PDE1C
NC_056057.1 66120001 66140001 3.37242 0.219558 OL PDE1C
NC_056057.1 66140001 66160001 3.82997 0.213448 OL PDE1C
NC_056057.1 66145001 66165001 12.8413 0.35503 OL PDE1C
NC_056057.1 66150001 66170001 18.4535 0.314286 OL PDE1C
NC_056057.1 66155001 66175001 31.0081 0.312598 OL PDE1C
NC_056057.1 66160001 66180001 40.4505 0.259129 OL PDE1C
NC_056060.1 8535001 8555001 3.08903 0.592792 OL PDE8B
NC_056060.1 8540001 8560001 2.49337 0.562063 OL PDE8B
NC_056060.1 8560001 8580001 2.56313 0.566119 OL PDE8B
NC_056054.1 263675001 263695001 3.13429 0.268291 OL PDE9A
NC_056054.1 263680001 263700001 4.21136 0.256236 OL PDE9A
NC_056068.1 4205001 4225001 4.46256 0.257747 OL PDGFD
NC_056068.1 4210001 4230001 8.91369 0.279202 OL PDGFD
NC_056068.1 4215001 4235001 7.2887 0.245925 OL PDGFD
NC_056068.1 4220001 4240001 5.1817 0.259801 OL PDGFD
NC_056068.1 4225001 4245001 3.81161 0.276492 OL PDGFD
NC_056068.1 4230001 4250001 3.35301 0.249541 OL PDGFD
NC_056068.1 4235001 4255001 3.3538 0.293565 OL PDGFD
NC_056068.1 4240001 4260001 4.10944 0.262737 OL PDGFD
NC_056056.1 145540001 145560001 2.99514 0.234809 OL PDZRN4
NC_056056.1 145545001 145565001 9.94929 0.329642 OL PDZRN4
NC_056056.1 145550001 145570001 8.69881 0.341758 OL PDZRN4
NC_056056.1 145555001 145575001 3.62247 0.266629 OL PDZRN4
NC_056060.1 66790001 66810001 10.0776 0.220905 OL PELI2
NC_056061.1 68385001 68405001 5.24294 0.229233 OL PHACTR2
NC_056061.1 68435001 68455001 5.66991 0.2373 OL PHACTR2
NC_056057.1 20075001 20095001 2.96333 0.409231 OL PHF14
NC_056055.1 2675001 2695001 3.15024 0.275893 OL PHF19
NC_056055.1 2680001 2700001 3.23691 0.307495 OL PHF19
NC_056055.1 2685001 2705001 4.24583 0.357192 OL PHF19
NC_056055.1 27915001 27935001 3.08513 0.274433 OL PHF2
NC_056055.1 27920001 27940001 4.49522 0.241091 OL PHF2
NC_056055.1 27935001 27955001 4.88606 0.225284 OL PHF2
NC_056055.1 27940001 27960001 5.37558 0.262835 OL PHF2
NC_056055.1 27945001 27965001 8.10932 0.311429 OL PHF2
NC_056055.1 27950001 27970001 6.67016 0.330916 OL PHF2
NC_056054.1 97075001 97095001 2.5403 0.413388 OL PHGDH
NC_056054.1 97085001 97105001 3.11014 0.423806 OL PHGDH
NC_056054.1 97090001 97110001 2.72784 0.3967 OL PHGDH
NC_056076.1 60870001 60890001 4.59048 0.232232 OL PIGN
NC_056076.1 60875001 60895001 26.2689 0.280518 OL PIGN







NC_056076.1 60880001 60900001 28.4782 0.281962 OL PIGN
NC_056076.1 60895001 60915001 31.2318 0.316428 OL PIGN
NC_056076.1 60900001 60920001 32.0472 0.349261 OL PIGN;RELCH
NC_056076.1 60905001 60925001 30.8296 0.372036 OL PIGN;RELCH
NC_056076.1 60915001 60935001 22.1961 0.336416 OL PIGN;RELCH
NC_056076.1 14235001 14255001 15.6723 0.239168 OL PIK3C3
NC_056076.1 14240001 14260001 16.4285 0.257101 OL PIK3C3
NC_056057.1 49520001 49540001 2.54103 0.212826 OL PIK3CG
NC_056067.1 7270001 7290001 8.73528 0.250694 OL PKD1L2
NC_056067.1 7275001 7295001 14.5874 0.304489 OL PKD1L2
NC_056067.1 7280001 7300001 18.2 0.307409 OL PKD1L2
NC_056067.1 7290001 7310001 5.13702 0.238416 OL PKD1L2
NC_056059.1 37305001 37325001 7.47711 0.215089 OL PKD2
NC_056069.1 33370001 33390001 2.89605 0.227642 OL PLCXD3
NC_056069.1 33375001 33395001 2.6824 0.23039 OL PLCXD3
NC_056069.1 33380001 33400001 2.53854 0.21947 OL PLCXD3
NC_056054.1 216415001 216435001 2.42508 0.276479 OL PLD1
NC_056054.1 216440001 216460001 7.61273 0.216065 OL PLD1
NC_056054.1 216445001 216465001 20.4026 0.251867 OL PLD1
NC_056054.1 216460001 216480001 20.2035 0.315148 OL PLD1
NC_056054.1 216465001 216485001 19.161 0.271328 OL PLD1
NC_056056.1 196165001 196185001 2.4429 0.415589 OL PLEKHA5
NC_056056.1 196170001 196190001 4.65663 0.39861 OL PLEKHA5
NC_056056.1 196200001 196220001 2.36297 0.508127 OL PLEKHA5
NC_056054.1 76670001 76690001 6.98324 0.25377 OL PLPPR4
NC_056054.1 76675001 76695001 11.417 0.325048 OL PLPPR4
NC_056054.1 76680001 76700001 16.8435 0.321493 OL PLPPR4
NC_056054.1 76685001 76705001 18.8333 0.391667 OL PLPPR4
NC_056054.1 76690001 76710001 17.528 0.31341 OL PLPPR4
NC_056054.1 76705001 76725001 2.85941 0.270375 OL PLPPR4
NC_056068.1 21335001 21355001 2.87535 0.241837 OL POU2AF1
NC_056068.1 21340001 21360001 2.43334 0.234754 OL POU2AF1
NC_056058.1 58930001 58950001 2.35752 0.253297 OL PPARGC1B
NC_056056.1 117695001 117715001 3.05095 0.298275 OL PPFIA2
NC_056056.1 117700001 117720001 6.13093 0.275362 OL PPFIA2
NC_056056.1 115830001 115850001 5.29501 0.227197 OL PPP1R12A
NC_056056.1 115835001 115855001 11.956 0.269278 OL PPP1R12A
NC_056056.1 115840001 115860001 7.01133 0.25334 OL PPP1R12A
NC_056056.1 115855001 115875001 2.61588 0.215994 OL PPP1R12A
NC_056056.1 115860001 115880001 3.04068 0.217439 OL PPP1R12A
NC_056065.1 79590001 79610001 3.20132 0.215402 OL PPP1R12B
NC_056065.1 79595001 79615001 3.20714 0.254506 OL PPP1R12B
NC_056065.1 79625001 79645001 2.42175 0.226078 OL PPP1R12B
NC_056055.1 127660001 127680001 7.18117 0.237761 OL PPP1R1C
NC_056055.1 127665001 127685001 7.11358 0.251198 OL PPP1R1C
NC_056055.1 127670001 127690001 8.15242 0.271428 OL PPP1R1C
NC_056055.1 127675001 127695001 7.25714 0.269894 OL PPP1R1C
NC_056055.1 127680001 127700001 4.67947 0.249309 OL PPP1R1C
NC_056055.1 127690001 127710001 3.35376 0.217856 OL PPP1R1C
NC_056055.1 127695001 127715001 3.29775 0.229137 OL PPP1R1C
NC_056059.1 5030001 5050001 2.49433 0.28089 OL PRDM5
NC_056065.1 54285001 54305001 3.89894 0.250803 OL PRDX6;SLC9C2
NC_056065.1 54290001 54310001 5.27868 0.284464 OL PRDX6;SLC9C2
NC_056056.1 79980001 80000001 10.594 0.234734 OL PREPL
NC_056056.1 79985001 80005001 3.26467 0.24859 OL PREPL;SLC3A1
NC_056072.1 51180001 51200001 3.03954 0.432735 OL PRKAR2A
NC_056056.1 78605001 78625001 4.97805 0.297474 OL PRKCE
NC_056060.1 71810001 71830001 3.89321 0.231836 OL PRKCH
NC_056075.1 7825001 7845001 3.68188 0.264464 OL PRKG1
NC_056075.1 7830001 7850001 6.66313 0.273822 OL PRKG1
NC_056075.1 7840001 7860001 32.193 0.26414 OL PRKG1
NC_056075.1 7845001 7865001 25.2794 0.23422 OL PRKG1
NC_056075.1 7850001 7870001 15.1665 0.222948 OL PRKG1
NC_056061.1 85690001 85710001 3.42238 0.233619 OL PRKN
NC_056061.1 85695001 85715001 3.75583 0.228422 OL PRKN
NC_056059.1 112025001 112045001 3.11858 0.268602 OL PROM1
NC_056059.1 112030001 112050001 7.94139 0.423676 OL PROM1
NC_056059.1 112035001 112055001 15.1888 0.447671 OL PROM1
NC_056059.1 112040001 112060001 17.3064 0.419847 OL PROM1
NC_056059.1 112045001 112065001 12.617 0.306574 OL PROM1
NC_056056.1 136935001 136955001 4.01701 0.255514 OL PRPH
NC_056056.1 136940001 136960001 5.17339 0.247203 OL PRPH
NC_056077.1 41750001 41770001 4.42501 0.292994 OL PSMG3
NC_056077.1 41755001 41775001 4.49178 0.300629 OL PSMG3;TMEM184A







NC_056077.1 41760001 41780001 4.10141 0.248659 OL PSMG3;TMEM184A
NC_056071.1 29875001 29895001 3.36187 0.373705 OL PSTPIP1
NC_056071.1 29880001 29900001 3.72618 0.391842 OL PSTPIP1
NC_056071.1 29885001 29905001 2.86728 0.366761 OL PSTPIP1
NC_056055.1 13875001 13895001 3.1523 0.354135 OL PTPN3
NC_056055.1 78135001 78155001 3.48504 0.28848 OL PTPRD
NC_056072.1 39215001 39235001 4.91712 0.420531 OL PTPRG
NC_056072.1 39220001 39240001 4.01917 0.416875 OL PTPRG
NC_056072.1 39525001 39545001 3.87457 0.361061 OL PTPRG
NC_056072.1 39530001 39550001 6.32451 0.354989 OL PTPRG
NC_056072.1 39535001 39555001 3.59615 0.280691 OL PTPRG
NC_056055.1 71160001 71180001 2.70152 0.30349 OL PUM3
NC_056057.1 48100001 48120001 5.01986 0.220763 OL PUS7
NC_056056.1 194330001 194350001 3.69141 0.276298 OL PYROXD1
NC_056064.1 43560001 43580001 7.96154 0.257993 OL PYY
NC_056064.1 43565001 43585001 7.43403 0.253512 OL PYY
NC_056059.1 4340001 4360001 3.15024 0.256857 OL QRFPR
NC_056056.1 33375001 33395001 2.35862 0.273791 OL RAB10
NC_056065.1 55460001 55480001 5.3502 0.264778 OL RABGAP1L
NC_056065.1 55465001 55485001 6.99562 0.2152 OL RABGAP1L
NC_056065.1 55505001 55525001 2.6093 0.282576 OL RABGAP1L
NC_056065.1 55515001 55535001 2.46438 0.302181 OL RABGAP1L
NC_056065.1 55520001 55540001 3.56146 0.260652 OL RABGAP1L
NC_056057.1 78135001 78155001 2.64046 0.226109 OL RAMP3
NC_056057.1 78140001 78160001 4.15301 0.266775 OL RAMP3
NC_056057.1 78145001 78165001 6.69275 0.290619 OL RAMP3
NC_056057.1 78150001 78170001 3.66083 0.278986 OL RAMP3
NC_056058.1 20645001 20665001 2.37245 0.256451 OL RAPGEF6
NC_056058.1 20650001 20670001 2.39011 0.253755 OL RAPGEF6
NC_056079.1 39770001 39790001 7.09183 0.420307 OL RARB
NC_056079.1 39775001 39795001 10.269 0.45681 OL RARB
NC_056079.1 39780001 39800001 11.7329 0.434673 OL RARB
NC_056079.1 39785001 39805001 15.3333 0.384549 OL RARB
NC_056065.1 58935001 58955001 2.76255 0.235819 OL RASAL2
NC_056065.1 58940001 58960001 4.30168 0.260128 OL RASAL2
NC_056065.1 58945001 58965001 4.38117 0.257771 OL RASAL2
NC_056065.1 58950001 58970001 2.56949 0.230951 OL RASAL2
NC_056065.1 58990001 59010001 2.94687 0.223038 OL RASAL2
NC_056065.1 58995001 59015001 3.1649 0.236106 OL RASAL2
NC_056065.1 59000001 59020001 3.66219 0.242142 OL RASAL2
NC_056077.1 6610001 6630001 4.32675 0.254112 OL RBFOX1
NC_056077.1 6615001 6635001 4.78188 0.253563 OL RBFOX1
NC_056077.1 6620001 6640001 4.46226 0.240848 OL RBFOX1
NC_056077.1 6625001 6645001 4.07441 0.244902 OL RBFOX1
NC_056073.1 39305001 39325001 2.34615 0.233793 OL RBM24
NC_056073.1 39310001 39330001 2.46796 0.239404 OL RBM24
NC_056072.1 3865001 3885001 2.51435 0.284422 OL RBMS3
NC_056072.1 3870001 3890001 2.8431 0.241655 OL RBMS3
NC_056072.1 4475001 4495001 2.78628 0.227095 OL RBMS3
NC_056072.1 4480001 4500001 2.37534 0.240841 OL RBMS3
NC_056072.1 4485001 4505001 2.71655 0.238553 OL RBMS3
NC_056073.1 19550001 19570001 4.19759 0.2643 OL RCAN2
NC_056073.1 19555001 19575001 2.55969 0.231762 OL RCAN2
NC_056073.1 19670001 19690001 21.0476 0.212903 OL RCAN2
NC_056071.1 29845001 29865001 8.51093 0.25046 OL RCN2
NC_056055.1 52415001 52435001 3.32759 0.263855 OL RECK
NC_056055.1 52420001 52440001 12.7736 0.342238 OL RECK
NC_056076.1 60920001 60940001 16.307 0.277621 OL RELCH
NC_056076.1 60925001 60945001 10.6454 0.217325 OL RELCH
NC_056076.1 60945001 60965001 9.75212 0.233867 OL RELCH
NC_056076.1 60950001 60970001 11.165 0.269754 OL RELCH
NC_056076.1 61010001 61030001 4.7544 0.274824 OL RELCH
NC_056076.1 61015001 61035001 2.62342 0.216877 OL RELCH
NC_056057.1 46470001 46490001 3.02922 0.547101 OL RELN
NC_056057.1 46480001 46500001 2.81932 0.428781 OL RELN
NC_056057.1 46485001 46505001 2.91915 0.350466 OL RELN
NC_056057.1 46490001 46510001 2.56897 0.240155 OL RELN
NC_056065.1 44155001 44175001 3.58846 0.22194 OL RERE
NC_056065.1 44160001 44180001 6.91379 0.254442 OL RERE
NC_056065.1 44165001 44185001 7.83814 0.267327 OL RERE
NC_056065.1 44170001 44190001 9.2778 0.263486 OL RERE
NC_056065.1 44175001 44195001 8.10793 0.244951 OL RERE
NC_056065.1 44180001 44200001 6.1976 0.213771 OL RERE
NC_056056.1 100120001 100140001 20.562 0.434403 OL RFX8







NC_056065.1 64380001 64400001 3.34649 0.237087 OL RGL1
NC_056065.1 64390001 64410001 4.83457 0.220466 OL RGL1
NC_056060.1 81585001 81605001 2.50284 0.317753 OL RGS6
NC_056060.1 81590001 81610001 3.00565 0.383056 OL RGS6
NC_056060.1 81595001 81615001 3.50363 0.451033 OL RGS6
NC_056060.1 81600001 81620001 3.54377 0.430104 OL RGS6
NC_056060.1 81625001 81645001 3.0787 0.365901 OL RGS6
NC_056060.1 81630001 81650001 3.60402 0.39293 OL RGS6
NC_056060.1 81635001 81655001 3.51005 0.401892 OL RGS6
NC_056060.1 81640001 81660001 3.31441 0.398696 OL RGS6
NC_056060.1 81645001 81665001 2.40047 0.341321 OL RGS6
NC_056056.1 212700001 212720001 2.87559 0.276597 OL RHNO1;TULP3
NC_056062.1 73880001 73900001 3.76958 0.252434 OL RIMS2
NC_056062.1 73885001 73905001 3.33447 0.278523 OL RIMS2
NC_056076.1 33575001 33595001 4.38462 0.240418 OL RIOK3
NC_056063.1 20740001 20760001 3.64706 0.243545 OL RNASEH2B
NC_056063.1 20745001 20765001 5.34532 0.261282 OL RNASEH2B
NC_056058.1 68340001 68360001 2.61422 0.297534 OL RNF145
NC_056058.1 68345001 68365001 2.76782 0.327294 OL RNF145
NC_056058.1 68350001 68370001 3 0.353604 OL RNF145
NC_056062.1 76990001 77010001 3.04106 0.432356 OL RNF19A
NC_056062.1 76995001 77015001 3.99727 0.437071 OL RNF19A
NC_056062.1 77000001 77020001 3.60308 0.400133 OL RNF19A
NC_056062.1 77005001 77025001 2.93814 0.321728 OL RNF19A
NC_056062.1 77010001 77030001 3.3649 0.287347 OL RNF19A
NC_056062.1 77015001 77035001 3.08873 0.298447 OL RNF19A
NC_056062.1 77020001 77040001 3.85035 0.296944 OL RNF19A
NC_056062.1 77025001 77045001 2.37179 0.237635 OL RNF19A
NC_056064.1 51715001 51735001 10.6554 0.314105 OL RNF213
NC_056055.1 52105001 52125001 5.55844 0.383237 OL RNF38
NC_056055.1 52125001 52145001 2.67204 0.45051 OL RNF38
NC_056064.1 9060001 9080001 2.54378 0.300474 OL RNF43
NC_056064.1 9065001 9085001 2.4898 0.283096 OL RNF43
NC_056054.1 147740001 147760001 2.54275 0.218557 OL ROBO1
NC_056054.1 147745001 147765001 4.61954 0.265594 OL ROBO1
NC_056054.1 147750001 147770001 2.92075 0.236877 OL ROBO1
NC_056054.1 147755001 147775001 2.41568 0.222094 OL ROBO1
NC_056054.1 145375001 145395001 3.15492 0.214532 OL ROBO2
NC_056054.1 39205001 39225001 2.51428 0.214273 OL ROR1
NC_056060.1 47125001 47145001 4.43669 0.225553 OL RORA
NC_056060.1 47130001 47150001 3.88811 0.335898 OL RORA
NC_056060.1 47135001 47155001 3.51525 0.374516 OL RORA
NC_056060.1 47140001 47160001 3.35069 0.481397 OL RORA
NC_056060.1 47145001 47165001 2.84573 0.449506 OL RORA
NC_056055.1 104515001 104535001 4.21054 0.287689 OL RP1L1
NC_056055.1 104520001 104540001 7.82059 0.325933 OL RP1L1
NC_056055.1 104525001 104545001 10.8514 0.32872 OL RP1L1
NC_056055.1 104530001 104550001 12.4838 0.350677 OL RP1L1
NC_056055.1 104535001 104555001 6.60627 0.290447 OL RP1L1
NC_056080.1 37840001 37860001 2.91607 0.214052 OL RPGR
NC_056077.1 14200001 14220001 3.13193 0.24528 OL RRN3
NC_056077.1 14205001 14225001 3.61225 0.242755 OL RRN3
NC_056066.1 30490001 30510001 3.62387 0.217637 OL RSU1
NC_056066.1 30495001 30515001 8.65267 0.300032 OL RSU1
NC_056066.1 30500001 30520001 4.41942 0.287636 OL RSU1
NC_056066.1 30505001 30525001 3.42231 0.278701 OL RSU1
NC_056066.1 30510001 30530001 2.95885 0.305123 OL RSU1
NC_056066.1 30520001 30540001 2.36574 0.314723 OL RSU1
NC_056064.1 43835001 43855001 3.07058 0.251903 OL RUNDC3A
NC_056064.1 43840001 43860001 3.76988 0.257918 OL RUNDC3A
NC_056054.1 267645001 267665001 2.81995 0.240817 OL RUNX1
NC_056054.1 267660001 267680001 4.52795 0.259559 OL RUNX1
NC_056060.1 8065001 8085001 2.47567 0.378926 OL S100Z
NC_056060.1 8070001 8090001 3.42644 0.369195 OL S100Z
NC_056060.1 8075001 8095001 5.63398 0.327096 OL S100Z
NC_056060.1 8080001 8100001 7.04221 0.330499 OL S100Z
NC_056060.1 8085001 8105001 3.20182 0.236832 OL S100Z
NC_056054.1 143475001 143495001 3.28843 0.229983 OL SAMSN1
NC_056054.1 143480001 143500001 2.44166 0.215331 OL SAMSN1
NC_056055.1 117465001 117485001 2.61643 0.407832 OL SAP130
NC_056055.1 117470001 117490001 2.35616 0.38182 OL SAP130
NC_056055.1 117495001 117515001 2.38566 0.268357 OL SAP130
NC_056055.1 117500001 117520001 3.17235 0.299427 OL SAP130
NC_056055.1 117505001 117525001 2.47313 0.282733 OL SAP130







NC_056055.1 117510001 117530001 2.41917 0.28288 OL SAP130
NC_056058.1 43765001 43785001 2.387 0.352888 OL SAR1B
NC_056058.1 43770001 43790001 2.41015 0.360732 OL SAR1B
NC_056061.1 79310001 79330001 2.71951 0.344431 OL SCAF8
NC_056061.1 79315001 79335001 2.70948 0.3347 OL SCAF8
NC_056061.1 79320001 79340001 3.43599 0.307914 OL SCAF8
NC_056063.1 53340001 53360001 2.48213 0.221852 OL SCEL
NC_056070.1 29140001 29160001 2.78917 0.382837 OL SCLT1
NC_056070.1 29145001 29165001 3.40039 0.454746 OL SCLT1
NC_056070.1 29150001 29170001 3.10017 0.394317 OL SCLT1
NC_056070.1 29155001 29175001 3.44985 0.369552 OL SCLT1
NC_056070.1 29160001 29180001 3.67052 0.340757 OL SCLT1
NC_056070.1 29165001 29185001 6.54797 0.321959 OL SCLT1
NC_056070.1 29170001 29190001 9.05098 0.340183 OL SCLT1
NC_056070.1 29175001 29195001 10.8841 0.330083 OL SCLT1
NC_056054.1 15595001 15615001 2.52806 0.220358 OL SCMH1
NC_056054.1 15600001 15620001 2.6008 0.285123 OL SCMH1
NC_056054.1 15605001 15625001 2.63622 0.305953 OL SCMH1
NC_056054.1 15610001 15630001 2.46378 0.264681 OL SCMH1
NC_056054.1 15615001 15635001 2.33519 0.236959 OL SCMH1
NC_056054.1 15535001 15555001 3.00926 0.394713 OL SCMH1;SLFNL1
NC_056054.1 15540001 15560001 2.84616 0.382564 OL SCMH1;SLFNL1
NC_056054.1 15545001 15565001 2.46629 0.283211 OL SCMH1;SLFNL1
NC_056072.1 12135001 12155001 2.48241 0.251816 OL SCN10A
NC_056059.1 16230001 16250001 3.22222 0.243514 OL SEC24B
NC_056059.1 16235001 16255001 3.4499 0.232959 OL SEC24B
NC_056059.1 16240001 16260001 5.77478 0.255384 OL SEC24B
NC_056059.1 16245001 16265001 5.89842 0.25227 OL SEC24B
NC_056056.1 225510001 225530001 6.008 0.376816 OL SELENOO;TUBGCP6
NC_056067.1 48545001 48565001 2.52174 0.253933 OL SELENOV
NC_056056.1 62410001 62430001 5.80401 0.393792 OL SEPTIN10
NC_056056.1 62415001 62435001 5.12048 0.393223 OL SEPTIN10
NC_056056.1 62420001 62440001 5.72858 0.364083 OL SEPTIN10
NC_056056.1 62425001 62445001 5.81343 0.39008 OL SEPTIN10
NC_056056.1 62430001 62450001 5.93924 0.385664 OL SEPTIN10
NC_056056.1 62435001 62455001 5.8458 0.389407 OL SEPTIN10
NC_056056.1 62440001 62460001 8.49462 0.423662 OL SEPTIN10
NC_056056.1 62445001 62465001 10.8482 0.43623 OL SEPTIN10
NC_056056.1 62450001 62470001 8.05556 0.419544 OL SEPTIN10
NC_056056.1 62455001 62475001 6.44558 0.393331 OL SEPTIN10
NC_056056.1 62405001 62425001 6.52336 0.386974 OL SEPTIN10;SH3RF3
NC_056056.1 62460001 62480001 4.0254 0.34625 OL SEPTIN10;SOWAHC
NC_056078.1 34665001 34685001 3.69857 0.27698 OL SFTPD
NC_056061.1 59575001 59595001 4.68422 0.230182 OL SGK1
NC_056055.1 86175001 86195001 2.56025 0.213247 OL SH3GL2
NC_056080.1 18095001 18115001 3.98272 0.350353 OL SH3KBP1
NC_056080.1 18115001 18135001 9.37502 0.236503 OL SH3KBP1
NC_056080.1 18220001 18240001 3.90099 0.359065 OL SH3KBP1
NC_056080.1 18225001 18245001 3.30232 0.325205 OL SH3KBP1
NC_056080.1 18230001 18250001 3.16908 0.349307 OL SH3KBP1
NC_056080.1 18235001 18255001 3.26398 0.331479 OL SH3KBP1
NC_056080.1 18240001 18260001 3.5 0.342406 OL SH3KBP1
NC_056080.1 18245001 18265001 9.44916 0.308916 OL SH3KBP1
NC_056056.1 62375001 62395001 3.9972 0.225688 OL SH3RF3
NC_056056.1 62380001 62400001 2.5347 0.238972 OL SH3RF3
NC_056056.1 62390001 62410001 2.73846 0.281413 OL SH3RF3
NC_056056.1 62395001 62415001 3.89087 0.331899 OL SH3RF3
NC_056056.1 62400001 62420001 4.73947 0.354188 OL SH3RF3
NC_056074.1 43965001 43985001 2.52557 0.228324 OL SHANK2
NC_056074.1 43970001 43990001 2.3428 0.250217 OL SHANK2
NC_056074.1 44055001 44075001 3.52892 0.277216 OL SHANK2
NC_056074.1 44060001 44080001 4.65448 0.291635 OL SHANK2
NC_056074.1 44065001 44085001 3.19589 0.310043 OL SHANK2
NC_056074.1 44070001 44090001 2.38484 0.286264 OL SHANK2
NC_056074.1 25595001 25615001 6.19049 0.33764 OL SIAE;SPA17
NC_056067.1 56010001 56030001 2.45283 0.238265 OL SIGLEC11;VRK3
NC_056068.1 27325001 27345001 2.49468 0.254017 OL SIK3
NC_056068.1 27330001 27350001 2.86324 0.327483 OL SIK3
NC_056068.1 27370001 27390001 3.57875 0.313363 OL SIK3
NC_056068.1 27375001 27395001 5.53846 0.273177 OL SIK3
NC_056068.1 27380001 27400001 8.07142 0.251417 OL SIK3
NC_056068.1 27395001 27415001 4.60741 0.246378 OL SIK3
NC_056068.1 27400001 27420001 2.75675 0.294933 OL SIK3
NC_056068.1 27460001 27480001 3.87999 0.226644 OL SIK3







NC_056060.1 5025001 5045001 2.4515 0.247682 OL SIMC1
NC_056060.1 5030001 5050001 2.53855 0.274077 OL SIMC1
NC_056060.1 5035001 5055001 2.61432 0.256794 OL SIMC1
NC_056060.1 5040001 5060001 2.78752 0.235488 OL SIMC1
NC_056060.1 5045001 5065001 5.14322 0.265191 OL SIMC1
NC_056060.1 5050001 5070001 4.19401 0.253217 OL SIMC1
NC_056060.1 5055001 5075001 5.28665 0.239859 OL SIMC1
NC_056060.1 5060001 5080001 6.07317 0.229478 OL SIMC1
NC_056060.1 5065001 5085001 6.03531 0.282804 OL SIMC1
NC_056060.1 5070001 5090001 11.8606 0.335732 OL SIMC1
NC_056060.1 5075001 5095001 9.43243 0.420104 OL SIMC1
NC_056060.1 5080001 5100001 5.07472 0.384387 OL SIMC1
NC_056060.1 5085001 5105001 3.23679 0.263864 OL SIMC1
NC_056064.1 37950001 37970001 3.65158 0.257145 OL SKAP1
NC_056064.1 37955001 37975001 4.71186 0.305512 OL SKAP1
NC_056064.1 37960001 37980001 6.31465 0.338859 OL SKAP1
NC_056064.1 37965001 37985001 5.4074 0.31335 OL SKAP1
NC_056064.1 37970001 37990001 3.37024 0.228118 OL SKAP1
NC_056064.1 38005001 38025001 4.61683 0.213555 OL SKAP1
NC_056064.1 38010001 38030001 7.5255 0.256751 OL SKAP1
NC_056064.1 38015001 38035001 9.17263 0.269044 OL SKAP1
NC_056064.1 38025001 38045001 7.87366 0.304621 OL SKAP1
NC_056064.1 38030001 38050001 4.75125 0.282783 OL SKAP1
NC_056064.1 38035001 38055001 3.0106 0.260327 OL SKAP1
NC_056062.1 21385001 21405001 4.23628 0.435716 OL SLA;TG
NC_056057.1 89090001 89110001 3.12547 0.319399 OL SLC13A1
NC_056076.1 45350001 45370001 3.03183 0.351074 OL SLC14A2
NC_056076.1 45355001 45375001 4.41261 0.252768 OL SLC14A2
NC_056054.1 187195001 187215001 2.36054 0.242202 OL SLC15A2
NC_056056.1 199240001 199260001 3.82554 0.248302 OL SLC15A5
NC_056056.1 199245001 199265001 5.79822 0.303273 OL SLC15A5
NC_056056.1 199250001 199270001 5.06822 0.289035 OL SLC15A5
NC_056056.1 199255001 199275001 6.16023 0.305963 OL SLC15A5
NC_056056.1 199260001 199280001 4.9155 0.286793 OL SLC15A5
NC_056080.1 66640001 66660001 4.48717 0.282887 OL SLC16A2
NC_056080.1 66645001 66665001 2.7301 0.241392 OL SLC16A2
NC_056066.1 46940001 46960001 2.33688 0.320842 OL SLC23A2
NC_056055.1 88135001 88155001 2.76614 0.221707 OL SLC24A2
NC_056072.1 51110001 51130001 2.73958 0.284654 OL SLC25A20
NC_056074.1 40830001 40850001 2.63888 0.434537 OL SLC29A2
NC_056074.1 40835001 40855001 2.98438 0.360479 OL SLC29A2
NC_056054.1 17365001 17385001 3.29931 0.249131 OL SLC2A1
NC_056054.1 17370001 17390001 2.52305 0.263499 OL SLC2A1
NC_056056.1 147570001 147590001 10.5153 0.263878 OL SLC2A13
NC_056056.1 147575001 147595001 15.7612 0.256721 OL SLC2A13
NC_056056.1 147580001 147600001 23.114 0.258181 OL SLC2A13
NC_056056.1 147585001 147605001 12.6576 0.222296 OL SLC2A13
NC_056064.1 43815001 43835001 2.40389 0.215452 OL SLC4A1
NC_056067.1 23375001 23395001 3.12245 0.218188 OL SLC6A2
NC_056054.1 217620001 217640001 3.13658 0.283802 OL SLC7A14
NC_056054.1 217625001 217645001 3.50639 0.29261 OL SLC7A14
NC_056054.1 217630001 217650001 3.42094 0.241313 OL SLC7A14
NC_056065.1 54295001 54315001 5.99999 0.24487 OL SLC9C2
NC_056056.1 194335001 194355001 6.76032 0.300626 OL SLCO1A2
NC_056056.1 194340001 194360001 5.30112 0.294742 OL SLCO1A2
NC_056056.1 194345001 194365001 3.87069 0.298009 OL SLCO1A2
NC_056080.1 51235001 51255001 2.38806 0.284051 OL SMC1A
NC_056056.1 221640001 221660001 2.82629 0.267854 OL SMC1B
NC_056056.1 221645001 221665001 2.37037 0.233914 OL SMC1B
NC_056065.1 30605001 30625001 3.39434 0.258224 OL SMYD3
NC_056080.1 63765001 63785001 2.41176 0.213131 OL SNX12
NC_056062.1 93665001 93685001 8.11217 0.339431 OL SNX16
NC_056062.1 93670001 93690001 4.33086 0.254553 OL SNX16
NC_056058.1 28510001 28530001 2.70894 0.236574 OL SNX24
NC_056079.1 14795001 14815001 2.39081 0.245642 OL SNX25
NC_056056.1 77590001 77610001 2.86828 0.241165 OL SOCS5
NC_056056.1 3610001 3630001 10.2778 0.446702 OL SOHLH1
NC_056056.1 3615001 3635001 2.79493 0.263577 OL SOHLH1
NC_056059.1 114330001 114350001 3.04809 0.255652 OL SORCS2
NC_056056.1 191340001 191360001 3.07868 0.257091 OL SOX5
NC_056056.1 191345001 191365001 11.0283 0.216957 OL SOX5
NC_056056.1 191660001 191680001 2.33201 0.273385 OL SOX5
NC_056056.1 191665001 191685001 2.73608 0.287102 OL SOX5
NC_056056.1 191670001 191690001 3.54124 0.291306 OL SOX5







NC_056056.1 191675001 191695001 4.87713 0.292982 OL SOX5
NC_056056.1 191680001 191700001 7.9195 0.305347 OL SOX5
NC_056056.1 191685001 191705001 19.0663 0.314106 OL SOX5
NC_056056.1 191690001 191710001 7.70483 0.291887 OL SOX5
NC_056056.1 191695001 191715001 3.57579 0.235707 OL SOX5
NC_056056.1 192005001 192025001 2.59221 0.363014 OL SOX5
NC_056056.1 192010001 192030001 3.98526 0.356336 OL SOX5
NC_056056.1 192015001 192035001 6.01785 0.351622 OL SOX5
NC_056056.1 192020001 192040001 7.84033 0.24927 OL SOX5
NC_056064.1 58100001 58120001 2.52758 0.358517 OL SOX9
NC_056069.1 1645001 1665001 6.21703 0.250935 OL SPDL1
NC_056069.1 1650001 1670001 29.3846 0.286734 OL SPDL1
NC_056069.1 1655001 1675001 47.6429 0.235258 OL SPDL1
NC_056060.1 11870001 11890001 6.01858 0.284479 OL SPG21
NC_056054.1 179140001 179160001 2.70809 0.21838 OL SPICE1
NC_056060.1 86840001 86860001 28.3204 0.334065 OL SPTLC2
NC_056066.1 6445001 6465001 7.76833 0.215982 OL SPTLC3
NC_056066.1 6450001 6470001 8.34957 0.221773 OL SPTLC3
NC_056070.1 56300001 56320001 26.2165 0.250314 OL SRRM4
NC_056070.1 56315001 56335001 8.99999 0.243758 OL SRRM4
NC_056070.1 56320001 56340001 4.34177 0.220775 OL SRRM4
NC_056062.1 20955001 20975001 5.4628 0.240569 OL ST3GAL1
NC_056062.1 20960001 20980001 11.9621 0.367203 OL ST3GAL1
NC_056062.1 20995001 21015001 8.42587 0.382698 OL ST3GAL1
NC_056062.1 21000001 21020001 5.18596 0.36977 OL ST3GAL1
NC_056062.1 21005001 21025001 3.71126 0.366736 OL ST3GAL1
NC_056062.1 21035001 21055001 2.3578 0.280073 OL ST3GAL1
NC_056062.1 21040001 21060001 2.45259 0.265026 OL ST3GAL1
NC_056056.1 193425001 193445001 5.5197 0.287115 OL ST8SIA1
NC_056056.1 193430001 193450001 3.18955 0.27663 OL ST8SIA1
NC_056056.1 193435001 193455001 3.27357 0.27819 OL ST8SIA1
NC_056058.1 97700001 97720001 9.06719 0.25617 OL ST8SIA4
NC_056057.1 51575001 51595001 2.50878 0.224666 OL STARD3NL
NC_056057.1 51580001 51600001 2.6955 0.238606 OL STARD3NL
NC_056080.1 61620001 61640001 3.78934 0.461144 OL STARD8
NC_056064.1 42215001 42235001 3.11421 0.352092 OL STAT3
NC_056058.1 56305001 56325001 4.56385 0.241173 OL STK32A
NC_056055.1 38570001 38590001 4.20747 0.256167 OL STMN4
NC_056055.1 38575001 38595001 2.98664 0.235319 OL STMN4
NC_056079.1 13635001 13655001 8.9045 0.234983 OL STOX2
NC_056056.1 77245001 77265001 2.81166 0.228678 OL STPG4
NC_056070.1 46400001 46420001 3.72499 0.213397 OL STX2
NC_056057.1 81985001 82005001 5.72668 0.215054 OL SUGCT
NC_056057.1 82390001 82410001 3.78028 0.261896 OL SUGCT
NC_056057.1 82395001 82415001 12.0381 0.390431 OL SUGCT
NC_056057.1 82415001 82435001 9.96062 0.354651 OL SUGCT
NC_056057.1 82420001 82440001 3.20584 0.307311 OL SUGCT
NC_056057.1 82425001 82445001 2.81592 0.289341 OL SUGCT
NC_056057.1 82510001 82530001 3.27917 0.317227 OL SUGCT
NC_056057.1 82515001 82535001 3.87885 0.377436 OL SUGCT
NC_056057.1 82545001 82565001 2.79869 0.552124 OL SUGCT
NC_056057.1 82550001 82570001 3.3896 0.469383 OL SUGCT
NC_056057.1 82555001 82575001 2.46863 0.319136 OL SUGCT
NC_056062.1 46335001 46355001 13.3095 0.213543 OL SULF1
NC_056062.1 46340001 46360001 7.6 0.246869 OL SULF1
NC_056062.1 46345001 46365001 4.57875 0.216965 OL SULF1
NC_056064.1 8990001 9010001 8.65036 0.268785 OL SUPT4H1;TSPOAP1
NC_056056.1 115445001 115465001 3.28827 0.313164 OL SYT1
NC_056056.1 115450001 115470001 2.94901 0.239715 OL SYT1
NC_056056.1 182010001 182030001 3.14696 0.215531 OL SYT10
NC_056056.1 182015001 182035001 3.09925 0.220529 OL SYT10
NC_056080.1 37305001 37325001 2.36296 0.251087 OL SYTL5
NC_056074.1 39790001 39810001 2.69269 0.224258 OL SYVN1
NC_056061.1 57945001 57965001 3.45126 0.309659 OL TAAR8
NC_056061.1 57950001 57970001 4.91882 0.33629 OL TAAR8
NC_056062.1 94085001 94105001 2.42445 0.230266 OL TAF2
NC_056062.1 94090001 94110001 4.25345 0.281131 OL TAF2
NC_056062.1 94095001 94115001 7.88104 0.338318 OL TAF2
NC_056062.1 94100001 94120001 8.58335 0.33359 OL TAF2
NC_056062.1 94105001 94125001 10.2792 0.329908 OL TAF2
NC_056062.1 94110001 94130001 14.5813 0.350786 OL TAF2
NC_056062.1 94115001 94135001 8.54819 0.306804 OL TAF2
NC_056062.1 94120001 94140001 9.57023 0.327983 OL TAF2
NC_056062.1 94125001 94145001 8.0735 0.329541 OL TAF2







NC_056062.1 94130001 94150001 7.09274 0.32662 OL TAF2
NC_056062.1 94135001 94155001 7.02917 0.303468 OL TAF2
NC_056062.1 94140001 94160001 5.45645 0.270589 OL TAF2
NC_056062.1 94145001 94165001 5.31419 0.23834 OL TAF2
NC_056062.1 94175001 94195001 6.65015 0.223021 OL TAF2
NC_056064.1 47420001 47440001 2.58895 0.258062 OL TANC2
NC_056064.1 47425001 47445001 2.70567 0.26882 OL TANC2
NC_056059.1 46660001 46680001 2.77259 0.21443 OL TBC1D19
NC_056060.1 51245001 51265001 2.49714 0.245657 OL TCF12
NC_056060.1 51250001 51270001 2.3619 0.273467 OL TCF12
NC_056060.1 51315001 51335001 2.45517 0.231506 OL TCF12
NC_056060.1 51505001 51525001 2.44025 0.248935 OL TCF12
NC_056060.1 51510001 51530001 3.32143 0.217157 OL TCF12
NC_056058.1 41660001 41680001 2.77194 0.225783 OL TCF3
NC_056058.1 41675001 41695001 2.8189 0.283324 OL TCF3
NC_056058.1 41680001 41700001 2.86154 0.278207 OL TCF3
NC_056058.1 41685001 41705001 2.76456 0.277396 OL TCF3
NC_056076.1 55265001 55285001 5.73684 0.230338 OL TCF4
NC_056076.1 55270001 55290001 4.31262 0.236209 OL TCF4
NC_056076.1 55275001 55295001 2.75523 0.21291 OL TCF4
NC_056055.1 50215001 50235001 20.9885 0.216416 OL TDRD7
NC_056055.1 50250001 50270001 3.32379 0.444349 OL TDRD7
NC_056059.1 80515001 80535001 2.71059 0.317829 OL TECRL
NC_056059.1 80520001 80540001 7.13487 0.364121 OL TECRL
NC_056059.1 80525001 80545001 7.60769 0.361795 OL TECRL
NC_056059.1 80530001 80550001 7.80976 0.362829 OL TECRL
NC_056059.1 80535001 80555001 5.86086 0.34567 OL TECRL
NC_056059.1 80540001 80560001 3.92697 0.318726 OL TECRL
NC_056059.1 80545001 80565001 3.14161 0.314893 OL TECRL
NC_056080.1 108945001 108965001 2.55512 0.254642 OL TENM1
NC_056080.1 108950001 108970001 2.57934 0.257628 OL TENM1
NC_056080.1 108955001 108975001 2.92274 0.275358 OL TENM1
NC_056060.1 10605001 10625001 3.75315 0.266795 OL TENT2
NC_056060.1 10610001 10630001 4.24015 0.236144 OL TENT2
NC_056060.1 10615001 10635001 4.59576 0.237063 OL TENT2
NC_056060.1 10620001 10640001 4.78486 0.24844 OL TENT2
NC_056078.1 24185001 24205001 3.19623 0.227733 OL TET1
NC_056078.1 24200001 24220001 6.33888 0.301875 OL TET1
NC_056078.1 24205001 24225001 4.47419 0.269274 OL TET1
NC_056078.1 24210001 24230001 3.49824 0.240182 OL TET1
NC_056078.1 24235001 24255001 2.34483 0.410353 OL TET1
NC_056078.1 24240001 24260001 3.2644 0.406125 OL TET1
NC_056078.1 24245001 24265001 5.92538 0.355318 OL TET1
NC_056078.1 24250001 24270001 7.45003 0.347673 OL TET1
NC_056080.1 63555001 63575001 2.82655 0.672179 OL TEX11
NC_056055.1 233310001 233330001 3.8 0.352364 OL TEX44
NC_056055.1 233315001 233335001 3.27875 0.399934 OL TEX44
NC_056055.1 233320001 233340001 2.8522 0.387791 OL TEX44
NC_056055.1 233325001 233345001 2.49236 0.371003 OL TEX44
NC_056055.1 9115001 9135001 4.4744 0.267386 OL TEX48
NC_056055.1 9120001 9140001 5.15636 0.290968 OL TEX48
NC_056055.1 9125001 9145001 3.47422 0.240771 OL TEX48;TMEM268
NC_056057.1 53875001 53895001 3.26307 0.274917 OL TFEC
NC_056057.1 53880001 53900001 4.35841 0.332948 OL TFEC
NC_056057.1 53885001 53905001 7.68672 0.359542 OL TFEC
NC_056057.1 53890001 53910001 14.2415 0.379889 OL TFEC
NC_056057.1 53895001 53915001 14.7639 0.368099 OL TFEC
NC_056057.1 53905001 53925001 5.8653 0.278426 OL TFEC
NC_056057.1 53910001 53930001 3.0929 0.233536 OL TFEC
NC_056057.1 53955001 53975001 2.68768 0.240686 OL TFEC
NC_056057.1 53960001 53980001 4.08807 0.253473 OL TFEC
NC_056057.1 53965001 53985001 10.5895 0.263324 OL TFEC
NC_056057.1 53970001 53990001 18.8174 0.251281 OL TFEC
NC_056057.1 54000001 54020001 20.5643 0.215051 OL TFEC
NC_056062.1 21295001 21315001 4.44279 0.226503 OL TG
NC_056062.1 21300001 21320001 7.83385 0.418215 OL TG
NC_056056.1 80900001 80920001 2.40171 0.27278 OL THADA
NC_056056.1 80905001 80925001 3.8349 0.305503 OL THADA
NC_056056.1 80910001 80930001 22.4857 0.361835 OL THADA
NC_056056.1 80930001 80950001 10.8828 0.283203 OL THADA
NC_056056.1 80935001 80955001 4.32771 0.243921 OL THADA
NC_056056.1 80940001 80960001 3.00259 0.27114 OL THADA
NC_056061.1 53180001 53200001 3.36085 0.229153 OL THEMIS
NC_056061.1 53185001 53205001 2.65517 0.258568 OL THEMIS







NC_056061.1 53355001 53375001 2.91148 0.27059 OL THEMIS
NC_056061.1 53360001 53380001 2.44409 0.324158 OL THEMIS
NC_056060.1 18465001 18485001 2.38477 0.284119 OL THSD4
NC_056060.1 18470001 18490001 3.84675 0.323759 OL THSD4
NC_056060.1 18475001 18495001 4.69527 0.354974 OL THSD4
NC_056060.1 18480001 18500001 3.19454 0.347955 OL THSD4
NC_056055.1 173330001 173350001 2.52628 0.315844 OL THSD7B
NC_056054.1 124815001 124835001 2.42893 0.226288 OL TIAM1
NC_056054.1 124820001 124840001 2.84914 0.234163 OL TIAM1
NC_056054.1 124825001 124845001 2.86602 0.23433 OL TIAM1
NC_056055.1 138610001 138630001 2.8338 0.218444 OL TLK1
NC_056055.1 138615001 138635001 2.72607 0.229983 OL TLK1
NC_056055.1 138620001 138640001 2.33732 0.228238 OL TLK1
NC_056064.1 46655001 46675001 2.67418 0.227172 OL TLK2
NC_056064.1 46660001 46680001 3.45672 0.258634 OL TLK2
NC_056064.1 46665001 46685001 5.31337 0.281212 OL TLK2
NC_056070.1 1830001 1850001 3.44444 0.242461 OL TLL1
NC_056070.1 1835001 1855001 2.6503 0.241904 OL TLL1
NC_056070.1 1920001 1940001 3.09045 0.214888 OL TLL1
NC_056070.1 4185001 4205001 2.69776 0.333352 OL TLR2
NC_056054.1 191745001 191765001 4.43803 0.244725 OL TM4SF19;UBXN7
NC_056056.1 136545001 136565001 2.45283 0.225547 OL TMBIM6
NC_056060.1 86700001 86720001 2.51021 0.278285 OL TMED8
NC_056060.1 86705001 86725001 2.57468 0.3075 OL TMED8
NC_056060.1 86710001 86730001 3.65217 0.337708 OL TMED8
NC_056060.1 86715001 86735001 3.43104 0.326802 OL TMED8
NC_056060.1 86720001 86740001 3.31598 0.281767 OL TMED8
NC_056060.1 86725001 86745001 2.57906 0.223874 OL TMED8
NC_056070.1 50725001 50745001 5.82309 0.251163 OL TMEM132B
NC_056074.1 7975001 7995001 2.33405 0.390221 OL TMEM135
NC_056056.1 84490001 84510001 2.37998 0.267382 OL TMEM178A
NC_056056.1 84495001 84515001 2.52518 0.212686 OL TMEM178A
NC_056056.1 98990001 99010001 2.90629 0.317551 OL TMEM182
NC_056056.1 98995001 99015001 3.30464 0.266631 OL TMEM182
NC_056056.1 99000001 99020001 3.47059 0.262525 OL TMEM182
NC_056056.1 99005001 99025001 3.61004 0.234568 OL TMEM182
NC_056057.1 29555001 29575001 2.33585 0.218661 OL TMEM196
NC_056077.1 28770001 28790001 3.4757 0.218068 OL TMEM248
NC_056055.1 9160001 9180001 2.36463 0.217291 OL TMEM268
NC_056060.1 86540001 86560001 11.141 0.244222 OL TMEM63C
NC_056062.1 21660001 21680001 3.71176 0.225595 OL TMEM71
NC_056062.1 21665001 21685001 2.68464 0.246574 OL TMEM71
NC_056055.1 50080001 50100001 5.62122 0.329924 OL TMOD1
NC_056055.1 8660001 8680001 4.0874 0.221311 OL TNC
NC_056055.1 8665001 8685001 3.2885 0.237688 OL TNC
NC_056065.1 40070001 40090001 2.75351 0.283699 OL TNFSF4
NC_056055.1 8875001 8895001 6.05808 0.219371 OL TNFSF8
NC_056055.1 8880001 8900001 3.01788 0.220532 OL TNFSF8
NC_056055.1 220115001 220135001 5.14414 0.470341 OL TNS1
NC_056057.1 76375001 76395001 2.80215 0.212449 OL TNS3
NC_056057.1 76395001 76415001 2.37362 0.244566 OL TNS3
NC_056057.1 76415001 76435001 2.72174 0.218203 OL TNS3
NC_056057.1 76420001 76440001 3.76755 0.259043 OL TNS3
NC_056057.1 76425001 76445001 3.95833 0.259061 OL TNS3
NC_056057.1 76430001 76450001 4.33516 0.236814 OL TNS3
NC_056057.1 76435001 76455001 4.2744 0.219846 OL TNS3
NC_056057.1 76490001 76510001 3.28821 0.22416 OL TNS3
NC_056057.1 76495001 76515001 2.47289 0.240793 OL TNS3
NC_056057.1 76540001 76560001 2.48275 0.236969 OL TNS3
NC_056057.1 76545001 76565001 4.78087 0.304745 OL TNS3
NC_056057.1 76550001 76570001 8.99361 0.36 OL TNS3
NC_056057.1 76555001 76575001 9.77346 0.404886 OL TNS3
NC_056057.1 76570001 76590001 4.72676 0.552092 OL TNS3
NC_056073.1 26375001 26395001 2.3912 0.231611 OL TNXB
NC_056056.1 107990001 108010001 12.5402 0.21429 OL TPH2
NC_056056.1 107995001 108015001 19.2903 0.24373 OL TPH2
NC_056056.1 108020001 108040001 5.06725 0.226836 OL TPH2
NC_056056.1 108025001 108045001 4.15742 0.219093 OL TPH2
NC_056057.1 108965001 108985001 22.5086 0.254744 OL TPK1
NC_056057.1 108970001 108990001 7.73224 0.23716 OL TPK1
NC_056054.1 2990001 3010001 2.38017 0.278782 OL TRAF3IP1
NC_056054.1 2995001 3015001 2.56561 0.269195 OL TRAF3IP1
NC_056073.1 15990001 16010001 2.4836 0.223796 OL TRERF1
NC_056073.1 15995001 16015001 2.38842 0.222017 OL TRERF1







NC_056056.1 108540001 108560001 4.63477 0.285072 OL TRHDE
NC_056056.1 108545001 108565001 8.76015 0.304519 OL TRHDE
NC_056056.1 108550001 108570001 8.99092 0.351586 OL TRHDE
NC_056056.1 108555001 108575001 3.82167 0.286634 OL TRHDE
NC_056080.1 44320001 44340001 19.2621 0.474872 OL TRIM60
NC_056080.1 44325001 44345001 16.0069 0.519902 OL TRIM60
NC_056080.1 44330001 44350001 9.56349 0.416213 OL TRIM60
NC_056080.1 44335001 44355001 5.77717 0.330796 OL TRIM60
NC_056062.1 61950001 61970001 5.17391 0.213868 OL TRPS1
NC_056062.1 61965001 61985001 12.8286 0.216727 OL TRPS1
NC_056062.1 61970001 61990001 6.50952 0.222526 OL TRPS1
NC_056062.1 61975001 61995001 4.93061 0.231061 OL TRPS1
NC_056062.1 61980001 62000001 3.75 0.22566 OL TRPS1
NC_056059.1 26650001 26670001 2.50101 0.254943 OL TSPAN5
NC_056059.1 26655001 26675001 3.60392 0.293614 OL TSPAN5
NC_056059.1 26660001 26680001 3.06328 0.290298 OL TSPAN5
NC_056059.1 26665001 26685001 2.77453 0.280165 OL TSPAN5
NC_056080.1 38095001 38115001 3.35451 0.214835 OL TSPAN7
NC_056080.1 38175001 38195001 5.44817 0.248872 OL TSPAN7
NC_056064.1 8975001 8995001 8.78949 0.267624 OL TSPOAP1
NC_056073.1 16850001 16870001 3.73729 0.228989 OL TTBK1
NC_056073.1 16855001 16875001 4.83474 0.264558 OL TTBK1
NC_056073.1 16860001 16880001 2.81498 0.243243 OL TTBK1
NC_056056.1 91230001 91250001 2.75862 0.227346 OL TTC27
NC_056056.1 91235001 91255001 2.73154 0.239283 OL TTC27
NC_056056.1 91240001 91260001 2.62404 0.229764 OL TTC27
NC_056070.1 11605001 11625001 3.24278 0.333139 OL TTC29
NC_056070.1 11610001 11630001 4.33179 0.386189 OL TTC29
NC_056070.1 11615001 11635001 3.72399 0.366952 OL TTC29
NC_056070.1 11620001 11640001 3.2122 0.365919 OL TTC29
NC_056070.1 11655001 11675001 2.86826 0.286657 OL TTC29
NC_056070.1 11660001 11680001 3.63366 0.307632 OL TTC29
NC_056058.1 92420001 92440001 3.3067 0.244856 OL TTC37
NC_056058.1 92425001 92445001 3.18654 0.24219 OL TTC37
NC_056058.1 92430001 92450001 2.93081 0.23201 OL TTC37
NC_056058.1 92470001 92490001 2.73228 0.277038 OL TTC37
NC_056058.1 92475001 92495001 4.53714 0.343629 OL TTC37
NC_056058.1 92480001 92500001 5.42741 0.390168 OL TTC37
NC_056058.1 92485001 92505001 4.02138 0.361403 OL TTC37
NC_056056.1 212685001 212705001 5.92684 0.246234 OL TULP3
NC_056055.1 13000001 13020001 16.3337 0.294806 OL TXNDC8
NC_056055.1 13005001 13025001 25.219 0.305611 OL TXNDC8
NC_056055.1 13010001 13030001 27.6904 0.344874 OL TXNDC8
NC_056055.1 13015001 13035001 27.7478 0.370031 OL TXNDC8
NC_056055.1 13030001 13050001 5.71781 0.306529 OL TXNDC8
NC_056055.1 13035001 13055001 4.30705 0.276138 OL TXNDC8
NC_056059.1 22350001 22370001 3.79669 0.227425 OL UBE2D3
NC_056059.1 22355001 22375001 2.93141 0.21267 OL UBE2D3
NC_056079.1 41415001 41435001 2.52495 0.257899 OL UBE2E1
NC_056062.1 50055001 50075001 3.13402 0.295993 OL UBE2W
NC_056062.1 50060001 50080001 2.60674 0.29115 OL UBE2W
NC_056062.1 50075001 50095001 2.46902 0.302189 OL UBE2W
NC_056062.1 50090001 50110001 2.57264 0.238074 OL UBE2W
NC_056062.1 50095001 50115001 2.72728 0.246451 OL UBE2W
NC_056062.1 50100001 50120001 2.53692 0.243766 OL UBE2W
NC_056062.1 50105001 50125001 3.63303 0.32087 OL UBE2W
NC_056062.1 50110001 50130001 3.51219 0.292558 OL UBE2W
NC_056062.1 50115001 50135001 2.65625 0.31 OL UBE2W
NC_056065.1 42630001 42650001 3.47777 0.30969 OL UBE4B
NC_056065.1 11400001 11420001 7.09706 0.253946 OL UCHL5
NC_056065.1 11420001 11440001 19.9302 0.270307 OL UCHL5
NC_056065.1 11425001 11445001 21.6744 0.255815 OL UCHL5
NC_056065.1 11430001 11450001 18.75 0.241256 OL UCHL5
NC_056064.1 55110001 55130001 2.60819 0.220992 OL UNC13D;UNK;WBP2
NC_056064.1 55105001 55125001 2.85093 0.239373 OL UNC13D;WBP2
NC_056077.1 1615001 1635001 2.83441 0.272627 OL UNKL
NC_056077.1 1620001 1640001 2.36071 0.257954 OL UNKL
NC_056065.1 18845001 18865001 8.72917 0.241436 OL USH2A
NC_056065.1 18850001 18870001 3.82136 0.254076 OL USH2A
NC_056067.1 10410001 10430001 3.39547 0.301686 OL USP10
NC_056067.1 10415001 10435001 3.17391 0.322108 OL USP10
NC_056067.1 10420001 10440001 3.15426 0.369643 OL USP10
NC_056054.1 208180001 208200001 2.83799 0.264726 OL USP13
NC_056054.1 208185001 208205001 2.87139 0.253072 OL USP13







NC_056054.1 208190001 208210001 3.76755 0.241287 OL USP13
NC_056054.1 208195001 208215001 6.9313 0.336077 OL USP13
NC_056054.1 208200001 208220001 8.67741 0.337973 OL USP13
NC_056054.1 208205001 208225001 6.33923 0.29336 OL USP13
NC_056054.1 208210001 208230001 3.52518 0.285398 OL USP13
NC_056072.1 50810001 50830001 2.87024 0.351757 OL USP4
NC_056072.1 50815001 50835001 3.36635 0.381664 OL USP4
NC_056072.1 50820001 50840001 3.05912 0.333935 OL USP4
NC_056072.1 50825001 50845001 4.29167 0.310961 OL USP4
NC_056072.1 50830001 50850001 4.30666 0.219888 OL USP4
NC_056080.1 40370001 40390001 3.91025 0.288054 OL USP9X
NC_056080.1 40375001 40395001 5.86547 0.337796 OL USP9X
NC_056080.1 40380001 40400001 6.35788 0.342148 OL USP9X
NC_056080.1 40385001 40405001 6.8902 0.34022 OL USP9X
NC_056080.1 40390001 40410001 6.10824 0.344923 OL USP9X
NC_056080.1 40395001 40415001 3.45606 0.296778 OL USP9X
NC_056061.1 73340001 73360001 2.46748 0.408663 OL UST
NC_056064.1 41345001 41365001 3.15018 0.251642 OL V15
NC_056080.1 82150001 82170001 2.89763 0.274747 OL VAMP7
NC_056057.1 6735001 6755001 2.59124 0.247843 OL VWC2
NC_056057.1 6740001 6760001 2.97426 0.312919 OL VWC2
NC_056075.1 40405001 40425001 15.8027 0.237413 OL WDR11
NC_056075.1 40410001 40430001 10.3917 0.233671 OL WDR11
NC_056075.1 40415001 40435001 7.9547 0.225403 OL WDR11
NC_056071.1 64655001 64675001 4.62865 0.36979 OL WDR20
NC_056071.1 64660001 64680001 2.8669 0.28842 OL WDR20
NC_056065.1 26790001 26810001 2.53261 0.242739 OL WDR26
NC_056065.1 26795001 26815001 2.57287 0.236388 OL WDR26
NC_056076.1 56400001 56420001 3.18382 0.248903 OL WDR7
NC_056076.1 56405001 56425001 4.91473 0.219516 OL WDR7
NC_056060.1 54690001 54710001 2.76416 0.536719 OL WDR72
NC_056060.1 54695001 54715001 2.77184 0.544484 OL WDR72
NC_056056.1 213900001 213920001 9.93153 0.229289 OL WNT5B
NC_056080.1 7985001 8005001 2.46193 0.238921 OL WWC3
NC_056080.1 7990001 8010001 3.06493 0.232146 OL WWC3
NC_056080.1 7995001 8015001 2.73109 0.286303 OL WWC3
NC_056056.1 92300001 92320001 4.20426 0.322391 OL XDH
NC_056056.1 92305001 92325001 3.20915 0.331497 OL XDH
NC_056062.1 35715001 35735001 5.31788 0.265366 OL XKR4
NC_056062.1 35720001 35740001 28.1637 0.329386 OL XKR4
NC_056062.1 35735001 35755001 9.01007 0.317395 OL XKR4
NC_056062.1 35740001 35760001 2.75355 0.325311 OL XKR4
NC_056062.1 35840001 35860001 2.79401 0.25263 OL XKR4
NC_056055.1 49895001 49915001 2.35251 0.241468 OL XPA
NC_056068.1 6335001 6355001 3.64538 0.295025 OL YAP1
NC_056076.1 36085001 36105001 2.42857 0.276738 OL YES1
NC_056060.1 8270001 8290001 3.06296 0.374104 OL ZBED3
NC_056060.1 8275001 8295001 9.7973 0.523797 OL ZBED3
NC_056068.1 24330001 24350001 2.92771 0.2276 OL ZBTB16
NC_056068.1 24395001 24415001 2.44291 0.217336 OL ZBTB16
NC_056068.1 24400001 24420001 2.53939 0.252575 OL ZBTB16
NC_056068.1 24405001 24425001 2.45068 0.231035 OL ZBTB16
NC_056068.1 24410001 24430001 2.51888 0.222645 OL ZBTB16
NC_056068.1 24445001 24465001 3.51453 0.249045 OL ZBTB16
NC_056068.1 24450001 24470001 2.72727 0.242462 OL ZBTB16
NC_056068.1 24455001 24475001 4.32866 0.23719 OL ZBTB16
NC_056068.1 24460001 24480001 4.65274 0.216934 OL ZBTB16
NC_056061.1 81755001 81775001 3.8 0.22483 OL ZDHHC14
NC_056061.1 81760001 81780001 4.5018 0.251507 OL ZDHHC14
NC_056061.1 81765001 81785001 4.9191 0.291722 OL ZDHHC14
NC_056061.1 81770001 81790001 3.28662 0.288861 OL ZDHHC14
NC_056061.1 81775001 81795001 2.64953 0.252795 OL ZDHHC14
NC_056060.1 86495001 86515001 3.27298 0.234299 OL ZDHHC22
NC_056067.1 39120001 39140001 2.45947 0.239106 OL ZNF19;ZNF23
NC_056078.1 12445001 12465001 4.1108 0.217388 OL ZNF248
NC_056055.1 130600001 130620001 3.12391 0.310512 OL ZNF385B
NC_056066.1 33640001 33660001 3.40202 0.22346 OL ZNF438
NC_056067.1 13235001 13255001 2.45962 0.24769 OL ZNF469
NC_056077.1 37290001 37310001 3.24138 0.295048 OL ZNF655
NC_056077.1 37295001 37315001 2.53598 0.231978 OL ZNF655
NC_056067.1 1845001 1865001 2.68902 0.227462 OL ZNRF1
NC_056067.1 1850001 1870001 2.82978 0.253439 OL ZNRF1
NC_056067.1 1855001 1875001 3.13856 0.23185 OL ZNRF1
NC_056067.1 1860001 1880001 3.57825 0.220519 OL ZNRF1







NC_056067.1 1865001 1885001 3.33483 0.232351 OL ZNRF1
NC_056067.1 1875001 1895001 3.16059 0.269839 OL ZNRF1
NC_056067.1 1880001 1900001 2.64213 0.294535 OL ZNRF1
NC_056057.1 67480001 67500001 6.72826 0.239523 OL ZNRF2
NC_056057.1 67555001 67575001 2.33561 0.221382 OL ZNRF2
NC_056057.1 67560001 67580001 2.59449 0.218734 OL ZNRF2







BD vs HZ GY vs HZ


CHROM Start end Pi Fst Region Gene CHROM Start end


NC_056054.1 251645001 251665001 0.218182 0.284096 HZ A4GNT;DZIP1L NC_056055.1 175495001 175515001


NC_056074.1 15760001 15780001 0.190432 0.252225 HZ AAMDC;RSF1 NC_056055.1 175500001 175520001


NC_056074.1 15765001 15785001 0.312169 0.28955 HZ AAMDC;RSF1 NC_056054.1 46800001 46820001


NC_056054.1 71550001 71570001 0.22449 0.314845 HZ ABCD3 NC_056054.1 46805001 46825001


NC_056054.1 71560001 71580001 0.181018 0.288245 HZ ABCD3 NC_056054.1 46810001 46830001


NC_056054.1 71565001 71585001 0.166667 0.291426 HZ ABCD3 NC_056077.1 27270001 27290001


NC_056054.1 71570001 71590001 0.093596 0.299641 HZ ABCD3 NC_056056.1 104505001 104525001


NC_056054.1 71575001 71595001 0.0818406 0.368918 HZ ABCD3 NC_056056.1 104510001 104530001


NC_056054.1 71580001 71600001 0.0669291 0.374419 HZ ABCD3 NC_056080.1 57395001 57415001


NC_056054.1 71585001 71605001 0.200971 0.282023 HZ ABCD3 NC_056080.1 57400001 57420001


NC_056056.1 80430001 80450001 0.243428 0.360927 HZ ABCG5;ABCG8 NC_056080.1 57405001 57425001


NC_056056.1 80455001 80475001 0.0423776 0.328774 HZ ABCG5;DYNC2LI1 NC_056056.1 104490001 104510001


NC_056056.1 80460001 80480001 0.0557338 0.251854 HZ ABCG5;DYNC2LI1 NC_056056.1 104495001 104515001


NC_056070.1 29930001 29950001 0.328935 0.272922 HZ ABHD18 NC_056056.1 104500001 104520001


NC_056059.1 115055001 115075001 0.0757356 0.241878 HZ ABLIM2 NC_056067.1 57600001 57620001


NC_056059.1 115060001 115080001 0.0449493 0.257427 HZ ABLIM2 NC_056062.1 29550001 29570001


NC_056059.1 115065001 115085001 0.0484843 0.255846 HZ ABLIM2 NC_056062.1 29555001 29575001


NC_056059.1 115175001 115195001 0.296318 0.28773 HZ ABLIM2 NC_056055.1 10665001 10685001


NC_056059.1 115180001 115200001 0.311808 0.322556 HZ ABLIM2 NC_056055.1 10670001 10690001


NC_056054.1 257720001 257740001 0.16304 0.246581 HZ ACAD11 NC_056056.1 107730001 107750001


NC_056054.1 257710001 257730001 0.147513 0.252227 HZ ACAD11;ACKR4 NC_056062.1 20285001 20305001


NC_056054.1 257715001 257735001 0.140066 0.275934 HZ ACAD11;ACKR4 NC_056062.1 20290001 20310001


NC_056061.1 83760001 83780001 0.169703 0.247724 HZ ACAT2;LOC101110516NC_056062.1 20295001 20315001


NC_056064.1 55015001 55035001 0.0647283 0.274238 HZ ACOX1;TEN1 NC_056055.1 165610001 165630001


NC_056056.1 105175001 105195001 0.113217 0.249871 HZ ACOXL NC_056055.1 165615001 165635001


NC_056056.1 105180001 105200001 0.133232 0.294668 HZ ACOXL NC_056055.1 104865001 104885001


NC_056056.1 105185001 105205001 0.176285 0.332431 HZ ACOXL NC_056055.1 104870001 104890001


NC_056056.1 105190001 105210001 0.182385 0.402333 HZ ACOXL NC_056079.1 13345001 13365001


NC_056056.1 105195001 105215001 0.140674 0.43504 HZ ACOXL NC_056071.1 22395001 22415001


NC_056056.1 105200001 105220001 0.196428 0.406641 HZ ACOXL NC_056071.1 22400001 22420001


NC_056056.1 105205001 105225001 0.288421 0.388623 HZ ACOXL NC_056055.1 239735001 239755001


NC_056054.1 257990001 258010001 0.124299 0.253303 HZ ACP3 NC_056055.1 239740001 239760001


NC_056054.1 258000001 258020001 0.174688 0.267945 HZ ACP3 NC_056055.1 239745001 239765001


Supplementary Table9.Putative selection regions associated with coat color among different breeds







NC_056054.1 258005001 258025001 0.219917 0.287897 HZ ACP3 NC_056055.1 239750001 239770001


NC_056054.1 258010001 258030001 0.204679 0.290282 HZ ACP3 NC_056055.1 119915001 119935001


NC_056054.1 258015001 258035001 0.216398 0.295406 HZ ACP3 NC_056055.1 119920001 119940001


NC_056054.1 258020001 258040001 0.263342 0.281393 HZ ACP3 NC_056055.1 119925001 119945001


NC_056056.1 117285001 117305001 0.160947 0.28253 HZ ACSS3 NC_056055.1 119930001 119950001


NC_056056.1 117290001 117310001 0.273425 0.344179 HZ ACSS3 NC_056054.1 96625001 96645001


NC_056055.1 178990001 179010001 0.076923 0.257416 HZ ACTR3 NC_056054.1 96630001 96650001


NC_056055.1 178995001 179015001 0.0926846 0.250992 HZ ACTR3 NC_056080.1 48170001 48190001


NC_056072.1 36875001 36895001 0.197144 0.291038 HZ ADAMTS9 NC_056080.1 48195001 48215001


NC_056072.1 36880001 36900001 0.26152 0.277314 HZ ADAMTS9 NC_056080.1 48200001 48220001


NC_056072.1 36885001 36905001 0.292076 0.284986 HZ ADAMTS9 NC_056080.1 48205001 48225001


NC_056072.1 36920001 36940001 0.295377 0.256439 HZ ADAMTS9 NC_056080.1 48210001 48230001


NC_056072.1 36925001 36945001 0.292947 0.267103 HZ ADAMTS9 NC_056058.1 43315001 43335001


NC_056072.1 36930001 36950001 0.309421 0.265489 HZ ADAMTS9 NC_056058.1 43320001 43340001


NC_056055.1 86505001 86525001 0.259524 0.298495 HZ ADAMTSL1 NC_056058.1 43325001 43345001


NC_056055.1 86510001 86530001 0.111258 0.379438 HZ ADAMTSL1 NC_056058.1 43330001 43350001


NC_056055.1 86515001 86535001 0.049578 0.43335 HZ ADAMTSL1 NC_056060.1 41255001 41275001


NC_056055.1 86520001 86540001 0.143047 0.405766 HZ ADAMTSL1 NC_056060.1 41260001 41280001


NC_056055.1 86525001 86545001 0.295533 0.350082 HZ ADAMTSL1 NC_056060.1 41265001 41285001


NC_056069.1 65765001 65785001 0.300033 0.24872 HZ ADCY2 NC_056060.1 41270001 41290001


NC_056062.1 23080001 23100001 0.2943 0.255703 HZ ADCY8 NC_056060.1 41275001 41295001


NC_056059.1 42550001 42570001 0.275565 0.302937 HZ ADGRA3 NC_056054.1 196905001 196925001


NC_056062.1 5215001 5235001 0.34166 0.315397 HZ ADGRB3 NC_056054.1 142045001 142065001


NC_056062.1 5220001 5240001 0.327955 0.309452 HZ ADGRB3 NC_056054.1 142050001 142070001


NC_056062.1 5225001 5245001 0.331515 0.282549 HZ ADGRB3 NC_056054.1 142055001 142075001


NC_056062.1 5230001 5250001 0.340342 0.284993 HZ ADGRB3 NC_056054.1 142060001 142080001


NC_056058.1 88310001 88330001 0.09375 0.509237 HZ ADGRV1 NC_056054.1 142065001 142085001


NC_056071.1 16390001 16410001 0.0765764 0.259285 HZ AGBL1 NC_056054.1 142070001 142090001


NC_056071.1 16415001 16435001 0.0773021 0.241364 HZ AGBL1 NC_056054.1 142075001 142095001


NC_056054.1 10915001 10935001 0.303251 0.437351 HZ AGO3 NC_056054.1 142080001 142100001


NC_056054.1 10920001 10940001 0.251349 0.461279 HZ AGO3 NC_056054.1 142085001 142105001


NC_056054.1 10925001 10945001 0.28835 0.49953 HZ AGO3 NC_056054.1 142090001 142110001


NC_056054.1 40835001 40855001 0.293974 0.253229 HZ AK4 NC_056054.1 142095001 142115001


NC_056071.1 15640001 15660001 0.1661 0.27633 HZ AKAP13 NC_056054.1 142115001 142135001


NC_056071.1 40975001 40995001 0.173088 0.281995 HZ AKAP6 NC_056054.1 142120001 142140001


NC_056068.1 16540001 16560001 0.268692 0.385421 HZ ALKBH8 NC_056054.1 142125001 142145001







NC_056068.1 16545001 16565001 0.326835 0.365256 HZ ALKBH8 NC_056076.1 35585001 35605001


NC_056056.1 95460001 95480001 0.182874 0.372235 HZ ALMS1 NC_056076.1 35590001 35610001


NC_056056.1 95465001 95485001 0.0810473 0.354665 HZ ALMS1 NC_056076.1 35595001 35615001


NC_056056.1 95470001 95490001 0.102305 0.30559 HZ ALMS1 NC_056076.1 35600001 35620001


NC_056056.1 95475001 95495001 0.233961 0.265175 HZ ALMS1 NC_056067.1 10435001 10455001


NC_056056.1 165820001 165840001 0.339164 0.254895 HZ AMDHD1;HAL NC_056054.1 184855001 184875001


NC_056068.1 15335001 15355001 0.278525 0.2559 HZ AMOTL1 NC_056054.1 184860001 184880001


NC_056068.1 15340001 15360001 0.251133 0.278158 HZ AMOTL1 NC_056054.1 184865001 184885001


NC_056054.1 255500001 255520001 0.270344 0.239841 HZ ANAPC13 NC_056074.1 41915001 41935001


NC_056066.1 59855001 59875001 0.296545 0.283941 HZ ANGPT4 NC_056079.1 30445001 30465001


NC_056066.1 59860001 59880001 0.33971 0.24119 HZ ANGPT4 NC_056079.1 30450001 30470001


NC_056065.1 41690001 41710001 0.249293 0.296301 HZ ANGPTL7;MTOR NC_056079.1 30460001 30480001


NC_056065.1 41695001 41715001 0.312121 0.273893 HZ ANGPTL7;MTOR NC_056059.1 29670001 29690001


NC_056065.1 41700001 41720001 0.295918 0.298927 HZ ANGPTL7;MTOR NC_056058.1 35985001 36005001


NC_056056.1 170535001 170555001 0.236867 0.242049 HZ ANO4 NC_056058.1 35990001 36010001


NC_056056.1 170540001 170560001 0.278727 0.253489 HZ ANO4 NC_056058.1 35995001 36015001


NC_056056.1 170545001 170565001 0.336381 0.254303 HZ ANO4 NC_056058.1 36000001 36020001


NC_056055.1 63500001 63520001 0.139931 0.421715 HZ ANXA1 NC_056058.1 36005001 36025001


NC_056055.1 63505001 63525001 0.189545 0.427947 HZ ANXA1 NC_056058.1 36010001 36030001


NC_056055.1 63510001 63530001 0.301406 0.424313 HZ ANXA1 NC_056058.1 36015001 36035001


NC_056055.1 67030001 67050001 0.269842 0.273093 HZ APBA1 NC_056058.1 36020001 36040001


NC_056059.1 60590001 60610001 0.139641 0.570545 HZ APBB2 NC_056058.1 36025001 36045001


NC_056059.1 60600001 60620001 0.051875 0.387778 HZ APBB2 NC_056072.1 13980001 14000001


NC_056070.1 5005001 5025001 0.339825 0.296397 HZ ARFIP1 NC_056072.1 13985001 14005001


NC_056070.1 5010001 5030001 0.282145 0.320563 HZ ARFIP1 NC_056072.1 13990001 14010001


NC_056070.1 5050001 5070001 0.0938947 0.239703 HZ ARFIP1 NC_056072.1 13995001 14015001


NC_056070.1 5055001 5075001 0.148851 0.257855 HZ ARFIP1 NC_056072.1 14000001 14020001


NC_056068.1 20420001 20440001 0.289762 0.247919 HZ ARHGAP20 NC_056058.1 36110001 36130001


NC_056066.1 24920001 24940001 0.103668 0.25979 HZ ARHGAP21 NC_056058.1 36115001 36135001


NC_056066.1 24930001 24950001 0.183477 0.271588 HZ ARHGAP21 NC_056058.1 36140001 36160001


NC_056066.1 24935001 24955001 0.290295 0.246686 HZ ARHGAP21 NC_056058.1 36145001 36165001


NC_056066.1 24965001 24985001 0.336385 0.307223 HZ ARHGAP21 NC_056058.1 36150001 36170001


NC_056067.1 53735001 53755001 0.140209 0.26319 HZ ARHGAP35 NC_056058.1 36155001 36175001


NC_056067.1 53740001 53760001 0.0590738 0.342259 HZ ARHGAP35 NC_056058.1 36160001 36180001


NC_056067.1 53755001 53775001 0.144559 0.304951 HZ ARHGAP35 NC_056058.1 36165001 36185001


NC_056054.1 106970001 106990001 0.153639 0.555745 HZ ARHGEF11 NC_056063.1 51190001 51210001







NC_056068.1 30620001 30640001 0.322289 0.241455 HZ ARHGEF12;POU2F3;T NC_056063.1 51195001 51215001


NC_056061.1 81215001 81235001 0.278765 0.252085 HZ ARID1B NC_056063.1 51200001 51220001


NC_056061.1 81220001 81240001 0.247212 0.26807 HZ ARID1B NC_056057.1 120035001 120055001


NC_056060.1 55945001 55965001 0.212417 0.342334 HZ ARPP19 NC_056057.1 120040001 120060001


NC_056060.1 55950001 55970001 0.178984 0.347318 HZ ARPP19 NC_056057.1 120045001 120065001


NC_056060.1 55955001 55975001 0.281323 0.303325 HZ ARPP19 NC_056057.1 120085001 120105001


NC_056060.1 55940001 55960001 0.234903 0.354681 HZ ARPP19;FAM214A NC_056057.1 120090001 120110001


NC_056056.1 200695001 200715001 0.249857 0.257947 HZ ART4;C3H12orf60;SM NC_056057.1 120095001 120115001


NC_056056.1 200700001 200720001 0.21688 0.267144 HZ ART4;C3H12orf60;SM NC_056057.1 120100001 120120001


NC_056056.1 200705001 200725001 0.275488 0.24539 HZ ART4;C3H12orf60;SM NC_056057.1 120105001 120125001


NC_056056.1 200690001 200710001 0.225584 0.248722 HZ ART4;SMCO3 NC_056057.1 120110001 120130001


NC_056062.1 23455001 23475001 0.294307 0.261797 HZ ASAP1 NC_056057.1 120115001 120135001


NC_056062.1 23460001 23480001 0.309109 0.260563 HZ ASAP1 NC_056060.1 17625001 17645001


NC_056056.1 18615001 18635001 0.227713 0.267822 HZ ASAP2 NC_056079.1 20695001 20715001


NC_056056.1 38405001 38425001 0.0665812 0.284011 HZ ASPRV1 NC_056079.1 20700001 20720001


NC_056056.1 38410001 38430001 0.0783133 0.300081 HZ ASPRV1 NC_056079.1 20705001 20725001


NC_056055.1 6680001 6700001 0.0707237 0.270841 HZ ASTN2 NC_056079.1 20710001 20730001


NC_056055.1 7190001 7210001 0.322675 0.243394 HZ ASTN2 NC_056079.1 20715001 20735001


NC_056055.1 7205001 7225001 0.0761326 0.241378 HZ ASTN2 NC_056079.1 20720001 20740001


NC_056055.1 7210001 7230001 0.0462685 0.289741 HZ ASTN2 NC_056079.1 20725001 20745001


NC_056056.1 33060001 33080001 0.333796 0.344879 HZ ASXL2 NC_056061.1 82480001 82500001


NC_056056.1 33065001 33085001 0.210527 0.321144 HZ ASXL2 NC_056061.1 82650001 82670001


NC_056056.1 33070001 33090001 0.295891 0.290695 HZ ASXL2 NC_056061.1 82655001 82675001


NC_056058.1 79615001 79635001 0.0304333 0.257963 HZ ATG10 NC_056061.1 82660001 82680001


NC_056058.1 79620001 79640001 0.0412392 0.252815 HZ ATG10 NC_056061.1 82665001 82685001


NC_056058.1 79625001 79645001 0.0384598 0.260947 HZ ATG10 NC_056061.1 82670001 82690001


NC_056063.1 36880001 36900001 0.205882 0.515918 HZ ATP12A NC_056061.1 6990001 7010001


NC_056063.1 36865001 36885001 0.125341 0.622659 HZ ATP12A;RNF17 NC_056061.1 6995001 7015001


NC_056063.1 36870001 36890001 0.0965517 0.643494 HZ ATP12A;RNF17 NC_056061.1 7000001 7020001


NC_056054.1 93715001 93735001 0.110017 0.258637 HZ ATP1A1 NC_056061.1 7005001 7025001


NC_056054.1 259760001 259780001 0.268706 0.255632 HZ ATP2C1 NC_056061.1 7010001 7030001


NC_056054.1 259765001 259785001 0.3361 0.336468 HZ ATP2C1 NC_056061.1 7015001 7035001


NC_056056.1 19890001 19910001 0.256326 0.757269 HZ ATP6V1C2 NC_056061.1 7020001 7040001


NC_056060.1 58285001 58305001 0.29471 0.310042 HZ ATP8B4 NC_056061.1 7025001 7045001


NC_056060.1 58290001 58310001 0.295879 0.265941 HZ ATP8B4 NC_056061.1 7030001 7050001


NC_056057.1 48310001 48330001 0.0404596 0.263045 HZ ATXN7L1 NC_056061.1 7035001 7055001







NC_056064.1 43750001 43770001 0.29806 0.307432 HZ ATXN7L3;UBTF NC_056058.1 92475001 92495001


NC_056077.1 30870001 30890001 0.290857 0.285822 HZ AUTS2 NC_056058.1 92480001 92500001


NC_056077.1 30875001 30895001 0.307606 0.276179 HZ AUTS2 NC_056058.1 92485001 92505001


NC_056080.1 63110001 63130001 0.261456 0.296011 HZ AWAT1 NC_056055.1 143615001 143635001


NC_056080.1 63115001 63135001 0.178691 0.262872 HZ AWAT1 NC_056055.1 143620001 143640001


NC_056080.1 63120001 63140001 0.116742 0.241519 HZ AWAT1 NC_056055.1 143625001 143645001


NC_056080.1 63130001 63150001 0.117647 0.242436 HZ AWAT1;P2RY4 NC_056078.1 3040001 3060001


NC_056062.1 3110001 3130001 0.0478536 0.249628 HZ B3GAT2 NC_056078.1 3045001 3065001


NC_056062.1 3195001 3215001 0.334129 0.244058 HZ B3GAT2;SMAP1 NC_056078.1 3050001 3070001


NC_056056.1 35245001 35265001 0.311253 0.301325 HZ BABAM2 NC_056078.1 3055001 3075001


NC_056056.1 35275001 35295001 0.23918 0.322368 HZ BABAM2 NC_056078.1 3060001 3080001


NC_056056.1 35280001 35300001 0.216152 0.30746 HZ BABAM2 NC_056078.1 3065001 3085001


NC_056056.1 35285001 35305001 0.163756 0.353038 HZ BABAM2 NC_056078.1 3070001 3090001


NC_056072.1 51645001 51665001 0.103449 0.282146 HZ BAC5 NC_056078.1 3075001 3095001


NC_056072.1 51650001 51670001 0.148438 0.271861 HZ BAC5 NC_056066.1 81055001 81075001


NC_056057.1 64935001 64955001 0.321266 0.348765 HZ BBS9 NC_056066.1 81060001 81080001


NC_056054.1 106605001 106625001 0.296228 0.313841 HZ BCAN NC_056069.1 58940001 58960001


NC_056064.1 11395001 11415001 0.306034 0.301572 HZ BCAS3 NC_056069.1 58945001 58965001


NC_056071.1 61885001 61905001 0.313328 0.250226 HZ BCL11B NC_056068.1 29050001 29070001


NC_056071.1 61890001 61910001 0.301412 0.271133 HZ BCL11B NC_056067.1 34565001 34585001


NC_056071.1 61895001 61915001 0.32631 0.306625 HZ BCL11B NC_056073.1 38695001 38715001


NC_056080.1 16470001 16490001 0.330189 0.401263 HZ BEND2 NC_056073.1 38700001 38720001


NC_056080.1 16490001 16510001 0.34507 0.262248 HZ BEND2 NC_056056.1 35900001 35920001


NC_056080.1 16495001 16515001 0.311111 0.241678 HZ BEND2 NC_056064.1 40460001 40480001


NC_056080.1 16500001 16520001 0.303868 0.279219 HZ BEND2 NC_056080.1 134235001 134255001


NC_056066.1 37490001 37510001 0.228677 0.248108 HZ BFSP1 NC_056080.1 134240001 134260001


NC_056055.1 28585001 28605001 0.182398 0.44293 HZ BICD2 NC_056080.1 134245001 134265001


NC_056067.1 54325001 54345001 0.228738 0.374392 HZ BICRA NC_056080.1 134250001 134270001


NC_056067.1 54330001 54350001 0.161698 0.419124 HZ BICRA NC_056063.1 13095001 13115001


NC_056067.1 54335001 54355001 0.179002 0.417747 HZ BICRA NC_056063.1 13100001 13120001


NC_056055.1 118395001 118415001 0.27059 0.283356 HZ BIN1 NC_056058.1 32245001 32265001


NC_056055.1 118400001 118420001 0.283801 0.274888 HZ BIN1 NC_056058.1 32250001 32270001


NC_056055.1 118405001 118425001 0.313753 0.270278 HZ BIN1 NC_056058.1 32255001 32275001


NC_056056.1 91520001 91540001 0.0485852 0.247008 HZ BIRC6 NC_056058.1 32335001 32355001


NC_056080.1 13680001 13700001 0.296477 0.26224 HZ BMX NC_056058.1 32340001 32360001


NC_056054.1 178875001 178895001 0.131911 0.267554 HZ BOC NC_056056.1 118985001 119005001







NC_056054.1 178880001 178900001 0.0921303 0.308743 HZ BOC NC_056056.1 118990001 119010001


NC_056054.1 178885001 178905001 0.215368 0.317887 HZ BOC NC_056056.1 118995001 119015001


NC_056054.1 178890001 178910001 0.281632 0.324784 HZ BOC NC_056056.1 185555001 185575001


NC_056066.1 61985001 62005001 0.326573 0.244314 HZ BPIFB2;BPIFB6 NC_056056.1 185560001 185580001


NC_056056.1 225125001 225145001 0.343332 0.27659 HZ BRD1 NC_056068.1 28510001 28530001


NC_056056.1 225130001 225150001 0.300287 0.253594 HZ BRD1 NC_056068.1 28515001 28535001


NC_056056.1 225135001 225155001 0.313491 0.263607 HZ BRD1 NC_056062.1 68525001 68545001


NC_056074.1 46435001 46455001 0.310137 0.257095 HZ BRSK2;MOB2 NC_056062.1 68530001 68550001


NC_056074.1 46440001 46460001 0.329144 0.258919 HZ BRSK2;MOB2 NC_056062.1 68535001 68555001


NC_056072.1 57510001 57530001 0.272401 0.321766 HZ C19H3orf20 NC_056072.1 57980001 58000001


NC_056072.1 57515001 57535001 0.223117 0.3263 HZ C19H3orf20 NC_056072.1 57985001 58005001


NC_056072.1 57520001 57540001 0.1323 0.319746 HZ C19H3orf20 NC_056061.1 55465001 55485001


NC_056072.1 57525001 57545001 0.0753342 0.34635 HZ C19H3orf20;CCDC174 NC_056056.1 107780001 107800001


NC_056054.1 35095001 35115001 0.245175 0.244801 HZ C1H1orf87 NC_056056.1 107785001 107805001


NC_056054.1 9155001 9175001 0.292054 0.243148 HZ C1H1orf94 NC_056056.1 107790001 107810001


NC_056054.1 9160001 9180001 0.112792 0.325944 HZ C1H1orf94 NC_056056.1 107805001 107825001


NC_056054.1 232620001 232640001 0.345124 0.245554 HZ C1H3orf33 NC_056061.1 82750001 82770001


NC_056064.1 44405001 44425001 0.299437 0.347065 HZ C1QL1 NC_056061.1 82755001 82775001


NC_056064.1 44375001 44395001 0.109383 0.270867 HZ C1QL1;KIF18B NC_056061.1 82760001 82780001


NC_056064.1 44380001 44400001 0.0535225 0.280387 HZ C1QL1;KIF18B NC_056061.1 82765001 82785001


NC_056073.1 44640001 44660001 0.297411 0.257878 HZ C20H6orf52;LOC10110NC_056070.1 47790001 47810001


NC_056078.1 3395001 3415001 0.307012 0.281754 HZ C25H1orf131;GNPAT NC_056070.1 47795001 47815001


NC_056078.1 3400001 3420001 0.188885 0.31487 HZ C25H1orf131;GNPAT NC_056070.1 4205001 4225001


NC_056078.1 3405001 3425001 0.178711 0.248165 HZ C25H1orf131;GNPAT NC_056056.1 103270001 103290001


NC_056056.1 172620001 172640001 0.0294349 0.364113 HZ C3H12orf42 NC_056056.1 103275001 103295001


NC_056064.1 140001 160001 0.283187 0.258055 HZ CA10 NC_056056.1 103280001 103300001


NC_056064.1 145001 165001 0.284427 0.29791 HZ CA10 NC_056056.1 103285001 103305001


NC_056064.1 150001 170001 0.318976 0.329536 HZ CA10 NC_056056.1 103290001 103310001


NC_056072.1 47260001 47280001 0.201941 0.465944 HZ CACNA1D NC_056056.1 104105001 104125001


NC_056072.1 47265001 47285001 0.308542 0.385412 HZ CACNA1D NC_056054.1 256815001 256835001


NC_056072.1 47245001 47265001 0.301159 0.477499 HZ CACNA1D;CHDH NC_056054.1 256920001 256940001


NC_056072.1 47250001 47270001 0.127675 0.515457 HZ CACNA1D;CHDH NC_056054.1 257005001 257025001


NC_056072.1 47255001 47275001 0.132802 0.507613 HZ CACNA1D;CHDH NC_056077.1 17470001 17490001


NC_056072.1 38535001 38555001 0.142392 0.328809 HZ CADPS NC_056077.1 17475001 17495001


NC_056057.1 88685001 88705001 0.0786436 0.264499 HZ CADPS2 NC_056077.1 17480001 17500001


NC_056058.1 59365001 59385001 0.124627 0.301215 HZ CAMK2A NC_056077.1 17545001 17565001







NC_056058.1 59370001 59390001 0.118922 0.307735 HZ CAMK2A NC_056075.1 17675001 17695001


NC_056058.1 59375001 59395001 0.105152 0.303123 HZ CAMK2A NC_056075.1 17680001 17700001


NC_056058.1 59380001 59400001 0.162716 0.254819 HZ CAMK2A NC_056075.1 17685001 17705001


NC_056056.1 79625001 79645001 0.251993 0.302513 HZ CAMKMT NC_056075.1 17690001 17710001


NC_056056.1 79630001 79650001 0.279056 0.304393 HZ CAMKMT NC_056075.1 17695001 17715001


NC_056056.1 79730001 79750001 0.310174 0.283323 HZ CAMKMT NC_056070.1 4180001 4200001


NC_056056.1 79735001 79755001 0.221533 0.318023 HZ CAMKMT NC_056060.1 45885001 45905001


NC_056056.1 79740001 79760001 0.184925 0.292405 HZ CAMKMT NC_056060.1 45890001 45910001


NC_056056.1 79745001 79765001 0.169553 0.251833 HZ CAMKMT NC_056073.1 6260001 6280001


NC_056056.1 79830001 79850001 0.105866 0.243513 HZ CAMKMT NC_056073.1 6265001 6285001


NC_056080.1 40720001 40740001 0.17891 0.284156 HZ CASK NC_056054.1 124960001 124980001


NC_056080.1 40725001 40745001 0.184937 0.310539 HZ CASK NC_056060.1 17985001 18005001


NC_056080.1 40730001 40750001 0.187099 0.319932 HZ CASK NC_056056.1 107760001 107780001


NC_056080.1 40735001 40755001 0.259306 0.382332 HZ CASK NC_056056.1 107765001 107785001


NC_056066.1 59185001 59205001 0.245205 0.239436 HZ CASS4;CSTF1 NC_056055.1 186525001 186545001


NC_056072.1 51620001 51640001 0.104441 0.285775 HZ CATHL1B;LOC105607NC_056055.1 186530001 186550001


NC_056067.1 62665001 62685001 0.1834 0.356678 HZ CCDC106;U2AF2;ZNF NC_056055.1 186535001 186555001


NC_056054.1 189190001 189210001 0.336511 0.28795 HZ CCDC14;ROPN1 NC_056055.1 186540001 186560001


NC_056080.1 100695001 100715001 0.237856 0.339795 HZ CCDC160 NC_056055.1 186545001 186565001


NC_056055.1 84140001 84160001 0.127013 0.296474 HZ CCDC171 NC_056054.1 256205001 256225001


NC_056056.1 1050001 1070001 0.27991 0.363889 HZ CCDC183;RABL6;TMENC_056054.1 256210001 256230001


NC_056056.1 1055001 1075001 0.27606 0.30832 HZ CCDC183;TMEM141 NC_056054.1 256215001 256235001


NC_056054.1 114435001 114455001 0.18042 0.257361 HZ CCDC190 NC_056054.1 256220001 256240001


NC_056058.1 23810001 23830001 0.315948 0.281216 HZ CCDC192 NC_056056.1 59200001 59220001


NC_056058.1 23815001 23835001 0.233667 0.254064 HZ CCDC192 NC_056056.1 59205001 59225001


NC_056058.1 23820001 23840001 0.170606 0.260689 HZ CCDC192 NC_056080.1 63565001 63585001


NC_056058.1 23825001 23845001 0.251821 0.288884 HZ CCDC192 NC_056080.1 63570001 63590001


NC_056058.1 23830001 23850001 0.320492 0.261932 HZ CCDC192 NC_056080.1 63580001 63600001


NC_056058.1 23835001 23855001 0.307967 0.295766 HZ CCDC192 NC_056080.1 63585001 63605001


NC_056058.1 23840001 23860001 0.30774 0.316135 HZ CCDC192 NC_056080.1 63590001 63610001


NC_056058.1 23845001 23865001 0.340708 0.336839 HZ CCDC192 NC_056054.1 95030001 95050001


NC_056058.1 14490001 14510001 0.275773 0.343991 HZ CCL25 NC_056054.1 95035001 95055001


NC_056058.1 14495001 14515001 0.218388 0.356957 HZ CCL25 NC_056055.1 239940001 239960001


NC_056058.1 14485001 14505001 0.3103 0.334923 HZ CCL25;ELAVL1 NC_056055.1 239945001 239965001


NC_056058.1 14500001 14520001 0.330111 0.314693 HZ CCL25;FBN3 NC_056074.1 14525001 14545001


NC_056060.1 53070001 53090001 0.344989 0.302463 HZ CCPG1 NC_056074.1 14530001 14550001







NC_056060.1 53075001 53095001 0.247154 0.330716 HZ CCPG1 NC_056074.1 14535001 14555001


NC_056060.1 53080001 53100001 0.111842 0.359239 HZ CCPG1 NC_056074.1 14540001 14560001


NC_056060.1 53085001 53105001 0.133221 0.343611 HZ CCPG1;PIGB NC_056074.1 14545001 14565001


NC_056060.1 53090001 53110001 0.172043 0.328819 HZ CCPG1;PIGB NC_056074.1 14550001 14570001


NC_056060.1 53095001 53115001 0.312857 0.270479 HZ CCPG1;PIGB NC_056074.1 14555001 14575001


NC_056059.1 34330001 34350001 0.217782 0.363277 HZ CCSER1 NC_056074.1 14560001 14580001


NC_056059.1 34335001 34355001 0.156729 0.378238 HZ CCSER1 NC_056074.1 14985001 15005001


NC_056059.1 34340001 34360001 0.132122 0.336146 HZ CCSER1 NC_056074.1 14990001 15010001


NC_056059.1 34400001 34420001 0.0474748 0.321975 HZ CCSER1 NC_056080.1 109165001 109185001


NC_056059.1 34415001 34435001 0.0389373 0.257542 HZ CCSER1 NC_056080.1 109170001 109190001


NC_056054.1 108940001 108960001 0.0427538 0.554137 HZ CD1 NC_056080.1 109175001 109195001


NC_056054.1 108945001 108965001 0.0728747 0.512392 HZ CD1 NC_056080.1 109180001 109200001


NC_056054.1 108950001 108970001 0.1158 0.41786 HZ CD1 NC_056080.1 109185001 109205001


NC_056054.1 108955001 108975001 0.128364 0.307477 HZ CD1 NC_056070.1 72835001 72855001


NC_056054.1 108960001 108980001 0.089755 0.287234 HZ CD1 NC_056070.1 72840001 72860001


NC_056056.1 163715001 163735001 0.240794 0.270496 HZ CD63;GDF11 NC_056075.1 15525001 15545001


NC_056056.1 163720001 163740001 0.258953 0.25424 HZ CD63;RDH5 NC_056075.1 15530001 15550001


NC_056063.1 19205001 19225001 0.0898391 0.40232 HZ CDADC1 NC_056075.1 15535001 15555001


NC_056063.1 19185001 19205001 0.056488 0.399571 HZ CDADC1;MLNR NC_056075.1 15540001 15560001


NC_056069.1 53760001 53780001 0.237108 0.371449 HZ CDH18 NC_056075.1 15545001 15565001


NC_056069.1 53765001 53785001 0.252095 0.412348 HZ CDH18 NC_056075.1 15550001 15570001


NC_056078.1 26865001 26885001 0.328758 0.294656 HZ CDH23 NC_056075.1 15555001 15575001


NC_056078.1 26870001 26890001 0.286486 0.408739 HZ CDH23 NC_056071.1 26620001 26640001


NC_056080.1 16690001 16710001 0.300388 0.388631 HZ CDKL5 NC_056071.1 26630001 26650001


NC_056080.1 16695001 16715001 0.209425 0.375585 HZ CDKL5 NC_056061.1 82825001 82845001


NC_056080.1 16700001 16720001 0.249118 0.288917 HZ CDKL5 NC_056061.1 82830001 82850001


NC_056080.1 16705001 16725001 0.261566 0.314039 HZ CDKL5 NC_056056.1 115000001 115020001


NC_056080.1 16710001 16730001 0.313901 0.327436 HZ CDKL5 NC_056056.1 115030001 115050001


NC_056080.1 16715001 16735001 0.327103 0.307018 HZ CDKL5 NC_056056.1 115035001 115055001


NC_056080.1 16720001 16740001 0.28401 0.351629 HZ CDKL5 NC_056056.1 115040001 115060001


NC_056080.1 16795001 16815001 0.301075 0.25843 HZ CDKL5 NC_056056.1 115045001 115065001


NC_056080.1 16800001 16820001 0.25329 0.257005 HZ CDKL5 NC_056056.1 115050001 115070001


NC_056080.1 16825001 16845001 0.289941 0.270661 HZ CDKL5 NC_056056.1 115055001 115075001


NC_056080.1 16830001 16850001 0.269231 0.262662 HZ CDKL5 NC_056056.1 115060001 115080001


NC_056080.1 16835001 16855001 0.255125 0.257525 HZ CDKL5 NC_056056.1 115065001 115085001


NC_056080.1 16840001 16860001 0.261846 0.24766 HZ CDKL5 NC_056056.1 115070001 115090001







NC_056080.1 16850001 16870001 0.285266 0.279333 HZ CDKL5 NC_056056.1 115280001 115300001


NC_056063.1 36740001 36760001 0.252046 0.370509 HZ CENPJ;RNF17 NC_056054.1 100010001 100030001


NC_056063.1 36745001 36765001 0.246555 0.415211 HZ CENPJ;RNF17 NC_056072.1 21975001 21995001


NC_056063.1 36750001 36770001 0.257143 0.397514 HZ CENPJ;RNF17 NC_056059.1 86095001 86115001


NC_056063.1 36755001 36775001 0.238249 0.433904 HZ CENPJ;RNF17 NC_056059.1 86100001 86120001


NC_056058.1 28040001 28060001 0.121401 0.247094 HZ CEP120 NC_056057.1 81995001 82015001


NC_056060.1 59610001 59630001 0.0538049 0.288152 HZ CEP152 NC_056057.1 82000001 82020001


NC_056060.1 59615001 59635001 0.0396376 0.332761 HZ CEP152 NC_056057.1 82005001 82025001


NC_056056.1 130600001 130620001 0.147705 0.25048 HZ CEP83 NC_056057.1 82015001 82035001


NC_056056.1 130605001 130625001 0.0552692 0.24134 HZ CEP83 NC_056057.1 82020001 82040001


NC_056070.1 53365001 53385001 0.0636864 0.463326 HZ CFAP251 NC_056054.1 236720001 236740001


NC_056054.1 179040001 179060001 0.0456262 0.240743 HZ CFAP44 NC_056054.1 236725001 236745001


NC_056064.1 43415001 43435001 0.243244 0.301929 HZ CFAP97D1;DUSP3;MPNC_056054.1 236730001 236750001


NC_056064.1 43420001 43440001 0.262015 0.294294 HZ CFAP97D1;MPP3 NC_056072.1 33925001 33945001


NC_056057.1 98420001 98440001 0.304231 0.271629 HZ CHCHD3 NC_056061.1 71775001 71795001


NC_056057.1 98425001 98445001 0.275611 0.330247 HZ CHCHD3 NC_056056.1 8545001 8565001


NC_056057.1 98430001 98450001 0.275348 0.324167 HZ CHCHD3 NC_056056.1 8550001 8570001


NC_056057.1 98435001 98455001 0.186088 0.295288 HZ CHCHD3 NC_056080.1 2695001 2715001


NC_056054.1 88660001 88680001 0.206457 0.256462 HZ CHIA NC_056080.1 2700001 2720001


NC_056072.1 26135001 26155001 0.263191 0.264563 HZ CHL1 NC_056080.1 2705001 2725001


NC_056055.1 135065001 135085001 0.298597 0.261321 HZ CHN1 NC_056055.1 242250001 242270001


NC_056078.1 11625001 11645001 0.116164 0.259769 HZ CHRM3 NC_056055.1 242255001 242275001


NC_056078.1 11630001 11650001 0.169873 0.286033 HZ CHRM3 NC_056055.1 242260001 242280001


NC_056078.1 11635001 11655001 0.246736 0.267204 HZ CHRM3 NC_056055.1 242290001 242310001


NC_056078.1 11640001 11660001 0.307779 0.244312 HZ CHRM3 NC_056062.1 49930001 49950001


NC_056055.1 234145001 234165001 0.188635 0.369048 HZ CHRND;CHRNG;EIF4ENC_056062.1 49935001 49955001


NC_056056.1 104090001 104110001 0.227609 0.272716 HZ CIAO1;SNRNP200;TM NC_056062.1 49940001 49960001


NC_056056.1 104095001 104115001 0.232732 0.288036 HZ CIAO1;TMEM127 NC_056062.1 49945001 49965001


NC_056075.1 360001 380001 0.140319 0.26361 HZ CISD1;IPMK NC_056062.1 49950001 49970001


NC_056075.1 370001 390001 0.137097 0.343239 HZ CISD1;IPMK NC_056062.1 49955001 49975001


NC_056074.1 15925001 15945001 0.209302 0.275314 HZ CLNS1A NC_056062.1 49960001 49980001


NC_056074.1 15930001 15950001 0.265632 0.286718 HZ CLNS1A NC_056062.1 49965001 49985001


NC_056074.1 15920001 15940001 0.213362 0.265957 HZ CLNS1A;RSF1 NC_056057.1 51520001 51540001


NC_056054.1 10700001 10720001 0.344385 0.34931 HZ CLSPN NC_056063.1 28005001 28025001


NC_056054.1 248980001 249000001 0.272843 0.260832 HZ CLSTN2 NC_056057.1 52715001 52735001


NC_056054.1 248985001 249005001 0.199842 0.290664 HZ CLSTN2 NC_056057.1 52720001 52740001







NC_056054.1 249070001 249090001 0.30496 0.247715 HZ CLSTN2 NC_056057.1 52725001 52745001


NC_056054.1 249075001 249095001 0.270577 0.293229 HZ CLSTN2 NC_056057.1 52730001 52750001


NC_056054.1 249125001 249145001 0.301799 0.48262 HZ CLSTN2 NC_056057.1 52735001 52755001


NC_056054.1 249130001 249150001 0.267654 0.506132 HZ CLSTN2 NC_056057.1 52755001 52775001


NC_056054.1 249135001 249155001 0.294964 0.513857 HZ CLSTN2 NC_056057.1 52760001 52780001


NC_056054.1 249275001 249295001 0.262612 0.274974 HZ CLSTN2 NC_056057.1 52765001 52785001


NC_056072.1 2735001 2755001 0.170429 0.282673 HZ CMC1;LOC114108644 NC_056057.1 52785001 52805001


NC_056072.1 2745001 2765001 0.174581 0.320337 HZ CMC1;LOC114108644 NC_056057.1 52790001 52810001


NC_056067.1 33925001 33945001 0.267676 0.278722 HZ CMTM3;CMTM4 NC_056059.1 71525001 71545001


NC_056062.1 88400001 88420001 0.338349 0.278487 HZ CNBD1 NC_056056.1 78740001 78760001


NC_056062.1 88405001 88425001 0.253821 0.384694 HZ CNBD1 NC_056066.1 6545001 6565001


NC_056062.1 88410001 88430001 0.115605 0.393603 HZ CNBD1 NC_056066.1 6550001 6570001


NC_056062.1 88415001 88435001 0.155374 0.411609 HZ CNBD1 NC_056066.1 6555001 6575001


NC_056062.1 88420001 88440001 0.211726 0.327112 HZ CNBD1 NC_056055.1 27080001 27100001


NC_056057.1 100640001 100660001 0.323904 0.266753 HZ CNOT4 NC_056058.1 46125001 46145001


NC_056058.1 63810001 63830001 0.131174 0.244743 HZ CNOT8;FAXDC2 NC_056058.1 46130001 46150001


NC_056058.1 63830001 63850001 0.198957 0.280826 HZ CNOT8;GEMIN5 NC_056058.1 46135001 46155001


NC_056058.1 63835001 63855001 0.170049 0.33998 HZ CNOT8;GEMIN5 NC_056058.1 46140001 46160001


NC_056058.1 63840001 63860001 0.155324 0.346521 HZ CNOT8;GEMIN5 NC_056058.1 46145001 46165001


NC_056055.1 36990001 37010001 0.217055 0.23987 HZ CNTFR NC_056055.1 23180001 23200001


NC_056055.1 36995001 37015001 0.344721 0.26323 HZ CNTFR NC_056055.1 23185001 23205001


NC_056072.1 27260001 27280001 0.342184 0.292108 HZ CNTN3 NC_056055.1 23190001 23210001


NC_056072.1 27265001 27285001 0.260202 0.368547 HZ CNTN3 NC_056055.1 23195001 23215001


NC_056068.1 8750001 8770001 0.147737 0.278925 HZ CNTN5 NC_056060.1 15760001 15780001


NC_056068.1 8755001 8775001 0.0261117 0.312888 HZ CNTN5 NC_056060.1 41280001 41300001


NC_056068.1 8760001 8780001 0.0164332 0.320132 HZ CNTN5 NC_056060.1 41285001 41305001


NC_056068.1 8765001 8785001 0.0280703 0.317656 HZ CNTN5 NC_056060.1 41290001 41310001


NC_056072.1 24975001 24995001 0.169098 0.239549 HZ CNTN6 NC_056060.1 41295001 41315001


NC_056072.1 24980001 25000001 0.162304 0.2625 HZ CNTN6 NC_056060.1 41300001 41320001


NC_056062.1 4220001 4240001 0.328493 0.301501 HZ COL19A1 NC_056060.1 41305001 41325001


NC_056062.1 4225001 4245001 0.249625 0.261516 HZ COL19A1 NC_056060.1 41310001 41330001


NC_056055.1 9520001 9540001 0.291051 0.265292 HZ COL27A1 NC_056060.1 41315001 41335001


NC_056055.1 9525001 9545001 0.242383 0.278149 HZ COL27A1 NC_056060.1 41320001 41340001


NC_056055.1 9530001 9550001 0.287325 0.273407 HZ COL27A1 NC_056060.1 41325001 41345001


NC_056055.1 9535001 9555001 0.274765 0.274322 HZ COL27A1 NC_056060.1 41330001 41350001


NC_056055.1 9560001 9580001 0.288626 0.279184 HZ COL27A1 NC_056060.1 41335001 41355001







NC_056055.1 212210001 212230001 0.33208 0.252582 HZ CPS1 NC_056060.1 41340001 41360001


NC_056065.1 75675001 75695001 0.256165 0.265379 HZ CRB1 NC_056060.1 41345001 41365001


NC_056057.1 103125001 103145001 0.333333 0.241443 HZ CREB3L2 NC_056056.1 129860001 129880001


NC_056057.1 103130001 103150001 0.299362 0.242208 HZ CREB3L2 NC_056056.1 129865001 129885001


NC_056073.1 22180001 22200001 0.246454 0.24088 HZ CRISP1 NC_056057.1 27295001 27315001


NC_056073.1 22245001 22265001 0.282829 0.270714 HZ CRISP1 NC_056057.1 27300001 27320001


NC_056077.1 19545001 19565001 0.138204 0.245027 HZ CRYM NC_056057.1 27305001 27325001


NC_056077.1 19550001 19570001 0.236278 0.246195 HZ CRYM NC_056057.1 27310001 27330001


NC_056058.1 27795001 27815001 0.175727 0.323234 HZ CSNK1G3 NC_056055.1 710001 730001


NC_056058.1 27800001 27820001 0.264386 0.275241 HZ CSNK1G3 NC_056055.1 715001 735001


NC_056058.1 27805001 27825001 0.288383 0.256016 HZ CSNK1G3 NC_056056.1 104070001 104090001


NC_056078.1 22425001 22445001 0.236267 0.470178 HZ CTNNA3 NC_056072.1 15220001 15240001


NC_056078.1 22430001 22450001 0.157694 0.5156 HZ CTNNA3 NC_056072.1 15225001 15245001


NC_056078.1 22435001 22455001 0.182362 0.50268 HZ CTNNA3 NC_056074.1 940001 960001


NC_056078.1 22440001 22460001 0.241503 0.470321 HZ CTNNA3 NC_056074.1 945001 965001


NC_056078.1 22475001 22495001 0.345026 0.342142 HZ CTNNA3 NC_056074.1 950001 970001


NC_056078.1 22480001 22500001 0.260461 0.34938 HZ CTNNA3 NC_056074.1 955001 975001


NC_056078.1 22485001 22505001 0.280736 0.303439 HZ CTNNA3 NC_056076.1 50830001 50850001


NC_056078.1 23115001 23135001 0.0682848 0.398433 HZ CTNNA3 NC_056076.1 50835001 50855001


NC_056078.1 23125001 23145001 0.113018 0.416499 HZ CTNNA3 NC_056076.1 50840001 50860001


NC_056078.1 23130001 23150001 0.249435 0.319043 HZ CTNNA3 NC_056076.1 50845001 50865001


NC_056058.1 24025001 24045001 0.261486 0.296618 HZ CTXN3 NC_056076.1 50850001 50870001


NC_056067.1 24960001 24980001 0.287031 0.300651 HZ CX3CL1 NC_056076.1 50855001 50875001


NC_056067.1 24965001 24985001 0.259601 0.331324 HZ CX3CL1 NC_056076.1 50860001 50880001


NC_056067.1 24970001 24990001 0.238828 0.327035 HZ CX3CL1 NC_056076.1 50865001 50885001


NC_056064.1 26490001 26510001 0.238602 0.350767 HZ CXCL16;MED11;PELPNC_056076.1 50870001 50890001


NC_056080.1 64265001 64285001 0.318037 0.303427 HZ CXCR3;GCNA NC_056076.1 50890001 50910001


NC_056064.1 47495001 47515001 0.118463 0.352258 HZ CYB561 NC_056076.1 47870001 47890001


NC_056064.1 47485001 47505001 0.275348 0.377306 HZ CYB561;TANC2 NC_056076.1 47875001 47895001


NC_056064.1 47490001 47510001 0.171537 0.355192 HZ CYB561;TANC2 NC_056070.1 12785001 12805001


NC_056075.1 51420001 51440001 0.18046 0.245775 HZ CYP2E1 NC_056070.1 12790001 12810001


NC_056075.1 51425001 51445001 0.144144 0.243355 HZ CYP2E1 NC_056070.1 12795001 12815001


NC_056075.1 51430001 51450001 0.0951791 0.26496 HZ CYP2E1 NC_056070.1 12800001 12820001


NC_056075.1 51435001 51455001 0.101709 0.28293 HZ CYP2E1 NC_056070.1 12805001 12825001


NC_056075.1 51440001 51460001 0.0875911 0.288351 HZ CYP2E1 NC_056070.1 12865001 12885001


NC_056075.1 51445001 51465001 0.0644939 0.304103 HZ CYP2E1 NC_056070.1 12870001 12890001







NC_056060.1 82515001 82535001 0.030025 0.472262 HZ DCAF4 NC_056070.1 12875001 12895001


NC_056060.1 82520001 82540001 0.106966 0.393639 HZ DCAF4 NC_056060.1 49520001 49540001


NC_056076.1 52525001 52545001 0.263306 0.359332 HZ DCC NC_056060.1 49525001 49545001


NC_056076.1 52530001 52550001 0.301093 0.318324 HZ DCC NC_056060.1 49530001 49550001


NC_056072.1 47755001 47775001 0.280684 0.247883 HZ DCP1A NC_056063.1 61315001 61335001


NC_056074.1 36390001 36410001 0.0913983 0.32446 HZ DDB1;TKFC NC_056063.1 61320001 61340001


NC_056074.1 36395001 36415001 0.0541403 0.357391 HZ DDB1;TKFC NC_056063.1 61325001 61345001


NC_056054.1 114340001 114360001 0.142764 0.277722 HZ DDR2;HSD17B7 NC_056063.1 61330001 61350001


NC_056054.1 114345001 114365001 0.100378 0.289955 HZ DDR2;HSD17B7 NC_056059.1 40530001 40550001


NC_056070.1 70365001 70385001 0.120914 0.247239 HZ DEPDC5 NC_056059.1 40535001 40555001


NC_056070.1 70375001 70395001 0.122642 0.274554 HZ DEPDC5 NC_056059.1 40540001 40560001


NC_056080.1 63070001 63090001 0.319943 0.298607 HZ DGAT2L6 NC_056059.1 40545001 40565001


NC_056080.1 63075001 63095001 0.269231 0.273656 HZ DGAT2L6 NC_056059.1 40550001 40570001


NC_056080.1 63085001 63105001 0.223404 0.310104 HZ DGAT2L6 NC_056059.1 40555001 40575001


NC_056070.1 72610001 72630001 0.198043 0.333895 HZ DGCR2;ESS2;TSSK1B NC_056059.1 40560001 40580001


NC_056070.1 72615001 72635001 0.0757962 0.376374 HZ DGCR2;ESS2;TSSK1B NC_056072.1 1880001 1900001


NC_056070.1 72605001 72625001 0.300038 0.302695 HZ DGCR2;TSSK1B NC_056055.1 148010001 148030001


NC_056063.1 12625001 12645001 0.289736 0.309183 HZ DGKH NC_056055.1 148015001 148035001


NC_056063.1 12630001 12650001 0.057289 0.417352 HZ DGKH NC_056055.1 148020001 148040001


NC_056063.1 12635001 12655001 0.0434328 0.438116 HZ DGKH NC_056055.1 148025001 148045001


NC_056063.1 12640001 12660001 0.106832 0.332719 HZ DGKH NC_056065.1 3275001 3295001


NC_056060.1 70405001 70425001 0.16426 0.276799 HZ DHRS7 NC_056058.1 12945001 12965001


NC_056064.1 28775001 28795001 0.115502 0.295034 HZ DHRS7C;GLP2R;GSG1NC_056058.1 12950001 12970001


NC_056064.1 28770001 28790001 0.230257 0.313368 HZ DHRS7C;GSG1L2 NC_056055.1 17670001 17690001


NC_056075.1 44835001 44855001 0.340369 0.252587 HZ DHX32 NC_056055.1 17675001 17695001


NC_056056.1 135660001 135680001 0.291073 0.253127 HZ DIP2B;LOC101117527 NC_056055.1 17680001 17700001


NC_056054.1 192405001 192425001 0.314102 0.252562 HZ DLG1 NC_056055.1 17685001 17705001


NC_056054.1 192415001 192435001 0.213687 0.250645 HZ DLG1 NC_056069.1 23675001 23695001


NC_056080.1 30995001 31015001 0.208249 0.276791 HZ DMD NC_056069.1 23680001 23700001


NC_056080.1 32015001 32035001 0.146657 0.252345 HZ DMD NC_056069.1 23685001 23705001


NC_056080.1 32020001 32040001 0.151373 0.260044 HZ DMD NC_056069.1 23690001 23710001


NC_056080.1 32025001 32045001 0.140503 0.254114 HZ DMD NC_056069.1 23695001 23715001


NC_056080.1 32055001 32075001 0.230822 0.25589 HZ DMD NC_056056.1 140135001 140155001


NC_056080.1 32060001 32080001 0.219264 0.271277 HZ DMD NC_056068.1 17100001 17120001


NC_056080.1 32065001 32085001 0.244843 0.283715 HZ DMD NC_056066.1 38780001 38800001


NC_056080.1 32505001 32525001 0.336899 0.438688 HZ DMD NC_056054.1 266050001 266070001







NC_056080.1 32510001 32530001 0.229437 0.444879 HZ DMD NC_056055.1 11785001 11805001


NC_056080.1 32530001 32550001 0.222367 0.317053 HZ DMD NC_056055.1 11790001 11810001


NC_056060.1 57035001 57055001 0.323568 0.26776 HZ DMXL2 NC_056059.1 115190001 115210001


NC_056060.1 57040001 57060001 0.333181 0.276371 HZ DMXL2 NC_056071.1 28285001 28305001


NC_056060.1 57045001 57065001 0.269443 0.258653 HZ DMXL2 NC_056055.1 224590001 224610001


NC_056060.1 57050001 57070001 0.235938 0.255096 HZ DMXL2 NC_056055.1 224595001 224615001


NC_056060.1 57055001 57075001 0.240095 0.266414 HZ DMXL2 NC_056055.1 224600001 224620001


NC_056077.1 19200001 19220001 0.294062 0.314194 HZ DNAH3;LYRM1 NC_056061.1 59585001 59605001


NC_056054.1 257915001 257935001 0.153136 0.255884 HZ DNAJC13 NC_056061.1 59590001 59610001


NC_056054.1 257920001 257940001 0.166511 0.246375 HZ DNAJC13 NC_056061.1 59595001 59615001


NC_056054.1 41020001 41040001 0.30299 0.467722 HZ DNAJC6 NC_056061.1 59600001 59620001


NC_056054.1 18595001 18615001 0.30021 0.270808 HZ DPH2;IPO13 NC_056054.1 42195001 42215001


NC_056054.1 105340001 105360001 0.115702 0.301171 HZ DPM3;EFNA1;LOC114NC_056063.1 34945001 34965001


NC_056068.1 80980001 81000001 0.341985 0.291007 HZ DTX4 NC_056058.1 64735001 64755001


NC_056068.1 80990001 81010001 0.268974 0.256502 HZ DTX4 NC_056058.1 64740001 64760001


NC_056068.1 80975001 80995001 0.33068 0.246929 HZ DTX4;LOC121816730 NC_056058.1 64745001 64765001


NC_056064.1 50305001 50325001 0.208517 0.405592 HZ DUS1L;GPS1;RFNG NC_056058.1 65735001 65755001


NC_056064.1 50310001 50330001 0.205697 0.295533 HZ DUS1L;GPS1;RFNG NC_056060.1 61060001 61080001


NC_056068.1 4880001 4900001 0.24831 0.537167 HZ DYNC2H1 NC_056060.1 61065001 61085001


NC_056068.1 4920001 4940001 0.181059 0.259682 HZ DYNC2H1 NC_056056.1 219930001 219950001


NC_056068.1 4925001 4945001 0.081679 0.302358 HZ DYNC2H1 NC_056072.1 11965001 11985001


NC_056068.1 4930001 4950001 0.058202 0.284836 HZ DYNC2H1 NC_056056.1 10865001 10885001


NC_056068.1 4935001 4955001 0.0783853 0.2632 HZ DYNC2H1 NC_056056.1 10870001 10890001


NC_056055.1 234090001 234110001 0.295101 0.303054 HZ ECEL1 NC_056056.1 10875001 10895001


NC_056054.1 215450001 215470001 0.267158 0.315587 HZ ECT2 NC_056056.1 10880001 10900001


NC_056054.1 215455001 215475001 0.295082 0.30433 HZ ECT2 NC_056072.1 51660001 51680001


NC_056054.1 215460001 215480001 0.217553 0.268083 HZ ECT2 NC_056072.1 51665001 51685001


NC_056058.1 81775001 81795001 0.219097 0.28783 HZ EDIL3 NC_056068.1 42110001 42130001


NC_056058.1 81780001 81800001 0.255139 0.310373 HZ EDIL3 NC_056068.1 42115001 42135001


NC_056058.1 81785001 81805001 0.277144 0.303197 HZ EDIL3 NC_056068.1 42120001 42140001


NC_056058.1 81790001 81810001 0.248036 0.324582 HZ EDIL3 NC_056068.1 42125001 42145001


NC_056065.1 31550001 31570001 0.233709 0.251596 HZ EFCAB2 NC_056068.1 42130001 42150001


NC_056065.1 31555001 31575001 0.267873 0.256976 HZ EFCAB2 NC_056056.1 220600001 220620001


NC_056058.1 104135001 104155001 0.0569734 0.247278 HZ EFNA5 NC_056056.1 220605001 220625001


NC_056078.1 3520001 3540001 0.165949 0.291241 HZ EGLN1;SPRTN NC_056067.1 19045001 19065001


NC_056078.1 3525001 3545001 0.247847 0.255627 HZ EGLN1;SPRTN NC_056067.1 19050001 19070001







NC_056074.1 26430001 26450001 0.3125 0.271409 HZ EI24 NC_056054.1 101940001 101960001


NC_056056.1 59300001 59320001 0.197259 0.267821 HZ EIF2AK3 NC_056054.1 101945001 101965001


NC_056075.1 20410001 20430001 0.312546 0.28312 HZ ENTPD7 NC_056056.1 1875001 1895001


NC_056075.1 20405001 20425001 0.304918 0.296048 HZ ENTPD7;SLC25A28 NC_056056.1 1880001 1900001


NC_056055.1 238340001 238360001 0.257466 0.264888 HZ EPB41 NC_056056.1 1885001 1905001


NC_056055.1 238345001 238365001 0.254149 0.26138 HZ EPB41 NC_056056.1 1890001 1910001


NC_056055.1 160845001 160865001 0.22482 0.2636 HZ EPC2 NC_056054.1 267650001 267670001


NC_056055.1 160850001 160870001 0.145434 0.296436 HZ EPC2 NC_056078.1 24000001 24020001


NC_056055.1 160855001 160875001 0.151643 0.28714 HZ EPC2 NC_056068.1 79550001 79570001


NC_056055.1 160860001 160880001 0.13973 0.311892 HZ EPC2 NC_056060.1 69910001 69930001


NC_056055.1 160865001 160885001 0.116471 0.327571 HZ EPC2 NC_056062.1 69450001 69470001


NC_056055.1 160870001 160890001 0.179127 0.311292 HZ EPC2 NC_056074.1 15845001 15865001


NC_056055.1 160875001 160895001 0.202046 0.313504 HZ EPC2 NC_056074.1 15850001 15870001


NC_056059.1 81715001 81735001 0.33994 0.347831 HZ EPHA5 NC_056074.1 15855001 15875001


NC_056054.1 162770001 162790001 0.297642 0.354697 HZ EPHA6 NC_056074.1 15860001 15880001


NC_056054.1 254760001 254780001 0.321972 0.2683 HZ EPHB1 NC_056074.1 15865001 15885001


NC_056054.1 254780001 254800001 0.24593 0.322513 HZ EPHB1 NC_056074.1 15870001 15890001


NC_056054.1 254785001 254805001 0.122449 0.25912 HZ EPHB1 NC_056074.1 15900001 15920001


NC_056054.1 254850001 254870001 0.0953571 0.278292 HZ EPHB1 NC_056074.1 15905001 15925001


NC_056067.1 62630001 62650001 0.307691 0.423572 HZ EPN1 NC_056080.1 18620001 18640001


NC_056067.1 62635001 62655001 0.314146 0.474409 HZ EPN1 NC_056080.1 18625001 18645001


NC_056067.1 62640001 62660001 0.301701 0.403895 HZ EPN1;U2AF2 NC_056080.1 18630001 18650001


NC_056067.1 62645001 62665001 0.225191 0.40181 HZ EPN1;U2AF2 NC_056080.1 18635001 18655001


NC_056067.1 62650001 62670001 0.209039 0.392457 HZ EPN1;U2AF2 NC_056060.1 47060001 47080001


NC_056054.1 87095001 87115001 0.122415 0.294484 HZ EPS8L3 NC_056060.1 47065001 47085001


NC_056054.1 87085001 87105001 0.203473 0.244499 HZ EPS8L3;GSTM3 NC_056060.1 47250001 47270001


NC_056055.1 214380001 214400001 0.260851 0.267198 HZ ERBB4 NC_056060.1 47255001 47275001


NC_056055.1 214385001 214405001 0.181017 0.268541 HZ ERBB4 NC_056060.1 47260001 47280001


NC_056055.1 214390001 214410001 0.123541 0.269376 HZ ERBB4 NC_056060.1 47265001 47285001


NC_056055.1 214395001 214415001 0.127299 0.260479 HZ ERBB4 NC_056061.1 48595001 48615001


NC_056072.1 45025001 45045001 0.340836 0.3279 HZ ERC2 NC_056061.1 48600001 48620001


NC_056069.1 4840001 4860001 0.303202 0.263996 HZ ERGIC1 NC_056061.1 48605001 48625001


NC_056069.1 4845001 4865001 0.290082 0.266568 HZ ERGIC1 NC_056061.1 48610001 48630001


NC_056066.1 7200001 7220001 0.0605475 0.350984 HZ ESF1;NDUFAF5 NC_056061.1 48615001 48635001


NC_056054.1 3195001 3215001 0.198245 0.246951 HZ ESPNL;SCLY NC_056061.1 48620001 48640001


NC_056060.1 85985001 86005001 0.295376 0.420746 HZ ESRRB NC_056061.1 48625001 48645001







NC_056070.1 72625001 72645001 0.148191 0.280569 HZ ESS2;GSC2;TSSK1B;T NC_056061.1 48630001 48650001


NC_056054.1 251315001 251335001 0.299465 0.288951 HZ ESYT3 NC_056061.1 48635001 48655001


NC_056056.1 40895001 40915001 0.288194 0.371918 HZ ETAA1 NC_056061.1 48640001 48660001


NC_056057.1 98815001 98835001 0.344418 0.240279 HZ EXOC4 NC_056061.1 48645001 48665001


NC_056057.1 98820001 98840001 0.32358 0.258822 HZ EXOC4 NC_056063.1 36830001 36850001


NC_056057.1 98860001 98880001 0.212588 0.314229 HZ EXOC4 NC_056063.1 36835001 36855001


NC_056057.1 98865001 98885001 0.222273 0.301976 HZ EXOC4 NC_056063.1 36840001 36860001


NC_056057.1 98870001 98890001 0.198706 0.264719 HZ EXOC4 NC_056063.1 36845001 36865001


NC_056057.1 98875001 98895001 0.322337 0.275333 HZ EXOC4 NC_056063.1 36850001 36870001


NC_056057.1 99135001 99155001 0.0463919 0.357657 HZ EXOC4 NC_056060.1 49365001 49385001


NC_056057.1 99140001 99160001 0.129917 0.298877 HZ EXOC4 NC_056060.1 49370001 49390001


NC_056075.1 14050001 14070001 0.213814 0.267371 HZ EXOC6 NC_056060.1 49375001 49395001


NC_056075.1 14055001 14075001 0.140435 0.257304 HZ EXOC6 NC_056060.1 49380001 49400001


NC_056068.1 17895001 17915001 0.162555 0.251384 HZ EXPH5 NC_056060.1 49385001 49405001


NC_056065.1 36420001 36440001 0.261636 0.450138 HZ F5 NC_056060.1 49390001 49410001


NC_056065.1 36425001 36445001 0.245324 0.400458 HZ F5 NC_056060.1 49395001 49415001


NC_056065.1 36430001 36450001 0.343242 0.306932 HZ F5 NC_056060.1 49400001 49420001


NC_056063.1 20995001 21015001 0.143215 0.241876 HZ FAM124A NC_056080.1 128420001 128440001


NC_056062.1 17315001 17335001 0.16081 0.244639 HZ FAM135B NC_056080.1 128425001 128445001


NC_056060.1 55915001 55935001 0.303626 0.263407 HZ FAM214A NC_056062.1 1820001 1840001


NC_056060.1 55935001 55955001 0.289523 0.336912 HZ FAM214A NC_056062.1 1825001 1845001


NC_056055.1 37120001 37140001 0.345238 0.248214 HZ FAM219A NC_056062.1 1830001 1850001


NC_056068.1 38715001 38735001 0.125329 0.297544 HZ FAR1 NC_056062.1 1835001 1855001


NC_056068.1 38720001 38740001 0.170314 0.276933 HZ FAR1 NC_056062.1 1840001 1860001


NC_056068.1 38725001 38745001 0.227521 0.25591 HZ FAR1 NC_056062.1 1845001 1865001


NC_056073.1 48425001 48445001 0.216155 0.267425 HZ FARS2 NC_056062.1 1860001 1880001


NC_056073.1 48430001 48450001 0.212945 0.258291 HZ FARS2 NC_056073.1 22020001 22040001


NC_056074.1 1740001 1760001 0.343636 0.24405 HZ FAT3 NC_056073.1 22025001 22045001


NC_056064.1 55060001 55080001 0.0617785 0.305546 HZ FBF1;MRPL38;TRIM65NC_056065.1 63160001 63180001


NC_056065.1 51070001 51090001 0.308239 0.2794 HZ FBLIM1 NC_056065.1 63165001 63185001


NC_056065.1 51075001 51095001 0.211431 0.252588 HZ FBLIM1 NC_056060.1 52430001 52450001


NC_056065.1 51080001 51100001 0.246882 0.258537 HZ FBLIM1 NC_056060.1 52435001 52455001


NC_056060.1 59785001 59805001 0.0944713 0.25348 HZ FBN1 NC_056060.1 52440001 52460001


NC_056060.1 59790001 59810001 0.085389 0.306664 HZ FBN1 NC_056060.1 52445001 52465001


NC_056060.1 59795001 59815001 0.0956021 0.357351 HZ FBN1 NC_056055.1 71855001 71875001


NC_056060.1 59800001 59820001 0.0871155 0.376763 HZ FBN1 NC_056055.1 71860001 71880001







NC_056060.1 59825001 59845001 0.0757813 0.328956 HZ FBN1 NC_056056.1 101870001 101890001


NC_056060.1 59830001 59850001 0.208712 0.295302 HZ FBN1 NC_056056.1 101875001 101895001


NC_056069.1 57500001 57520001 0.180532 0.330889 HZ FBXL7 NC_056056.1 101880001 101900001


NC_056069.1 57505001 57525001 0.20117 0.337779 HZ FBXL7 NC_056056.1 101885001 101905001


NC_056069.1 57510001 57530001 0.182976 0.321789 HZ FBXL7 NC_056076.1 60920001 60940001


NC_056069.1 57515001 57535001 0.198316 0.267366 HZ FBXL7 NC_056076.1 60925001 60945001


NC_056056.1 76560001 76580001 0.203615 0.259325 HZ FBXO11 NC_056076.1 60930001 60950001


NC_056056.1 76625001 76645001 0.299765 0.35038 HZ FBXO11 NC_056076.1 60935001 60955001


NC_056056.1 76630001 76650001 0.285354 0.33564 HZ FBXO11 NC_056060.1 20160001 20180001


NC_056056.1 76615001 76635001 0.213115 0.28269 HZ FBXO11;LOC10560694NC_056067.1 63135001 63155001


NC_056056.1 76620001 76640001 0.245283 0.341708 HZ FBXO11;LOC10560694NC_056072.1 3985001 4005001


NC_056056.1 76645001 76665001 0.1856 0.333163 HZ FBXO11;MSH6 NC_056072.1 3990001 4010001


NC_056056.1 76650001 76670001 0.139168 0.375482 HZ FBXO11;MSH6 NC_056072.1 3995001 4015001


NC_056056.1 76655001 76675001 0.254901 0.397813 HZ FBXO11;MSH6 NC_056072.1 4000001 4020001


NC_056069.1 8765001 8785001 0.0668607 0.263383 HZ FCHO2 NC_056070.1 60745001 60765001


NC_056069.1 8770001 8790001 0.0550679 0.284965 HZ FCHO2 NC_056070.1 60750001 60770001


NC_056069.1 8800001 8820001 0.246099 0.297259 HZ FCHO2 NC_056070.1 60810001 60830001


NC_056058.1 105665001 105685001 0.314905 0.602719 HZ FER NC_056070.1 60815001 60835001


NC_056058.1 105670001 105690001 0.153473 0.603564 HZ FER NC_056077.1 6480001 6500001


NC_056058.1 105675001 105695001 0.0697754 0.546031 HZ FER NC_056077.1 6485001 6505001


NC_056058.1 105680001 105700001 0.0618418 0.451285 HZ FER NC_056077.1 6490001 6510001


NC_056058.1 105685001 105705001 0.0595702 0.345475 HZ FER NC_056059.1 97325001 97345001


NC_056058.1 105690001 105710001 0.0845615 0.318307 HZ FER NC_056059.1 97330001 97350001


NC_056058.1 105695001 105715001 0.149821 0.296066 HZ FER NC_056061.1 49755001 49775001


NC_056058.1 105700001 105720001 0.314581 0.242759 HZ FER NC_056061.1 49760001 49780001


NC_056069.1 30640001 30660001 0.255038 0.27932 HZ FGF10 NC_056079.1 39765001 39785001


NC_056069.1 30645001 30665001 0.285714 0.319291 HZ FGF10 NC_056079.1 39770001 39790001


NC_056069.1 30650001 30670001 0.331379 0.346228 HZ FGF10 NC_056079.1 39775001 39795001


NC_056069.1 30660001 30680001 0.330978 0.362268 HZ FGF10 NC_056062.1 82765001 82785001


NC_056069.1 30665001 30685001 0.242567 0.28854 HZ FGF10 NC_056060.1 44965001 44985001


NC_056069.1 30670001 30690001 0.241789 0.292917 HZ FGF10 NC_056060.1 44970001 44990001


NC_056069.1 30675001 30695001 0.290808 0.28347 HZ FGF10 NC_056060.1 44975001 44995001


NC_056065.1 50345001 50365001 0.311565 0.290752 HZ FNDC10 NC_056060.1 44980001 45000001


NC_056071.1 45485001 45505001 0.0698271 0.299048 HZ FOXA1 NC_056060.1 44985001 45005001


NC_056071.1 45490001 45510001 0.198572 0.25806 HZ FOXA1;LOC121817109NC_056054.1 256095001 256115001


NC_056063.1 22155001 22175001 0.078137 0.311907 HZ FOXO1 NC_056054.1 256100001 256120001







NC_056063.1 22160001 22180001 0.14912 0.270584 HZ FOXO1 NC_056054.1 256105001 256125001


NC_056072.1 30360001 30380001 0.284849 0.448494 HZ FOXP1 NC_056056.1 107830001 107850001


NC_056072.1 30365001 30385001 0.200346 0.485616 HZ FOXP1 NC_056056.1 107835001 107855001


NC_056072.1 30370001 30390001 0.255102 0.459792 HZ FOXP1 NC_056056.1 107840001 107860001


NC_056072.1 30375001 30395001 0.246881 0.534784 HZ FOXP1 NC_056056.1 107845001 107865001


NC_056070.1 14385001 14405001 0.0774661 0.315366 HZ FREM3 NC_056056.1 107850001 107870001


NC_056070.1 14390001 14410001 0.0439439 0.360819 HZ FREM3 NC_056056.1 107855001 107875001


NC_056070.1 14395001 14415001 0.0706722 0.37979 HZ FREM3 NC_056056.1 107860001 107880001


NC_056070.1 14400001 14420001 0.142163 0.318721 HZ FREM3 NC_056056.1 107865001 107885001


NC_056072.1 32075001 32095001 0.0660378 0.247134 HZ FRMD4B NC_056056.1 107870001 107890001


NC_056072.1 32105001 32125001 0.339164 0.251195 HZ FRMD4B NC_056064.1 18290001 18310001


NC_056072.1 32160001 32180001 0.309103 0.302404 HZ FRMD4B NC_056064.1 18295001 18315001


NC_056072.1 32165001 32185001 0.283364 0.269363 HZ FRMD4B NC_056056.1 176525001 176545001


NC_056072.1 32170001 32190001 0.27192 0.261941 HZ FRMD4B NC_056056.1 143000001 143020001


NC_056072.1 32175001 32195001 0.275483 0.23969 HZ FRMD4B NC_056076.1 41145001 41165001


NC_056072.1 32410001 32430001 0.119522 0.401183 HZ FRMD4B NC_056076.1 41150001 41170001


NC_056072.1 32415001 32435001 0.194639 0.379778 HZ FRMD4B NC_056076.1 41155001 41175001


NC_056055.1 126875001 126895001 0.238285 0.262518 HZ FRZB NC_056075.1 46935001 46955001


NC_056071.1 52055001 52075001 0.111835 0.25157 HZ FSCB;LOC101104431 NC_056055.1 77120001 77140001


NC_056057.1 93540001 93560001 0.291839 0.243853 HZ FSCN3;PAX4 NC_056055.1 77125001 77145001


NC_056067.1 21880001 21900001 0.0539945 0.297376 HZ FTO NC_056055.1 77130001 77150001


NC_056060.1 75575001 75595001 0.307533 0.593673 HZ FUT8 NC_056055.1 77135001 77155001


NC_056060.1 75580001 75600001 0.278092 0.573003 HZ FUT8 NC_056055.1 13955001 13975001


NC_056060.1 75585001 75605001 0.313966 0.564955 HZ FUT8 NC_056056.1 7300001 7320001


NC_056060.1 75590001 75610001 0.32041 0.557386 HZ FUT8 NC_056056.1 7305001 7325001


NC_056060.1 75595001 75615001 0.288439 0.565057 HZ FUT8 NC_056054.1 54955001 54975001


NC_056060.1 75605001 75625001 0.301436 0.574213 HZ FUT8 NC_056054.1 54960001 54980001


NC_056060.1 75610001 75630001 0.343832 0.50665 HZ FUT8 NC_056054.1 54965001 54985001


NC_056060.1 75615001 75635001 0.269175 0.372534 HZ FUT8 NC_056054.1 46795001 46815001


NC_056060.1 75620001 75640001 0.204496 0.271334 HZ FUT8 NC_056054.1 46785001 46805001


NC_056058.1 70930001 70950001 0.338996 0.269255 HZ GABRA6 NC_056054.1 46790001 46810001


NC_056058.1 70935001 70955001 0.260191 0.29316 HZ GABRA6 NC_056066.1 30345001 30365001


NC_056058.1 70940001 70960001 0.31611 0.26541 HZ GABRA6 NC_056066.1 30350001 30370001


NC_056055.1 155555001 155575001 0.287561 0.300967 HZ GALNT13 NC_056066.1 30355001 30375001


NC_056055.1 155560001 155580001 0.31817 0.291049 HZ GALNT13 NC_056066.1 30360001 30380001


NC_056055.1 155675001 155695001 0.143904 0.244112 HZ GALNT13 NC_056060.1 21630001 21650001







NC_056055.1 107495001 107515001 0.13001 0.240883 HZ GALNT7 NC_056056.1 59775001 59795001


NC_056055.1 107500001 107520001 0.0922279 0.269733 HZ GALNT7 NC_056056.1 59800001 59820001


NC_056076.1 25265001 25285001 0.330779 0.338913 HZ GAREM1 NC_056079.1 38190001 38210001


NC_056076.1 25270001 25290001 0.298261 0.314341 HZ GAREM1 NC_056079.1 38200001 38220001


NC_056056.1 8780001 8800001 0.304817 0.292157 HZ GARNL3 NC_056079.1 38205001 38225001


NC_056056.1 8785001 8805001 0.309049 0.272974 HZ GARNL3 NC_056055.1 59885001 59905001


NC_056056.1 163705001 163725001 0.230347 0.313213 HZ GDF11 NC_056055.1 59890001 59910001


NC_056056.1 163710001 163730001 0.269973 0.288333 HZ GDF11 NC_056055.1 59895001 59915001


NC_056056.1 163695001 163715001 0.279029 0.268027 HZ GDF11;LOC101114432NC_056055.1 59900001 59920001


NC_056056.1 163700001 163720001 0.224449 0.297504 HZ GDF11;LOC101114432NC_056055.1 59905001 59925001


NC_056058.1 63845001 63865001 0.181818 0.331484 HZ GEMIN5 NC_056055.1 59910001 59930001


NC_056058.1 63850001 63870001 0.27304 0.261531 HZ GEMIN5 NC_056080.1 36530001 36550001


NC_056054.1 260180001 260200001 0.272672 0.324377 HZ GET1 NC_056056.1 221175001 221195001


NC_056054.1 260185001 260205001 0.122709 0.257511 HZ GET1 NC_056056.1 221180001 221200001


NC_056054.1 260190001 260210001 0.0467323 0.251219 HZ GET1 NC_056056.1 221185001 221205001


NC_056055.1 43895001 43915001 0.289444 0.302291 HZ GFRA2 NC_056077.1 27275001 27295001


NC_056055.1 43900001 43920001 0.196428 0.31914 HZ GFRA2 NC_056077.1 27280001 27300001


NC_056055.1 43905001 43925001 0.163737 0.319042 HZ GFRA2 NC_056071.1 43155001 43175001


NC_056055.1 43910001 43930001 0.13591 0.320561 HZ GFRA2 NC_056056.1 104425001 104445001


NC_056055.1 43915001 43935001 0.19064 0.294064 HZ GFRA2 NC_056056.1 104430001 104450001


NC_056070.1 71485001 71505001 0.113261 0.337853 HZ GGT5;LOC105603000 NC_056056.1 104435001 104455001


NC_056070.1 71490001 71510001 0.113464 0.434911 HZ GGT5;LOC105603000 NC_056056.1 104440001 104460001


NC_056070.1 71495001 71515001 0.13223 0.437247 HZ GGT5;LOC105603000 NC_056056.1 78135001 78155001


NC_056070.1 71500001 71520001 0.32425 0.313523 HZ GGT5;LOC105603000 NC_056056.1 78230001 78250001


NC_056070.1 71480001 71500001 0.213268 0.316063 HZ GGT5;SUSD2 NC_056056.1 78560001 78580001


NC_056057.1 114095001 114115001 0.207784 0.348463 HZ GIMAP4 NC_056056.1 78565001 78585001


NC_056080.1 29905001 29925001 0.223437 0.291538 HZ GK NC_056056.1 78570001 78590001


NC_056054.1 247380001 247400001 0.232105 0.275153 HZ GK5 NC_056056.1 78575001 78595001


NC_056054.1 247385001 247405001 0.130493 0.394005 HZ GK5 NC_056056.1 78590001 78610001


NC_056054.1 247390001 247410001 0.081786 0.511373 HZ GK5 NC_056057.1 49660001 49680001


NC_056054.1 247395001 247415001 0.124742 0.564878 HZ GK5 NC_056057.1 49665001 49685001


NC_056054.1 247360001 247380001 0.231251 0.296859 HZ GK5;LOC101110546 NC_056057.1 49670001 49690001


NC_056054.1 247365001 247385001 0.245061 0.291546 HZ GK5;LOC101110546 NC_056057.1 49675001 49695001


NC_056054.1 247370001 247390001 0.250683 0.250576 HZ GK5;LOC101110546 NC_056057.1 49680001 49700001


NC_056054.1 247375001 247395001 0.243565 0.243968 HZ GK5;LOC101110546 NC_056057.1 49685001 49705001


NC_056054.1 247400001 247420001 0.16837 0.553939 HZ GK5;TFDP2 NC_056072.1 51125001 51145001







NC_056054.1 247405001 247425001 0.298519 0.488128 HZ GK5;TFDP2 NC_056054.1 61105001 61125001


NC_056057.1 80435001 80455001 0.253148 0.245778 HZ GLI3 NC_056059.1 4905001 4925001


NC_056057.1 80445001 80465001 0.30349 0.249336 HZ GLI3 NC_056059.1 4910001 4930001


NC_056057.1 80475001 80495001 0.115077 0.25069 HZ GLI3 NC_056056.1 176545001 176565001


NC_056064.1 28790001 28810001 0.0637552 0.284185 HZ GLP2R NC_056056.1 176550001 176570001


NC_056064.1 28780001 28800001 0.068196 0.355273 HZ GLP2R;GSG1L2 NC_056056.1 176555001 176575001


NC_056063.1 68985001 69005001 0.151009 0.301339 HZ GPC6 NC_056056.1 176560001 176580001


NC_056063.1 68990001 69010001 0.269525 0.298993 HZ GPC6 NC_056056.1 176565001 176585001


NC_056060.1 76595001 76615001 0.226202 0.252889 HZ GPHN NC_056056.1 176570001 176590001


NC_056060.1 76600001 76620001 0.248485 0.247308 HZ GPHN NC_056072.1 28790001 28810001


NC_056080.1 11955001 11975001 0.304543 0.246108 HZ GPM6B NC_056072.1 28795001 28815001


NC_056080.1 11960001 11980001 0.209356 0.303687 HZ GPM6B NC_056055.1 43160001 43180001


NC_056080.1 11965001 11985001 0.199525 0.310368 HZ GPM6B NC_056055.1 43165001 43185001


NC_056080.1 11970001 11990001 0.150307 0.339084 HZ GPM6B NC_056055.1 43170001 43190001


NC_056080.1 12045001 12065001 0.130081 0.304275 HZ GPM6B NC_056055.1 43175001 43195001


NC_056080.1 12050001 12070001 0.251497 0.288166 HZ GPM6B NC_056059.1 23995001 24015001


NC_056056.1 12695001 12715001 0.260394 0.262107 HZ GPR21;RABGAP1 NC_056059.1 24000001 24020001


NC_056056.1 12700001 12720001 0.263441 0.28228 HZ GPR21;RABGAP1 NC_056058.1 55760001 55780001


NC_056056.1 12705001 12725001 0.281734 0.293338 HZ GPR21;RABGAP1 NC_056056.1 156990001 157010001


NC_056056.1 12710001 12730001 0.305178 0.26686 HZ GPR21;RABGAP1 NC_056056.1 156995001 157015001


NC_056054.1 86760001 86780001 0.328687 0.24938 HZ GPR61 NC_056056.1 157000001 157020001


NC_056059.1 36215001 36235001 0.24083 0.257215 HZ GPRIN3 NC_056056.1 157005001 157025001


NC_056058.1 25190001 25210001 0.179301 0.253364 HZ GRAMD2B NC_056056.1 157010001 157030001


NC_056080.1 107250001 107270001 0.254818 0.284307 HZ GRIA3 NC_056061.1 73825001 73845001


NC_056080.1 107255001 107275001 0.333588 0.284106 HZ GRIA3 NC_056061.1 73830001 73850001


NC_056080.1 107370001 107390001 0.240928 0.252223 HZ GRIA3 NC_056061.1 73835001 73855001


NC_056068.1 1615001 1635001 0.0726122 0.246455 HZ GRIA4 NC_056056.1 117475001 117495001


NC_056068.1 1620001 1640001 0.0645076 0.24039 HZ GRIA4 NC_056080.1 17010001 17030001


NC_056068.1 1665001 1685001 0.320477 0.283133 HZ GRIA4 NC_056058.1 58905001 58925001


NC_056068.1 1670001 1690001 0.282449 0.265939 HZ GRIA4 NC_056058.1 58910001 58930001


NC_056068.1 1675001 1695001 0.34089 0.27183 HZ GRIA4 NC_056058.1 58920001 58940001


NC_056068.1 1680001 1700001 0.314793 0.258584 HZ GRIA4 NC_056058.1 58925001 58945001


NC_056068.1 30935001 30955001 0.321735 0.252402 HZ GRIK4 NC_056059.1 20115001 20135001


NC_056072.1 19200001 19220001 0.0649219 0.297134 HZ GRM7 NC_056059.1 20120001 20140001


NC_056077.1 26025001 26045001 0.20853 0.261263 HZ GSG1L NC_056059.1 20125001 20145001


NC_056057.1 107855001 107875001 0.303844 0.249307 HZ GSTK1 NC_056059.1 20130001 20150001







NC_056055.1 165770001 165790001 0.146766 0.415319 HZ GTDC1 NC_056057.1 13360001 13380001


NC_056055.1 165790001 165810001 0.0941412 0.341411 HZ GTDC1 NC_056057.1 13365001 13385001


NC_056054.1 16680001 16700001 0.184221 0.252951 HZ GUCA2A;GUCA2B NC_056054.1 99165001 99185001


NC_056055.1 120995001 121015001 0.151026 0.283838 HZ GULP1 NC_056056.1 57970001 57990001


NC_056055.1 121025001 121045001 0.126733 0.24506 HZ GULP1 NC_056054.1 186810001 186830001


NC_056055.1 121030001 121050001 0.0938047 0.24992 HZ GULP1 NC_056054.1 186815001 186835001


NC_056054.1 239925001 239945001 0.0467851 0.295559 HZ GYG1 NC_056055.1 220350001 220370001


NC_056068.1 47950001 47970001 0.0109887 0.313621 HZ HBE1 NC_056055.1 220355001 220375001


NC_056064.1 43680001 43700001 0.221557 0.275058 HZ HDAC5 NC_056056.1 130430001 130450001


NC_056064.1 43685001 43705001 0.179775 0.338604 HZ HDAC5 NC_056056.1 130435001 130455001


NC_056064.1 43690001 43710001 0.218453 0.313987 HZ HDAC5;HROB NC_056072.1 51465001 51485001


NC_056080.1 65020001 65040001 0.193406 0.273852 HZ HDAC8 NC_056072.1 51470001 51490001


NC_056080.1 65025001 65045001 0.128202 0.305883 HZ HDAC8 NC_056055.1 73510001 73530001


NC_056080.1 65030001 65050001 0.168536 0.277022 HZ HDAC8 NC_056055.1 73515001 73535001


NC_056054.1 106710001 106730001 0.317924 0.562659 HZ HDGF;PRCC NC_056055.1 73520001 73540001


NC_056060.1 83040001 83060001 0.334406 0.246247 HZ HEATR4;LOC1011044 NC_056067.1 48455001 48475001


NC_056056.1 86995001 87015001 0.0889138 0.253702 HZ HEATR5B NC_056067.1 48460001 48480001


NC_056056.1 87000001 87020001 0.139247 0.247612 HZ HEATR5B NC_056065.1 1885001 1905001


NC_056056.1 87005001 87025001 0.207439 0.245559 HZ HEATR5B NC_056065.1 1890001 1910001


NC_056055.1 198680001 198700001 0.220459 0.255379 HZ HECW2 NC_056065.1 1895001 1915001


NC_056055.1 198730001 198750001 0.324069 0.289147 HZ HECW2 NC_056066.1 1000001 1020001


NC_056055.1 198735001 198755001 0.340077 0.30501 HZ HECW2 NC_056066.1 1005001 1025001


NC_056075.1 15560001 15580001 0.0866873 0.312533 HZ HELLS;TBC1D12 NC_056055.1 151205001 151225001


NC_056075.1 15565001 15585001 0.12259 0.298978 HZ HELLS;TBC1D12 NC_056055.1 151210001 151230001


NC_056075.1 15570001 15590001 0.26937 0.257902 HZ HELLS;TBC1D12 NC_056055.1 151215001 151235001


NC_056055.1 103455001 103475001 0.328583 0.274954 HZ HMBOX1 NC_056056.1 7685001 7705001


NC_056055.1 103460001 103480001 0.233986 0.243685 HZ HMBOX1 NC_056066.1 72915001 72935001


NC_056060.1 10465001 10485001 0.117985 0.358125 HZ HOMER1 NC_056066.1 63925001 63945001


NC_056060.1 10490001 10510001 0.286386 0.319935 HZ HOMER1 NC_056066.1 63995001 64015001


NC_056060.1 10495001 10515001 0.093115 0.447814 HZ HOMER1 NC_056068.1 29030001 29050001


NC_056060.1 10505001 10525001 0.213444 0.361138 HZ HOMER1 NC_056068.1 29035001 29055001


NC_056057.1 70445001 70465001 0.240404 0.243542 HZ HOXA10;HOXA7;HOXNC_056068.1 29040001 29060001


NC_056075.1 19480001 19500001 0.324193 0.444692 HZ HPSE2 NC_056068.1 29045001 29065001


NC_056075.1 19485001 19505001 0.295258 0.464113 HZ HPSE2 NC_056068.1 29025001 29045001


NC_056064.1 43695001 43715001 0.263415 0.286346 HZ HROB NC_056054.1 29740001 29760001


NC_056054.1 114350001 114370001 0.18941 0.239403 HZ HSD17B7 NC_056080.1 20410001 20430001







NC_056054.1 96960001 96980001 0.0414938 0.27095 HZ HSD3B1;ZNF697 NC_056080.1 20415001 20435001


NC_056080.1 119980001 120000001 0.148217 0.299805 HZ HTR2C NC_056080.1 20420001 20440001


NC_056080.1 119985001 120005001 0.0923567 0.313726 HZ HTR2C NC_056080.1 20425001 20445001


NC_056080.1 119990001 120010001 0.0696517 0.317483 HZ HTR2C NC_056080.1 20430001 20450001


NC_056080.1 119995001 120015001 0.149742 0.276178 HZ HTR2C NC_056056.1 206630001 206650001


NC_056080.1 120000001 120020001 0.221087 0.256733 HZ HTR2C NC_056056.1 206635001 206655001


NC_056057.1 118580001 118600001 0.313552 0.339876 HZ HTR5A NC_056056.1 206640001 206660001


NC_056057.1 118585001 118605001 0.344136 0.274646 HZ HTR5A NC_056055.1 68370001 68390001


NC_056057.1 118595001 118615001 0.326601 0.261548 HZ HTR5A NC_056055.1 68375001 68395001


NC_056075.1 12210001 12230001 0.300172 0.245036 HZ HTR7 NC_056055.1 68380001 68400001


NC_056075.1 12215001 12235001 0.279489 0.268148 HZ HTR7 NC_056055.1 68385001 68405001


NC_056075.1 12220001 12240001 0.297819 0.255348 HZ HTR7 NC_056055.1 68390001 68410001


NC_056059.1 116365001 116385001 0.328304 0.384678 HZ HTT NC_056055.1 68410001 68430001


NC_056059.1 116370001 116390001 0.27502 0.376449 HZ HTT NC_056055.1 68415001 68435001


NC_056054.1 122840001 122860001 0.139931 0.264825 HZ IFNAR1 NC_056055.1 68420001 68440001


NC_056054.1 122845001 122865001 0.194428 0.28508 HZ IFNAR1 NC_056055.1 68425001 68445001


NC_056054.1 122850001 122870001 0.247571 0.291963 HZ IFNAR1 NC_056060.1 66670001 66690001


NC_056054.1 122855001 122875001 0.256583 0.258387 HZ IFNAR1 NC_056056.1 44200001 44220001


NC_056077.1 1705001 1725001 0.0937199 0.261758 HZ IFT140;TELO2;TMEM2NC_056063.1 28595001 28615001


NC_056077.1 1710001 1730001 0.0549498 0.311054 HZ IFT140;TMEM204 NC_056063.1 28600001 28620001


NC_056077.1 1720001 1740001 0.0683373 0.364978 HZ IFT140;TMEM204 NC_056063.1 28605001 28625001


NC_056068.1 65825001 65845001 0.316771 0.361997 HZ IFTAP;RAG1;RAG2 NC_056080.1 22800001 22820001


NC_056068.1 65830001 65850001 0.227968 0.379043 HZ IFTAP;RAG2 NC_056068.1 3985001 4005001


NC_056054.1 122930001 122950001 0.272891 0.261429 HZ IL10RB NC_056068.1 3990001 4010001


NC_056054.1 122935001 122955001 0.330162 0.251022 HZ IL10RB NC_056060.1 8495001 8515001


NC_056080.1 28275001 28295001 0.149942 0.308862 HZ IL1RAPL1 NC_056060.1 8500001 8520001


NC_056080.1 28280001 28300001 0.0736314 0.393378 HZ IL1RAPL1 NC_056060.1 8535001 8555001


NC_056080.1 28285001 28305001 0.142758 0.403582 HZ IL1RAPL1 NC_056058.1 58975001 58995001


NC_056080.1 28290001 28310001 0.250523 0.406502 HZ IL1RAPL1 NC_056058.1 58980001 59000001


NC_056080.1 28295001 28315001 0.263815 0.420939 HZ IL1RAPL1 NC_056058.1 58985001 59005001


NC_056080.1 28690001 28710001 0.250246 0.339328 HZ IL1RAPL1 NC_056058.1 58990001 59010001


NC_056080.1 28695001 28715001 0.344705 0.361276 HZ IL1RAPL1 NC_056058.1 58995001 59015001


NC_056056.1 59820001 59840001 0.29377 0.250163 HZ IL1RN NC_056058.1 59000001 59020001


NC_056054.1 252815001 252835001 0.152418 0.317016 HZ IL20RB NC_056058.1 59005001 59025001


NC_056054.1 252820001 252840001 0.126212 0.279575 HZ IL20RB NC_056058.1 59010001 59030001


NC_056054.1 252825001 252845001 0.126221 0.283811 HZ IL20RB NC_056058.1 59015001 59035001







NC_056054.1 252830001 252850001 0.278332 0.258536 HZ IL20RB NC_056058.1 59020001 59040001


NC_056054.1 252835001 252855001 0.286461 0.24201 HZ IL20RB NC_056058.1 59025001 59045001


NC_056054.1 252840001 252860001 0.341565 0.248219 HZ IL20RB NC_056058.1 59030001 59050001


NC_056061.1 62345001 62365001 0.255777 0.324882 HZ IL22RA2 NC_056058.1 59035001 59055001


NC_056061.1 62350001 62370001 0.165887 0.279936 HZ IL22RA2 NC_056058.1 59040001 59060001


NC_056061.1 62355001 62375001 0.199907 0.254724 HZ IL22RA2 NC_056058.1 59045001 59065001


NC_056077.1 640001 660001 0.0672875 0.286432 HZ IL9R;POLR3K NC_056058.1 58970001 58990001


NC_056077.1 645001 665001 0.0793726 0.298543 HZ IL9R;POLR3K;RHBDF NC_056069.1 20450001 20470001


NC_056077.1 650001 670001 0.207274 0.305376 HZ IL9R;POLR3K;RHBDF NC_056069.1 20455001 20475001


NC_056064.1 22520001 22540001 0.280962 0.483452 HZ INPP5K;PITPNA NC_056059.1 71725001 71745001


NC_056064.1 22525001 22545001 0.297635 0.41566 HZ INPP5K;PITPNA NC_056059.1 71730001 71750001


NC_056064.1 22530001 22550001 0.300112 0.415334 HZ INPP5K;PITPNA NC_056057.1 39160001 39180001


NC_056064.1 22535001 22555001 0.280364 0.411832 HZ INPP5K;PITPNA NC_056057.1 39165001 39185001


NC_056068.1 37160001 37180001 0.345126 0.279355 HZ INSC NC_056057.1 39170001 39190001


NC_056068.1 37175001 37195001 0.272303 0.338665 HZ INSC NC_056057.1 39175001 39195001


NC_056068.1 37180001 37200001 0.270391 0.333594 HZ INSC NC_056059.1 50805001 50825001


NC_056068.1 37185001 37205001 0.276287 0.294058 HZ INSC NC_056059.1 50810001 50830001


NC_056068.1 37190001 37210001 0.284946 0.265747 HZ INSC NC_056056.1 35905001 35925001


NC_056072.1 49140001 49160001 0.145016 0.348792 HZ IQCF6 NC_056059.1 17860001 17880001


NC_056054.1 228950001 228970001 0.338716 0.248112 HZ IQCJ NC_056059.1 17890001 17910001


NC_056060.1 7790001 7810001 0.310689 0.31963 HZ IQGAP2 NC_056059.1 17895001 17915001


NC_056060.1 7795001 7815001 0.297424 0.295236 HZ IQGAP2 NC_056055.1 7335001 7355001


NC_056055.1 128365001 128385001 0.288962 0.240188 HZ ITGA4 NC_056068.1 64850001 64870001


NC_056055.1 128370001 128390001 0.238522 0.276824 HZ ITGA4 NC_056068.1 64855001 64875001


NC_056056.1 163755001 163775001 0.0956341 0.436392 HZ ITGA7 NC_056060.1 77205001 77225001


NC_056056.1 163760001 163780001 0.133704 0.374463 HZ ITGA7;METTL7B NC_056060.1 77210001 77230001


NC_056054.1 40540001 40560001 0.0962055 0.254528 HZ JAK1 NC_056060.1 77215001 77235001


NC_056054.1 40545001 40565001 0.0802201 0.299535 HZ JAK1 NC_056060.1 77220001 77240001


NC_056054.1 40575001 40595001 0.134789 0.279494 HZ JAK1 NC_056060.1 77225001 77245001


NC_056074.1 30410001 30430001 0.311043 0.243783 HZ JAM3 NC_056060.1 77230001 77250001


NC_056054.1 189395001 189415001 0.303674 0.306236 HZ KALRN NC_056060.1 77235001 77255001


NC_056065.1 52220001 52240001 0.326022 0.348277 HZ KAZN NC_056060.1 77240001 77260001


NC_056065.1 52225001 52245001 0.289997 0.320913 HZ KAZN NC_056060.1 77245001 77265001


NC_056065.1 52230001 52250001 0.25579 0.252269 HZ KAZN NC_056060.1 77250001 77270001


NC_056065.1 52235001 52255001 0.226636 0.251586 HZ KAZN NC_056060.1 77255001 77275001


NC_056065.1 52960001 52980001 0.283653 0.295238 HZ KAZN NC_056060.1 77260001 77280001







NC_056065.1 52965001 52985001 0.0558511 0.360794 HZ KAZN NC_056060.1 77265001 77285001


NC_056065.1 52970001 52990001 0.0441357 0.35324 HZ KAZN NC_056060.1 77270001 77290001


NC_056065.1 52980001 53000001 0.0435919 0.274834 HZ KAZN NC_056060.1 77275001 77295001


NC_056065.1 52985001 53005001 0.0507842 0.250524 HZ KAZN NC_056060.1 77280001 77300001


NC_056072.1 34555001 34575001 0.14067 0.320888 HZ KBTBD8 NC_056071.1 27965001 27985001


NC_056072.1 34560001 34580001 0.15615 0.287302 HZ KBTBD8 NC_056071.1 27970001 27990001


NC_056056.1 111010001 111030001 0.0644231 0.453656 HZ KCNC2 NC_056071.1 28010001 28030001


NC_056056.1 111015001 111035001 0.0617477 0.430264 HZ KCNC2 NC_056071.1 28015001 28035001


NC_056056.1 111020001 111040001 0.209088 0.298021 HZ KCNC2 NC_056071.1 28020001 28040001


NC_056056.1 111025001 111045001 0.246774 0.243479 HZ KCNC2 NC_056054.1 196915001 196935001


NC_056060.1 73240001 73260001 0.234563 0.304621 HZ KCNH5 NC_056054.1 196920001 196940001


NC_056060.1 73245001 73265001 0.144696 0.250819 HZ KCNH5 NC_056070.1 69675001 69695001


NC_056060.1 73250001 73270001 0.144801 0.247054 HZ KCNH5 NC_056070.1 69680001 69700001


NC_056060.1 73350001 73370001 0.209967 0.282886 HZ KCNH5 NC_056070.1 69685001 69705001


NC_056059.1 40865001 40885001 0.216736 0.326805 HZ KCNIP4 NC_056070.1 69690001 69710001


NC_056059.1 40880001 40900001 0.220645 0.304194 HZ KCNIP4 NC_056070.1 69695001 69715001


NC_056059.1 40885001 40905001 0.201834 0.322047 HZ KCNIP4 NC_056070.1 69700001 69720001


NC_056059.1 40850001 40870001 0.315336 0.302582 HZ KCNIP4;PACRGL NC_056070.1 69705001 69725001


NC_056059.1 40855001 40875001 0.231821 0.310879 HZ KCNIP4;PACRGL NC_056070.1 69710001 69730001


NC_056059.1 40860001 40880001 0.169595 0.361702 HZ KCNIP4;PACRGL NC_056070.1 69715001 69735001


NC_056055.1 154665001 154685001 0.305397 0.276185 HZ KCNJ3 NC_056056.1 11065001 11085001


NC_056055.1 154670001 154690001 0.314231 0.240605 HZ KCNJ3 NC_056056.1 11070001 11090001


NC_056054.1 270705001 270725001 0.33282 0.280519 HZ KCNJ6 NC_056056.1 11075001 11095001


NC_056062.1 16600001 16620001 0.30302 0.272272 HZ KCNK9 NC_056056.1 11090001 11110001


NC_056054.1 209130001 209150001 0.305613 0.25822 HZ KCNMB2 NC_056056.1 11095001 11115001


NC_056054.1 104945001 104965001 0.301092 0.247532 HZ KCNN3 NC_056055.1 227625001 227645001


NC_056054.1 104950001 104970001 0.257828 0.253854 HZ KCNN3 NC_056055.1 227630001 227650001


NC_056059.1 63640001 63660001 0.335454 0.244573 HZ KCTD8 NC_056055.1 227850001 227870001


NC_056080.1 43950001 43970001 0.339474 0.40169 HZ KDM6A NC_056068.1 76480001 76500001


NC_056080.1 43955001 43975001 0.155902 0.39761 HZ KDM6A NC_056068.1 76485001 76505001


NC_056080.1 43960001 43980001 0.0931756 0.369896 HZ KDM6A NC_056067.1 23685001 23705001


NC_056070.1 65315001 65335001 0.119074 0.44429 HZ KIAA1671 NC_056054.1 99170001 99190001


NC_056070.1 65320001 65340001 0.0725645 0.447518 HZ KIAA1671 NC_056054.1 99175001 99195001


NC_056055.1 11105001 11125001 0.197219 0.242278 HZ KIAA1958 NC_056055.1 34985001 35005001


NC_056055.1 11110001 11130001 0.180177 0.240321 HZ KIAA1958 NC_056055.1 34990001 35010001


NC_056064.1 44365001 44385001 0.236642 0.302227 HZ KIF18B NC_056055.1 34995001 35015001







NC_056064.1 44370001 44390001 0.178572 0.312521 HZ KIF18B NC_056055.1 35000001 35020001


NC_056064.1 44355001 44375001 0.302179 0.305759 HZ KIF18B;LOC443220 NC_056059.1 60390001 60410001


NC_056064.1 44360001 44380001 0.283774 0.322548 HZ KIF18B;LOC443220 NC_056059.1 60395001 60415001


NC_056066.1 40025001 40045001 0.240113 0.257107 HZ KIZ NC_056059.1 105395001 105415001


NC_056076.1 24755001 24775001 0.312955 0.245214 HZ KLHL14 NC_056064.1 45240001 45260001


NC_056076.1 24760001 24780001 0.331666 0.257231 HZ KLHL14 NC_056064.1 45245001 45265001


NC_056071.1 52550001 52570001 0.207228 0.241259 HZ KLHL28;TOGARAM1 NC_056060.1 87900001 87920001


NC_056080.1 118830001 118850001 0.101966 0.365473 HZ KLHL4 NC_056060.1 87905001 87925001


NC_056080.1 118835001 118855001 0.240122 0.31739 HZ KLHL4 NC_056056.1 73395001 73415001


NC_056057.1 116295001 116315001 0.248287 0.306244 HZ KMT2C NC_056056.1 73400001 73420001


NC_056056.1 134120001 134140001 0.0847628 0.250174 HZ KRT7;LOC101112469; NC_056056.1 73405001 73425001


NC_056057.1 50655001 50675001 0.276036 0.240652 HZ LAMB4 NC_056055.1 207835001 207855001


NC_056057.1 50660001 50680001 0.218191 0.250578 HZ LAMB4 NC_056055.1 207840001 207860001


NC_056056.1 177695001 177715001 0.219316 0.282548 HZ LARGE1 NC_056080.1 131600001 131620001


NC_056056.1 177700001 177720001 0.0969214 0.390566 HZ LARGE1 NC_056080.1 131605001 131625001


NC_056056.1 177705001 177725001 0.307316 0.335375 HZ LARGE1 NC_056078.1 36995001 37015001


NC_056056.1 37325001 37345001 0.265285 0.246387 HZ LCLAT1 NC_056078.1 37005001 37025001


NC_056076.1 49535001 49555001 0.180709 0.276897 HZ LIPG NC_056056.1 11100001 11120001


NC_056070.1 64205001 64225001 0.283394 0.241766 HZ LOC101102091 NC_056056.1 11300001 11320001


NC_056068.1 47930001 47950001 0.0173544 0.275041 HZ LOC101102421 NC_056056.1 11305001 11325001


NC_056068.1 47935001 47955001 0.0154479 0.346084 HZ LOC101102421 NC_056056.1 11310001 11330001


NC_056068.1 48040001 48060001 0.0369255 0.293853 HZ LOC101102671 NC_056056.1 11315001 11335001


NC_056068.1 48045001 48065001 0.0729601 0.281228 HZ LOC101102671;LOC10NC_056056.1 11320001 11340001


NC_056068.1 48050001 48070001 0.0906764 0.257252 HZ LOC101102671;LOC10NC_056056.1 11325001 11345001


NC_056064.1 9320001 9340001 0.115142 0.293268 HZ LOC101102994;TEX14NC_056065.1 41075001 41095001


NW_024599828 1200001 1220001 0.249821 0.250414 HZ LOC101103023;LOC10NC_056059.1 19580001 19600001


NW_024599828 1205001 1225001 0.279401 0.250385 HZ LOC101103023;LOC10NC_056059.1 19590001 19610001


NW_024599828 1210001 1230001 0.266717 0.254375 HZ LOC101103023;LOC10NC_056059.1 19615001 19635001


NC_056054.1 224500001 224520001 0.103546 0.265078 HZ LOC101103029 NC_056056.1 100650001 100670001


NC_056056.1 150520001 150540001 0.23134 0.262258 HZ LOC101103222 NC_056056.1 100655001 100675001


NC_056056.1 150525001 150545001 0.282667 0.290978 HZ LOC101103222 NC_056054.1 97360001 97380001


NC_056056.1 150530001 150550001 0.287533 0.260703 HZ LOC101103222 NC_056054.1 97365001 97385001


NC_056056.1 150535001 150555001 0.257431 0.257108 HZ LOC101103222 NC_056059.1 71760001 71780001


NC_056056.1 150540001 150560001 0.287745 0.275106 HZ LOC101103222;LOC44NC_056059.1 71765001 71785001


NW_024599828 1215001 1235001 0.268189 0.265569 HZ LOC101103278;PAG3 NC_056059.1 71770001 71790001


NC_056071.1 52045001 52065001 0.306781 0.30705 HZ LOC101104431 NC_056059.1 71775001 71795001







NC_056071.1 52050001 52070001 0.200112 0.257783 HZ LOC101104431 NC_056059.1 71780001 71800001


NC_056064.1 49675001 49695001 0.338146 0.286689 HZ LOC101104512;RAB40NC_056059.1 71785001 71805001


NC_056064.1 49680001 49700001 0.232443 0.256291 HZ LOC101104512;WDR4 NC_056065.1 63910001 63930001


NC_056066.1 67200001 67220001 0.257143 0.500635 HZ LOC101104595 NC_056065.1 36145001 36165001


NC_056066.1 67205001 67225001 0.200619 0.427066 HZ LOC101104595 NC_056065.1 36150001 36170001


NC_056066.1 67210001 67230001 0.196293 0.396388 HZ LOC101104595 NC_056065.1 36155001 36175001


NC_056066.1 67215001 67235001 0.224786 0.299682 HZ LOC101104595 NC_056064.1 19655001 19675001


NC_056057.1 94535001 94555001 0.184815 0.249233 HZ LOC101105154 NC_056064.1 19660001 19680001


NC_056057.1 94540001 94560001 0.180619 0.257778 HZ LOC101105154 NC_056064.1 19665001 19685001


NC_056057.1 94545001 94565001 0.227612 0.262128 HZ LOC101105154 NC_056054.1 214225001 214245001


NC_056074.1 35430001 35450001 0.117164 0.25494 HZ LOC101105540 NC_056061.1 13790001 13810001


NC_056068.1 48055001 48075001 0.100261 0.253279 HZ LOC101105945 NC_056061.1 13795001 13815001


NC_056055.1 38195001 38215001 0.315509 0.246954 HZ LOC101106139;LOC10NC_056061.1 13805001 13825001


NC_056074.1 36410001 36430001 0.180668 0.294536 HZ LOC101106637;TKFC; NC_056061.1 13810001 13830001


NC_056075.1 15870001 15890001 0.125718 0.246692 HZ LOC101106641 NC_056055.1 242240001 242260001


NC_056075.1 15875001 15895001 0.123139 0.268866 HZ LOC101106641 NC_056080.1 15605001 15625001


NC_056075.1 15880001 15900001 0.158416 0.276947 HZ LOC101106641 NC_056080.1 15610001 15630001


NC_056075.1 15885001 15905001 0.174451 0.28734 HZ LOC101106641 NC_056080.1 15740001 15760001


NC_056058.1 11770001 11790001 0.203733 0.249032 HZ LOC101107193;LOC10NC_056080.1 66835001 66855001


NC_056064.1 36110001 36130001 0.285714 0.269068 HZ LOC101107369;TMEMNC_056080.1 66840001 66860001


NC_056058.1 11775001 11795001 0.163854 0.256953 HZ LOC101107442 NC_056080.1 66845001 66865001


NC_056068.1 45445001 45465001 0.333455 0.245406 HZ LOC101107549;LOC10NC_056056.1 165415001 165435001


NC_056054.1 86965001 86985001 0.241249 0.246051 HZ LOC101107831;LOC10NC_056056.1 165420001 165440001


NC_056054.1 108005001 108025001 0.250731 0.324954 HZ LOC101108789 NC_056056.1 165425001 165445001


NC_056066.1 3665001 3685001 0.342461 0.28868 HZ LOC101109292 NC_056056.1 103945001 103965001


NC_056054.1 108140001 108160001 0.0261554 0.338861 HZ LOC101109313 NC_056056.1 103950001 103970001


NC_056073.1 49750001 49770001 0.0609545 0.259264 HZ LOC101109343;NQO2 NC_056054.1 7930001 7950001


NC_056073.1 49755001 49775001 0.0630488 0.267814 HZ LOC101109343;NQO2 NC_056054.1 7935001 7955001


NC_056073.1 49760001 49780001 0.0836453 0.254615 HZ LOC101109343;NQO2 NC_056060.1 19870001 19890001


NC_056057.1 114525001 114545001 0.196351 0.248615 HZ LOC101109425;LOC11NC_056060.1 19875001 19895001


NC_056056.1 12570001 12590001 0.310735 0.476407 HZ LOC101109426 NC_056060.1 19880001 19900001


NC_056056.1 12580001 12600001 0.292383 0.45739 HZ LOC101109426 NC_056060.1 19885001 19905001


NC_056056.1 12585001 12605001 0.300948 0.52573 HZ LOC101109426 NC_056072.1 1695001 1715001


NC_056056.1 12590001 12610001 0.26789 0.501441 HZ LOC101109426 NC_056072.1 1700001 1720001


NC_056056.1 12595001 12615001 0.282686 0.441893 HZ LOC101109426 NC_056054.1 112535001 112555001


NC_056056.1 12600001 12620001 0.252232 0.446728 HZ LOC101109426 NC_056069.1 25570001 25590001







NC_056056.1 12605001 12625001 0.318945 0.340955 HZ LOC101109426 NC_056069.1 25575001 25595001


NC_056067.1 64270001 64290001 0.289461 0.247909 HZ LOC101109603;LOC11NC_056069.1 25580001 25600001


NC_056055.1 149840001 149860001 0.178383 0.249271 HZ LOC101109941 NC_056069.1 25585001 25605001


NC_056055.1 149845001 149865001 0.15427 0.319817 HZ LOC101109941 NC_056069.1 25590001 25610001


NC_056055.1 149850001 149870001 0.107345 0.36535 HZ LOC101109941 NC_056069.1 25595001 25615001


NC_056055.1 149855001 149875001 0.0799696 0.407169 HZ LOC101109941 NC_056056.1 86820001 86840001


NC_056055.1 149860001 149880001 0.0677732 0.300686 HZ LOC101109941 NC_056056.1 32205001 32225001


NC_056055.1 149865001 149885001 0.104255 0.25966 HZ LOC101109941 NC_056056.1 32210001 32230001


NC_056054.1 199300001 199320001 0.100584 0.283192 HZ LOC101110107 NC_056054.1 215520001 215540001


NC_056054.1 199305001 199325001 0.082856 0.291136 HZ LOC101110107 NC_056054.1 215525001 215545001


NC_056054.1 199310001 199330001 0.134128 0.282021 HZ LOC101110107 NC_056054.1 215530001 215550001


NC_056054.1 199315001 199335001 0.181118 0.259478 HZ LOC101110107 NC_056054.1 215535001 215555001


NC_056054.1 199985001 200005001 0.301488 0.258036 HZ LOC101110107 NC_056054.1 215540001 215560001


NC_056054.1 199990001 200010001 0.137706 0.280547 HZ LOC101110107 NC_056054.1 215545001 215565001


NC_056054.1 231665001 231685001 0.222592 0.248781 HZ LOC101110289 NC_056054.1 215550001 215570001


NC_056061.1 83750001 83770001 0.195962 0.254043 HZ LOC101110516 NC_056054.1 215555001 215575001


NC_056061.1 83755001 83775001 0.212337 0.257395 HZ LOC101110516 NC_056054.1 215560001 215580001


NC_056080.1 119895001 119915001 0.0962555 0.309652 HZ LOC101110741 NC_056054.1 215565001 215585001


NC_056068.1 48505001 48525001 0.0848683 0.2559 HZ LOC101111391 NC_056062.1 86665001 86685001


NC_056070.1 71355001 71375001 0.163293 0.251572 HZ LOC101111397;LOC10NC_056062.1 86670001 86690001


NC_056080.1 26425001 26445001 0.298651 0.287312 HZ LOC101111610 NC_056062.1 86675001 86695001


NC_056056.1 164470001 164490001 0.235008 0.241251 HZ LOC101111875 NC_056062.1 86680001 86700001


NC_056058.1 29340001 29360001 0.195927 0.240157 HZ LOC101111962 NC_056074.1 15125001 15145001


NC_056056.1 134115001 134135001 0.0617111 0.296517 HZ LOC101112469;LOC10NC_056057.1 45955001 45975001


NC_056056.1 134105001 134125001 0.196088 0.397844 HZ LOC101112469;LOC10NC_056057.1 45960001 45980001


NC_056056.1 134110001 134130001 0.0849349 0.362576 HZ LOC101112469;LOC12NC_056057.1 45965001 45985001


NC_056080.1 90380001 90400001 0.122693 0.440601 HZ LOC101112889 NC_056066.1 39135001 39155001


NC_056080.1 90385001 90405001 0.335887 0.390683 HZ LOC101112889 NC_056066.1 39140001 39160001


NC_056054.1 108175001 108195001 0.0857433 0.313682 HZ LOC101113122;LOC11NC_056055.1 1220001 1240001


NC_056054.1 108180001 108200001 0.0905725 0.270625 HZ LOC101113122;LOC11NC_056059.1 6505001 6525001


NC_056054.1 108185001 108205001 0.0390469 0.244337 HZ LOC101113122;LOC11NC_056066.1 26000001 26020001


NC_056058.1 38450001 38470001 0.195843 0.343857 HZ LOC101113495;NLRP3NC_056066.1 26005001 26025001


NC_056058.1 38455001 38475001 0.297974 0.280078 HZ LOC101113495;NLRP3NC_056063.1 83630001 83650001


NC_056057.1 107720001 107740001 0.228453 0.275406 HZ LOC101114011;LOC10NC_056063.1 83655001 83675001


NC_056077.1 19995001 20015001 0.0970339 0.251 HZ LOC101114079 NC_056063.1 83660001 83680001


NC_056077.1 20000001 20020001 0.0892532 0.247338 HZ LOC101114079 NC_056063.1 83665001 83685001







NC_056056.1 163690001 163710001 0.293796 0.273753 HZ LOC101114432 NC_056063.1 83670001 83690001


NC_056065.1 53870001 53890001 0.0633733 0.293504 HZ LOC101114795 NC_056063.1 83675001 83695001


NC_056065.1 53875001 53895001 0.0696981 0.290842 HZ LOC101114795 NC_056063.1 83680001 83700001


NC_056065.1 53880001 53900001 0.0974265 0.267925 HZ LOC101114795 NC_056063.1 83685001 83705001


NC_056080.1 56860001 56880001 0.115744 0.258455 HZ LOC101114848 NC_056056.1 38425001 38445001


NC_056080.1 56865001 56885001 0.114682 0.264229 HZ LOC101114848 NC_056056.1 38430001 38450001


NC_056080.1 56870001 56890001 0.11452 0.263852 HZ LOC101114848 NC_056056.1 38435001 38455001


NC_056080.1 56875001 56895001 0.113861 0.261127 HZ LOC101114848 NC_056056.1 9645001 9665001


NC_056057.1 114245001 114265001 0.0289501 0.245739 HZ LOC101114852 NC_056056.1 9650001 9670001


NC_056057.1 114250001 114270001 0.0412788 0.248077 HZ LOC101114852 NC_056056.1 9655001 9675001


NC_056057.1 114255001 114275001 0.0408754 0.26783 HZ LOC101114852 NC_056054.1 191290001 191310001


NC_056057.1 114260001 114280001 0.0298144 0.253387 HZ LOC101114852 NC_056054.1 191295001 191315001


NC_056054.1 220185001 220205001 0.264672 0.268976 HZ LOC101114926 NC_056054.1 191300001 191320001


NC_056068.1 45710001 45730001 0.216342 0.486446 HZ LOC101115307 NC_056080.1 84810001 84830001


NC_056068.1 45715001 45735001 0.139863 0.535431 HZ LOC101115307;LOC10NC_056080.1 84815001 84835001


NC_056068.1 45720001 45740001 0.266552 0.458735 HZ LOC101115567 NC_056080.1 84820001 84840001


NC_056057.1 114380001 114400001 0.143199 0.378536 HZ LOC101116551 NC_056080.1 84825001 84845001


NC_056057.1 114385001 114405001 0.329016 0.271901 HZ LOC101116551 NC_056056.1 154600001 154620001


NC_056067.1 2145001 2165001 0.271471 0.257245 HZ LOC101116755 NC_056056.1 154635001 154655001


NC_056067.1 2150001 2170001 0.236612 0.291544 HZ LOC101116755 NC_056056.1 154640001 154660001


NC_056067.1 2155001 2175001 0.207752 0.306277 HZ LOC101116755 NC_056056.1 154645001 154665001


NC_056067.1 2160001 2180001 0.181644 0.261654 HZ LOC101116755 NC_056056.1 154650001 154670001


NC_056080.1 5185001 5205001 0.276187 0.318883 HZ LOC101117055 NC_056056.1 154675001 154695001


NC_056080.1 5190001 5210001 0.141894 0.354129 HZ LOC101117055 NC_056056.1 154680001 154700001


NC_056054.1 256330001 256350001 0.204811 0.261184 HZ LOC101117129 NC_056055.1 104355001 104375001


NC_056054.1 27460001 27480001 0.33821 0.243268 HZ LOC101117285 NC_056080.1 48040001 48060001


NC_056056.1 165245001 165265001 0.191222 0.267907 HZ LOC101117494 NC_056056.1 217615001 217635001


NC_056056.1 165250001 165270001 0.253371 0.242568 HZ LOC101117494 NC_056056.1 217620001 217640001


NC_056064.1 19195001 19215001 0.160396 0.348705 HZ LOC101118202 NC_056056.1 217625001 217645001


NC_056064.1 19200001 19220001 0.274554 0.281212 HZ LOC101118202 NC_056056.1 217630001 217650001


NC_056080.1 2745001 2765001 0.13509 0.30824 HZ LOC101118336 NC_056056.1 217635001 217655001


NC_056080.1 2750001 2770001 0.126399 0.336384 HZ LOC101118336 NC_056056.1 217640001 217660001


NC_056080.1 2755001 2775001 0.0779268 0.379041 HZ LOC101118336 NC_056056.1 217645001 217665001


NC_056080.1 2760001 2780001 0.133879 0.332184 HZ LOC101118336 NC_056056.1 217650001 217670001


NC_056080.1 2765001 2785001 0.240163 0.293961 HZ LOC101118336 NC_056056.1 217655001 217675001


NC_056080.1 2740001 2760001 0.295756 0.239649 HZ LOC101118336;STS NC_056056.1 217660001 217680001







NC_056055.1 38185001 38205001 0.344064 0.331238 HZ LOC101118510 NC_056056.1 217680001 217700001


NC_056055.1 38190001 38210001 0.330855 0.357398 HZ LOC101118510 NC_056056.1 104515001 104535001


NC_056055.1 118295001 118315001 0.0531434 0.305519 HZ LOC101118856 NC_056056.1 102120001 102140001


NC_056062.1 14590001 14610001 0.216504 0.421254 HZ LOC101119226 NC_056070.1 69720001 69740001


NC_056062.1 14595001 14615001 0.26983 0.372714 HZ LOC101119226;LYPD2NC_056070.1 69725001 69745001


NC_056064.1 15580001 15600001 0.323971 0.281808 HZ LOC101119832 NC_056074.1 46410001 46430001


NC_056064.1 15585001 15605001 0.321853 0.310433 HZ LOC101119832 NC_056074.1 46415001 46435001


NC_056064.1 15590001 15610001 0.313199 0.287777 HZ LOC101119832 NC_056074.1 46425001 46445001


NC_056064.1 15595001 15615001 0.327103 0.295518 HZ LOC101119832 NC_056073.1 21880001 21900001


NC_056064.1 15600001 15620001 0.234415 0.246273 HZ LOC101119832 NC_056073.1 21885001 21905001


NC_056061.1 58175001 58195001 0.112513 0.344201 HZ LOC101119994 NC_056073.1 21890001 21910001


NC_056054.1 99845001 99865001 0.125591 0.289695 HZ LOC101120207 NC_056055.1 88815001 88835001


NC_056054.1 99850001 99870001 0.038806 0.359955 HZ LOC101120207 NC_056055.1 88820001 88840001


NC_056054.1 99855001 99875001 0.179402 0.311851 HZ LOC101120207 NC_056054.1 21170001 21190001


NC_056070.1 72690001 72710001 0.0750141 0.266134 HZ LOC101120607 NC_056072.1 31765001 31785001


NC_056074.1 4845001 4865001 0.0684736 0.251261 HZ LOC101120706 NC_056072.1 31770001 31790001


NC_056065.1 60480001 60500001 0.338558 0.291697 HZ LOC101122123;TOR1ANC_056072.1 31775001 31795001


NC_056080.1 53380001 53400001 0.234049 0.348388 HZ LOC101122329 NC_056072.1 31795001 31815001


NC_056080.1 53385001 53405001 0.217528 0.320831 HZ LOC101122329 NC_056072.1 31800001 31820001


NC_056080.1 53390001 53410001 0.24476 0.319267 HZ LOC101122329 NC_056072.1 31805001 31825001


NC_056057.1 107725001 107745001 0.182152 0.355364 HZ LOC101122595 NC_056072.1 31810001 31830001


NC_056057.1 107730001 107750001 0.25217 0.369893 HZ LOC101122595 NC_056072.1 31815001 31835001


NC_056057.1 114105001 114125001 0.206714 0.305287 HZ LOC101122778 NC_056072.1 31860001 31880001


NC_056057.1 114115001 114135001 0.0805912 0.290539 HZ LOC101122778 NC_056072.1 31865001 31885001


NC_056057.1 114120001 114140001 0.0783863 0.285565 HZ LOC101122778 NC_056072.1 31870001 31890001


NC_056057.1 114125001 114145001 0.0377832 0.321214 HZ LOC101122778 NC_056072.1 31875001 31895001


NC_056072.1 56155001 56175001 0.338589 0.252097 HZ LOC101122984;RHO NC_056072.1 31880001 31900001


NC_056072.1 56160001 56180001 0.337575 0.294739 HZ LOC101122984;RHO NC_056072.1 31885001 31905001


NC_056054.1 260250001 260270001 0.0727792 0.250319 HZ LOC101123341 NC_056072.1 31890001 31910001


NC_056054.1 247050001 247070001 0.122618 0.287681 HZ LOC105601893;PLS1 NC_056072.1 31895001 31915001


NC_056054.1 196490001 196510001 0.0835322 0.447814 HZ LOC105602566 NC_056056.1 102125001 102145001


NC_056054.1 196495001 196515001 0.10127 0.462244 HZ LOC105602566 NC_056071.1 45360001 45380001


NC_056054.1 196500001 196520001 0.117946 0.460661 HZ LOC105602566 NC_056071.1 45365001 45385001


NC_056054.1 196505001 196525001 0.124713 0.448491 HZ LOC105602566 NC_056071.1 45370001 45390001


NC_056054.1 196510001 196530001 0.175884 0.406594 HZ LOC105602566 NC_056071.1 45375001 45395001


NC_056078.1 41195001 41215001 0.10158 0.255875 HZ LOC105605098 NC_056060.1 49560001 49580001







NC_056064.1 19150001 19170001 0.0817787 0.424561 HZ LOC105605807 NC_056060.1 49565001 49585001


NC_056061.1 82540001 82560001 0.177541 0.383333 HZ LOC105609000;TULP4NC_056060.1 49570001 49590001


NC_056061.1 82545001 82565001 0.211009 0.346405 HZ LOC105609000;TULP4NC_056060.1 49575001 49595001


NC_056069.1 10760001 10780001 0.315102 0.283001 HZ LOC105610637 NC_056060.1 49580001 49600001


NC_056064.1 43760001 43780001 0.268983 0.283418 HZ LOC105612015;UBTF NC_056060.1 49585001 49605001


NC_056056.1 176765001 176785001 0.247453 0.244402 HZ LOC105614892;SYN3 NC_056060.1 49590001 49610001


NC_056056.1 176770001 176790001 0.163557 0.288995 HZ LOC105614892;SYN3 NC_056060.1 49595001 49615001


NC_056056.1 176775001 176795001 0.141098 0.308323 HZ LOC105614892;SYN3 NC_056060.1 49600001 49620001


NC_056056.1 176780001 176800001 0.134152 0.359973 HZ LOC105614892;SYN3 NC_056060.1 49605001 49625001


NC_056056.1 176785001 176805001 0.137086 0.326041 HZ LOC105614892;SYN3 NC_056060.1 49610001 49630001


NC_056064.1 12450001 12470001 0.193201 0.309981 HZ LOC105616451;USP32 NC_056060.1 49615001 49635001


NC_056064.1 12455001 12475001 0.213598 0.279661 HZ LOC105616451;USP32 NC_056060.1 49620001 49640001


NC_056064.1 12460001 12480001 0.337025 0.249714 HZ LOC105616451;USP32 NC_056060.1 49625001 49645001


NC_056055.1 118140001 118160001 0.110791 0.314271 HZ LOC106990950;MAP3KNC_056060.1 49630001 49650001


NC_056058.1 48790001 48810001 0.291785 0.26524 HZ LOC106991157;NRG2 NC_056060.1 49635001 49655001


NC_056072.1 34365001 34385001 0.233659 0.255692 HZ LOC114109370 NC_056060.1 49640001 49660001


NC_056080.1 4715001 4735001 0.286735 0.266968 HZ LOC114111162 NC_056080.1 8625001 8645001


NC_056080.1 4720001 4740001 0.300986 0.240483 HZ LOC114111162 NC_056080.1 8630001 8650001


NC_056080.1 53620001 53640001 0.34202 0.321469 HZ LOC114111483;MAGENC_056080.1 8635001 8655001


NC_056057.1 114515001 114535001 0.0403241 0.33638 HZ LOC114114576 NC_056068.1 40320001 40340001


NC_056057.1 114520001 114540001 0.0205136 0.290533 HZ LOC114114576 NC_056068.1 40340001 40360001


NC_056054.1 21490001 21510001 0.108612 0.612274 HZ LOC114114831 NC_056076.1 34860001 34880001


NC_056054.1 21495001 21515001 0.0943626 0.515534 HZ LOC114114831 NC_056076.1 34865001 34885001


NC_056054.1 21500001 21520001 0.142784 0.383537 HZ LOC114114831 NC_056076.1 34870001 34890001


NC_056061.1 82495001 82515001 0.144246 0.38034 HZ LOC114116165;TULP4NC_056076.1 34875001 34895001


NC_056064.1 19010001 19030001 0.082426 0.288776 HZ LOC114116901 NC_056076.1 34880001 34900001


NC_056064.1 19015001 19035001 0.0742541 0.293916 HZ LOC114116901 NC_056076.1 34885001 34905001


NC_056064.1 19025001 19045001 0.0600747 0.327027 HZ LOC114116901 NC_056076.1 34890001 34910001


NC_056064.1 19030001 19050001 0.0974393 0.300751 HZ LOC114116901 NC_056056.1 122900001 122920001


NC_056064.1 19035001 19055001 0.118849 0.280734 HZ LOC114116901 NC_056056.1 122905001 122925001


NC_056064.1 19165001 19185001 0.117284 0.340532 HZ LOC114117017 NC_056056.1 122910001 122930001


NC_056064.1 19170001 19190001 0.0856453 0.387308 HZ LOC114117017 NC_056056.1 122915001 122935001


NC_056064.1 19175001 19195001 0.0704714 0.387196 HZ LOC114117017 NC_056056.1 181490001 181510001


NC_056064.1 19180001 19200001 0.0722248 0.386864 HZ LOC114117017 NC_056079.1 23990001 24010001


NC_056064.1 19095001 19115001 0.206535 0.279461 HZ LOC114117018 NC_056079.1 23995001 24015001


NC_056064.1 19100001 19120001 0.200755 0.330646 HZ LOC114117018 NC_056079.1 24000001 24020001







NC_056064.1 19105001 19125001 0.206225 0.354124 HZ LOC114117018 NC_056064.1 49315001 49335001


NC_056064.1 19110001 19130001 0.114228 0.413303 HZ LOC114117018 NC_056064.1 49330001 49350001


NC_056064.1 19115001 19135001 0.174933 0.416193 HZ LOC114117018 NC_056064.1 44140001 44160001


NC_056064.1 19120001 19140001 0.116667 0.453851 HZ LOC114117018 NC_056063.1 30300001 30320001


NC_056065.1 50370001 50390001 0.240786 0.241143 HZ LOC114117238;SSU72 NC_056060.1 80300001 80320001


NC_056065.1 50375001 50395001 0.312758 0.273018 HZ LOC114117238;SSU72 NC_056060.1 80305001 80325001


NC_056054.1 108165001 108185001 0.111768 0.329307 HZ LOC114117576;LOC11NC_056060.1 80310001 80330001


NC_056054.1 108170001 108190001 0.0942339 0.327546 HZ LOC114117576;LOC11NC_056067.1 48450001 48470001


NC_056068.1 45495001 45515001 0.239229 0.244639 HZ LOC114118262 NC_056054.1 237420001 237440001


NC_056068.1 79350001 79370001 0.312911 0.259035 HZ LOC121816625;P2RX3NC_056054.1 204635001 204655001


NC_056068.1 79345001 79365001 0.243528 0.381205 HZ LOC121816625;SSRP1 NC_056054.1 204640001 204660001


NC_056079.1 26640001 26660001 0.237407 0.259784 HZ LOC121818073 NC_056054.1 204645001 204665001


NC_056080.1 53395001 53415001 0.281429 0.299185 HZ LOC121818202 NC_056073.1 36975001 36995001


NC_056080.1 53400001 53420001 0.328064 0.283931 HZ LOC121818202 NC_056073.1 36980001 37000001


NC_056056.1 150500001 150520001 0.20452 0.257061 HZ LOC121819182 NC_056059.1 101565001 101585001


NC_056056.1 150505001 150525001 0.0314869 0.279861 HZ LOC121819182 NC_056070.1 72040001 72060001


NC_056056.1 150510001 150530001 0.0297292 0.299713 HZ LOC121819182 NC_056070.1 72045001 72065001


NC_056054.1 61345001 61365001 0.214434 0.247415 HZ LOC121819633;SAMD NC_056060.1 41530001 41550001


NC_056054.1 61350001 61370001 0.128929 0.244286 HZ LOC121819633;SAMD NC_056072.1 51880001 51900001


NC_056059.1 14155001 14175001 0.330422 0.297481 HZ LOC121819865 NC_056072.1 51885001 51905001


NC_056054.1 108970001 108990001 0.142998 0.274529 HZ LOC443423 NC_056072.1 51890001 51910001


NC_056070.1 7005001 7025001 0.294915 0.246937 HZ LRBA NC_056072.1 51895001 51915001


NC_056070.1 7010001 7030001 0.326867 0.256633 HZ LRBA NC_056066.1 63915001 63935001


NC_056070.1 7275001 7295001 0.276913 0.268989 HZ LRBA NC_056066.1 63920001 63940001


NC_056070.1 7280001 7300001 0.303899 0.27827 HZ LRBA NC_056080.1 42880001 42900001


NC_056070.1 7285001 7305001 0.284273 0.302281 HZ LRBA NC_056080.1 42885001 42905001


NC_056070.1 7290001 7310001 0.2577 0.331498 HZ LRBA NC_056080.1 42890001 42910001


NC_056070.1 7295001 7315001 0.134838 0.272132 HZ LRBA NC_056061.1 18920001 18940001


NC_056070.1 7300001 7320001 0.221655 0.253198 HZ LRBA NC_056055.1 202305001 202325001


NC_056070.1 7585001 7605001 0.195113 0.242031 HZ LRBA NC_056055.1 202310001 202330001


NC_056054.1 88315001 88335001 0.299141 0.287359 HZ LRIF1 NC_056055.1 202315001 202335001


NC_056054.1 88320001 88340001 0.19117 0.30207 HZ LRIF1 NC_056054.1 90905001 90925001


NC_056054.1 88325001 88345001 0.0890625 0.322372 HZ LRIF1 NC_056054.1 13970001 13990001


NC_056072.1 35160001 35180001 0.340101 0.254516 HZ LRIG1 NC_056055.1 160085001 160105001


NC_056072.1 35165001 35185001 0.291891 0.280652 HZ LRIG1 NC_056055.1 160090001 160110001


NC_056072.1 35170001 35190001 0.136323 0.298084 HZ LRIG1 NC_056055.1 160095001 160115001







NC_056072.1 35175001 35195001 0.0810569 0.35623 HZ LRIG1;SLC25A26 NC_056062.1 36135001 36155001


NC_056054.1 27785001 27805001 0.257011 0.401813 HZ LRP8 NC_056062.1 36205001 36225001


NC_056054.1 27790001 27810001 0.171375 0.454513 HZ LRP8 NC_056062.1 36210001 36230001


NC_056054.1 27795001 27815001 0.0716724 0.51289 HZ LRP8 NC_056062.1 36215001 36235001


NC_056057.1 93925001 93945001 0.319907 0.350644 HZ LRRC4;SND1 NC_056062.1 36220001 36240001


NC_056054.1 127825001 127845001 0.336127 0.566995 HZ LTN1 NC_056062.1 36225001 36245001


NC_056074.1 17710001 17730001 0.16695 0.289898 HZ LUZP2 NC_056062.1 36230001 36250001


NC_056074.1 17715001 17735001 0.218142 0.309339 HZ LUZP2 NC_056062.1 36235001 36255001


NC_056074.1 17720001 17740001 0.268066 0.266315 HZ LUZP2 NC_056056.1 102110001 102130001


NC_056055.1 160085001 160105001 0.286505 0.267626 HZ LYPD6 NC_056056.1 102115001 102135001


NC_056055.1 160090001 160110001 0.158967 0.349619 HZ LYPD6 NC_056056.1 102090001 102110001


NC_056055.1 160095001 160115001 0.134034 0.308834 HZ LYPD6 NC_056056.1 102095001 102115001


NC_056077.1 19195001 19215001 0.283262 0.331049 HZ LYRM1 NC_056056.1 102100001 102120001


NC_056077.1 41770001 41790001 0.221709 0.273008 HZ MAFK;TMEM184A NC_056056.1 102105001 102125001


NC_056077.1 41775001 41795001 0.128531 0.324075 HZ MAFK;TMEM184A NC_056056.1 102085001 102105001


NC_056080.1 53655001 53675001 0.345416 0.338889 HZ MAGED1 NC_056056.1 121445001 121465001


NC_056072.1 35600001 35620001 0.0853137 0.247242 HZ MAGI1 NC_056056.1 121450001 121470001


NC_056072.1 35605001 35625001 0.209292 0.251034 HZ MAGI1 NC_056056.1 121455001 121475001


NC_056072.1 35760001 35780001 0.216112 0.288268 HZ MAGI1 NC_056056.1 121460001 121480001


NC_056055.1 118110001 118130001 0.0841754 0.277742 HZ MAP3K2 NC_056067.1 34550001 34570001


NC_056061.1 61905001 61925001 0.334045 0.257803 HZ MAP3K5 NC_056067.1 34555001 34575001


NC_056059.1 101735001 101755001 0.330422 0.263535 HZ MAPK10 NC_056067.1 34560001 34580001


NC_056076.1 50580001 50600001 0.285055 0.241229 HZ MAPK4 NC_056055.1 170170001 170190001


NC_056076.1 50585001 50605001 0.0731851 0.27356 HZ MAPK4 NC_056062.1 72970001 72990001


NC_056076.1 50590001 50610001 0.0274616 0.242273 HZ MAPK4 NC_056062.1 72975001 72995001


NC_056054.1 200800001 200820001 0.107122 0.282561 HZ MASP1 NC_056062.1 72980001 73000001


NC_056078.1 27945001 27965001 0.0920283 0.247885 HZ MCU NC_056078.1 31140001 31160001


NC_056061.1 10530001 10550001 0.222829 0.259131 HZ ME1 NC_056078.1 31520001 31540001


NC_056061.1 10535001 10555001 0.110814 0.260436 HZ ME1 NC_056071.1 49165001 49185001


NC_056063.1 30300001 30320001 0.109497 0.392346 HZ MEDAG NC_056071.1 49170001 49190001


NC_056063.1 30305001 30325001 0.193811 0.319442 HZ MEDAG NC_056070.1 7670001 7690001


NC_056058.1 24290001 24310001 0.27178 0.258046 HZ MEGF10 NC_056060.1 41655001 41675001


NC_056058.1 24295001 24315001 0.231118 0.263975 HZ MEGF10 NC_056059.1 57305001 57325001


NC_056058.1 24435001 24455001 0.246801 0.469942 HZ MEGF10 NC_056059.1 57315001 57335001


NC_056058.1 24440001 24460001 0.175981 0.503701 HZ MEGF10 NC_056059.1 57320001 57340001


NC_056058.1 24445001 24465001 0.20935 0.443369 HZ MEGF10 NC_056057.1 118760001 118780001







NC_056058.1 24450001 24470001 0.195034 0.35927 HZ MEGF10 NC_056057.1 34020001 34040001


NC_056056.1 206810001 206830001 0.33025 0.242107 HZ MFAP5 NC_056057.1 34025001 34045001


NC_056054.1 208505001 208525001 0.19412 0.276466 HZ MFN1 NC_056057.1 34030001 34050001


NC_056054.1 208510001 208530001 0.106454 0.313075 HZ MFN1 NC_056057.1 34035001 34055001


NC_056054.1 208515001 208535001 0.0665692 0.299227 HZ MFN1 NC_056057.1 305001 325001


NC_056054.1 237955001 237975001 0.318587 0.28032 HZ MINDY4B NC_056057.1 310001 330001


NC_056071.1 45445001 45465001 0.123839 0.276635 HZ MIPOL1 NC_056055.1 239695001 239715001


NC_056072.1 31715001 31735001 0.251753 0.42011 HZ MITF NC_056054.1 112895001 112915001


NC_056072.1 31720001 31740001 0.0789165 0.483308 HZ MITF NC_056055.1 71235001 71255001


NC_056072.1 31895001 31915001 0.279411 0.429676 HZ MITF NC_056055.1 71240001 71260001


NC_056063.1 19180001 19200001 0.117081 0.418904 HZ MLNR NC_056055.1 71245001 71265001


NC_056080.1 99235001 99255001 0.206501 0.246609 HZ MMGT1 NW_024599801 15001 35001


NC_056054.1 174815001 174835001 0.0937362 0.272984 HZ MORC1 NC_056077.1 27330001 27350001


NC_056063.1 36595001 36615001 0.0687276 0.304357 HZ MPHOSPH8 NC_056067.1 51540001 51560001


NC_056063.1 36600001 36620001 0.0599377 0.309462 HZ MPHOSPH8 NC_056067.1 60970001 60990001


NC_056054.1 251355001 251375001 0.290537 0.397559 HZ MRAS NC_056056.1 104475001 104495001


NC_056054.1 251360001 251380001 0.225679 0.415116 HZ MRAS NC_056056.1 104480001 104500001


NC_056054.1 251365001 251385001 0.0715961 0.375945 HZ MRAS NC_056056.1 104485001 104505001


NC_056054.1 251375001 251395001 0.257307 0.372718 HZ MRAS NC_056056.1 104470001 104490001


NC_056064.1 7910001 7930001 0.298043 0.264244 HZ MSI2 NC_056068.1 48970001 48990001


NC_056064.1 7930001 7950001 0.25182 0.258299 HZ MSI2 NC_056067.1 63335001 63355001


NC_056069.1 41525001 41545001 0.207578 0.273512 HZ MTMR12 NC_056056.1 104445001 104465001


NC_056070.1 69020001 69040001 0.172029 0.289981 HZ MTMR3 NC_056056.1 104450001 104470001


NC_056070.1 69035001 69055001 0.200778 0.316576 HZ MTMR3 NC_056056.1 104455001 104475001


NC_056070.1 69040001 69060001 0.218926 0.297285 HZ MTMR3 NC_056056.1 104460001 104480001


NC_056070.1 69045001 69065001 0.284092 0.295886 HZ MTMR3 NC_056056.1 104465001 104485001


NC_056070.1 69050001 69070001 0.314201 0.293233 HZ MTMR3 NC_056054.1 112220001 112240001


NC_056070.1 69065001 69085001 0.315407 0.251267 HZ MTMR3 NC_056054.1 112225001 112245001


NC_056065.1 41650001 41670001 0.193268 0.372721 HZ MTOR NC_056054.1 101075001 101095001


NC_056065.1 41670001 41690001 0.168193 0.368962 HZ MTOR NC_056055.1 89760001 89780001


NC_056065.1 41675001 41695001 0.202232 0.362299 HZ MTOR NC_056055.1 89765001 89785001


NC_056065.1 41680001 41700001 0.203282 0.343415 HZ MTOR NW_024599802 105001 125001


NC_056065.1 41685001 41705001 0.214026 0.322338 HZ MTOR NW_024599802 110001 130001


NC_056055.1 133810001 133830001 0.18804 0.459473 HZ MTX2 NW_024599802 115001 135001


NC_056055.1 133815001 133835001 0.248058 0.393893 HZ MTX2 NC_056055.1 89745001 89765001


NC_056055.1 133845001 133865001 0.259352 0.261269 HZ MTX2 NC_056055.1 89750001 89770001







NC_056059.1 117075001 117095001 0.297456 0.294216 HZ MXD4;ZFYVE28 NC_056055.1 89755001 89775001


NC_056075.1 14505001 14525001 0.122376 0.257314 HZ MYOF NC_056055.1 52565001 52585001


NC_056075.1 14510001 14530001 0.09609 0.344703 HZ MYOF NC_056076.1 16735001 16755001


NC_056075.1 14515001 14535001 0.0450941 0.412523 HZ MYOF NC_056068.1 8180001 8200001


NC_056055.1 1155001 1175001 0.0981829 0.251236 HZ MYT1L NC_056068.1 8185001 8205001


NC_056055.1 1160001 1180001 0.087644 0.301208 HZ MYT1L NC_056074.1 2055001 2075001


NC_056055.1 1165001 1185001 0.0398178 0.332013 HZ MYT1L NC_056074.1 2060001 2080001


NC_056055.1 1170001 1190001 0.0299847 0.281129 HZ MYT1L NC_056074.1 2065001 2085001


NC_056054.1 211990001 212010001 0.214594 0.249458 HZ NAALADL2 NC_056074.1 2070001 2090001


NC_056054.1 211995001 212015001 0.211241 0.245776 HZ NAALADL2 NC_056074.1 2075001 2095001


NC_056054.1 212000001 212020001 0.233824 0.244795 HZ NAALADL2 NC_056074.1 2080001 2100001


NC_056054.1 212005001 212025001 0.265719 0.267867 HZ NAALADL2 NC_056074.1 2085001 2105001


NC_056054.1 212570001 212590001 0.14097 0.250993 HZ NAALADL2 NC_056074.1 2090001 2110001


NC_056054.1 212575001 212595001 0.134683 0.35006 HZ NAALADL2 NC_056074.1 2105001 2125001


NC_056054.1 212580001 212600001 0.0583044 0.407782 HZ NAALADL2 NC_056074.1 2110001 2130001


NC_056054.1 212585001 212605001 0.0545575 0.502942 HZ NAALADL2 NC_056074.1 2135001 2155001


NC_056054.1 212590001 212610001 0.104365 0.46579 HZ NAALADL2 NC_056074.1 2145001 2165001


NC_056054.1 212595001 212615001 0.143439 0.324743 HZ NAALADL2 NC_056074.1 2150001 2170001


NC_056054.1 213320001 213340001 0.0824849 0.342831 HZ NAALADL2 NC_056080.1 36370001 36390001


NC_056054.1 213325001 213345001 0.17796 0.283643 HZ NAALADL2 NC_056080.1 36375001 36395001


NC_056054.1 213365001 213385001 0.258156 0.251834 HZ NAALADL2 NC_056069.1 55870001 55890001


NC_056054.1 213385001 213405001 0.0215362 0.269453 HZ NAALADL2 NC_056063.1 71345001 71365001


NC_056074.1 15060001 15080001 0.343386 0.264238 HZ NARS2 NC_056061.1 74790001 74810001


NC_056074.1 15065001 15085001 0.338769 0.328944 HZ NARS2 NC_056061.1 74795001 74815001


NC_056074.1 15095001 15115001 0.266171 0.386992 HZ NARS2 NC_056061.1 74800001 74820001


NC_056074.1 15100001 15120001 0.175125 0.439996 HZ NARS2 NC_056061.1 74805001 74825001


NC_056074.1 15105001 15125001 0.162393 0.408002 HZ NARS2 NC_056061.1 74810001 74830001


NC_056074.1 15110001 15130001 0.120713 0.431368 HZ NARS2 NC_056061.1 74815001 74835001


NC_056074.1 15115001 15135001 0.110169 0.436128 HZ NARS2 NC_056061.1 74820001 74840001


NC_056074.1 15120001 15140001 0.0846348 0.43915 HZ NARS2 NC_056061.1 74825001 74845001


NC_056074.1 15125001 15145001 0.0810462 0.46877 HZ NARS2 NC_056061.1 74830001 74850001


NC_056074.1 15130001 15150001 0.101302 0.45518 HZ NARS2 NC_056061.1 74835001 74855001


NC_056074.1 15135001 15155001 0.116133 0.409752 HZ NARS2 NC_056061.1 74840001 74860001


NC_056074.1 15140001 15160001 0.150134 0.338948 HZ NARS2 NC_056061.1 74845001 74865001


NC_056074.1 15145001 15165001 0.164706 0.250175 HZ NARS2 NC_056061.1 74850001 74870001


NC_056074.1 15165001 15185001 0.150646 0.248981 HZ NARS2 NC_056061.1 74855001 74875001







NC_056074.1 15170001 15190001 0.1698 0.269917 HZ NARS2 NC_056061.1 74895001 74915001


NC_056074.1 15175001 15195001 0.196491 0.269973 HZ NARS2 NC_056061.1 74900001 74920001


NC_056074.1 15205001 15225001 0.345022 0.274936 HZ NARS2 NC_056061.1 74905001 74925001


NC_056056.1 23790001 23810001 0.266951 0.298952 HZ NBAS NC_056061.1 74910001 74930001


NC_056056.1 23795001 23815001 0.225762 0.242037 HZ NBAS NC_056061.1 74915001 74935001


NC_056056.1 23835001 23855001 0.238141 0.278634 HZ NBAS NC_056061.1 74920001 74940001


NC_056056.1 23840001 23860001 0.257956 0.27295 HZ NBAS NC_056061.1 74925001 74945001


NC_056056.1 23845001 23865001 0.28254 0.241795 HZ NBAS NC_056071.1 3155001 3175001


NC_056056.1 23850001 23870001 0.260016 0.240496 HZ NBAS NC_056071.1 3160001 3180001


NC_056054.1 136610001 136630001 0.201237 0.324733 HZ NCAM2 NC_056055.1 73475001 73495001


NC_056054.1 136615001 136635001 0.102773 0.317045 HZ NCAM2 NC_056055.1 73480001 73500001


NC_056054.1 136620001 136640001 0.13051 0.306687 HZ NCAM2 NC_056055.1 73485001 73505001


NC_056057.1 120955001 120975001 0.321274 0.301121 HZ NCAPG2 NC_056055.1 73490001 73510001


NC_056057.1 120960001 120980001 0.290411 0.276076 HZ NCAPG2 NC_056073.1 25945001 25965001


NC_056057.1 120965001 120985001 0.261179 0.267767 HZ NCAPG2 NC_056073.1 25950001 25970001


NC_056057.1 120970001 120990001 0.332919 0.259583 HZ NCAPG2 NC_056073.1 25955001 25975001


NC_056055.1 177225001 177245001 0.241167 0.278791 HZ NCKAP5 NC_056056.1 179885001 179905001


NC_056055.1 177245001 177265001 0.189159 0.439643 HZ NCKAP5 NC_056080.1 51365001 51385001


NC_056055.1 177470001 177490001 0.210543 0.247467 HZ NCKAP5 NC_056072.1 43495001 43515001


NC_056055.1 177535001 177555001 0.294366 0.270672 HZ NCKAP5 NC_056072.1 43500001 43520001


NC_056055.1 177540001 177560001 0.265915 0.310471 HZ NCKAP5 NC_056072.1 43505001 43525001


NC_056055.1 177765001 177785001 0.191924 0.25758 HZ NCKAP5 NC_056072.1 43510001 43530001


NC_056055.1 177770001 177790001 0.153903 0.279298 HZ NCKAP5 NC_056055.1 48360001 48380001


NC_056055.1 177775001 177795001 0.227337 0.250424 HZ NCKAP5 NC_056054.1 112335001 112355001


NC_056062.1 46885001 46905001 0.340979 0.304831 HZ NCOA2 NC_056054.1 112340001 112360001


NC_056062.1 46890001 46910001 0.191896 0.4132 HZ NCOA2 NC_056054.1 112345001 112365001


NC_056062.1 46895001 46915001 0.26007 0.420168 HZ NCOA2 NC_056056.1 50480001 50500001


NC_056062.1 46900001 46920001 0.278186 0.437528 HZ NCOA2 NC_056059.1 84845001 84865001


NC_056066.1 74780001 74800001 0.343912 0.247219 HZ NCOA5 NC_056074.1 4835001 4855001


NC_056059.1 7280001 7300001 0.220473 0.247535 HZ NDST3 NC_056074.1 4840001 4860001


NC_056066.1 7205001 7225001 0.0559625 0.398513 HZ NDUFAF5 NC_056074.1 4845001 4865001


NC_056066.1 7210001 7230001 0.0536515 0.390081 HZ NDUFAF5 NC_056074.1 4850001 4870001


NC_056066.1 7215001 7235001 0.0698852 0.450474 HZ NDUFAF5 NC_056058.1 77300001 77320001


NC_056066.1 7220001 7240001 0.0798668 0.446009 HZ NDUFAF5 NC_056058.1 77305001 77325001


NC_056066.1 7225001 7245001 0.229843 0.394408 HZ NDUFAF5 NC_056058.1 77310001 77330001


NC_056054.1 47575001 47595001 0.196847 0.280418 HZ NEGR1 NC_056058.1 77425001 77445001







NC_056056.1 11510001 11530001 0.136313 0.267857 HZ NEK6 NC_056058.1 77460001 77480001


NC_056056.1 141845001 141865001 0.0670699 0.290136 HZ NELL2 NC_056058.1 77465001 77485001


NC_056056.1 141915001 141935001 0.302605 0.239991 HZ NELL2 NC_056058.1 77470001 77490001


NC_056056.1 141940001 141960001 0.163211 0.2666 HZ NELL2 NC_056058.1 77475001 77495001


NC_056056.1 141945001 141965001 0.175583 0.265558 HZ NELL2 NC_056058.1 77480001 77500001


NC_056056.1 162525001 162545001 0.282103 0.257433 HZ NEMP1 NC_056058.1 77485001 77505001


NC_056056.1 162530001 162550001 0.274877 0.278919 HZ NEMP1 NC_056058.1 77490001 77510001


NC_056056.1 162535001 162555001 0.271186 0.299517 HZ NEMP1 NC_056054.1 66445001 66465001


NC_056058.1 44640001 44660001 0.276622 0.241461 HZ NEUROG1 NC_056055.1 232135001 232155001


NC_056056.1 213310001 213330001 0.161106 0.262276 HZ NINJ2 NC_056054.1 50460001 50480001


NC_056059.1 117720001 117740001 0.28952 0.31503 HZ NKX1-1 NC_056054.1 50465001 50485001


NC_056059.1 117725001 117745001 0.247503 0.431781 HZ NKX1-1 NC_056054.1 50470001 50490001


NC_056059.1 117730001 117750001 0.219107 0.50761 HZ NKX1-1 NC_056054.1 50475001 50495001


NC_056059.1 117735001 117755001 0.259924 0.480065 HZ NKX1-1;UVSSA NC_056054.1 50480001 50500001


NC_056075.1 20315001 20335001 0.278445 0.298101 HZ NKX2-3 NC_056065.1 4800001 4820001


NC_056075.1 20320001 20340001 0.19838 0.241342 HZ NKX2-3 NC_056055.1 38190001 38210001


NC_056075.1 20325001 20345001 0.335036 0.240576 HZ NKX2-3 NC_056058.1 7305001 7325001


NC_056080.1 3740001 3760001 0.0330093 0.314579 HZ NLGN4X NC_056054.1 184870001 184890001


NC_056080.1 3745001 3765001 0.28279 0.261561 HZ NLGN4X NC_056074.1 16760001 16780001


NC_056064.1 19600001 19620001 0.234663 0.281793 HZ NLK NC_056066.1 78175001 78195001


NC_056064.1 19605001 19625001 0.200782 0.240399 HZ NLK NC_056066.1 78180001 78200001


NC_056064.1 19650001 19670001 0.129426 0.302786 HZ NLK NC_056066.1 78185001 78205001


NC_056064.1 19655001 19675001 0.0730028 0.318308 HZ NLK NC_056066.1 78190001 78210001


NC_056064.1 19660001 19680001 0.0786958 0.309203 HZ NLK NC_056066.1 78195001 78215001


NC_056058.1 38430001 38450001 0.0528609 0.39378 HZ NLRP3 NC_056064.1 18865001 18885001


NC_056058.1 38445001 38465001 0.0781819 0.407089 HZ NLRP3 NC_056056.1 165245001 165265001


NC_056076.1 23660001 23680001 0.127728 0.263234 HZ NOL4 NC_056056.1 165250001 165270001


NC_056056.1 95230001 95250001 0.276401 0.249578 HZ NOTO;PRADC1;SMYDNC_056056.1 165255001 165275001


NC_056056.1 100650001 100670001 0.198872 0.272204 HZ NPAS2 NC_056066.1 34850001 34870001


NC_056056.1 100655001 100675001 0.116737 0.301453 HZ NPAS2 NC_056066.1 34855001 34875001


NC_056056.1 100660001 100680001 0.261135 0.270573 HZ NPAS2 NC_056054.1 27330001 27350001


NC_056057.1 78530001 78550001 0.293534 0.311617 HZ NPC1L1 NC_056056.1 165105001 165125001


NC_056057.1 78535001 78555001 0.203883 0.310042 HZ NPC1L1 NC_056056.1 165110001 165130001


NC_056057.1 78540001 78560001 0.266311 0.261263 HZ NPC1L1 NC_056056.1 165115001 165135001


NC_056054.1 257560001 257580001 0.2249 0.467413 HZ NPHP3 NC_056080.1 56720001 56740001


NC_056054.1 257565001 257585001 0.269571 0.425732 HZ NPHP3 NC_056054.1 220160001 220180001







NC_056073.1 49745001 49765001 0.0542577 0.33246 HZ NQO2 NC_056054.1 220170001 220190001


NC_056058.1 48725001 48745001 0.26741 0.277195 HZ NRG2 NC_056063.1 18995001 19015001


NC_056080.1 131595001 131615001 0.205007 0.255858 HZ NRK NC_056063.1 19000001 19020001


NC_056080.1 131600001 131620001 0.122575 0.327706 HZ NRK NC_056063.1 19005001 19025001


NC_056080.1 131605001 131625001 0.077465 0.370956 HZ NRK NC_056063.1 19010001 19030001


NC_056080.1 131610001 131630001 0.214849 0.273658 HZ NRK NC_056080.1 48770001 48790001


NC_056056.1 74135001 74155001 0.316871 0.305229 HZ NRXN1 NC_056080.1 48780001 48800001


NC_056056.1 74185001 74205001 0.116532 0.243107 HZ NRXN1 NC_056071.1 23735001 23755001


NC_056056.1 74190001 74210001 0.17609 0.243034 HZ NRXN1 NC_056056.1 95645001 95665001


NC_056056.1 74245001 74265001 0.270137 0.252539 HZ NRXN1 NC_056064.1 34685001 34705001


NC_056064.1 28345001 28365001 0.175304 0.257901 HZ NTN1 NC_056064.1 34735001 34755001


NC_056054.1 84770001 84790001 0.148094 0.261006 HZ NTNG1 NC_056064.1 34740001 34760001


NC_056054.1 84775001 84795001 0.189537 0.254969 HZ NTNG1 NC_056064.1 34745001 34765001


NC_056055.1 171905001 171925001 0.220528 0.250001 HZ NXPH2 NC_056064.1 34755001 34775001


NC_056055.1 171910001 171930001 0.286738 0.270643 HZ NXPH2 NC_056059.1 103800001 103820001


NC_056058.1 2595001 2615001 0.210522 0.260125 HZ OBSCN NC_056070.1 45375001 45395001


NC_056058.1 2600001 2620001 0.0574244 0.331537 HZ OBSCN NC_056067.1 44370001 44390001


NC_056058.1 2605001 2625001 0.124633 0.31375 HZ OBSCN NC_056067.1 44375001 44395001


NC_056058.1 2610001 2630001 0.111834 0.302853 HZ OBSCN NC_056067.1 44380001 44400001


NC_056058.1 2615001 2635001 0.170642 0.247174 HZ OBSCN NC_056068.1 81655001 81675001


NC_056059.1 68150001 68170001 0.247321 0.27157 HZ OCIAD1 NC_056068.1 81660001 81680001


NC_056080.1 11895001 11915001 0.334188 0.242438 HZ OFD1 NC_056080.1 142080001 142100001


NC_056068.1 44875001 44895001 0.268998 0.248763 HZ OLFML1 NC_056080.1 142085001 142105001


NC_056068.1 44880001 44900001 0.261415 0.250344 HZ OLFML1 NC_056080.1 142100001 142120001


NC_056054.1 33210001 33230001 0.117415 0.241456 HZ OMA1 NC_056080.1 142105001 142125001


NC_056055.1 203320001 203340001 0.310083 0.247604 HZ ORC2 NC_056080.1 142110001 142130001


NC_056055.1 203325001 203345001 0.291947 0.240909 HZ ORC2 NC_056080.1 142115001 142135001


NC_056057.1 72560001 72580001 0.303672 0.244359 HZ OSBPL3 NC_056080.1 142120001 142140001


NC_056058.1 19980001 20000001 0.136775 0.287688 HZ P4HA2 NC_056080.1 142125001 142145001


NC_056062.1 76540001 76560001 0.234139 0.335215 HZ PABPC1 NC_056080.1 142130001 142150001


NC_056062.1 76545001 76565001 0.164261 0.319417 HZ PABPC1 NC_056054.1 109155001 109175001


NW_024599828 1160001 1180001 0.140337 0.260873 HZ PAG3 NC_056054.1 109160001 109180001


NW_024599828 1165001 1185001 0.0965859 0.274275 HZ PAG3 NC_056064.1 36720001 36740001


NW_024599828 1170001 1190001 0.0480556 0.30021 HZ PAG3 NC_056064.1 36725001 36745001


NW_024599828 1175001 1195001 0.101222 0.291824 HZ PAG3 NC_056054.1 61660001 61680001


NW_024599828 1180001 1200001 0.16475 0.261316 HZ PAG3 NC_056072.1 51430001 51450001







NC_056060.1 77230001 77250001 0.247778 0.305793 HZ PALS1 NC_056058.1 37850001 37870001


NC_056060.1 77235001 77255001 0.200001 0.285233 HZ PALS1 NC_056058.1 37855001 37875001


NC_056060.1 77240001 77260001 0.158014 0.287313 HZ PALS1 NC_056058.1 37860001 37880001


NC_056060.1 77245001 77265001 0.164062 0.28169 HZ PALS1 NC_056054.1 250670001 250690001


NC_056060.1 77250001 77270001 0.145038 0.291578 HZ PALS1 NC_056068.1 48960001 48980001


NC_056060.1 77255001 77275001 0.135484 0.298646 HZ PALS1 NC_056068.1 48965001 48985001


NC_056060.1 77260001 77280001 0.236804 0.259483 HZ PALS1 NC_056055.1 188340001 188360001


NC_056060.1 77265001 77285001 0.256967 0.255951 HZ PALS1 NC_056056.1 180200001 180220001


NC_056055.1 7500001 7520001 0.149304 0.346 HZ PAPPA NC_056056.1 180205001 180225001


NC_056055.1 7505001 7525001 0.0518584 0.387337 HZ PAPPA NC_056056.1 180210001 180230001


NC_056055.1 7510001 7530001 0.0398758 0.408308 HZ PAPPA NC_056056.1 180215001 180235001


NC_056055.1 7515001 7535001 0.0465256 0.404374 HZ PAPPA NC_056058.1 57350001 57370001


NC_056055.1 7520001 7540001 0.0777329 0.26527 HZ PAPPA NC_056058.1 57325001 57345001


NC_056055.1 7525001 7545001 0.166335 0.253868 HZ PAPPA NC_056058.1 57330001 57350001


NC_056078.1 42920001 42940001 0.299512 0.328181 HZ PARG NC_056058.1 57335001 57355001


NC_056069.1 28570001 28590001 0.257361 0.286987 HZ PARP8 NC_056058.1 57340001 57360001


NC_056069.1 28575001 28595001 0.124053 0.321366 HZ PARP8 NC_056058.1 57345001 57365001


NC_056069.1 28580001 28600001 0.0958026 0.376353 HZ PARP8 NC_056055.1 52570001 52590001


NC_056069.1 28585001 28605001 0.149171 0.357852 HZ PARP8 NC_056055.1 52575001 52595001


NC_056069.1 28590001 28610001 0.230801 0.285035 HZ PARP8 NC_056067.1 46870001 46890001


NC_056068.1 40005001 40025001 0.301485 0.245411 HZ PARVA NC_056067.1 46875001 46895001


NC_056057.1 118530001 118550001 0.310979 0.239382 HZ PAXIP1 NC_056067.1 46880001 46900001


NC_056054.1 116520001 116540001 0.333891 0.382624 HZ PBX1 NC_056080.1 116340001 116360001


NC_056075.1 4735001 4755001 0.291009 0.38548 HZ PCDH15 NC_056080.1 116345001 116365001


NC_056075.1 4740001 4760001 0.0450058 0.271016 HZ PCDH15 NC_056080.1 116350001 116370001


NC_056075.1 4770001 4790001 0.080309 0.261149 HZ PCDH15 NC_056080.1 116355001 116375001


NC_056060.1 80745001 80765001 0.121245 0.320672 HZ PCNX1 NC_056080.1 116360001 116380001


NC_056060.1 80750001 80770001 0.225681 0.253913 HZ PCNX1 NC_056080.1 116365001 116385001


NC_056054.1 246790001 246810001 0.0828299 0.281327 HZ PCOLCE2 NC_056054.1 228215001 228235001


NC_056054.1 246795001 246815001 0.0393762 0.339603 HZ PCOLCE2 NC_056074.1 24615001 24635001


NC_056055.1 73660001 73680001 0.309817 0.461998 HZ PDCD1LG2 NC_056063.1 70640001 70660001


NC_056055.1 73665001 73685001 0.172171 0.441636 HZ PDCD1LG2 NC_056063.1 70645001 70665001


NC_056055.1 73670001 73690001 0.213715 0.415736 HZ PDCD1LG2 NC_056063.1 70650001 70670001


NC_056055.1 73675001 73695001 0.322738 0.339739 HZ PDCD1LG2 NC_056063.1 70655001 70675001


NC_056055.1 73680001 73700001 0.292934 0.417448 HZ PDCD1LG2 NC_056063.1 70660001 70680001


NC_056055.1 73685001 73705001 0.303238 0.516309 HZ PDCD1LG2 NC_056063.1 70665001 70685001







NC_056055.1 73690001 73710001 0.323485 0.48987 HZ PDCD1LG2 NC_056054.1 264355001 264375001


NC_056075.1 30935001 30955001 0.117822 0.253347 HZ PDCD4 NC_056054.1 264360001 264380001


NC_056075.1 30940001 30960001 0.176058 0.260855 HZ PDCD4 NC_056074.1 24605001 24625001


NC_056054.1 41665001 41685001 0.109958 0.250195 HZ PDE4B NC_056074.1 24610001 24630001


NC_056069.1 20445001 20465001 0.338407 0.273237 HZ PDE4D NC_056074.1 24600001 24620001


NC_056080.1 22800001 22820001 0.164719 0.268771 HZ PDK3 NC_056058.1 8305001 8325001


NC_056080.1 22805001 22825001 0.191313 0.242445 HZ PDK3 NC_056056.1 7590001 7610001


NC_056069.1 41640001 41660001 0.273207 0.278141 HZ PDZD2 NC_056073.1 27560001 27580001


NC_056069.1 41645001 41665001 0.275935 0.293206 HZ PDZD2 NC_056080.1 83660001 83680001


NC_056069.1 41650001 41670001 0.340037 0.317105 HZ PDZD2 NC_056080.1 83665001 83685001


NC_056069.1 41825001 41845001 0.123815 0.256693 HZ PDZD2 NC_056057.1 94550001 94570001


NC_056069.1 41830001 41850001 0.192273 0.321081 HZ PDZD2 NC_056057.1 94555001 94575001


NC_056069.1 41835001 41855001 0.151777 0.349114 HZ PDZD2 NC_056057.1 94560001 94580001


NC_056069.1 41840001 41860001 0.252101 0.287444 HZ PDZD2 NC_056079.1 6240001 6260001


NC_056069.1 41905001 41925001 0.257088 0.328829 HZ PDZD2 NC_056068.1 17485001 17505001


NC_056069.1 41910001 41930001 0.204969 0.341117 HZ PDZD2 NC_056066.1 67215001 67235001


NC_056069.1 41915001 41935001 0.282805 0.315668 HZ PDZD2 NC_056066.1 67220001 67240001


NC_056072.1 28480001 28500001 0.236028 0.295508 HZ PDZRN3 NC_056066.1 67235001 67255001


NC_056072.1 28485001 28505001 0.207625 0.263945 HZ PDZRN3 NC_056056.1 199630001 199650001


NC_056056.1 145630001 145650001 0.273507 0.284365 HZ PDZRN4 NC_056054.1 163270001 163290001


NC_056056.1 145860001 145880001 0.262331 0.294076 HZ PDZRN4 NC_056054.1 163275001 163295001


NC_056055.1 42875001 42895001 0.252326 0.250762 HZ PEBP4 NC_056067.1 33835001 33855001


NC_056054.1 207955001 207975001 0.180733 0.240059 HZ PEX5L NC_056067.1 33840001 33860001


NC_056078.1 1895001 1915001 0.262355 0.295043 HZ PGBD5 NC_056067.1 63455001 63475001


NC_056073.1 22170001 22190001 0.293537 0.241858 HZ PGK2 NC_056067.1 63460001 63480001


NC_056068.1 7550001 7570001 0.30307 0.331306 HZ PGR NC_056062.1 73195001 73215001


NC_056058.1 24985001 25005001 0.160608 0.394029 HZ PHAX;TEX43 NC_056062.1 73200001 73220001


NC_056058.1 24990001 25010001 0.22068 0.373726 HZ PHAX;TEX43 NC_056062.1 73205001 73225001


NC_056080.1 20420001 20440001 0.219681 0.306122 HZ PHEX NC_056062.1 73210001 73230001


NC_056080.1 20425001 20445001 0.305073 0.298688 HZ PHEX NC_056057.1 108040001 108060001


NC_056055.1 2670001 2690001 0.244239 0.333148 HZ PHF19 NC_056057.1 108045001 108065001


NC_056055.1 2675001 2695001 0.341728 0.256926 HZ PHF19 NC_056056.1 180095001 180115001


NC_056067.1 15525001 15545001 0.256321 0.311707 HZ PHKB NC_056056.1 180100001 180120001


NC_056067.1 15530001 15550001 0.273072 0.257981 HZ PHKB NC_056056.1 180105001 180125001


NC_056070.1 67515001 67535001 0.28 0.312512 HZ PITPNB NC_056056.1 180110001 180130001


NC_056058.1 44090001 44110001 0.303266 0.362151 HZ PITX1 NC_056056.1 180115001 180135001







NC_056054.1 185225001 185245001 0.308009 0.26359 HZ PLA1A NC_056056.1 180120001 180140001


NC_056054.1 185230001 185250001 0.295821 0.288875 HZ PLA1A NC_056056.1 180135001 180155001


NC_056054.1 185235001 185255001 0.31289 0.35444 HZ PLA1A NC_056057.1 89875001 89895001


NC_056066.1 2165001 2185001 0.25046 0.405958 HZ PLCB4 NC_056054.1 112375001 112395001


NC_056066.1 2170001 2190001 0.230311 0.445635 HZ PLCB4 NC_056054.1 112380001 112400001


NC_056066.1 2175001 2195001 0.270087 0.351502 HZ PLCB4 NC_056054.1 112385001 112405001


NC_056054.1 232715001 232735001 0.314061 0.273172 HZ PLCH1 NC_056054.1 112390001 112410001


NC_056054.1 232720001 232740001 0.272565 0.274905 HZ PLCH1 NC_056054.1 117215001 117235001


NC_056054.1 232725001 232745001 0.225476 0.283726 HZ PLCH1 NC_056054.1 117220001 117240001


NC_056065.1 1890001 1910001 0.165533 0.303729 HZ PLEKHA6 NC_056075.1 10230001 10250001


NC_056065.1 1895001 1915001 0.146445 0.279354 HZ PLEKHA6 NC_056058.1 19055001 19075001


NC_056065.1 1900001 1920001 0.11873 0.276693 HZ PLEKHA6 NC_056055.1 117820001 117840001


NC_056060.1 77455001 77475001 0.232422 0.239591 HZ PLEKHH1;TMEM229BNC_056060.1 9665001 9685001


NC_056054.1 247020001 247040001 0.263615 0.26966 HZ PLS1 NC_056060.1 9670001 9690001


NC_056057.1 97915001 97935001 0.284604 0.293751 HZ PLXNA4 NC_056056.1 154695001 154715001


NC_056057.1 97920001 97940001 0.285772 0.311739 HZ PLXNA4 NC_056056.1 154700001 154720001


NC_056055.1 119540001 119560001 0.0619991 0.255811 HZ PMS1 NC_056056.1 154705001 154725001


NC_056055.1 119545001 119565001 0.0812218 0.336501 HZ PMS1 NC_056056.1 154710001 154730001


NC_056055.1 119550001 119570001 0.180082 0.334442 HZ PMS1 NC_056056.1 154715001 154735001


NC_056055.1 119555001 119575001 0.189015 0.316853 HZ PMS1 NC_056056.1 154720001 154740001


NC_056057.1 90815001 90835001 0.119705 0.262865 HZ POT1 NC_056056.1 154725001 154745001


NC_056068.1 30585001 30605001 0.194364 0.297855 HZ POU2F3 NC_056068.1 74885001 74905001


NC_056068.1 30595001 30615001 0.0507464 0.343099 HZ POU2F3 NC_056056.1 134210001 134230001


NC_056068.1 30600001 30620001 0.0571863 0.36562 HZ POU2F3 NC_056061.1 21110001 21130001


NC_056068.1 30605001 30625001 0.0538462 0.378944 HZ POU2F3 NC_056061.1 21115001 21135001


NC_056068.1 30610001 30630001 0.0687538 0.387352 HZ POU2F3;TLCD5 NC_056057.1 116205001 116225001


NC_056068.1 30615001 30635001 0.162955 0.345133 HZ POU2F3;TLCD5 NC_056057.1 116210001 116230001


NC_056061.1 73830001 73850001 0.27206 0.295076 HZ PPIL4 NC_056057.1 116215001 116235001


NC_056054.1 227365001 227385001 0.324687 0.271546 HZ PPM1L NC_056057.1 116230001 116250001


NC_056054.1 227370001 227390001 0.156468 0.313286 HZ PPM1L NC_056057.1 116250001 116270001


NC_056054.1 227375001 227395001 0.141026 0.258814 HZ PPM1L NC_056057.1 116255001 116275001


NC_056055.1 239255001 239275001 0.0863061 0.252981 HZ PPP1R8 NC_056057.1 116270001 116290001


NC_056055.1 239260001 239280001 0.0661539 0.247538 HZ PPP1R8 NC_056065.1 34460001 34480001


NC_056055.1 239265001 239285001 0.0950923 0.243664 HZ PPP1R8;STX12 NC_056070.1 525001 545001


NC_056054.1 253950001 253970001 0.190507 0.242756 HZ PPP2R3A NC_056070.1 530001 550001


NC_056054.1 253960001 253980001 0.337357 0.253131 HZ PPP2R3A NC_056070.1 535001 555001







NC_056054.1 106715001 106735001 0.136555 0.604005 HZ PRCC NC_056054.1 108435001 108455001


NC_056054.1 106725001 106745001 0.208566 0.537635 HZ PRCC NC_056054.1 108440001 108460001


NC_056066.1 76835001 76855001 0.214374 0.25306 HZ PREX1 NC_056065.1 31395001 31415001


NC_056065.1 66835001 66855001 0.285584 0.29367 HZ PRG4;TPR NC_056065.1 31400001 31420001


NC_056065.1 66840001 66860001 0.165501 0.345915 HZ PRG4;TPR NC_056065.1 31405001 31425001


NC_056056.1 78635001 78655001 0.273438 0.279149 HZ PRKCE NC_056065.1 31410001 31430001


NC_056056.1 78640001 78660001 0.180842 0.347802 HZ PRKCE NC_056064.1 56360001 56380001


NC_056056.1 78680001 78700001 0.175887 0.329252 HZ PRKCE NC_056064.1 56365001 56385001


NC_056055.1 118080001 118100001 0.296996 0.267067 HZ PROC NC_056055.1 11075001 11095001


NC_056055.1 118085001 118105001 0.194519 0.332704 HZ PROC NC_056055.1 11080001 11100001


NC_056055.1 118090001 118110001 0.11872 0.349853 HZ PROC NC_056055.1 11085001 11105001


NC_056071.1 43175001 43195001 0.298495 0.451682 HZ PRORP NC_056055.1 11090001 11110001


NC_056071.1 43180001 43200001 0.17203 0.506056 HZ PRORP NC_056055.1 11095001 11115001


NC_056071.1 43185001 43205001 0.100472 0.546785 HZ PRORP NC_056055.1 11105001 11125001


NC_056071.1 43190001 43210001 0.103584 0.539813 HZ PRORP NC_056055.1 11110001 11130001


NC_056071.1 43195001 43215001 0.1697 0.463444 HZ PRORP NC_056055.1 11115001 11135001


NC_056067.1 55750001 55770001 0.206418 0.245845 HZ PRR12 NC_056055.1 11120001 11140001


NC_056067.1 55755001 55775001 0.319664 0.249243 HZ PRR12;RRAS NC_056066.1 24275001 24295001


NC_056068.1 65730001 65750001 0.328942 0.276274 HZ PRR5L NC_056066.1 24310001 24330001


NC_056055.1 59860001 59880001 0.251174 0.297572 HZ PRUNE2 NC_056066.1 24315001 24335001


NC_056055.1 59865001 59885001 0.194073 0.275989 HZ PRUNE2 NC_056070.1 35590001 35610001


NC_056055.1 59875001 59895001 0.229698 0.253836 HZ PRUNE2 NC_056058.1 91375001 91395001


NC_056058.1 48620001 48640001 0.178702 0.356341 HZ PSD2 NC_056058.1 91380001 91400001


NC_056058.1 48625001 48645001 0.203108 0.273972 HZ PSD2 NC_056058.1 91385001 91405001


NC_056056.1 59810001 59830001 0.310559 0.269446 HZ PSD4 NC_056058.1 91390001 91410001


NC_056056.1 59815001 59835001 0.297631 0.291787 HZ PSD4 NC_056058.1 91395001 91415001


NC_056071.1 43290001 43310001 0.343297 0.316043 HZ PSMA6 NC_056055.1 74870001 74890001


NC_056071.1 43295001 43315001 0.151038 0.410413 HZ PSMA6 NC_056073.1 38685001 38705001


NC_056071.1 43300001 43320001 0.113528 0.435419 HZ PSMA6 NC_056073.1 38690001 38710001


NC_056071.1 43305001 43325001 0.148305 0.380906 HZ PSMA6 NC_056079.1 31300001 31320001


NC_056071.1 43310001 43330001 0.262168 0.325409 HZ PSMA6 NC_056079.1 31305001 31325001


NC_056056.1 11410001 11430001 0.118832 0.323646 HZ PSMB7 NC_056079.1 31310001 31330001


NC_056055.1 185075001 185095001 0.315865 0.248199 HZ PTPN4 NC_056062.1 680001 700001


NC_056072.1 39265001 39285001 0.184653 0.313115 HZ PTPRG NC_056062.1 685001 705001


NC_056072.1 39270001 39290001 0.190208 0.383408 HZ PTPRG NC_056062.1 690001 710001


NC_056072.1 39275001 39295001 0.17717 0.389652 HZ PTPRG NC_056054.1 104960001 104980001







NC_056072.1 39420001 39440001 0.302161 0.246548 HZ PTPRG NC_056054.1 104965001 104985001


NC_056072.1 39425001 39445001 0.258579 0.241712 HZ PTPRG NC_056054.1 104970001 104990001


NC_056072.1 39470001 39490001 0.30931 0.403636 HZ PTPRG NC_056054.1 104975001 104995001


NC_056072.1 39475001 39495001 0.244981 0.347723 HZ PTPRG NC_056054.1 104980001 105000001


NC_056066.1 71430001 71450001 0.0898278 0.460411 HZ PTPRT NC_056054.1 104985001 105005001


NC_056066.1 71435001 71455001 0.111608 0.325648 HZ PTPRT NC_056054.1 104990001 105010001


NC_056057.1 8580001 8600001 0.326918 0.264763 HZ PTTG1IP2 NC_056054.1 104995001 105015001


NC_056060.1 52930001 52950001 0.246387 0.255763 HZ PYGO1 NC_056054.1 105000001 105020001


NC_056060.1 52935001 52955001 0.329504 0.249022 HZ PYGO1 NC_056054.1 208965001 208985001


NC_056075.1 37815001 37835001 0.224107 0.323563 HZ RAB11FIP2 NC_056054.1 208970001 208990001


NC_056075.1 37820001 37840001 0.164716 0.360826 HZ RAB11FIP2 NC_056054.1 208975001 208995001


NC_056054.1 256140001 256160001 0.233714 0.404387 HZ RAB6B NC_056078.1 32580001 32600001


NC_056054.1 256145001 256165001 0.271952 0.403203 HZ RAB6B NC_056067.1 47500001 47520001


NC_056054.1 256150001 256170001 0.300678 0.387969 HZ RAB6B NC_056054.1 270430001 270450001


NC_056054.1 256155001 256175001 0.339942 0.364893 HZ RAB6B NC_056054.1 270435001 270455001


NC_056054.1 256160001 256180001 0.335656 0.328643 HZ RAB6B;TF NC_056059.1 41205001 41225001


NC_056054.1 256165001 256185001 0.247092 0.392332 HZ RAB6B;TF NC_056059.1 41210001 41230001


NC_056054.1 256170001 256190001 0.184792 0.371476 HZ RAB6B;TF NC_056056.1 104410001 104430001


NC_056072.1 59080001 59100001 0.044776 0.284802 HZ RAB7A NC_056056.1 104415001 104435001


NC_056072.1 59085001 59105001 0.0431841 0.262377 HZ RAB7A NC_056056.1 104420001 104440001


NC_056056.1 12720001 12740001 0.344828 0.290302 HZ RABGAP1 NC_056056.1 104310001 104330001


NC_056056.1 12725001 12745001 0.294736 0.283316 HZ RABGAP1 NC_056056.1 104320001 104340001


NC_056056.1 12730001 12750001 0.300398 0.341917 HZ RABGAP1 NC_056056.1 104335001 104355001


NC_056056.1 12735001 12755001 0.322493 0.319981 HZ RABGAP1 NC_056056.1 104360001 104380001


NC_056056.1 12740001 12760001 0.311242 0.283952 HZ RABGAP1 NC_056056.1 104365001 104385001


NC_056056.1 12785001 12805001 0.265896 0.239908 HZ RABGAP1;ZBTB26 NC_056056.1 104370001 104390001


NC_056056.1 12790001 12810001 0.34375 0.272868 HZ RABGAP1;ZBTB26 NC_056056.1 104375001 104395001


NC_056058.1 19795001 19815001 0.338379 0.250996 HZ RAD50 NC_056056.1 104380001 104400001


NC_056056.1 9065001 9085001 0.240467 0.243429 HZ RALGPS1 NC_056056.1 104385001 104405001


NC_056056.1 9070001 9090001 0.259988 0.271757 HZ RALGPS1 NC_056056.1 104390001 104410001


NC_056056.1 9075001 9095001 0.320566 0.32258 HZ RALGPS1 NC_056056.1 104395001 104415001


NC_056056.1 9080001 9100001 0.3091 0.35304 HZ RALGPS1 NC_056056.1 104400001 104420001


NC_056056.1 9085001 9105001 0.325266 0.315998 HZ RALGPS1 NC_056056.1 104405001 104425001


NC_056056.1 9090001 9110001 0.306601 0.306593 HZ RALGPS1 NC_056065.1 71975001 71995001


NC_056080.1 102660001 102680001 0.124204 0.319863 HZ RAP2C NC_056065.1 71980001 72000001


NC_056054.1 229545001 229565001 0.321768 0.247845 HZ RARRES1 NC_056065.1 71985001 72005001







NC_056054.1 247920001 247940001 0.213731 0.314352 HZ RASA2 NC_056055.1 225200001 225220001


NC_056054.1 247925001 247945001 0.175207 0.413587 HZ RASA2 NC_056055.1 225205001 225225001


NC_056055.1 36690001 36710001 0.25509 0.243367 HZ RASEF NC_056055.1 225210001 225230001


NC_056055.1 36695001 36715001 0.25696 0.290505 HZ RASEF NC_056056.1 111000001 111020001


NC_056055.1 36700001 36720001 0.2234 0.242901 HZ RASEF NC_056056.1 111005001 111025001


NC_056077.1 7125001 7145001 0.180091 0.348529 HZ RBFOX1 NC_056072.1 59490001 59510001


NC_056077.1 7130001 7150001 0.0913009 0.350414 HZ RBFOX1 NC_056072.1 59495001 59515001


NC_056077.1 7135001 7155001 0.0747171 0.316145 HZ RBFOX1 NC_056072.1 59500001 59520001


NC_056064.1 52285001 52305001 0.202068 0.369509 HZ RBFOX3 NC_056072.1 59505001 59525001


NC_056064.1 52295001 52315001 0.208804 0.267706 HZ RBFOX3 NC_056056.1 103860001 103880001


NC_056064.1 52470001 52490001 0.301733 0.267093 HZ RBFOX3 NC_056055.1 211735001 211755001


NC_056064.1 52475001 52495001 0.307043 0.259433 HZ RBFOX3 NC_056055.1 211740001 211760001


NC_056064.1 52505001 52525001 0.339285 0.291377 HZ RBFOX3 NC_056055.1 211745001 211765001


NC_056064.1 52510001 52530001 0.344165 0.284434 HZ RBFOX3 NC_056064.1 41385001 41405001


NC_056064.1 52515001 52535001 0.267746 0.342016 HZ RBFOX3 NC_056067.1 12670001 12690001


NC_056064.1 52520001 52540001 0.163613 0.426198 HZ RBFOX3 NC_056060.1 84735001 84755001


NC_056064.1 52525001 52545001 0.315004 0.302502 HZ RBFOX3 NC_056060.1 84740001 84760001


NC_056080.1 128200001 128220001 0.138718 0.295258 HZ RBM41 NC_056055.1 73325001 73345001


NC_056080.1 128205001 128225001 0.244168 0.252854 HZ RBM41 NC_056055.1 73330001 73350001


NC_056072.1 4055001 4075001 0.167285 0.296828 HZ RBMS3 NC_056055.1 73335001 73355001


NC_056054.1 250155001 250175001 0.31692 0.327432 HZ RBP1 NC_056055.1 73340001 73360001


NC_056054.1 250160001 250180001 0.247777 0.268948 HZ RBP1 NC_056055.1 73345001 73365001


NC_056054.1 250165001 250185001 0.207474 0.249131 HZ RBP1 NC_056055.1 73350001 73370001


NC_056054.1 250220001 250240001 0.287089 0.291681 HZ RBP2 NC_056055.1 73355001 73375001


NC_056054.1 250225001 250245001 0.0752302 0.334408 HZ RBP2 NC_056055.1 73360001 73380001


NC_056072.1 57090001 57110001 0.254887 0.28772 HZ RBSN NC_056055.1 73365001 73385001


NC_056072.1 57095001 57115001 0.136256 0.369941 HZ RBSN NC_056055.1 73370001 73390001


NC_056072.1 57100001 57120001 0.205759 0.327104 HZ RBSN NC_056055.1 73375001 73395001


NC_056072.1 57105001 57125001 0.161582 0.297118 HZ RBSN NC_056055.1 73380001 73400001


NC_056072.1 57110001 57130001 0.268639 0.264049 HZ RBSN NC_056055.1 73385001 73405001


NC_056060.1 77605001 77625001 0.167132 0.319084 HZ RDH11;VTI1B NC_056055.1 73390001 73410001


NC_056060.1 77610001 77630001 0.197202 0.376305 HZ RDH11;VTI1B NC_056055.1 73395001 73415001


NC_056056.1 200355001 200375001 0.196806 0.265664 HZ RERG NC_056055.1 73405001 73425001


NC_056056.1 200365001 200385001 0.103282 0.281098 HZ RERG NC_056055.1 73415001 73435001


NC_056056.1 175645001 175665001 0.327197 0.51719 HZ RFX4 NC_056055.1 73420001 73440001


NC_056056.1 175650001 175670001 0.248032 0.473102 HZ RFX4;RIC8B NC_056055.1 73425001 73445001







NC_056056.1 175655001 175675001 0.219807 0.286288 HZ RFX4;RIC8B NC_056055.1 73430001 73450001


NC_056073.1 49670001 49690001 0.224359 0.300904 HZ RIPK1 NC_056055.1 73435001 73455001


NC_056073.1 49675001 49695001 0.109925 0.240166 HZ RIPK1 NC_056055.1 73440001 73460001


NC_056054.1 14775001 14795001 0.311644 0.455231 HZ RLF NC_056054.1 40530001 40550001


NC_056054.1 14780001 14800001 0.200106 0.437847 HZ RLF NC_056054.1 40535001 40555001


NC_056054.1 14815001 14835001 0.303965 0.396415 HZ RLF NC_056054.1 40540001 40560001


NC_056080.1 66760001 66780001 0.320001 0.303451 HZ RLIM NC_056054.1 40545001 40565001


NC_056060.1 49365001 49385001 0.322441 0.240545 HZ RNF111 NC_056054.1 40550001 40570001


NC_056060.1 49370001 49390001 0.297922 0.272153 HZ RNF111 NC_056054.1 40555001 40575001


NC_056060.1 49375001 49395001 0.206046 0.310161 HZ RNF111 NC_056054.1 40560001 40580001


NC_056060.1 49380001 49400001 0.184524 0.344704 HZ RNF111 NC_056054.1 40565001 40585001


NC_056060.1 49385001 49405001 0.217002 0.31344 HZ RNF111 NC_056054.1 40570001 40590001


NC_056060.1 49390001 49410001 0.231593 0.318252 HZ RNF111 NC_056054.1 40575001 40595001


NC_056070.1 16845001 16865001 0.263745 0.24522 HZ RNF150 NC_056057.1 66370001 66390001


NC_056070.1 16850001 16870001 0.213576 0.308402 HZ RNF150 NC_056057.1 66375001 66395001


NC_056063.1 36760001 36780001 0.248714 0.56518 HZ RNF17 NC_056054.1 112330001 112350001


NC_056063.1 36765001 36785001 0.243698 0.565118 HZ RNF17 NC_056069.1 26190001 26210001


NC_056063.1 36770001 36790001 0.275405 0.547483 HZ RNF17 NC_056060.1 15115001 15135001


NC_056063.1 36775001 36795001 0.323485 0.502315 HZ RNF17 NC_056060.1 15120001 15140001


NC_056063.1 36780001 36800001 0.330999 0.490365 HZ RNF17 NC_056060.1 15125001 15145001


NC_056063.1 36785001 36805001 0.295928 0.506633 HZ RNF17 NC_056060.1 15130001 15150001


NC_056063.1 36790001 36810001 0.253387 0.529149 HZ RNF17 NC_056060.1 15135001 15155001


NC_056063.1 36795001 36815001 0.19966 0.586479 HZ RNF17 NC_056060.1 15140001 15160001


NC_056063.1 36800001 36820001 0.20367 0.58258 HZ RNF17 NC_056066.1 6610001 6630001


NC_056063.1 36805001 36825001 0.176935 0.605486 HZ RNF17 NC_056066.1 6615001 6635001


NC_056063.1 36810001 36830001 0.174687 0.607685 HZ RNF17 NC_056066.1 6620001 6640001


NC_056063.1 36815001 36835001 0.168269 0.604926 HZ RNF17 NC_056071.1 32215001 32235001


NC_056063.1 36820001 36840001 0.152174 0.58717 HZ RNF17 NC_056071.1 32210001 32230001


NC_056063.1 36825001 36845001 0.25 0.548437 HZ RNF17 NC_056067.1 11405001 11425001


NC_056063.1 36830001 36850001 0.26783 0.522752 HZ RNF17 NC_056070.1 8510001 8530001


NC_056063.1 36835001 36855001 0.22702 0.539049 HZ RNF17 NC_056055.1 73470001 73490001


NC_056063.1 36840001 36860001 0.229843 0.560853 HZ RNF17 NC_056055.1 73445001 73465001


NC_056063.1 36845001 36865001 0.182298 0.571579 HZ RNF17 NC_056055.1 73450001 73470001


NC_056063.1 36850001 36870001 0.151961 0.596405 HZ RNF17 NC_056055.1 73460001 73480001


NC_056063.1 36855001 36875001 0.225842 0.561389 HZ RNF17 NC_056055.1 73465001 73485001


NC_056063.1 36860001 36880001 0.154132 0.604615 HZ RNF17 NC_056054.1 42465001 42485001







NC_056061.1 48525001 48545001 0.157091 0.243131 HZ RNGTT NC_056068.1 37150001 37170001


NC_056061.1 48530001 48550001 0.132633 0.265993 HZ RNGTT NC_056068.1 37155001 37175001


NC_056061.1 48535001 48555001 0.169346 0.251164 HZ RNGTT NC_056068.1 37160001 37180001


NC_056061.1 48600001 48620001 0.103475 0.416279 HZ RNGTT NC_056068.1 37165001 37185001


NC_056061.1 48605001 48625001 0.103146 0.426798 HZ RNGTT NC_056068.1 37200001 37220001


NC_056054.1 147540001 147560001 0.116649 0.612319 HZ ROBO1 NC_056068.1 37205001 37225001


NC_056054.1 147555001 147575001 0.0461716 0.423062 HZ ROBO1 NC_056070.1 15495001 15515001


NC_056054.1 147560001 147580001 0.0750619 0.404595 HZ ROBO1 NC_056070.1 15500001 15520001


NC_056054.1 147565001 147585001 0.268615 0.31494 HZ ROBO1 NC_056070.1 15505001 15525001


NC_056054.1 147745001 147765001 0.236165 0.304298 HZ ROBO1 NC_056070.1 15510001 15530001


NC_056054.1 147750001 147770001 0.275914 0.274528 HZ ROBO1 NC_056070.1 15515001 15535001


NC_056054.1 147755001 147775001 0.333674 0.242196 HZ ROBO1 NC_056070.1 15520001 15540001


NC_056054.1 189195001 189215001 0.155702 0.319377 HZ ROPN1 NC_056061.1 2895001 2915001


NC_056054.1 189200001 189220001 0.235512 0.276027 HZ ROPN1 NC_056061.1 2900001 2920001


NC_056055.1 26905001 26925001 0.226721 0.269841 HZ ROR2 NC_056057.1 58420001 58440001


NC_056055.1 239185001 239205001 0.206492 0.306068 HZ RPA2 NC_056057.1 58555001 58575001


NC_056055.1 239190001 239210001 0.213348 0.284201 HZ RPA2;THEMIS2 NC_056057.1 58570001 58590001


NC_056055.1 239195001 239215001 0.314008 0.243296 HZ RPA2;THEMIS2 NC_056057.1 58575001 58595001


NC_056065.1 69800001 69820001 0.0853898 0.277658 HZ RPS6KC1 NC_056057.1 58580001 58600001


NC_056065.1 69805001 69825001 0.153699 0.311077 HZ RPS6KC1 NC_056057.1 58585001 58605001


NC_056065.1 69810001 69830001 0.304652 0.32534 HZ RPS6KC1 NC_056057.1 58590001 58610001


NC_056068.1 38110001 38130001 0.290843 0.2413 HZ RRAS2 NC_056057.1 58595001 58615001


NC_056068.1 38115001 38135001 0.201265 0.320817 HZ RRAS2 NC_056057.1 58600001 58620001


NC_056068.1 38120001 38140001 0.257585 0.448794 HZ RRAS2 NC_056057.1 58605001 58625001


NC_056074.1 15800001 15820001 0.295745 0.336894 HZ RSF1 NC_056067.1 48470001 48490001


NC_056074.1 15915001 15935001 0.221819 0.263948 HZ RSF1 NC_056067.1 48465001 48485001


NC_056072.1 59395001 59415001 0.247949 0.498564 HZ RUVBL1 NC_056065.1 4060001 4080001


NC_056072.1 59405001 59425001 0.311549 0.278288 HZ RUVBL1 NC_056072.1 50865001 50885001


NC_056060.1 65335001 65355001 0.344828 0.300633 HZ SAMD4A NC_056072.1 50870001 50890001


NC_056060.1 65340001 65360001 0.287032 0.260075 HZ SAMD4A NC_056060.1 85545001 85565001


NC_056060.1 65350001 65370001 0.172454 0.249795 HZ SAMD4A NC_056056.1 7285001 7305001


NC_056060.1 65360001 65380001 0.223274 0.256559 HZ SAMD4A NC_056056.1 7290001 7310001


NC_056055.1 117435001 117455001 0.268697 0.257867 HZ SAP130 NC_056055.1 11125001 11145001


NC_056061.1 79255001 79275001 0.195619 0.283553 HZ SCAF8 NC_056058.1 32070001 32090001


NC_056070.1 28960001 28980001 0.303152 0.251414 HZ SCLT1 NC_056077.1 21025001 21045001


NC_056070.1 28965001 28985001 0.209829 0.247719 HZ SCLT1 NC_056060.1 5455001 5475001







NC_056070.1 28970001 28990001 0.169021 0.243828 HZ SCLT1 NC_056054.1 239770001 239790001


NC_056054.1 3210001 3230001 0.325772 0.24331 HZ SCLY NC_056054.1 239775001 239795001


NC_056080.1 16585001 16605001 0.247956 0.342262 HZ SCML2 NC_056080.1 100550001 100570001


NC_056080.1 16590001 16610001 0.22508 0.312925 HZ SCML2 NC_056070.1 69120001 69140001


NC_056080.1 16630001 16650001 0.345134 0.32683 HZ SCML2 NC_056056.1 153975001 153995001


NC_056080.1 16635001 16655001 0.343971 0.355111 HZ SCML2 NC_056056.1 154010001 154030001


NC_056061.1 29650001 29670001 0.114731 0.292842 HZ SCML4 NC_056056.1 154015001 154035001


NC_056061.1 29655001 29675001 0.284755 0.265742 HZ SCML4 NC_056056.1 154025001 154045001


NC_056072.1 11965001 11985001 0.117292 0.247697 HZ SCN5A NC_056056.1 154030001 154050001


NC_056055.1 184800001 184820001 0.219991 0.623724 HZ SCTR NC_056056.1 154035001 154055001


NC_056068.1 43190001 43210001 0.281163 0.38048 HZ SCUBE2 NC_056056.1 154040001 154060001


NC_056054.1 238230001 238250001 0.241969 0.283509 HZ SELENOT NC_056066.1 60790001 60810001


NC_056054.1 238235001 238255001 0.198857 0.353727 HZ SELENOT NC_056066.1 60795001 60815001


NC_056054.1 238240001 238260001 0.199853 0.394473 HZ SELENOT NC_056066.1 60800001 60820001


NC_056060.1 60865001 60885001 0.345161 0.264056 HZ SEMA6D NC_056054.1 269785001 269805001


NC_056060.1 60870001 60890001 0.299302 0.250341 HZ SEMA6D NC_056054.1 269790001 269810001


NC_056060.1 60890001 60910001 0.295556 0.2421 HZ SEMA6D NC_056060.1 44375001 44395001


NC_056060.1 60895001 60915001 0.243717 0.242371 HZ SEMA6D NC_056060.1 44380001 44400001


NC_056060.1 60900001 60920001 0.254201 0.240633 HZ SEMA6D NC_056060.1 44385001 44405001


NC_056060.1 60980001 61000001 0.183956 0.258994 HZ SEMA6D NC_056075.1 15560001 15580001


NC_056060.1 60985001 61005001 0.247207 0.259908 HZ SEMA6D NC_056075.1 15565001 15585001


NC_056060.1 61060001 61080001 0.256821 0.253857 HZ SEMA6D NC_056057.1 27810001 27830001


NC_056060.1 61065001 61085001 0.334957 0.311473 HZ SEMA6D NC_056057.1 27815001 27835001


NC_056060.1 61130001 61150001 0.300399 0.256702 HZ SEMA6D NC_056057.1 27820001 27840001


NC_056061.1 2515001 2535001 0.323394 0.250227 HZ SENP6 NC_056057.1 27845001 27865001


NC_056061.1 2520001 2540001 0.309318 0.246747 HZ SENP6 NC_056057.1 27850001 27870001


NC_056070.1 4065001 4085001 0.153369 0.311296 HZ SFRP2 NC_056057.1 27855001 27875001


NC_056070.1 4070001 4090001 0.130781 0.308127 HZ SFRP2 NC_056057.1 27860001 27880001


NW_024599827 1155001 1175001 0.218515 0.279148 HZ SH3GL3 NC_056057.1 27865001 27885001


NW_024599827 1160001 1180001 0.225733 0.274814 HZ SH3GL3 NC_056057.1 27870001 27890001


NW_024599827 1165001 1185001 0.17207 0.28455 HZ SH3GL3 NC_056057.1 27875001 27895001


NW_024599827 1170001 1190001 0.167258 0.264883 HZ SH3GL3 NC_056057.1 27880001 27900001


NC_056056.1 225900001 225920001 0.106141 0.241529 HZ SHANK3 NC_056057.1 27900001 27920001


NC_056056.1 225905001 225925001 0.122764 0.242519 HZ SHANK3 NC_056057.1 27905001 27925001


NC_056054.1 223010001 223030001 0.0251668 0.464011 HZ SI NC_056057.1 27910001 27930001


NC_056054.1 223025001 223045001 0.0402219 0.283222 HZ SI NC_056069.1 29410001 29430001







NC_056058.1 48005001 48025001 0.207912 0.392992 HZ SIL1 NC_056072.1 28825001 28845001


NC_056058.1 48010001 48030001 0.147281 0.418224 HZ SIL1 NC_056072.1 28830001 28850001


NC_056058.1 48015001 48035001 0.165833 0.42354 HZ SIL1 NC_056072.1 28835001 28855001


NC_056058.1 48020001 48040001 0.170686 0.425214 HZ SIL1 NC_056072.1 28840001 28860001


NC_056058.1 48025001 48045001 0.218978 0.395833 HZ SIL1 NC_056072.1 28845001 28865001


NC_056060.1 81195001 81215001 0.249377 0.263166 HZ SIPA1L1 NC_056072.1 28850001 28870001


NC_056060.1 81200001 81220001 0.229697 0.268226 HZ SIPA1L1 NC_056072.1 28855001 28875001


NC_056060.1 81205001 81225001 0.178971 0.29826 HZ SIPA1L1 NC_056072.1 28860001 28880001


NC_056060.1 81210001 81230001 0.201464 0.26205 HZ SIPA1L1 NC_056072.1 28865001 28885001


NC_056060.1 81215001 81235001 0.28716 0.264098 HZ SIPA1L1 NC_056072.1 28870001 28890001


NC_056060.1 81290001 81310001 0.230407 0.264453 HZ SIPA1L1 NC_056072.1 28875001 28895001


NC_056057.1 70800001 70820001 0.24357 0.508794 HZ SKAP2 NC_056080.1 125790001 125810001


NC_056057.1 70805001 70825001 0.294333 0.475788 HZ SKAP2 NC_056080.1 125795001 125815001


NC_056060.1 60230001 60250001 0.240709 0.260697 HZ SLC12A1 NC_056080.1 125800001 125820001


NC_056060.1 60270001 60290001 0.122742 0.305462 HZ SLC12A1 NC_056080.1 125835001 125855001


NC_056060.1 60275001 60295001 0.238265 0.314333 HZ SLC12A1 NC_056077.1 11070001 11090001


NC_056060.1 60280001 60300001 0.341947 0.273016 HZ SLC12A1 NC_056077.1 11075001 11095001


NC_056058.1 19865001 19885001 0.252252 0.358332 HZ SLC22A4 NC_056077.1 11080001 11100001


NC_056071.1 54965001 54985001 0.196721 0.299744 HZ SLC24A4 NC_056077.1 11085001 11105001


NC_056071.1 54970001 54990001 0.249713 0.257748 HZ SLC24A4 NC_056077.1 11090001 11110001


NC_056075.1 20375001 20395001 0.300546 0.319367 HZ SLC25A28 NC_056077.1 11095001 11115001


NC_056075.1 20380001 20400001 0.289024 0.306551 HZ SLC25A28 NC_056077.1 11100001 11120001


NC_056075.1 20385001 20405001 0.327103 0.325537 HZ SLC25A28 NC_056077.1 11105001 11125001


NC_056075.1 20390001 20410001 0.313131 0.325059 HZ SLC25A28 NC_056059.1 114250001 114270001


NC_056075.1 20395001 20415001 0.308626 0.321682 HZ SLC25A28 NC_056074.1 6135001 6155001


NC_056075.1 20400001 20420001 0.227376 0.375128 HZ SLC25A28 NC_056074.1 6140001 6160001


NC_056054.1 248585001 248605001 0.243392 0.241872 HZ SLC25A36 NC_056056.1 153475001 153495001


NC_056060.1 63280001 63300001 0.206755 0.390643 HZ SLC28A2 NC_056056.1 153480001 153500001


NC_056060.1 63285001 63305001 0.0699207 0.320585 HZ SLC28A2 NC_056077.1 9015001 9035001


NC_056060.1 63290001 63310001 0.233118 0.26575 HZ SLC28A2 NC_056077.1 9020001 9040001


NC_056070.1 71315001 71335001 0.130106 0.311675 HZ SLC2A11 NC_056077.1 9025001 9045001


NC_056069.1 10660001 10680001 0.312978 0.362776 HZ SLC30A5 NC_056077.1 9030001 9050001


NC_056054.1 252955001 252975001 0.327309 0.655835 HZ SLC35G2 NC_056077.1 9035001 9055001


NC_056054.1 252960001 252980001 0.216967 0.664023 HZ SLC35G2 NC_056077.1 9040001 9060001


NC_056055.1 148135001 148155001 0.253687 0.309649 HZ SLC4A10 NC_056057.1 5900001 5920001


NC_056055.1 148140001 148160001 0.198623 0.316925 HZ SLC4A10 NC_056057.1 5905001 5925001







NC_056055.1 148145001 148165001 0.24906 0.261914 HZ SLC4A10 NC_056057.1 5910001 5930001


NC_056072.1 1880001 1900001 0.195212 0.255489 HZ SLC4A7 NC_056057.1 5915001 5935001


NC_056072.1 1885001 1905001 0.179866 0.281157 HZ SLC4A7 NC_056057.1 6030001 6050001


NC_056072.1 1890001 1910001 0.118563 0.34563 HZ SLC4A7 NC_056057.1 6035001 6055001


NC_056056.1 121095001 121115001 0.0717642 0.277681 HZ SLC6A15 NC_056057.1 6040001 6060001


NC_056054.1 245915001 245935001 0.218979 0.247091 HZ SLC9A9 NC_056057.1 6045001 6065001


NC_056054.1 245920001 245940001 0.176786 0.256406 HZ SLC9A9 NC_056064.1 38725001 38745001


NC_056054.1 245925001 245945001 0.132075 0.273098 HZ SLC9A9 NC_056064.1 38730001 38750001


NC_056054.1 245930001 245950001 0.226684 0.315222 HZ SLC9A9 NC_056080.1 12055001 12075001


NC_056059.1 40800001 40820001 0.141403 0.398681 HZ SLIT2 NC_056080.1 12060001 12080001


NC_056058.1 45180001 45200001 0.13245 0.23933 HZ SMAD5 NC_056080.1 12065001 12085001


NC_056058.1 45195001 45215001 0.137631 0.24388 HZ SMAD5 NC_056063.1 69200001 69220001


NC_056058.1 45200001 45220001 0.105029 0.277669 HZ SMAD5 NC_056056.1 104270001 104290001


NC_056058.1 45205001 45225001 0.0938526 0.301171 HZ SMAD5 NC_056056.1 104275001 104295001


NC_056058.1 45255001 45275001 0.123008 0.258815 HZ SMIM32 NC_056067.1 63140001 63160001


NC_056058.1 45260001 45280001 0.243505 0.29182 HZ SMIM32;TRPC7 NC_056067.1 63145001 63165001


NC_056060.1 79830001 79850001 0.208627 0.363947 HZ SMOC1 NC_056067.1 63150001 63170001


NC_056057.1 93915001 93935001 0.260743 0.305967 HZ SND1 NC_056070.1 72885001 72905001


NC_056057.1 93920001 93940001 0.288119 0.327569 HZ SND1 NC_056070.1 72875001 72895001


NC_056058.1 28570001 28590001 0.113763 0.322713 HZ SNX24 NC_056070.1 72880001 72900001


NC_056077.1 11705001 11725001 0.314216 0.306531 HZ SNX29 NC_056070.1 72865001 72885001


NC_056077.1 11715001 11735001 0.279871 0.245584 HZ SNX29 NC_056070.1 72870001 72890001


NC_056077.1 11720001 11740001 0.302239 0.258818 HZ SNX29 NC_056055.1 59260001 59280001


NC_056077.1 11725001 11745001 0.339514 0.285354 HZ SNX29 NC_056055.1 59300001 59320001


NC_056077.1 11760001 11780001 0.327099 0.315328 HZ SNX29 NC_056056.1 38490001 38510001


NC_056077.1 11765001 11785001 0.293483 0.306684 HZ SNX29 NC_056056.1 38495001 38515001


NC_056075.1 27520001 27540001 0.224826 0.240487 HZ SORCS1 NC_056056.1 38500001 38520001


NC_056064.1 43375001 43395001 0.224117 0.405441 HZ SOST NC_056056.1 38505001 38525001


NC_056064.1 43380001 43400001 0.321933 0.382179 HZ SOST NC_056056.1 38510001 38530001


NC_056064.1 33450001 33470001 0.331011 0.297566 HZ SPECC1 NC_056056.1 38515001 38535001


NC_056068.1 38290001 38310001 0.203203 0.397724 HZ SPON1 NC_056056.1 38520001 38540001


NC_056068.1 38295001 38315001 0.140703 0.392182 HZ SPON1 NC_056056.1 38525001 38545001


NC_056068.1 38345001 38365001 0.289989 0.248086 HZ SPON1 NC_056069.1 6960001 6980001


NC_056080.1 61540001 61560001 0.296902 0.240764 HZ STARD8 NC_056067.1 52525001 52545001


NC_056080.1 61545001 61565001 0.210117 0.245962 HZ STARD8 NC_056058.1 63845001 63865001


NC_056061.1 68730001 68750001 0.259564 0.333219 HZ STX11 NC_056058.1 63850001 63870001







NC_056064.1 5050001 5070001 0.316329 0.396513 HZ STXBP4 NC_056058.1 42100001 42120001


NC_056064.1 5055001 5075001 0.297363 0.354146 HZ STXBP4 NC_056062.1 80960001 80980001


NC_056064.1 5060001 5080001 0.344445 0.276599 HZ STXBP4 NC_056062.1 80965001 80985001


NC_056064.1 5080001 5100001 0.0737266 0.687667 HZ STXBP4 NC_056062.1 80970001 80990001


NC_056064.1 5165001 5185001 0.0231041 0.482322 HZ STXBP4 NC_056062.1 50590001 50610001


NC_056064.1 5170001 5190001 0.143939 0.479282 HZ STXBP4 NC_056062.1 50595001 50615001


NC_056057.1 81935001 81955001 0.194912 0.42226 HZ SUGCT NC_056054.1 71040001 71060001


NC_056057.1 82005001 82025001 0.316712 0.450851 HZ SUGCT NC_056059.1 87740001 87760001


NC_056057.1 82010001 82030001 0.173261 0.479594 HZ SUGCT NC_056060.1 63225001 63245001


NC_056057.1 82015001 82035001 0.196485 0.441033 HZ SUGCT NC_056060.1 63230001 63250001


NC_056057.1 82095001 82115001 0.266216 0.324383 HZ SUGCT NC_056060.1 63235001 63255001


NC_056057.1 82100001 82120001 0.141562 0.363542 HZ SUGCT NC_056060.1 63240001 63260001


NC_056057.1 82105001 82125001 0.193277 0.33464 HZ SUGCT NC_056067.1 14330001 14350001


NC_056057.1 82110001 82130001 0.329232 0.321744 HZ SUGCT NC_056067.1 14335001 14355001


NC_056057.1 82135001 82155001 0.337871 0.325961 HZ SUGCT NC_056067.1 14340001 14360001


NC_056057.1 82140001 82160001 0.235507 0.349263 HZ SUGCT NC_056067.1 14345001 14365001


NC_056057.1 82145001 82165001 0.155327 0.421843 HZ SUGCT NC_056057.1 67265001 67285001


NC_056057.1 82160001 82180001 0.119954 0.397966 HZ SUGCT NC_056057.1 67270001 67290001


NC_056057.1 82170001 82190001 0.188429 0.350778 HZ SUGCT NC_056057.1 67285001 67305001


NC_056057.1 82175001 82195001 0.17742 0.324691 HZ SUGCT NC_056057.1 67290001 67310001


NC_056057.1 82205001 82225001 0.333332 0.323752 HZ SUGCT NC_056076.1 25260001 25280001


NC_056060.1 7370001 7390001 0.199064 0.384498 HZ SV2C NC_056076.1 25265001 25285001


NC_056060.1 7375001 7395001 0.113763 0.488779 HZ SV2C NC_056076.1 25270001 25290001


NC_056060.1 7380001 7400001 0.214167 0.466891 HZ SV2C NC_056058.1 41470001 41490001


NC_056060.1 7385001 7405001 0.307984 0.440973 HZ SV2C NC_056055.1 107705001 107725001


NC_056066.1 34055001 34075001 0.269519 0.239874 HZ SVIL NC_056055.1 107810001 107830001


NC_056066.1 34060001 34080001 0.18267 0.288939 HZ SVIL NC_056055.1 107520001 107540001


NC_056066.1 34065001 34085001 0.147713 0.266807 HZ SVIL NC_056055.1 107525001 107545001


NC_056057.1 103740001 103760001 0.0395991 0.38746 HZ SVOPL NC_056077.1 29970001 29990001


NC_056057.1 103745001 103765001 0.0362887 0.466257 HZ SVOPL NC_056055.1 155525001 155545001


NC_056057.1 103770001 103790001 0.197841 0.398096 HZ SVOPL NC_056055.1 155530001 155550001


NC_056075.1 51450001 51470001 0.0762101 0.3025 HZ SYCE1 NC_056055.1 155535001 155555001


NC_056075.1 51455001 51475001 0.0731923 0.302743 HZ SYCE1 NC_056055.1 155540001 155560001


NC_056075.1 51460001 51480001 0.0880781 0.301808 HZ SYCE1 NC_056055.1 155545001 155565001


NC_056075.1 51465001 51485001 0.0753178 0.306975 HZ SYCE1 NC_056055.1 155550001 155570001


NC_056075.1 51470001 51490001 0.0592692 0.306421 HZ SYCE1 NC_056057.1 116185001 116205001







NC_056075.1 51475001 51495001 0.12104 0.282446 HZ SYCE1 NC_056057.1 116165001 116185001


NC_056056.1 176790001 176810001 0.329621 0.27546 HZ SYN3 NC_056057.1 116170001 116190001


NC_056056.1 176805001 176825001 0.322839 0.280851 HZ SYN3 NC_056057.1 116175001 116195001


NC_056056.1 176810001 176830001 0.208889 0.259171 HZ SYN3 NC_056057.1 116180001 116200001


NC_056056.1 176815001 176835001 0.147482 0.26417 HZ SYN3 NC_056080.1 83155001 83175001


NC_056056.1 176835001 176855001 0.228031 0.282919 HZ SYN3 NC_056080.1 83160001 83180001


NC_056056.1 176840001 176860001 0.248645 0.295085 HZ SYN3 NC_056080.1 83165001 83185001


NC_056056.1 176925001 176945001 0.306175 0.290832 HZ SYN3 NC_056080.1 83170001 83190001


NC_056056.1 176930001 176950001 0.297936 0.312497 HZ SYN3 NC_056055.1 209830001 209850001


NC_056056.1 176935001 176955001 0.305035 0.283488 HZ SYN3 NC_056055.1 209835001 209855001


NC_056056.1 176940001 176960001 0.262275 0.259752 HZ SYN3 NC_056057.1 9435001 9455001


NC_056056.1 177060001 177080001 0.188837 0.251441 HZ SYN3 NC_056057.1 9440001 9460001


NC_056056.1 176975001 176995001 0.123213 0.266757 HZ SYN3;TIMP3 NC_056055.1 123700001 123720001


NC_056056.1 176980001 177000001 0.164983 0.274727 HZ SYN3;TIMP3 NC_056055.1 123705001 123725001


NC_056056.1 176985001 177005001 0.254458 0.28466 HZ SYN3;TIMP3 NC_056071.1 22390001 22410001


NC_056056.1 176990001 177010001 0.262812 0.260206 HZ SYN3;TIMP3 NC_056055.1 51145001 51165001


NC_056056.1 177005001 177025001 0.332786 0.245439 HZ SYN3;TIMP3 NC_056055.1 36445001 36465001


NC_056072.1 37930001 37950001 0.253777 0.28887 HZ SYNPR NC_056055.1 36485001 36505001


NC_056072.1 37935001 37955001 0.221953 0.284427 HZ SYNPR NC_056055.1 36490001 36510001


NC_056072.1 37940001 37960001 0.178349 0.246618 HZ SYNPR NC_056055.1 36495001 36515001


NC_056057.1 48645001 48665001 0.27257 0.342126 HZ SYPL1 NC_056055.1 83500001 83520001


NC_056057.1 48650001 48670001 0.236001 0.348674 HZ SYPL1 NC_056055.1 83505001 83525001


NC_056057.1 48655001 48675001 0.284871 0.291544 HZ SYPL1 NC_056055.1 83510001 83530001


NC_056057.1 48660001 48680001 0.311278 0.247755 HZ SYPL1 NC_056055.1 68455001 68475001


NC_056057.1 48665001 48685001 0.176363 0.276726 HZ SYPL1 NC_056054.1 98135001 98155001


NC_056057.1 48670001 48690001 0.184792 0.287785 HZ SYPL1 NC_056054.1 98165001 98185001


NC_056057.1 48675001 48695001 0.194958 0.242886 HZ SYPL1 NC_056054.1 98170001 98190001


NC_056061.1 82810001 82830001 0.187382 0.441081 HZ SYTL3 NC_056054.1 98175001 98195001


NC_056061.1 82815001 82835001 0.0670139 0.375731 HZ SYTL3 NC_056060.1 28000001 28020001


NC_056061.1 82825001 82845001 0.129065 0.242452 HZ SYTL3 NC_056060.1 28005001 28025001


NC_056069.1 40455001 40475001 0.16944 0.249067 HZ TARS1 NC_056060.1 28020001 28040001


NC_056069.1 40460001 40480001 0.160151 0.253377 HZ TARS1 NC_056060.1 28025001 28045001


NC_056080.1 29745001 29765001 0.333333 0.298474 HZ TASL NC_056060.1 28030001 28050001


NC_056080.1 29750001 29770001 0.319052 0.310144 HZ TASL NC_056060.1 28035001 28055001


NC_056066.1 6860001 6880001 0.0600431 0.319723 HZ TASP1 NC_056060.1 28040001 28060001


NC_056066.1 6865001 6885001 0.0532891 0.326869 HZ TASP1 NC_056060.1 28050001 28070001







NC_056066.1 6870001 6890001 0.149425 0.272994 HZ TASP1 NC_056060.1 28055001 28075001


NC_056075.1 15510001 15530001 0.345273 0.283655 HZ TBC1D12 NC_056060.1 28060001 28080001


NC_056075.1 15515001 15535001 0.310495 0.276562 HZ TBC1D12 NC_056060.1 28065001 28085001


NC_056075.1 15520001 15540001 0.243016 0.27101 HZ TBC1D12 NC_056054.1 102305001 102325001


NC_056075.1 15525001 15545001 0.214356 0.272317 HZ TBC1D12 NC_056054.1 102310001 102330001


NC_056075.1 15530001 15550001 0.174104 0.287849 HZ TBC1D12 NC_056054.1 102300001 102320001


NC_056075.1 15535001 15555001 0.135304 0.306915 HZ TBC1D12 NC_056057.1 65395001 65415001


NC_056075.1 15540001 15560001 0.0847294 0.329065 HZ TBC1D12 NC_056058.1 4440001 4460001


NC_056075.1 15545001 15565001 0.0736076 0.335017 HZ TBC1D12 NC_056058.1 4445001 4465001


NC_056075.1 15550001 15570001 0.0711034 0.32534 HZ TBC1D12 NC_056056.1 212775001 212795001


NC_056075.1 15555001 15575001 0.0737979 0.323605 HZ TBC1D12 NC_056056.1 212780001 212800001


NC_056054.1 210660001 210680001 0.256685 0.258971 HZ TBL1XR1 NC_056056.1 212785001 212805001


NC_056070.1 60175001 60195001 0.33939 0.303169 HZ TBX3 NC_056076.1 20755001 20775001


NC_056076.1 55085001 55105001 0.32628 0.273214 HZ TCF4 NC_056076.1 20760001 20780001


NC_056076.1 55090001 55110001 0.253324 0.300374 HZ TCF4 NC_056076.1 20765001 20785001


NC_056076.1 55095001 55115001 0.182766 0.303758 HZ TCF4 NC_056076.1 20770001 20790001


NC_056076.1 55100001 55120001 0.30363 0.273186 HZ TCF4 NC_056076.1 21085001 21105001


NC_056055.1 50165001 50185001 0.339938 0.265079 HZ TDRD7 NC_056076.1 21090001 21110001


NC_056055.1 50170001 50190001 0.338146 0.260559 HZ TDRD7 NC_056061.1 40430001 40450001


NC_056074.1 14490001 14510001 0.262187 0.264646 HZ TENM4 NC_056061.1 40435001 40455001


NC_056074.1 14740001 14760001 0.271587 0.336224 HZ TENM4 NC_056061.1 40440001 40460001


NC_056074.1 14745001 14765001 0.223135 0.261004 HZ TENM4 NC_056061.1 40445001 40465001


NC_056062.1 49350001 49370001 0.0773194 0.329489 HZ TERF1 NC_056061.1 40450001 40470001


NC_056062.1 49355001 49375001 0.0501912 0.312207 HZ TERF1 NC_056061.1 40455001 40475001


NC_056062.1 49365001 49385001 0.0531928 0.268362 HZ TERF1 NC_056061.1 40460001 40480001


NC_056054.1 20070001 20090001 0.0885387 0.316393 HZ TESK2 NC_056070.1 6270001 6290001


NC_056054.1 20075001 20095001 0.202186 0.264543 HZ TESK2 NC_056070.1 6275001 6295001


NC_056064.1 9250001 9270001 0.256218 0.282705 HZ TEX14 NC_056070.1 6280001 6300001


NC_056064.1 9255001 9275001 0.147002 0.255579 HZ TEX14 NC_056080.1 68535001 68555001


NC_056063.1 30250001 30270001 0.171478 0.403804 HZ TEX26 NC_056073.1 11000001 11020001


NC_056058.1 24980001 25000001 0.255662 0.270111 HZ TEX43 NC_056073.1 11005001 11025001


NC_056054.1 256175001 256195001 0.174127 0.352996 HZ TF NC_056073.1 11010001 11030001


NC_056054.1 256180001 256200001 0.327848 0.334312 HZ TF NC_056073.1 11015001 11035001


NC_056055.1 121910001 121930001 0.180307 0.333956 HZ TFPI NC_056074.1 26370001 26390001


NC_056055.1 121915001 121935001 0.201072 0.338409 HZ TFPI NC_056074.1 26375001 26395001


NC_056056.1 97245001 97265001 0.301629 0.275984 HZ TGFBRAP1 NC_056074.1 26380001 26400001







NC_056056.1 97250001 97270001 0.163107 0.427432 HZ TGFBRAP1 NC_056074.1 26385001 26405001


NC_056056.1 97255001 97275001 0.130852 0.473545 HZ TGFBRAP1 NC_056056.1 103845001 103865001


NC_056056.1 97260001 97280001 0.0502733 0.512427 HZ TGFBRAP1 NC_056056.1 103850001 103870001


NC_056061.1 90845001 90865001 0.0977049 0.257732 HZ THBS2 NC_056056.1 103855001 103875001


NC_056054.1 124650001 124670001 0.0375218 0.330662 HZ TIAM1 NC_056064.1 55880001 55900001


NC_056054.1 124655001 124675001 0.0378966 0.332647 HZ TIAM1 NC_056054.1 112975001 112995001


NC_056054.1 124660001 124680001 0.0458627 0.307989 HZ TIAM1 NC_056072.1 51500001 51520001


NC_056054.1 124665001 124685001 0.0510531 0.25645 HZ TIAM1 NC_056072.1 51505001 51525001


NC_056054.1 124850001 124870001 0.145564 0.257323 HZ TIAM1 NC_056077.1 27285001 27305001


NC_056054.1 124965001 124985001 0.298878 0.288437 HZ TIAM1 NC_056077.1 27290001 27310001


NC_056061.1 79400001 79420001 0.330304 0.260037 HZ TIAM2 NC_056077.1 27295001 27315001


NC_056055.1 67475001 67495001 0.282012 0.276706 HZ TJP2 NC_056077.1 27300001 27320001


NC_056055.1 67480001 67500001 0.217209 0.302377 HZ TJP2 NC_056071.1 54445001 54465001


NC_056060.1 45430001 45450001 0.230477 0.346164 HZ TLN2 NC_056071.1 54450001 54470001


NC_056060.1 45440001 45460001 0.102682 0.251367 HZ TLN2 NC_056071.1 54455001 54475001


NC_056060.1 45890001 45910001 0.2736 0.269469 HZ TLN2 NC_056074.1 1635001 1655001


NC_056075.1 21705001 21725001 0.2409 0.247857 HZ TLX1 NC_056074.1 1645001 1665001


NC_056075.1 21710001 21730001 0.152124 0.35914 HZ TLX1 NC_056074.1 1650001 1670001


NC_056075.1 21715001 21735001 0.262638 0.266616 HZ TLX1 NC_056063.1 74605001 74625001


NC_056055.1 63840001 63860001 0.0505984 0.311284 HZ TMC1 NC_056063.1 74610001 74630001


NC_056055.1 63860001 63880001 0.121354 0.261711 HZ TMC1 NC_056055.1 30995001 31015001


NC_056054.1 256715001 256735001 0.309876 0.247803 HZ TMEM108 NC_056055.1 31000001 31020001


NC_056054.1 256720001 256740001 0.231156 0.359739 HZ TMEM108 NC_056055.1 31005001 31025001


NC_056054.1 256725001 256745001 0.108847 0.473309 HZ TMEM108 NC_056055.1 31010001 31030001


NC_056054.1 256730001 256750001 0.0771946 0.491667 HZ TMEM108 NC_056055.1 30945001 30965001


NC_056054.1 256735001 256755001 0.0929744 0.412431 HZ TMEM108 NC_056055.1 30950001 30970001


NC_056054.1 256740001 256760001 0.0760713 0.241538 HZ TMEM108 NC_056055.1 31045001 31065001


NC_056056.1 103275001 103295001 0.229363 0.247575 HZ TMEM131 NC_056068.1 14125001 14145001


NC_056056.1 103280001 103300001 0.224293 0.253088 HZ TMEM131 NC_056068.1 14130001 14150001


NC_056056.1 103285001 103305001 0.217262 0.27451 HZ TMEM131 NC_056068.1 14135001 14155001


NC_056070.1 5185001 5205001 0.0553455 0.326803 HZ TMEM154 NC_056068.1 14140001 14160001


NC_056061.1 82755001 82775001 0.045913 0.311295 HZ TMEM181 NC_056060.1 77165001 77185001


NC_056061.1 82760001 82780001 0.102788 0.28356 HZ TMEM181 NC_056060.1 77170001 77190001


NC_056061.1 82765001 82785001 0.16947 0.260303 HZ TMEM181 NC_056060.1 77175001 77195001


NC_056060.1 86545001 86565001 0.136548 0.249101 HZ TMEM63C NC_056060.1 77180001 77200001


NC_056060.1 86550001 86570001 0.0963855 0.277938 HZ TMEM63C NC_056060.1 77190001 77210001







NC_056060.1 86555001 86575001 0.0496032 0.244497 HZ TMEM63C NC_056060.1 58980001 59000001


NC_056064.1 36105001 36125001 0.182733 0.34516 HZ TMEM92 NC_056060.1 58985001 59005001


NC_056072.1 32565001 32585001 0.297981 0.24647 HZ TMF1;UBA3 NC_056060.1 58990001 59010001


NC_056064.1 34860001 34880001 0.0873657 0.258023 HZ TNFRSF13B;USP22 NC_056060.1 58995001 59015001


NC_056064.1 34865001 34885001 0.0837131 0.290326 HZ TNFRSF13B;USP22 NC_056060.1 59010001 59030001


NC_056054.1 216790001 216810001 0.211574 0.278234 HZ TNIK NC_056060.1 59015001 59035001


NC_056054.1 216795001 216815001 0.20873 0.243678 HZ TNIK NC_056060.1 59020001 59040001


NC_056054.1 216800001 216820001 0.255211 0.24012 HZ TNIK NC_056060.1 59025001 59045001


NC_056054.1 216805001 216825001 0.316935 0.25817 HZ TNIK NC_056055.1 37115001 37135001


NC_056054.1 216810001 216830001 0.311553 0.243911 HZ TNIK NC_056055.1 37120001 37140001


NC_056057.1 94685001 94705001 0.12093 0.240884 HZ TNPO3 NC_056055.1 37125001 37145001


NC_056054.1 256360001 256380001 0.300614 0.283015 HZ TOPBP1 NC_056055.1 37130001 37150001


NC_056054.1 256365001 256385001 0.343396 0.303997 HZ TOPBP1 NC_056055.1 37135001 37155001


NC_056054.1 256395001 256415001 0.331819 0.437159 HZ TOPBP1 NC_056055.1 37140001 37160001


NC_056054.1 256400001 256420001 0.276144 0.459478 HZ TOPBP1 NC_056055.1 37145001 37165001


NC_056054.1 256405001 256425001 0.298926 0.433205 HZ TOPBP1 NC_056060.1 55920001 55940001


NC_056054.1 256410001 256430001 0.18323 0.386076 HZ TOPBP1 NC_056060.1 55925001 55945001


NC_056054.1 256415001 256435001 0.178446 0.314488 HZ TOPBP1 NC_056060.1 55930001 55950001


NC_056065.1 60490001 60510001 0.28651 0.319308 HZ TOR1AIP1 NC_056060.1 55935001 55955001


NC_056065.1 60495001 60515001 0.207213 0.329036 HZ TOR1AIP1 NC_056059.1 36455001 36475001


NC_056065.1 60500001 60520001 0.15074 0.305157 HZ TOR1AIP1 NC_056059.1 36460001 36480001


NC_056054.1 198480001 198500001 0.328389 0.337916 HZ TP63 NC_056059.1 36465001 36485001


NC_056054.1 198485001 198505001 0.231718 0.370872 HZ TP63 NC_056059.1 36470001 36490001


NC_056054.1 198490001 198510001 0.20087 0.385713 HZ TP63 NC_056059.1 36575001 36595001


NC_056054.1 198495001 198515001 0.283955 0.356549 HZ TP63 NC_056059.1 36580001 36600001


NC_056060.1 45185001 45205001 0.293136 0.313978 HZ TPM1 NC_056059.1 36585001 36605001


NC_056065.1 66845001 66865001 0.118334 0.363363 HZ TPR NC_056057.1 32510001 32530001


NC_056065.1 66850001 66870001 0.314636 0.351695 HZ TPR NC_056057.1 32515001 32535001


NC_056054.1 198935001 198955001 0.277486 0.257338 HZ TPRG1 NC_056055.1 28125001 28145001


NC_056054.1 22345001 22365001 0.181535 0.240196 HZ TRABD2B NC_056072.1 42885001 42905001


NC_056054.1 22350001 22370001 0.170346 0.242098 HZ TRABD2B NC_056056.1 104305001 104325001


NC_056054.1 22355001 22375001 0.159603 0.241885 HZ TRABD2B NC_056056.1 104280001 104300001


NC_056054.1 264770001 264790001 0.277643 0.251505 HZ TRAPPC10 NC_056056.1 104285001 104305001


NC_056064.1 21515001 21535001 0.207091 0.445581 HZ TRARG1 NC_056056.1 104290001 104310001


NC_056064.1 21520001 21540001 0.165591 0.493035 HZ TRARG1 NC_056056.1 104295001 104315001


NC_056064.1 21525001 21545001 0.131162 0.538899 HZ TRARG1 NC_056067.1 1685001 1705001







NC_056078.1 3350001 3370001 0.267508 0.305563 HZ TRIM67 NC_056073.1 47985001 48005001


NC_056055.1 66050001 66070001 0.340426 0.374675 HZ TRPM3 NC_056073.1 47990001 48010001


NC_056055.1 66055001 66075001 0.254668 0.400595 HZ TRPM3 NC_056068.1 17935001 17955001


NC_056062.1 14875001 14895001 0.144613 0.251524 HZ TSNARE1 NC_056068.1 17940001 17960001


NC_056078.1 3045001 3065001 0.286958 0.319854 HZ TTC13 NC_056068.1 17945001 17965001


NC_056078.1 3050001 3070001 0.257712 0.293235 HZ TTC13 NC_056068.1 17950001 17970001


NC_056056.1 77305001 77325001 0.343537 0.259403 HZ TTC7A NC_056068.1 17955001 17975001


NC_056056.1 77365001 77385001 0.332594 0.343324 HZ TTC7A NC_056068.1 17960001 17980001


NC_056060.1 85125001 85145001 0.195246 0.397515 HZ TTLL5 NC_056057.1 99130001 99150001


NC_056060.1 85130001 85150001 0.182128 0.400887 HZ TTLL5 NC_056057.1 99135001 99155001


NC_056060.1 85135001 85155001 0.165316 0.400062 HZ TTLL5 NC_056071.1 62620001 62640001


NC_056060.1 85140001 85160001 0.218664 0.367868 HZ TTLL5 NC_056054.1 69930001 69950001


NC_056060.1 85145001 85165001 0.213992 0.370842 HZ TTLL5 NC_056054.1 69935001 69955001


NC_056060.1 85150001 85170001 0.130406 0.399875 HZ TTLL5 NC_056056.1 40890001 40910001


NC_056060.1 85155001 85175001 0.0864707 0.413085 HZ TTLL5 NC_056056.1 40895001 40915001


NC_056060.1 85160001 85180001 0.204452 0.371025 HZ TTLL5 NC_056056.1 40900001 40920001


NC_056060.1 85165001 85185001 0.324368 0.276938 HZ TTLL5 NC_056056.1 40905001 40925001


NC_056060.1 85170001 85190001 0.331414 0.276804 HZ TTLL5 NC_056060.1 85900001 85920001


NC_056060.1 85195001 85215001 0.261496 0.292232 HZ TTLL5 NC_056060.1 85905001 85925001


NC_056056.1 225350001 225370001 0.333446 0.274917 HZ TTLL8 NC_056060.1 85980001 86000001


NC_056061.1 82490001 82510001 0.29015 0.333942 HZ TULP4 NC_056060.1 85985001 86005001


NC_056061.1 82550001 82570001 0.247589 0.32 HZ TULP4 NC_056054.1 271420001 271440001


NC_056061.1 82600001 82620001 0.331915 0.300488 HZ TULP4 NC_056054.1 271435001 271455001


NC_056061.1 82605001 82625001 0.292569 0.31705 HZ TULP4 NC_056072.1 44810001 44830001


NC_056061.1 82610001 82630001 0.272091 0.328704 HZ TULP4 NC_056072.1 44815001 44835001


NC_056055.1 13000001 13020001 0.180971 0.296469 HZ TXNDC8 NC_056072.1 44820001 44840001


NC_056055.1 13005001 13025001 0.224937 0.303508 HZ TXNDC8 NC_056072.1 44825001 44845001


NC_056055.1 13010001 13030001 0.224424 0.330198 HZ TXNDC8 NC_056069.1 13695001 13715001


NC_056055.1 13015001 13035001 0.254125 0.339216 HZ TXNDC8 NC_056069.1 13700001 13720001


NC_056055.1 13020001 13040001 0.340361 0.334765 HZ TXNDC8 NC_056069.1 13705001 13725001


NC_056055.1 13025001 13045001 0.312417 0.330085 HZ TXNDC8 NC_056069.1 13710001 13730001


NC_056068.1 33085001 33105001 0.278529 0.294104 HZ UBASH3B NC_056054.1 87090001 87110001


NC_056079.1 41665001 41685001 0.0807176 0.337615 HZ UBE2E2 NC_056054.1 87095001 87115001


NC_056079.1 41670001 41690001 0.0961557 0.307252 HZ UBE2E2 NC_056077.1 36245001 36265001


NC_056079.1 41675001 41695001 0.104379 0.280821 HZ UBE2E2 NC_056077.1 36250001 36270001


NC_056057.1 120035001 120055001 0.227601 0.295464 HZ UBE3C NC_056077.1 36240001 36260001







NC_056057.1 120040001 120060001 0.1987 0.258584 HZ UBE3C NC_056059.1 81540001 81560001


NC_056057.1 120050001 120070001 0.126549 0.268011 HZ UBE3C NC_056059.1 81545001 81565001


NC_056057.1 120055001 120075001 0.11291 0.334216 HZ UBE3C NC_056059.1 81610001 81630001


NC_056057.1 120060001 120080001 0.113589 0.367003 HZ UBE3C NC_056059.1 81615001 81635001


NC_056057.1 120065001 120085001 0.170662 0.382216 HZ UBE3C NC_056059.1 81620001 81640001


NC_056057.1 120070001 120090001 0.198137 0.367707 HZ UBE3C NC_056059.1 81625001 81645001


NC_056057.1 120075001 120095001 0.241588 0.330676 HZ UBE3C NC_056059.1 81650001 81670001


NC_056057.1 120080001 120100001 0.256631 0.336005 HZ UBE3C NC_056059.1 81655001 81675001


NC_056057.1 120085001 120105001 0.220817 0.349926 HZ UBE3C NC_056059.1 81660001 81680001


NC_056057.1 120090001 120110001 0.167135 0.381834 HZ UBE3C NC_056059.1 81665001 81685001


NC_056057.1 120095001 120115001 0.161364 0.371452 HZ UBE3C NC_056059.1 81670001 81690001


NC_056057.1 120100001 120120001 0.166354 0.370874 HZ UBE3C NC_056059.1 81895001 81915001


NC_056057.1 120105001 120125001 0.164638 0.367164 HZ UBE3C NC_056054.1 12520001 12540001


NC_056057.1 120110001 120130001 0.204606 0.355684 HZ UBE3C NC_056057.1 108020001 108040001


NC_056057.1 120115001 120135001 0.201772 0.365959 HZ UBE3C NC_056059.1 89995001 90015001


NC_056057.1 120120001 120140001 0.168572 0.330731 HZ UBE3C NC_056059.1 90000001 90020001


NC_056057.1 120125001 120145001 0.155941 0.280654 HZ UBE3C NC_056055.1 185350001 185370001


NC_056057.1 120130001 120150001 0.185512 0.274502 HZ UBE3C NC_056055.1 185355001 185375001


NC_056057.1 120135001 120155001 0.184351 0.254726 HZ UBE3C NC_056055.1 185360001 185380001


NC_056057.1 120140001 120160001 0.229312 0.261864 HZ UBE3C NC_056055.1 185365001 185385001


NC_056057.1 120145001 120165001 0.316719 0.292392 HZ UBE3C NC_056056.1 77970001 77990001


NC_056057.1 120150001 120170001 0.338354 0.280794 HZ UBE3C NC_056062.1 93985001 94005001


NC_056064.1 43755001 43775001 0.254213 0.299968 HZ UBTF NC_056062.1 93990001 94010001


NC_056055.1 117290001 117310001 0.197574 0.240406 HZ UGGT1 NC_056062.1 93995001 94015001


NC_056055.1 117305001 117325001 0.332977 0.35807 HZ UGGT1 NC_056062.1 94000001 94020001


NC_056072.1 13985001 14005001 0.245166 0.368964 HZ ULK4 NC_056063.1 14195001 14215001


NC_056072.1 13990001 14010001 0.0793793 0.441937 HZ ULK4 NC_056063.1 14200001 14220001


NC_056072.1 13995001 14015001 0.142667 0.387198 HZ ULK4 NC_056063.1 14205001 14225001


NC_056060.1 54045001 54065001 0.215121 0.240661 HZ UNC13C NC_056063.1 14210001 14230001


NC_056059.1 29765001 29785001 0.288398 0.253424 HZ UNC5C NC_056056.1 8380001 8400001


NC_056059.1 29770001 29790001 0.200791 0.266117 HZ UNC5C NC_056056.1 8385001 8405001


NC_056054.1 142040001 142060001 0.255173 0.359257 HZ USP25 NC_056056.1 7600001 7620001


NC_056054.1 142045001 142065001 0.219905 0.38277 HZ USP25 NC_056056.1 7595001 7615001


NC_056054.1 142050001 142070001 0.282427 0.363515 HZ USP25 NC_056065.1 27840001 27860001


NC_056054.1 142090001 142110001 0.324749 0.268454 HZ USP25 NC_056065.1 27845001 27865001


NC_056064.1 12440001 12460001 0.260745 0.258424 HZ USP32 NC_056057.1 118795001 118815001







NC_056064.1 12445001 12465001 0.183815 0.296873 HZ USP32 NC_056055.1 184150001 184170001


NC_056068.1 54000001 54020001 0.088285 0.279306 HZ UVRAG NC_056055.1 184155001 184175001


NC_056068.1 54005001 54025001 0.254955 0.262196 HZ UVRAG NC_056057.1 61675001 61695001


NC_056058.1 15450001 15470001 0.142475 0.294759 HZ VAV1 NC_056057.1 61680001 61700001


NC_056054.1 85000001 85020001 0.151307 0.268822 HZ VAV3 NC_056057.1 61685001 61705001


NC_056054.1 85005001 85025001 0.271035 0.26827 HZ VAV3 NC_056057.1 61690001 61710001


NC_056072.1 55620001 55640001 0.335331 0.262474 HZ VGLL4 NC_056058.1 4450001 4470001


NC_056055.1 59610001 59630001 0.337584 0.266039 HZ VPS13A NC_056076.1 50775001 50795001


NC_056054.1 203135001 203155001 0.268038 0.27059 HZ VPS8 NC_056056.1 101940001 101960001


NC_056054.1 203140001 203160001 0.143759 0.285354 HZ VPS8 NC_056056.1 101945001 101965001


NC_056054.1 203145001 203165001 0.141517 0.304431 HZ VPS8 NC_056056.1 101950001 101970001


NC_056054.1 203150001 203170001 0.145143 0.297191 HZ VPS8 NC_056056.1 101955001 101975001


NC_056054.1 203155001 203175001 0.28479 0.296586 HZ VPS8 NC_056056.1 59215001 59235001


NC_056056.1 65975001 65995001 0.246475 0.335493 HZ VRK2 NC_056056.1 59220001 59240001


NC_056078.1 40265001 40285001 0.292083 0.259404 HZ WAPL NC_056056.1 59225001 59245001


NC_056056.1 35800001 35820001 0.149367 0.254215 HZ WDR43 NC_056056.1 59230001 59250001


NC_056056.1 35805001 35825001 0.233977 0.292858 HZ WDR43 NC_056056.1 59235001 59255001


NC_056056.1 35810001 35830001 0.231444 0.289901 HZ WDR43 NC_056056.1 59240001 59260001


NC_056056.1 35815001 35835001 0.212446 0.247593 HZ WDR43 NC_056056.1 59245001 59265001


NC_056056.1 35820001 35840001 0.163593 0.250096 HZ WDR43 NC_056056.1 59250001 59270001


NC_056080.1 116450001 116470001 0.265136 0.352486 HZ WDR44 NC_056056.1 59255001 59275001


NC_056080.1 116455001 116475001 0.145475 0.309848 HZ WDR44 NC_056056.1 59260001 59280001


NC_056080.1 116460001 116480001 0.164667 0.262886 HZ WDR44 NC_056056.1 59265001 59285001


NC_056064.1 49685001 49705001 0.186441 0.28398 HZ WDR45B NC_056056.1 59270001 59290001


NC_056064.1 49690001 49710001 0.31268 0.250505 HZ WDR45B NC_056056.1 59275001 59295001


NC_056071.1 20440001 20460001 0.284032 0.288556 HZ WDR93 NC_056056.1 59280001 59300001


NC_056055.1 239735001 239755001 0.178861 0.28545 HZ WDTC1 NC_056074.1 26430001 26450001


NC_056055.1 239740001 239760001 0.0979795 0.402907 HZ WDTC1 NC_056074.1 26435001 26455001


NC_056055.1 239745001 239765001 0.162476 0.336155 HZ WDTC1 NC_056058.1 103970001 103990001


NC_056055.1 239750001 239770001 0.257196 0.293859 HZ WDTC1 NC_056058.1 103975001 103995001


NC_056071.1 22395001 22415001 0.191001 0.273844 HZ WHAMM NC_056058.1 103980001 104000001


NC_056071.1 22400001 22420001 0.152228 0.244408 HZ WHAMM NC_056058.1 103985001 104005001


NC_056073.1 49950001 49970001 0.3036 0.290289 HZ WRNIP1 NC_056058.1 103990001 104010001


NC_056073.1 49955001 49975001 0.28146 0.374343 HZ WRNIP1 NC_056058.1 103995001 104015001


NC_056079.1 13215001 13235001 0.331803 0.255766 HZ WWC2 NC_056058.1 104010001 104030001


NC_056067.1 5095001 5115001 0.274413 0.521094 HZ WWOX NC_056058.1 104015001 104035001







NC_056067.1 5100001 5120001 0.182115 0.515007 HZ WWOX NC_056058.1 104020001 104040001


NC_056067.1 5105001 5125001 0.120101 0.519492 HZ WWOX NC_056058.1 104085001 104105001


NC_056067.1 5110001 5130001 0.205999 0.389636 HZ WWOX NC_056058.1 104090001 104110001


NC_056067.1 5115001 5135001 0.246127 0.262666 HZ WWOX NC_056058.1 104095001 104115001


NC_056066.1 73225001 73245001 0.310769 0.242353 HZ YWHAB NC_056058.1 104100001 104120001


NC_056056.1 18895001 18915001 0.335111 0.331092 HZ YWHAQ NC_056058.1 104180001 104200001


NC_056056.1 18900001 18920001 0.227969 0.315242 HZ YWHAQ NC_056058.1 104185001 104205001


NC_056077.1 36270001 36290001 0.181818 0.338793 HZ ZAN NC_056054.1 21225001 21245001


NC_056068.1 24300001 24320001 0.303972 0.258657 HZ ZBTB16 NC_056054.1 21230001 21250001


NC_056054.1 180210001 180230001 0.29139 0.396076 HZ ZBTB20 NC_056054.1 21235001 21255001


NC_056054.1 180215001 180235001 0.309804 0.465354 HZ ZBTB20 NC_056054.1 21240001 21260001


NC_056054.1 180220001 180240001 0.267447 0.415143 HZ ZBTB20 NC_056054.1 21245001 21265001


NC_056054.1 180515001 180535001 0.237037 0.274779 HZ ZBTB20 NC_056058.1 81790001 81810001


NC_056054.1 180520001 180540001 0.335441 0.249146 HZ ZBTB20 NC_056080.1 62830001 62850001


NC_056065.1 75510001 75530001 0.300938 0.330519 HZ ZBTB41 NC_056080.1 62835001 62855001


NC_056076.1 48190001 48210001 0.209341 0.239404 HZ ZBTB7C NC_056080.1 62900001 62920001


NC_056076.1 48195001 48215001 0.163912 0.257277 HZ ZBTB7C NC_056080.1 62905001 62925001


NC_056076.1 48250001 48270001 0.258082 0.339633 HZ ZBTB7C NC_056056.1 60905001 60925001


NC_056076.1 48255001 48275001 0.162379 0.337584 HZ ZBTB7C NC_056056.1 60910001 60930001


NC_056076.1 48260001 48280001 0.251762 0.265977 HZ ZBTB7C NC_056055.1 245165001 245185001


NC_056080.1 133510001 133530001 0.264706 0.240873 HZ ZMAT1 NC_056055.1 245170001 245190001


NC_056060.1 51745001 51765001 0.291633 0.285387 HZ ZNF280D NC_056055.1 245175001 245195001


NC_056060.1 51750001 51770001 0.315183 0.274824 HZ ZNF280D NC_056061.1 82770001 82790001


NC_056067.1 13105001 13125001 0.255451 0.26354 HZ ZNF469 NC_056061.1 82775001 82795001


NC_056067.1 13110001 13130001 0.174528 0.269924 HZ ZNF469 NC_056077.1 34920001 34940001


NC_056067.1 13115001 13135001 0.180889 0.245959 HZ ZNF469 NC_056068.1 28060001 28080001


NC_056067.1 13120001 13140001 0.200441 0.284031 HZ ZNF469 NC_056068.1 28065001 28085001


NC_056067.1 13125001 13145001 0.272764 0.275338 HZ ZNF469 NC_056068.1 28070001 28090001


NC_056055.1 29095001 29115001 0.28 0.284979 HZ ZNF484 NC_056068.1 28075001 28095001


NC_056067.1 46595001 46615001 0.318992 0.300994 HZ ZNF585B NC_056068.1 28080001 28100001


NC_056054.1 157085001 157105001 0.107937 0.261612 HZ ZNF654 NC_056054.1 70540001 70560001


NC_056054.1 157090001 157110001 0.0795137 0.277735 HZ ZNF654 NC_056066.1 81985001 82005001


NC_056054.1 96975001 96995001 0.140604 0.259835 HZ ZNF697 NC_056066.1 81990001 82010001


NC_056057.1 75010001 75030001 0.0739326 0.424756 HZ ZNF804B NC_056066.1 81995001 82015001


NC_056057.1 75015001 75035001 0.277936 0.340879 HZ ZNF804B NC_056055.1 68555001 68575001


NC_056057.1 75020001 75040001 0.339297 0.25823 HZ ZNF804B NC_056055.1 68560001 68580001







NC_056055.1 175495001 175515001 0.232001 0.240984 HZ ZRANB3 NC_056055.1 68565001 68585001


NC_056055.1 175500001 175520001 0.241066 0.240125 HZ ZRANB3 NC_056055.1 68570001 68590001


NC_056064.1 24525001 24545001 0.318639 0.25009 HZ ZZEF1 NC_056055.1 68575001 68595001


NC_056055.1 68580001 68600001


NC_056055.1 68605001 68625001


NC_056055.1 68610001 68630001


NC_056055.1 68615001 68635001


NC_056055.1 68620001 68640001


NC_056055.1 68625001 68645001


NC_056054.1 71025001 71045001


NC_056054.1 71030001 71050001


NC_056054.1 71035001 71055001


NC_056054.1 71015001 71035001


NC_056054.1 71020001 71040001


NC_056056.1 8055001 8075001


NC_056055.1 37020001 37040001


NC_056055.1 37050001 37070001


NC_056055.1 37055001 37075001


NC_056055.1 37060001 37080001


NC_056055.1 37065001 37085001


NC_056055.1 37070001 37090001


NC_056055.1 37075001 37095001


NC_056064.1 30365001 30385001


NC_056064.1 30370001 30390001


NC_056077.1 19320001 19340001


NC_056077.1 19325001 19345001


NC_056065.1 27360001 27380001


NC_056065.1 27365001 27385001


NC_056065.1 27545001 27565001


NC_056065.1 27550001 27570001


NC_056065.1 27555001 27575001


NC_056065.1 27560001 27580001


NC_056058.1 32345001 32365001


NC_056058.1 32350001 32370001


NC_056058.1 32355001 32375001


NC_056058.1 32360001 32380001







NC_056058.1 32365001 32385001


NC_056080.1 31120001 31140001


NC_056080.1 32285001 32305001


NC_056079.1 23025001 23045001


NC_056079.1 23060001 23080001


NC_056079.1 23065001 23085001


NC_056079.1 23085001 23105001


NC_056063.1 48115001 48135001


NC_056057.1 102640001 102660001


NC_056057.1 102645001 102665001


NC_056062.1 29730001 29750001


NC_056067.1 14275001 14295001


NC_056067.1 14265001 14285001


NC_056067.1 14260001 14280001


NC_056062.1 86635001 86655001


NC_056062.1 86605001 86625001


NC_056062.1 86610001 86630001


NC_056062.1 86615001 86635001


NC_056062.1 86620001 86640001


NC_056062.1 86625001 86645001


NC_056062.1 86630001 86650001


NC_056064.1 13585001 13605001


NC_056064.1 13590001 13610001


NC_056064.1 13595001 13615001


NC_056064.1 13600001 13620001


NC_056056.1 212790001 212810001


NC_056059.1 24855001 24875001


NC_056076.1 52345001 52365001


NC_056076.1 52350001 52370001


NC_056056.1 134990001 135010001


NC_056061.1 90230001 90250001


NC_056061.1 90235001 90255001


NC_056063.1 46715001 46735001


NC_056063.1 46720001 46740001


NC_056054.1 31900001 31920001


NC_056067.1 18660001 18680001







NC_056067.1 18665001 18685001


NC_056067.1 18670001 18690001


NC_056076.1 50240001 50260001


NC_056069.1 14585001 14605001


NC_056069.1 14590001 14610001


NC_056077.1 35295001 35315001


NC_056077.1 35300001 35320001


NC_056077.1 35305001 35325001


NC_056077.1 35310001 35330001


NC_056077.1 35315001 35335001


NC_056080.1 104860001 104880001


NC_056066.1 30695001 30715001


NC_056066.1 30700001 30720001


NC_056065.1 42900001 42920001


NC_056065.1 42905001 42925001


NC_056078.1 22030001 22050001


NC_056078.1 22035001 22055001


NC_056078.1 22040001 22060001


NC_056076.1 48730001 48750001


NC_056059.1 86170001 86190001


NC_056066.1 39145001 39165001


NC_056057.1 103110001 103130001


NC_056057.1 103115001 103135001


NC_056057.1 103120001 103140001


NC_056057.1 103125001 103145001


NC_056057.1 103130001 103150001


NC_056057.1 103160001 103180001


NC_056065.1 75665001 75685001


NC_056065.1 75670001 75690001


NC_056065.1 75675001 75695001


NC_056065.1 75680001 75700001


NC_056069.1 5820001 5840001


NC_056069.1 5825001 5845001


NC_056055.1 49565001 49585001


NC_056055.1 49570001 49590001


NC_056054.1 14895001 14915001







NC_056054.1 14900001 14920001


NC_056054.1 14905001 14925001


NC_056054.1 14910001 14930001


NC_056055.1 229310001 229330001


NC_056055.1 229315001 229335001


NC_056055.1 229320001 229340001


NC_056055.1 229325001 229345001


NC_056057.1 5655001 5675001


NC_056055.1 189515001 189535001


NC_056057.1 111405001 111425001


NC_056057.1 111410001 111430001


NC_056057.1 112190001 112210001


NC_056057.1 112195001 112215001


NC_056057.1 112200001 112220001


NC_056057.1 112205001 112225001


NC_056057.1 112210001 112230001


NC_056057.1 112555001 112575001


NC_056057.1 112565001 112585001


NC_056068.1 9860001 9880001


NC_056068.1 9865001 9885001


NC_056068.1 9870001 9890001


NC_056068.1 9875001 9895001


NC_056072.1 23365001 23385001


NC_056072.1 23370001 23390001


NC_056058.1 63830001 63850001


NC_056058.1 63835001 63855001


NC_056058.1 63840001 63860001


NC_056056.1 103760001 103780001


NC_056054.1 71980001 72000001


NC_056054.1 71985001 72005001


NC_056054.1 71990001 72010001


NC_056073.1 11385001 11405001


NC_056059.1 71690001 71710001


NC_056059.1 71695001 71715001


NC_056059.1 71700001 71720001


NC_056059.1 71610001 71630001







NC_056059.1 71635001 71655001


NC_056059.1 71650001 71670001


NC_056059.1 71655001 71675001


NC_056059.1 71660001 71680001


NC_056059.1 71665001 71685001


NC_056059.1 71670001 71690001


NC_056059.1 71675001 71695001


NC_056059.1 71680001 71700001


NC_056059.1 71685001 71705001


NC_056071.1 57780001 57800001


NC_056071.1 57795001 57815001


NC_056071.1 57800001 57820001


NC_056071.1 57805001 57825001


NC_056056.1 35940001 35960001


NC_056056.1 35945001 35965001


NC_056070.1 53115001 53135001


NC_056070.1 53120001 53140001


NC_056056.1 207255001 207275001


NC_056056.1 207260001 207280001


NC_056077.1 10205001 10225001


NC_056077.1 10210001 10230001


NC_056079.1 13350001 13370001


NC_056079.1 13355001 13375001


NC_056056.1 60210001 60230001


NC_056063.1 21855001 21875001


NC_056063.1 21860001 21880001


NC_056063.1 21830001 21850001


NC_056063.1 21835001 21855001


NC_056063.1 21840001 21860001


NC_056063.1 21845001 21865001


NC_056063.1 21850001 21870001


NC_056064.1 39070001 39090001


NC_056064.1 39065001 39085001


NC_056071.1 28295001 28315001


NC_056056.1 104095001 104115001


NC_056056.1 104080001 104100001







NC_056056.1 104085001 104105001


NC_056056.1 104090001 104110001


NC_056056.1 104075001 104095001


NC_056055.1 135325001 135345001


NC_056055.1 135330001 135350001


NC_056055.1 135335001 135355001


NC_056078.1 11570001 11590001


NC_056078.1 11575001 11595001


NC_056078.1 11580001 11600001


NC_056078.1 11585001 11605001


NC_056078.1 11590001 11610001


NC_056078.1 11595001 11615001


NC_056078.1 11600001 11620001


NC_056078.1 11635001 11655001


NC_056078.1 11640001 11660001


NC_056078.1 11645001 11665001


NC_056078.1 11650001 11670001


NC_056078.1 11655001 11675001


NC_056078.1 11660001 11680001


NC_056065.1 34435001 34455001


NC_056072.1 57990001 58010001


NC_056066.1 39185001 39205001


NC_056066.1 39190001 39210001


NC_056066.1 39195001 39215001


NC_056066.1 39200001 39220001


NC_056066.1 39205001 39225001


NC_056066.1 39310001 39330001


NC_056066.1 39315001 39335001


NC_056055.1 184955001 184975001


NC_056055.1 184960001 184980001


NC_056055.1 184965001 184985001


NC_056055.1 184970001 184990001


NC_056068.1 14105001 14125001


NC_056068.1 14110001 14130001


NC_056068.1 14115001 14135001


NC_056068.1 14120001 14140001







NC_056068.1 14100001 14120001


NC_056065.1 60575001 60595001


NC_056066.1 64730001 64750001


NC_056068.1 27730001 27750001


NC_056068.1 27735001 27755001


NC_056068.1 27740001 27760001


NC_056060.1 90260001 90280001


NC_056073.1 21895001 21915001


NC_056080.1 132870001 132890001


NC_056080.1 132875001 132895001


NC_056080.1 132880001 132900001


NC_056066.1 15125001 15145001


NC_056056.1 134890001 134910001


NC_056060.1 41520001 41540001


NC_056060.1 41525001 41545001


NC_056060.1 21620001 21640001


NC_056060.1 21625001 21645001


NC_056054.1 12515001 12535001


NC_056072.1 51685001 51705001


NC_056072.1 51690001 51710001


NC_056056.1 209950001 209970001


NC_056055.1 209820001 209840001


NC_056066.1 17410001 17430001


NC_056066.1 17415001 17435001


NC_056066.1 17420001 17440001


NC_056066.1 17425001 17445001


NC_056066.1 17430001 17450001


NC_056066.1 17435001 17455001


NC_056066.1 17440001 17460001


NC_056066.1 17445001 17465001


NC_056066.1 17450001 17470001


NC_056066.1 17455001 17475001


NC_056066.1 17460001 17480001


NC_056066.1 17465001 17485001


NC_056066.1 17470001 17490001


NC_056058.1 84660001 84680001







NC_056060.1 49360001 49380001


NC_056055.1 36900001 36920001


NC_056055.1 36905001 36925001


NC_056077.1 34475001 34495001


NC_056055.1 36855001 36875001


NC_056055.1 229950001 229970001


NC_056056.1 68640001 68660001


NC_056056.1 68645001 68665001


NC_056056.1 68650001 68670001


NC_056056.1 68655001 68675001


NC_056056.1 68660001 68680001


NC_056056.1 68665001 68685001


NC_056056.1 68670001 68690001


NC_056056.1 68675001 68695001


NC_056056.1 68680001 68700001


NC_056056.1 68685001 68705001


NC_056056.1 68690001 68710001


NC_056056.1 68695001 68715001


NC_056070.1 52750001 52770001


NC_056072.1 51455001 51475001


NC_056072.1 51460001 51480001


NC_056060.1 69900001 69920001


NC_056060.1 69905001 69925001


NC_056060.1 69880001 69900001


NC_056060.1 69885001 69905001


NC_056060.1 69890001 69910001


NC_056060.1 69895001 69915001


NC_056064.1 50640001 50660001


NC_056057.1 33100001 33120001


NC_056057.1 33105001 33125001


NC_056076.1 8630001 8650001


NC_056076.1 8635001 8655001


NC_056055.1 68470001 68490001


NC_056055.1 68475001 68495001


NC_056055.1 68480001 68500001


NC_056055.1 68485001 68505001







NC_056055.1 68490001 68510001


NC_056055.1 68530001 68550001


NC_056055.1 68535001 68555001


NC_056055.1 68540001 68560001


NC_056067.1 47505001 47525001


NC_056072.1 51625001 51645001


NC_056072.1 51630001 51650001


NC_056072.1 51615001 51635001


NC_056072.1 51620001 51640001


NC_056080.1 40910001 40930001


NC_056059.1 12175001 12195001


NC_056059.1 12180001 12200001


NC_056059.1 12185001 12205001


NC_056059.1 12190001 12210001


NC_056059.1 12195001 12215001


NC_056059.1 12200001 12220001


NC_056059.1 12205001 12225001


NC_056059.1 12210001 12230001


NC_056058.1 59365001 59385001


NC_056058.1 59370001 59390001


NC_056058.1 59375001 59395001


NC_056057.1 88545001 88565001


NC_056057.1 88550001 88570001


NC_056057.1 88555001 88575001


NC_056057.1 88560001 88580001


NC_056072.1 46720001 46740001


NC_056056.1 95640001 95660001


NC_056075.1 45405001 45425001


NC_056066.1 30365001 30385001


NC_056054.1 113530001 113550001


NC_056054.1 113535001 113555001


NC_056054.1 113570001 113590001


NC_056054.1 113580001 113600001


NC_056054.1 113585001 113605001


NC_056072.1 50875001 50895001


NC_056072.1 50850001 50870001







NC_056072.1 50855001 50875001


NC_056068.1 74855001 74875001


NC_056068.1 74860001 74880001


NC_056068.1 74865001 74885001


NC_056066.1 64740001 64760001


NC_056065.1 64855001 64875001


NC_056065.1 64860001 64880001


NC_056065.1 64865001 64885001


NC_056064.1 56355001 56375001


NC_056058.1 5525001 5545001


NC_056058.1 5520001 5540001


NC_056074.1 46430001 46450001


NC_056074.1 46435001 46455001


NC_056074.1 46440001 46460001


NC_056074.1 46460001 46480001


NC_056074.1 46465001 46485001


NC_056074.1 46470001 46490001


NC_056074.1 46475001 46495001


NC_056074.1 46480001 46500001


NC_056074.1 46485001 46505001


NC_056074.1 46490001 46510001


NC_056057.1 99995001 100015001


NC_056057.1 100000001 100020001


NC_056057.1 100005001 100025001


NC_056063.1 48085001 48105001


NC_056063.1 48100001 48120001


NC_056063.1 48105001 48125001


NC_056063.1 48110001 48130001


NC_056063.1 48090001 48110001


NC_056063.1 48095001 48115001


NC_056054.1 100005001 100025001


NC_056075.1 50250001 50270001


NC_056064.1 21265001 21285001


NC_056056.1 91400001 91420001


NC_056056.1 91405001 91425001


NC_056056.1 91410001 91430001







NC_056056.1 91415001 91435001


NC_056056.1 91420001 91440001


NC_056056.1 91425001 91445001


NC_056056.1 91445001 91465001


NC_056056.1 91450001 91470001


NC_056056.1 91455001 91475001


NC_056056.1 91460001 91480001


NC_056054.1 200380001 200400001


NC_056054.1 200385001 200405001


NC_056054.1 200390001 200410001


NC_056054.1 200395001 200415001


NC_056067.1 55785001 55805001


NC_056067.1 55790001 55810001


NC_056067.1 55795001 55815001


NC_056067.1 55800001 55820001


NC_056057.1 64830001 64850001


NC_056057.1 64840001 64860001


NC_056057.1 64845001 64865001


NC_056057.1 64935001 64955001


NC_056057.1 65270001 65290001


NC_056057.1 65275001 65295001


NC_056059.1 23325001 23345001


NC_056059.1 23330001 23350001


NC_056059.1 23335001 23355001


NC_056059.1 23340001 23360001


NC_056059.1 23345001 23365001


NC_056077.1 38090001 38110001


NC_056077.1 38095001 38115001


NC_056077.1 38100001 38120001


NC_056077.1 38105001 38125001


NC_056077.1 38110001 38130001


NC_056077.1 38115001 38135001


NC_056077.1 38120001 38140001


NC_056077.1 38125001 38145001


NC_056079.1 32425001 32445001


NC_056061.1 47500001 47520001







NC_056061.1 47505001 47525001


NC_056072.1 51655001 51675001


NC_056072.1 51635001 51655001


NC_056072.1 51640001 51660001


NC_056072.1 51645001 51665001


NC_056072.1 51650001 51670001


NC_056056.1 35240001 35260001


NC_056056.1 35245001 35265001


NC_056056.1 35250001 35270001


NC_056056.1 35255001 35275001


NC_056056.1 35260001 35280001


NC_056056.1 35265001 35285001


NC_056064.1 49335001 49355001


NC_056054.1 204630001 204650001


NC_056062.1 3145001 3165001


NC_056062.1 3150001 3170001


NC_056055.1 142150001 142170001


NC_056055.1 142155001 142175001


NC_056080.1 63130001 63150001


NC_056080.1 63135001 63155001


NC_056080.1 63120001 63140001


NC_056080.1 63125001 63145001


NC_056060.1 26800001 26820001


NC_056054.1 21215001 21235001


NC_056054.1 21220001 21240001


NC_056054.1 21175001 21195001


NC_056054.1 21180001 21200001


NC_056054.1 21185001 21205001


NC_056054.1 21190001 21210001


NC_056054.1 21195001 21215001


NC_056054.1 21200001 21220001


NC_056060.1 77285001 77305001


NC_056060.1 77290001 77310001


NC_056060.1 77305001 77325001


NC_056060.1 77310001 77330001


NC_056072.1 54655001 54675001







NC_056072.1 54660001 54680001


NC_056063.1 85705001 85725001


NC_056058.1 79575001 79595001


NC_056058.1 79580001 79600001


NC_056056.1 38420001 38440001


NC_056056.1 38400001 38420001


NC_056056.1 38405001 38425001


NC_056056.1 38410001 38430001


NC_056056.1 38415001 38435001


NC_056057.1 13570001 13590001


NC_056057.1 13575001 13595001


NC_056057.1 13580001 13600001


NC_056058.1 92490001 92510001


NC_056060.1 55940001 55960001


NC_056077.1 37445001 37465001


NC_056077.1 37450001 37470001


NC_056077.1 37455001 37475001


NC_056077.1 37460001 37480001


NC_056077.1 37465001 37485001


NC_056077.1 37470001 37490001


NC_056056.1 188120001 188140001


NC_056059.1 72620001 72640001


NC_056059.1 72625001 72645001


NC_056059.1 72610001 72630001


NC_056054.1 162965001 162985001


NC_056054.1 162970001 162990001


NC_056054.1 162975001 162995001


NC_056054.1 162980001 163000001


NC_056054.1 162985001 163005001


NC_056054.1 162990001 163010001


NC_056072.1 51075001 51095001


NC_056072.1 51080001 51100001


NC_056072.1 51070001 51090001


NC_056056.1 103900001 103920001


NC_056056.1 103905001 103925001


NC_056056.1 103910001 103930001







NC_056056.1 103915001 103935001


NC_056061.1 81210001 81230001


NC_056061.1 81215001 81235001


NC_056061.1 81220001 81240001


NC_056061.1 81225001 81245001


NC_056072.1 44275001 44295001


NC_056080.1 9490001 9510001


NC_056080.1 9495001 9515001


NC_056061.1 55265001 55285001


NC_056061.1 55270001 55290001


NC_056061.1 55275001 55295001


NC_056061.1 55280001 55300001


NC_056061.1 55285001 55305001


NC_056061.1 55290001 55310001


NC_056061.1 55295001 55315001


NC_056060.1 28240001 28260001


NC_056060.1 28245001 28265001


NC_056060.1 28250001 28270001


NC_056060.1 28265001 28285001


NC_056060.1 28270001 28290001


NC_056060.1 41110001 41130001


NC_056068.1 27225001 27245001


NC_056068.1 27220001 27240001


NC_056060.1 44960001 44980001


NC_056058.1 41525001 41545001


NC_056074.1 46790001 46810001


NC_056074.1 46795001 46815001


NC_056074.1 46800001 46820001


NC_056074.1 46805001 46825001


NC_056058.1 12935001 12955001


NC_056056.1 38530001 38550001


NC_056058.1 5555001 5575001


NC_056058.1 5560001 5580001


NC_056058.1 5565001 5585001


NC_056056.1 170400001 170420001


NC_056056.1 170405001 170425001







NC_056062.1 70000001 70020001


NC_056062.1 70005001 70025001


NC_056062.1 70010001 70030001


NC_056062.1 70015001 70035001


NC_056054.1 92060001 92080001


NC_056054.1 72050001 72070001


NC_056054.1 72055001 72075001


NC_056054.1 72060001 72080001


NC_056055.1 50415001 50435001


NC_056055.1 50420001 50440001


NC_056055.1 50425001 50445001


NC_056055.1 50430001 50450001


NC_056060.1 50425001 50445001


NC_056060.1 50430001 50450001


NC_056060.1 50435001 50455001


NC_056060.1 50450001 50470001


NC_056060.1 50455001 50475001


NC_056067.1 49030001 49050001


NC_056067.1 49020001 49040001


NC_056067.1 49025001 49045001


NC_056067.1 49080001 49100001


NC_056067.1 49035001 49055001


NC_056067.1 49040001 49060001


NC_056067.1 49045001 49065001


NC_056067.1 49075001 49095001


NC_056061.1 49600001 49620001


NC_056061.1 49605001 49625001


NC_056061.1 49610001 49630001


NC_056054.1 5145001 5165001


NC_056054.1 5150001 5170001


NC_056080.1 86805001 86825001


NC_056080.1 86810001 86830001


NC_056080.1 86815001 86835001


NC_056080.1 86820001 86840001


NC_056080.1 86825001 86845001


NC_056065.1 32060001 32080001







NC_056065.1 32065001 32085001


NC_056065.1 32070001 32090001


NC_056056.1 104215001 104235001


NC_056067.1 55810001 55830001


NC_056067.1 55815001 55835001


NC_056067.1 55805001 55825001


NC_056058.1 87750001 87770001


NC_056058.1 87755001 87775001


NC_056058.1 87760001 87780001


NC_056058.1 87765001 87785001


NC_056058.1 87770001 87790001


NC_056059.1 78310001 78330001


NC_056059.1 78315001 78335001


NC_056061.1 67050001 67070001


NC_056061.1 67055001 67075001


NC_056073.1 20665001 20685001


NC_056062.1 5165001 5185001


NC_056062.1 5590001 5610001


NC_056062.1 5595001 5615001


NC_056062.1 5610001 5630001


NC_056075.1 30110001 30130001


NC_056075.1 30115001 30135001


NC_056075.1 30120001 30140001


NC_056075.1 30125001 30145001


NC_056075.1 30130001 30150001


NC_056075.1 30135001 30155001


NC_056075.1 30140001 30160001


NC_056075.1 30145001 30165001


NC_056075.1 30150001 30170001


NC_056075.1 30155001 30175001


NC_056077.1 3835001 3855001


NC_056077.1 3870001 3890001


NC_056077.1 3875001 3895001


NC_056054.1 188650001 188670001


NC_056054.1 188655001 188675001


NC_056054.1 188660001 188680001







NC_056054.1 188665001 188685001


NC_056054.1 188670001 188690001


NC_056056.1 32350001 32370001


NC_056069.1 65765001 65785001


NC_056069.1 65770001 65790001


NC_056072.1 36980001 37000001


NC_056072.1 36985001 37005001


NC_056072.1 36990001 37010001


NC_056069.1 14140001 14160001


NC_056069.1 14145001 14165001


NC_056069.1 14150001 14170001


NC_056069.1 14155001 14175001


NC_056069.1 14160001 14180001


NC_056069.1 14165001 14185001


NC_056069.1 14200001 14220001


NC_056069.1 14205001 14225001


NC_056069.1 14210001 14230001


NC_056075.1 45390001 45410001


NC_056066.1 67540001 67560001


NC_056056.1 104920001 104940001


NC_056056.1 104925001 104945001


NC_056056.1 104930001 104950001


NC_056056.1 104935001 104955001


NC_056056.1 104940001 104960001


NC_056056.1 104995001 105015001


NC_056056.1 105015001 105035001


NC_056056.1 105020001 105040001


NC_056056.1 105035001 105055001


NC_056056.1 105040001 105060001


NC_056056.1 105045001 105065001


NC_056056.1 105050001 105070001


NC_056056.1 105170001 105190001


NC_056056.1 105175001 105195001


NC_056056.1 105180001 105200001


NC_056056.1 105185001 105205001


NC_056056.1 105190001 105210001







NC_056056.1 105195001 105215001


NC_056056.1 105200001 105220001


NC_056056.1 105205001 105225001


NC_056056.1 105210001 105230001


NC_056056.1 105215001 105235001


NC_056056.1 105220001 105240001


NC_056056.1 105225001 105245001


NC_056056.1 105230001 105250001


NC_056056.1 105235001 105255001


NC_056065.1 28430001 28450001


NC_056065.1 28475001 28495001


NC_056057.1 8280001 8300001


NC_056064.1 51030001 51050001


NC_056064.1 51035001 51055001







OL vs HZ


Pi Fst Region Gene CHROM Start end Pi Fst Region Gene


0.440516 0.179088 HZ ZRANB3 NC_056056.1 206655001 206675001 0.483584 0.158891 HZ A2ML1


0.464265 0.171304 HZ ZRANB3 NC_056056.1 5825001 5845001 0.384549 0.175479 HZ ABL1


0.427595 0.15853 HZ ZRANB2 NC_056068.1 63600001 63620001 0.352105 0.238162 HZ ABTB2


0.317193 0.187023 HZ ZRANB2 NC_056068.1 63605001 63625001 0.240185 0.22568 HZ ABTB2


0.406737 0.178369 HZ ZRANB2 NC_056068.1 63610001 63630001 0.239374 0.204795 HZ ABTB2


0.514926 0.215024 HZ ZNF689 NC_056063.1 52685001 52705001 0.483063 0.269189 HZ ACOD1


0.43116 0.315365 HZ ZNF514 NC_056056.1 104995001 105015001 0.28187 0.167861 HZ ACOXL


0.511539 0.365183 HZ ZNF514 NC_056056.1 105020001 105040001 0.44068 0.195846 HZ ACOXL


0.314117 0.156187 HZ ZNF41 NC_056056.1 105025001 105045001 0.426405 0.263694 HZ ACOXL


0.150198 0.163599 HZ ZNF41 NC_056056.1 105030001 105050001 0.356205 0.276873 HZ ACOXL


0.147269 0.219294 HZ ZNF41 NC_056056.1 105035001 105055001 0.249868 0.247186 HZ ACOXL


0.347732 0.29659 HZ ZNF2;ZNF514 NC_056056.1 105040001 105060001 0.145684 0.184434 HZ ACOXL


0.379958 0.275043 HZ ZNF2;ZNF514 NC_056056.1 105045001 105065001 0.137154 0.202631 HZ ACOXL


0.415094 0.269167 HZ ZNF2;ZNF514 NC_056056.1 105050001 105070001 0.179092 0.198862 HZ ACOXL


0.4887 0.193522 HZ ZNF175 NC_056056.1 105055001 105075001 0.25 0.227304 HZ ACOXL


0.160919 0.143056 HZ ZHX1 NC_056056.1 105060001 105080001 0.350048 0.285527 HZ ACOXL


0.175365 0.149145 HZ ZHX1 NC_056056.1 105065001 105085001 0.411155 0.287412 HZ ACOXL


0.320129 0.200475 HZ ZFP37 NC_056056.1 105070001 105090001 0.402877 0.313401 HZ ACOXL


0.265425 0.225377 HZ ZFP37 NC_056056.1 105075001 105095001 0.3162 0.292413 HZ ACOXL


0.421927 0.249559 HZ ZFC3H1 NC_056056.1 105080001 105100001 0.18744 0.273036 HZ ACOXL


0.323044 0.162666 HZ ZFAT NC_056056.1 105085001 105105001 0.148945 0.233244 HZ ACOXL


0.258336 0.198405 HZ ZFAT NC_056056.1 105090001 105110001 0.216367 0.171686 HZ ACOXL


0.388019 0.153323 HZ ZFAT NC_056072.1 47120001 47140001 0.477115 0.473652 HZ ACTR8;SELEN


0.372328 0.150794 HZ ZEB2 NC_056066.1 45855001 45875001 0.491536 0.183657 HZ ADARB2


0.398516 0.158602 HZ ZEB2 NC_056067.1 2350001 2370001 0.432863 0.176718 HZ ADAT1;GABAR


0.278 0.164592 HZ XKR6 NC_056059.1 42550001 42570001 0.297463 0.28465 HZ ADGRA3


0.344537 0.144799 HZ XKR6 NC_056059.1 42555001 42575001 0.447812 0.234964 HZ ADGRA3


0.456373 0.206477 HZ WWC2 NC_056059.1 77660001 77680001 0.342973 0.191376 HZ ADGRL3


0.29682 0.202901 HZ WHAMM NC_056059.1 77665001 77685001 0.306458 0.185415 HZ ADGRL3


0.34435 0.169951 HZ WHAMM NC_056059.1 77670001 77690001 0.37136 0.169927 HZ ADGRL3


0.353657 0.244709 HZ WDTC1 NC_056058.1 88300001 88320001 0.341574 0.356059 HZ ADGRV1


0.222222 0.358708 HZ WDTC1 NC_056058.1 88305001 88325001 0.193959 0.474252 HZ ADGRV1


0.346873 0.26806 HZ WDTC1 NC_056058.1 88310001 88330001 0.367188 0.387845 HZ ADGRV1







0.473275 0.218657 HZ WDTC1 NC_056059.1 115865001 115885001 0.0451349 0.319082 HZ ADRA2C


0.336796 0.2035 HZ WDR75 NC_056059.1 115870001 115890001 0.261186 0.265635 HZ ADRA2C


0.376085 0.217678 HZ WDR75 NC_056059.1 115875001 115895001 0.359873 0.201729 HZ ADRA2C


0.475185 0.230573 HZ WDR75 NC_056071.1 16395001 16415001 0.452297 0.185141 HZ AGBL1


0.53052 0.219203 HZ WDR75 NC_056061.1 60580001 60600001 0.341873 0.297229 HZ AHI1


0.49742 0.344035 HZ WARS2 NC_056061.1 60585001 60605001 0.301871 0.291304 HZ AHI1


0.502262 0.358459 HZ WARS2 NC_056061.1 60590001 60610001 0.260511 0.293775 HZ AHI1


0.535971 0.278047 HZ VSIG4 NC_056061.1 60595001 60615001 0.209121 0.240405 HZ AHI1


0.519945 0.266337 HZ VSIG4 NC_056061.1 60600001 60620001 0.247361 0.255587 HZ AHI1


0.464078 0.288815 HZ VSIG4 NC_056061.1 60605001 60625001 0.278009 0.237483 HZ AHI1


0.524074 0.271583 HZ VSIG4 NC_056061.1 60610001 60630001 0.359673 0.183267 HZ AHI1


0.537373 0.269437 HZ VSIG4 NC_056074.1 37345001 37365001 0.132242 0.285835 HZ AHNAK


0.29366 0.142444 HZ VDAC1 NC_056074.1 37350001 37370001 0.29682 0.347537 HZ AHNAK


0.177538 0.16076 HZ VDAC1 NC_056074.1 37355001 37375001 0.464226 0.309813 HZ AHNAK


0.269766 0.162882 HZ VDAC1 NC_056074.1 37330001 37350001 0.132327 0.207797 HZ AHNAK;SCGB


0.358095 0.145492 HZ VDAC1 NC_056064.1 33485001 33505001 0.405654 0.175161 HZ AKAP10;SPEC


0.313761 0.200479 HZ VCPKMT NC_056071.1 15640001 15660001 0.033997 0.235924 HZ AKAP13


0.143802 0.260237 HZ VCPKMT NC_056071.1 15645001 15665001 0.321746 0.163934 HZ AKAP13


0.0816854 0.271281 HZ VCPKMT NC_056057.1 10020001 10040001 0.405368 0.266572 HZ AKAP9


0.120141 0.262665 HZ VCPKMT NC_056057.1 10025001 10045001 0.376141 0.172944 HZ AKAP9


0.119689 0.269993 HZ VCPKMT NC_056054.1 170980001 171000001 0.328089 0.160706 HZ ALCAM


0.525643 0.150262 HZ UTS2B NC_056054.1 170985001 171005001 0.261012 0.158637 HZ ALCAM


0.501787 0.239185 HZ USP25 NC_056055.1 63775001 63795001 0.103146 0.183696 HZ ALDH1A1


0.452582 0.224619 HZ USP25 NC_056061.1 60230001 60250001 0.163743 0.185139 HZ ALDH8A1


0.335926 0.221561 HZ USP25 NC_056059.1 13575001 13595001 0.39061 0.171717 HZ ALPK1


0.324683 0.220306 HZ USP25 NC_056067.1 23695001 23715001 0.414577 0.163441 HZ AMFR;NUDT2


0.35994 0.264441 HZ USP25 NC_056067.1 23700001 23720001 0.39629 0.176715 HZ AMFR;NUDT2


0.385941 0.291131 HZ USP25 NC_056057.1 84045001 84065001 0.445634 0.291658 HZ AMPH


0.428167 0.285198 HZ USP25 NC_056057.1 84040001 84060001 0.478097 0.255854 HZ AMPH;LOC105


0.450703 0.285376 HZ USP25 NC_056065.1 41690001 41710001 0.211049 0.306173 HZ ANGPTL7;MTO


0.440939 0.247637 HZ USP25 NC_056065.1 41695001 41715001 0.265152 0.297471 HZ ANGPTL7;MTO


0.457081 0.207271 HZ USP25 NC_056065.1 41700001 41720001 0.284256 0.317118 HZ ANGPTL7;MTO


0.494265 0.167061 HZ USP25 NC_056065.1 41705001 41725001 0.399665 0.294914 HZ ANGPTL7;MTO


0.511702 0.175742 HZ USP25 NC_056065.1 41710001 41730001 0.478453 0.258287 HZ ANGPTL7;MTO


0.440423 0.212717 HZ USP25 NC_056065.1 41715001 41735001 0.467844 0.266529 HZ ANGPTL7;MTO


0.48399 0.236548 HZ USP25 NC_056076.1 33325001 33345001 0.356364 0.246851 HZ ANKRD29







0.5301 0.173012 HZ USP14 NC_056076.1 33330001 33350001 0.263359 0.257347 HZ ANKRD29


0.53743 0.163855 HZ USP14 NC_056076.1 33335001 33355001 0.208299 0.221189 HZ ANKRD29


0.440308 0.190995 HZ USP14 NC_056076.1 33340001 33360001 0.280477 0.214266 HZ ANKRD29


0.525926 0.173026 HZ USP14 NC_056076.1 33345001 33365001 0.262342 0.24252 HZ ANKRD29


0.483272 0.145763 HZ USP10 NC_056076.1 33350001 33370001 0.223404 0.261408 HZ ANKRD29


0.538597 0.143726 HZ UPK1B NC_056060.1 6530001 6550001 0.293215 0.203237 HZ ANKRD31;GCN


0.311484 0.215383 HZ UPK1B NC_056061.1 48060001 48080001 0.41175 0.290957 HZ ANKRD6


0.352832 0.213492 HZ UPK1B NC_056061.1 48065001 48085001 0.3896 0.292928 HZ ANKRD6


0.496708 0.141987 HZ UNC93B1 NC_056061.1 48070001 48090001 0.355895 0.252971 HZ ANKRD6


0.469781 0.157071 HZ UNC5D NC_056061.1 48075001 48095001 0.408777 0.16423 HZ ANKRD6


0.489589 0.148504 HZ UNC5D NC_056056.1 168530001 168550001 0.4665 0.170264 HZ ANKS1B


0.485315 0.166651 HZ UNC5D NC_056056.1 168535001 168555001 0.487243 0.205873 HZ ANKS1B


0.470356 0.153091 HZ UNC5C NC_056056.1 168600001 168620001 0.110517 0.251512 HZ ANKS1B


0.166139 0.148194 HZ UNC5A NC_056056.1 168605001 168625001 0.119384 0.226991 HZ ANKS1B


0.228158 0.168067 HZ UNC5A NC_056056.1 168610001 168630001 0.25481 0.157676 HZ ANKS1B


0.293227 0.209458 HZ UNC5A NC_056056.1 169385001 169405001 0.207704 0.162687 HZ ANKS1B


0.299088 0.216751 HZ UNC5A NC_056056.1 169390001 169410001 0.210307 0.15855 HZ ANKS1B


0.212602 0.252997 HZ UNC5A NC_056059.1 95385001 95405001 0.355669 0.171506 HZ ANTXR2


0.12244 0.263395 HZ UNC5A NC_056059.1 95390001 95410001 0.292476 0.210137 HZ ANTXR2


0.0530726 0.224376 HZ UNC5A NC_056059.1 95395001 95415001 0.278807 0.206191 HZ ANTXR2


0.0502744 0.21875 HZ UNC5A NC_056059.1 95400001 95420001 0.355844 0.185256 HZ ANTXR2


0.0463803 0.175368 HZ UNC5A NC_056057.1 62265001 62285001 0.43245 0.163288 HZ AOAH


0.458621 0.262452 HZ ULK4 NC_056057.1 62270001 62290001 0.364348 0.221934 HZ AOAH


0.27358 0.352929 HZ ULK4 NC_056060.1 44940001 44960001 0.16413 0.181156 HZ APH1B


0.0710236 0.444219 HZ ULK4 NC_056060.1 44945001 44965001 0.190977 0.184079 HZ APH1B


0.0981045 0.411296 HZ ULK4 NC_056060.1 44950001 44970001 0.176163 0.175549 HZ APH1B


0.209504 0.279169 HZ ULK4 NC_056060.1 44955001 44975001 0.229382 0.165701 HZ APH1B;RAB8B


0.21831 0.147839 HZ UIMC1 NC_056059.1 56365001 56385001 0.212698 0.197109 HZ ARAP2


0.178191 0.144941 HZ UIMC1 NC_056062.1 44365001 44385001 0.437384 0.167482 HZ ARFGEF1


0.128902 0.199339 HZ UIMC1 NC_056062.1 44370001 44390001 0.489249 0.174218 HZ ARFGEF1


0.130848 0.206621 HZ UIMC1 NC_056066.1 77105001 77125001 0.490772 0.166157 HZ ARFGEF2


0.120421 0.230605 HZ UIMC1 NC_056070.1 5025001 5045001 0.224891 0.233054 HZ ARFIP1


0.125214 0.234826 HZ UIMC1 NC_056070.1 5030001 5050001 0.391076 0.200458 HZ ARFIP1


0.136594 0.214368 HZ UIMC1 NC_056060.1 28265001 28285001 0.432343 0.161637 HZ ARHGAP11A


0.176391 0.193681 HZ UIMC1 NC_056060.1 28275001 28295001 0.452216 0.213417 HZ ARHGAP11A


0.410959 0.16784 HZ UCHL3 NC_056060.1 28245001 28265001 0.327596 0.176416 HZ ARHGAP11A;L







0.405329 0.17264 HZ UCHL3 NC_056060.1 28250001 28270001 0.350989 0.168851 HZ ARHGAP11A;L


0.436413 0.15619 HZ UCHL3 NC_056058.1 51610001 51630001 0.40348 0.181487 HZ ARHGAP26


0.402262 0.171442 HZ UBE3C NC_056054.1 184940001 184960001 0.0494153 0.247453 HZ ARHGAP31


0.401707 0.179789 HZ UBE3C NC_056054.1 184945001 184965001 0.0659945 0.259936 HZ ARHGAP31


0.416403 0.174815 HZ UBE3C NC_056054.1 184950001 184970001 0.138314 0.234822 HZ ARHGAP31


0.515976 0.258517 HZ UBE3C NC_056054.1 184970001 184990001 0.144406 0.164408 HZ ARHGAP31


0.421481 0.270971 HZ UBE3C NC_056054.1 184975001 184995001 0.0806907 0.191267 HZ ARHGAP31


0.387891 0.259425 HZ UBE3C NC_056054.1 184980001 185000001 0.0414434 0.194273 HZ ARHGAP31


0.373427 0.252724 HZ UBE3C NC_056054.1 184985001 185005001 0.0406567 0.213484 HZ ARHGAP31


0.360665 0.247059 HZ UBE3C NC_056054.1 184990001 185010001 0.159688 0.182837 HZ ARHGAP31


0.420283 0.193485 HZ UBE3C NC_056064.1 31050001 31070001 0.2751 0.160006 HZ ARHGAP44


0.485345 0.14653 HZ UBE3C NC_056054.1 106875001 106895001 0.490483 0.304258 HZ ARHGEF11


0.476039 0.153608 HZ UACA NC_056054.1 106885001 106905001 0.47548 0.282536 HZ ARHGEF11


0.197413 0.139916 HZ TUSC3 NC_056054.1 106890001 106910001 0.411908 0.309953 HZ ARHGEF11


0.20512 0.140921 HZ TUSC3 NC_056054.1 106895001 106915001 0.340909 0.348606 HZ ARHGEF11


0.214908 0.141826 HZ TUSC3 NC_056054.1 106900001 106920001 0.312299 0.37322 HZ ARHGEF11


0.222497 0.146163 HZ TUSC3 NC_056054.1 106905001 106925001 0.227019 0.429155 HZ ARHGEF11


0.215232 0.151535 HZ TUSC3 NC_056054.1 106910001 106930001 0.339318 0.361041 HZ ARHGEF11


0.212547 0.149728 HZ TUSC3 NC_056054.1 106915001 106935001 0.481057 0.256005 HZ ARHGEF11


0.247228 0.141486 HZ TUSC3 NC_056069.1 7930001 7950001 0.379667 0.273664 HZ ARHGEF28


0.279118 0.367886 HZ TULP4 NC_056069.1 7935001 7955001 0.422598 0.266352 HZ ARHGEF28


0.336881 0.2691 HZ TULP4 NC_056058.1 58685001 58705001 0.486025 0.199097 HZ ARHGEF37


0.345266 0.23561 HZ TULP4 NC_056055.1 114590001 114610001 0.107151 0.15807 HZ ARHGEF4


0.329546 0.196596 HZ TULP4 NC_056055.1 114595001 114615001 0.0303136 0.164072 HZ ARHGEF4


0.355052 0.163204 HZ TULP4 NC_056055.1 114600001 114620001 0.0229215 0.166114 HZ ARHGEF4


0.191896 0.153478 HZ TULP4 NC_056055.1 114605001 114625001 0.0306429 0.162707 HZ ARHGEF4


0.403457 0.175348 HZ TTK NC_056055.1 114615001 114635001 0.0445907 0.160925 HZ ARHGEF4


0.47261 0.200611 HZ TTK NC_056055.1 114630001 114650001 0.0820668 0.158345 HZ ARHGEF4


0.488163 0.239851 HZ TTK NC_056055.1 114635001 114655001 0.073667 0.161911 HZ ARHGEF4


0.476212 0.23277 HZ TTK NC_056055.1 114640001 114660001 0.0751307 0.173473 HZ ARHGEF4


0.452819 0.243893 HZ TTK NC_056055.1 114645001 114665001 0.0921945 0.180737 HZ ARHGEF4


0.452062 0.252737 HZ TTK NC_056055.1 114650001 114670001 0.161378 0.196651 HZ ARHGEF4


0.447343 0.246285 HZ TTK NC_056055.1 114655001 114675001 0.129832 0.188034 HZ ARHGEF4


0.467784 0.274913 HZ TTK NC_056055.1 114660001 114680001 0.100096 0.173491 HZ ARHGEF4


0.462339 0.250482 HZ TTK NC_056055.1 114665001 114685001 0.077381 0.173517 HZ ARHGEF4


0.460799 0.237639 HZ TTK NC_056055.1 114670001 114690001 0.0469734 0.201902 HZ ARHGEF4







0.235224 0.156188 HZ TTC37 NC_056055.1 114675001 114695001 0.150704 0.218692 HZ ARHGEF4


0.231436 0.192307 HZ TTC37 NC_056055.1 114680001 114700001 0.300418 0.226686 HZ ARHGEF4


0.308571 0.173412 HZ TTC37 NC_056055.1 114685001 114705001 0.390579 0.236764 HZ ARHGEF4


0.375498 0.186916 HZ TTC21B NC_056055.1 114810001 114830001 0.209192 0.15756 HZ ARHGEF4


0.367258 0.155569 HZ TTC21B NC_056055.1 114820001 114840001 0.0992366 0.160884 HZ ARHGEF4


0.325164 0.141457 HZ TTC21B NC_056055.1 114850001 114870001 0.14498 0.161669 HZ ARHGEF4;FAM


0.420164 0.397053 HZ TTC13 NC_056060.1 24360001 24380001 0.465487 0.169892 HZ ARHGEF40


0.342082 0.297572 HZ TTC13 NC_056061.1 81210001 81230001 0.366478 0.202038 HZ ARID1B


0.30832 0.27131 HZ TTC13 NC_056061.1 81215001 81235001 0.334892 0.239982 HZ ARID1B


0.37044 0.198266 HZ TTC13 NC_056061.1 81220001 81240001 0.272304 0.26887 HZ ARID1B


0.376526 0.158715 HZ TTC13 NC_056061.1 81225001 81245001 0.302139 0.250602 HZ ARID1B


0.4032 0.194397 HZ TTC13 NC_056054.1 162965001 162985001 0.360542 0.225438 HZ ARL6


0.450704 0.18523 HZ TTC13 NC_056054.1 162970001 162990001 0.269414 0.224884 HZ ARL6


0.533172 0.169736 HZ TTC13 NC_056054.1 162975001 162995001 0.353989 0.195543 HZ ARL6


0.171917 0.208553 HZ TSHZ2 NC_056054.1 162980001 163000001 0.415747 0.168777 HZ ARL6


0.258454 0.154306 HZ TSHZ2 NC_056061.1 28565001 28585001 0.200241 0.16089 HZ ARMC2


0.513593 0.139947 HZ TRIO NC_056061.1 28570001 28590001 0.130338 0.17431 HZ ARMC2


0.533974 0.167316 HZ TRIO NC_056060.1 55945001 55965001 0.305324 0.308112 HZ ARPP19


0.509121 0.146014 HZ TREH NC_056060.1 55950001 55970001 0.264591 0.314653 HZ ARPP19


0.465703 0.167496 HZ TPPP3;ZDHHC1 NC_056060.1 55955001 55975001 0.452686 0.251414 HZ ARPP19


0.328299 0.223645 HZ TPMT NC_056060.1 55940001 55960001 0.338786 0.312672 HZ ARPP19;FAM2


0.301899 0.168926 HZ TPMT NC_056068.1 53195001 53215001 0.453851 0.157508 HZ ARRB1


0.130181 0.198027 HZ TOGARAM2 NC_056068.1 53200001 53220001 0.293256 0.218486 HZ ARRB1


0.508903 0.209857 HZ TNS4 NC_056068.1 53205001 53225001 0.163205 0.322718 HZ ARRB1


0.424615 0.262685 HZ TNMD NC_056068.1 53210001 53230001 0.14542 0.331977 HZ ARRB1


0.235778 0.257635 HZ TNMD NC_056068.1 53215001 53235001 0.157293 0.337191 HZ ARRB1


0.169974 0.228847 HZ TNMD NC_056068.1 53220001 53240001 0.28934 0.294984 HZ ARRB1


0.115384 0.18661 HZ TNMD NC_056068.1 53190001 53210001 0.359229 0.172011 HZ ARRB1;TPBGL


0.329207 0.14407 HZ TNFSF11 NC_056056.1 38405001 38425001 0.365771 0.159987 HZ ASPRV1


0.283769 0.14031 HZ TNFSF11 NC_056056.1 38410001 38430001 0.295181 0.216567 HZ ASPRV1


0.399777 0.181665 HZ TNFAIP8 NC_056065.1 57760001 57780001 0.408778 0.247814 HZ ASTN1


0.185656 0.211941 HZ TNFAIP8 NC_056055.1 7090001 7110001 0.480857 0.242459 HZ ASTN2


0.223905 0.171716 HZ TNFAIP8 NC_056055.1 7115001 7135001 0.328395 0.187706 HZ ASTN2


0.465887 0.182291 HZ TNFAIP8 NC_056055.1 7120001 7140001 0.272097 0.207727 HZ ASTN2


0.468063 0.239038 HZ TNFAIP8 NC_056055.1 7125001 7145001 0.161995 0.257672 HZ ASTN2


0.368031 0.139938 HZ TMTC2 NC_056055.1 7130001 7150001 0.279851 0.279419 HZ ASTN2







0.322602 0.145948 HZ TMTC2 NC_056055.1 7135001 7155001 0.408419 0.255316 HZ ASTN2


0.283233 0.149668 HZ TMTC2 NC_056055.1 7140001 7160001 0.341341 0.264735 HZ ASTN2


0.448975 0.22869 HZ TMTC1 NC_056055.1 7145001 7165001 0.327672 0.210971 HZ ASTN2


0.497383 0.202562 HZ TMTC1 NC_056055.1 7150001 7170001 0.291495 0.207669 HZ ASTN2


0.534591 0.165537 HZ TMPRSS4 NC_056055.1 7155001 7175001 0.308298 0.233393 HZ ASTN2


0.481032 0.172249 HZ TMPRSS4 NC_056055.1 7160001 7180001 0.451856 0.235134 HZ ASTN2


0.52268 0.211486 HZ TMEM74 NC_056055.1 7190001 7210001 0.361919 0.239989 HZ ASTN2


0.4815 0.180158 HZ TMEM74 NC_056062.1 29475001 29495001 0.271218 0.161845 HZ ATAD2


0.48423 0.146144 HZ TMEM74 NC_056058.1 70025001 70045001 0.311295 0.224589 HZ ATP10B


0.373168 0.181333 HZ TMEM43;XPC NC_056058.1 70030001 70050001 0.306749 0.245438 HZ ATP10B


0.364601 0.185349 HZ TMEM43;XPC NC_056058.1 70035001 70055001 0.46769 0.199857 HZ ATP10B


0.418716 0.145076 HZ TMEM244 NC_056058.1 70075001 70095001 0.447576 0.169936 HZ ATP10B


0.370914 0.25744 HZ TMEM19 NC_056080.1 95510001 95530001 0.282609 0.190598 HZ ATP11C


0.231565 0.294862 HZ TMEM19 NC_056080.1 95515001 95535001 0.257038 0.190335 HZ ATP11C


0.172374 0.328303 HZ TMEM19 NC_056080.1 95520001 95540001 0.321839 0.159152 HZ ATP11C


0.472338 0.252554 HZ TMEM19 NC_056063.1 36895001 36915001 0.443722 0.210923 HZ ATP12A


0.337359 0.14843 HZ TMEM181 NC_056075.1 35275001 35295001 0.39822 0.176607 HZ ATRNL1


0.232695 0.211148 HZ TMEM181 NC_056075.1 35280001 35300001 0.390208 0.165936 HZ ATRNL1


0.189895 0.225298 HZ TMEM181 NC_056080.1 68575001 68595001 0.351207 0.345556 HZ ATRX


0.227923 0.206303 HZ TMEM181 NC_056080.1 68580001 68600001 0.296875 0.405392 HZ ATRX


0.383458 0.20174 HZ TMEM132D NC_056080.1 68625001 68645001 0.440828 0.349598 HZ ATRX


0.280511 0.192576 HZ TMEM132D NC_056080.1 68680001 68700001 0.380711 0.408333 HZ ATRX


0.0875001 0.38154 HZ TMEM131L NC_056080.1 68685001 68705001 0.380458 0.406019 HZ ATRX


0.297436 0.178471 HZ TMEM131 NC_056080.1 68690001 68710001 0.257679 0.460714 HZ ATRX


0.247007 0.20531 HZ TMEM131 NC_056080.1 68695001 68715001 0.371974 0.414015 HZ ATRX


0.248715 0.209296 HZ TMEM131 NC_056080.1 68700001 68720001 0.482569 0.411594 HZ ATRX


0.248512 0.222731 HZ TMEM131 NC_056057.1 48285001 48305001 0.0731925 0.184075 HZ ATXN7L1


0.455989 0.146686 HZ TMEM131 NC_056058.1 41070001 41090001 0.288777 0.167522 HZ AZU1;ELANE;


0.374599 0.141569 HZ TMEM127 NC_056054.1 184915001 184935001 0.20908 0.203799 HZ B4GALT4


0.513102 0.245534 HZ TMEM108 NC_056061.1 47505001 47525001 0.448231 0.260391 HZ BACH2


0.508654 0.212738 HZ TMEM108 NC_056061.1 47510001 47530001 0.349778 0.270846 HZ BACH2


0.520392 0.149069 HZ TMEM108 NC_056061.1 47515001 47535001 0.310215 0.246395 HZ BACH2


0.466778 0.178755 HZ TMC5 NC_056061.1 47520001 47540001 0.176274 0.266001 HZ BACH2


0.429783 0.185776 HZ TMC5 NC_056061.1 47525001 47545001 0.339769 0.192289 HZ BACH2


0.529102 0.146286 HZ TMC5 NC_056077.1 38100001 38120001 0.449364 0.210538 HZ BAIAP2L1


0.441423 0.150874 HZ TMC5 NC_056077.1 38105001 38125001 0.403581 0.263541 HZ BAIAP2L1







0.215574 0.184031 HZ TM9SF3 NC_056077.1 38110001 38130001 0.281376 0.344825 HZ BAIAP2L1


0.213069 0.201809 HZ TM9SF3 NC_056077.1 38115001 38135001 0.268893 0.365779 HZ BAIAP2L1


0.13845 0.24397 HZ TM9SF3 NC_056077.1 38120001 38140001 0.303779 0.351464 HZ BAIAP2L1


0.130865 0.224224 HZ TM9SF3 NC_056077.1 38125001 38145001 0.340821 0.301914 HZ BAIAP2L1


0.233313 0.159974 HZ TM9SF3 NC_056066.1 35405001 35425001 0.419009 0.195295 HZ BAMBI


0.245772 0.169834 HZ TLR2 NC_056059.1 23190001 23210001 0.20878 0.219256 HZ BANK1


0.430686 0.21466 HZ TLN2 NC_056059.1 23195001 23215001 0.154123 0.328043 HZ BANK1


0.4436 0.243713 HZ TLN2 NC_056059.1 23200001 23220001 0.0822628 0.327574 HZ BANK1


0.510563 0.151601 HZ TINAG NC_056059.1 23205001 23225001 0.0525618 0.325171 HZ BANK1


0.501825 0.165796 HZ TINAG NC_056059.1 23250001 23270001 0.101956 0.18189 HZ BANK1


0.452157 0.146691 HZ TIAM1 NC_056066.1 78800001 78820001 0.489186 0.256235 HZ BCAS4


0.37931 0.205692 HZ THSD4 NC_056054.1 98630001 98650001 0.412747 0.165828 HZ BCL9


0.317962 0.236235 HZ THAP2;ZFC3H1 NC_056077.1 38220001 38240001 0.402284 0.190038 HZ BHLHA15;LMT


0.536233 0.198052 HZ THAP2 NC_056077.1 38225001 38245001 0.325737 0.187198 HZ BHLHA15;LMT


0.148421 0.140456 HZ TFCP2L1 NC_056077.1 38210001 38230001 0.424458 0.195313 HZ BHLHA15;TEC


0.167652 0.163781 HZ TFCP2L1 NC_056054.1 99995001 100015001 0.0711383 0.255045 HZ BOLA1;SV2A


0.197474 0.208069 HZ TFCP2L1 NC_056054.1 100000001 100020001 0.0684211 0.310358 HZ BOLA1;SV2A


0.256293 0.212611 HZ TFCP2L1 NC_056054.1 100005001 100025001 0.0939412 0.260436 HZ BOLA1;SV2A


0.350797 0.183196 HZ TFCP2L1 NC_056058.1 41955001 41975001 0.331896 0.167408 HZ BTBD2


0.533586 0.330134 HZ TF NC_056065.1 64855001 64875001 0.483372 0.169212 HZ C12H1orf21


0.437868 0.393511 HZ TF NC_056075.1 36565001 36585001 0.416917 0.221422 HZ C22H10orf82


0.453246 0.389987 HZ TF NC_056075.1 36570001 36590001 0.436202 0.225835 HZ C22H10orf82


0.432297 0.36143 HZ TF NC_056060.1 14310001 14330001 0.453096 0.20583 HZ C7H15orf61


0.504121 0.254242 HZ TEX37 NC_056072.1 47255001 47275001 0.445644 0.327349 HZ CACNA1D;CH


0.445236 0.266044 HZ TEX37 NC_056054.1 154540001 154560001 0.386161 0.331376 HZ CADM2


0.535385 0.215736 HZ TEX11 NC_056054.1 154545001 154565001 0.404728 0.305585 HZ CADM2


0.314319 0.278489 HZ TEX11 NC_056062.1 86570001 86590001 0.470537 0.184264 HZ CALB1


0.11733 0.264874 HZ TEX11 NC_056062.1 86575001 86595001 0.407836 0.216372 HZ CALB1;DECR1


0.128635 0.267936 HZ TEX11 NC_056062.1 86580001 86600001 0.392064 0.269934 HZ CALB1;DECR1


0.111697 0.18773 HZ TEX11 NC_056066.1 16645001 16665001 0.382812 0.304567 HZ CAMK1D


0.102675 0.184822 HZ TENT5C NC_056066.1 16650001 16670001 0.23346 0.330419 HZ CAMK1D


0.450743 0.218109 HZ TENT5C NC_056066.1 16655001 16675001 0.208791 0.243445 HZ CAMK1D


0.411068 0.185142 HZ TENT5B;TRNP1 NC_056066.1 16660001 16680001 0.296251 0.256353 HZ CAMK1D


0.503916 0.1521 HZ TENT5B;TRNP1 NC_056066.1 16665001 16685001 0.336177 0.216934 HZ CAMK1D


0.459966 0.196776 HZ TENM4 NC_056066.1 16670001 16690001 0.477311 0.170613 HZ CAMK1D


0.400652 0.199659 HZ TENM4 NC_056064.1 26285001 26305001 0.309462 0.193659 HZ CAMTA2;INCA







0.437688 0.164582 HZ TENM4 NC_056064.1 26290001 26310001 0.386635 0.16077 HZ CAMTA2;INCA


0.446286 0.214586 HZ TENM4 NC_056080.1 40970001 40990001 0.414042 0.368383 HZ CASK


0.427704 0.240033 HZ TENM4 NC_056080.1 40975001 40995001 0.483831 0.39328 HZ CASK


0.406846 0.235299 HZ TENM4 NC_056068.1 81595001 81615001 0.365152 0.19302 HZ CBLIF


0.350625 0.221525 HZ TENM4 NC_056068.1 81600001 81620001 0.200391 0.212361 HZ CBLIF


0.369535 0.163286 HZ TENM4 NC_056068.1 81605001 81625001 0.146024 0.163964 HZ CBLIF;LOC114


0.387578 0.156502 HZ TENM4 NC_056054.1 26740001 26760001 0.276173 0.217407 HZ CC2D1B;ZFYV


0.436645 0.159072 HZ TENM4 NC_056076.1 8430001 8450001 0.411594 0.177884 HZ CCDC102B


0.48546 0.213217 HZ TENM1 NC_056060.1 4105001 4125001 0.342138 0.189671 HZ CCDC112


0.357061 0.311377 HZ TENM1 NC_056060.1 4110001 4130001 0.291525 0.211696 HZ CCDC112


0.169324 0.305576 HZ TENM1 NC_056060.1 4115001 4135001 0.254384 0.187934 HZ CCDC112


0.149758 0.265297 HZ TENM1 NC_056060.1 4120001 4140001 0.25471 0.164461 HZ CCDC112


0.194962 0.240642 HZ TENM1 NC_056060.1 4125001 4145001 0.173293 0.217118 HZ CCDC112


0.473373 0.150456 HZ TBX1 NC_056060.1 4130001 4150001 0.148354 0.218048 HZ CCDC112


0.406485 0.150181 HZ TBX1 NC_056060.1 4100001 4120001 0.361027 0.177653 HZ CCDC112;PGG


0.431928 0.16435 HZ TBC1D12 NC_056060.1 79415001 79435001 0.37817 0.194002 HZ CCDC177


0.397227 0.179694 HZ TBC1D12 NC_056070.1 52750001 52770001 0.100506 0.209806 HZ CCDC62


0.378654 0.183061 HZ TBC1D12 NC_056064.1 23490001 23510001 0.4182 0.183932 HZ CCDC92B


0.363724 0.193405 HZ TBC1D12 NC_056064.1 23485001 23505001 0.483167 0.160276 HZ CCDC92B;CLU


0.382626 0.186082 HZ TBC1D12 NC_056077.1 34475001 34495001 0.474317 0.183446 HZ CCL26


0.371279 0.184407 HZ TBC1D12 NC_056077.1 17585001 17605001 0.371912 0.242634 HZ CCP110;GDE1


0.37869 0.185976 HZ TBC1D12 NC_056077.1 17590001 17610001 0.423712 0.233952 HZ CCP110;GDE1


0.369874 0.14772 HZ TARS3;TM2D3 NC_056060.1 53070001 53090001 0.409549 0.278891 HZ CCPG1


0.462447 0.148022 HZ TARS3;TM2D3 NC_056060.1 53075001 53095001 0.294039 0.310811 HZ CCPG1


0.0945473 0.263438 HZ SYTL3 NC_056060.1 53080001 53100001 0.125731 0.354911 HZ CCPG1


0.362076 0.17793 HZ SYTL3 NC_056060.1 53085001 53105001 0.17032 0.328794 HZ CCPG1;PIGB


0.37054 0.302605 HZ SYT1 NC_056060.1 53090001 53110001 0.22043 0.304926 HZ CCPG1;PIGB


0.386709 0.320434 HZ SYT1 NC_056060.1 53095001 53115001 0.368571 0.255968 HZ CCPG1;PIGB


0.301206 0.346185 HZ SYT1 NC_056059.1 34575001 34595001 0.108955 0.170081 HZ CCSER1


0.313829 0.324296 HZ SYT1 NC_056058.1 14690001 14710001 0.115856 0.218123 HZ CD320;KANK3


0.313922 0.272895 HZ SYT1 NC_056058.1 14685001 14705001 0.116984 0.193723 HZ CD320;NDUFA


0.352698 0.25483 HZ SYT1 NC_056055.1 240515001 240535001 0.404783 0.183405 HZ CD52;CRYBG2


0.438582 0.192343 HZ SYT1 NC_056055.1 240520001 240540001 0.32594 0.225554 HZ CD52;CRYBG2


0.439011 0.188847 HZ SYT1 NC_056055.1 240525001 240545001 0.357704 0.198 HZ CD52;CRYBG2


0.413649 0.273217 HZ SYT1 NC_056072.1 51685001 51705001 0.130861 0.197158 HZ CDC25A


0.500273 0.242185 HZ SYT1 NC_056072.1 51690001 51710001 0.300425 0.17091 HZ CDC25A







0.389986 0.168345 HZ SYT1 NC_056058.1 12790001 12810001 0.37452 0.544869 HZ CDC37;LOC10


0.344773 0.282519 HZ SV2A NC_056061.1 27285001 27305001 0.286912 0.237511 HZ CDC40


0.0690441 0.140408 HZ SUMF1 NC_056061.1 27290001 27310001 0.0727034 0.319188 HZ CDC40


0.367914 0.236076 HZ SULT1E1 NC_056061.1 27295001 27315001 0.0893825 0.290593 HZ CDC40


0.447861 0.237523 HZ SULT1E1 NC_056061.1 27300001 27320001 0.0811139 0.304052 HZ CDC40


0.276868 0.162163 HZ SUGCT NC_056061.1 27320001 27340001 0.150982 0.18986 HZ CDC40


0.212663 0.250236 HZ SUGCT NC_056058.1 20930001 20950001 0.0427437 0.224147 HZ CDC42SE2


0.125337 0.39073 HZ SUGCT NC_056057.1 31590001 31610001 0.427065 0.334714 HZ CDCA7L;DNAH


0.207667 0.380965 HZ SUGCT NC_056062.1 83100001 83120001 0.468535 0.343792 HZ CDH17


0.293261 0.344237 HZ SUGCT NC_056066.1 54860001 54880001 0.119436 0.297939 HZ CDH4


0.269289 0.227465 HZ SUCNR1 NC_056066.1 54865001 54885001 0.222786 0.338541 HZ CDH4


0.135271 0.232451 HZ SUCNR1 NC_056066.1 54870001 54890001 0.264543 0.361385 HZ CDH4


0.162657 0.207113 HZ SUCNR1 NC_056066.1 54875001 54895001 0.351361 0.323985 HZ CDH4


0.435328 0.250094 HZ SUCLG2 NC_056066.1 54850001 54870001 0.23867 0.225141 HZ CDH4;TAF4


0.499628 0.164135 HZ STXBP5 NC_056066.1 54855001 54875001 0.185668 0.247945 HZ CDH4;TAF4


0.442226 0.175059 HZ STXBP1 NC_056064.1 61455001 61475001 0.246179 0.177164 HZ CEP112


0.116146 0.191664 HZ STXBP1 NC_056064.1 61550001 61570001 0.298942 0.217868 HZ CEP112


0.28442 0.157766 HZ STS NC_056064.1 61555001 61575001 0.199993 0.272234 HZ CEP112


0.281232 0.167598 HZ STS NC_056064.1 61560001 61580001 0.0767398 0.282559 HZ CEP112


0.234719 0.168478 HZ STS NC_056064.1 61565001 61585001 0.212877 0.21956 HZ CEP112


0.472004 0.248244 HZ STPG1 NC_056060.1 90195001 90215001 0.29874 0.231444 HZ CEP128


0.437056 0.21064 HZ STPG1 NC_056060.1 90200001 90220001 0.271721 0.313652 HZ CEP128


0.427601 0.175339 HZ STPG1 NC_056060.1 90205001 90225001 0.24664 0.28895 HZ CEP128


0.530564 0.146582 HZ STPG1 NC_056060.1 90210001 90230001 0.262595 0.284239 HZ CEP128


0.359161 0.195863 HZ STAU2 NC_056060.1 90215001 90235001 0.468112 0.226478 HZ CEP128


0.212471 0.282421 HZ STAU2 NC_056055.1 58645001 58665001 0.451431 0.172107 HZ CEP78


0.198342 0.316356 HZ STAU2 NC_056056.1 130600001 130620001 0.398204 0.165112 HZ CEP83


0.15767 0.33219 HZ STAU2 NC_056072.1 42450001 42470001 0.46996 0.171558 HZ CFAP20DC


0.0771914 0.350634 HZ STAU2 NC_056072.1 42455001 42475001 0.297609 0.162042 HZ CFAP20DC


0.100132 0.31412 HZ STAU2 NC_056072.1 42460001 42480001 0.165399 0.173749 HZ CFAP20DC


0.150934 0.270173 HZ STAU2 NC_056072.1 42465001 42485001 0.175815 0.173416 HZ CFAP20DC


0.293007 0.167863 HZ STAU2 NC_056072.1 42470001 42490001 0.157643 0.169479 HZ CFAP20DC


0.196838 0.141502 HZ STARD3NL NC_056072.1 42475001 42495001 0.181193 0.173558 HZ CFAP20DC


0.108556 0.139218 HZ STARD13 NC_056072.1 42480001 42500001 0.160589 0.184843 HZ CFAP20DC


0.429958 0.189308 HZ ST7 NC_056072.1 42485001 42505001 0.204628 0.184083 HZ CFAP20DC


0.311627 0.208176 HZ ST7 NC_056072.1 42490001 42510001 0.233859 0.18893 HZ CFAP20DC







0.422938 0.30527 HZ ST7 NC_056055.1 184960001 184980001 0.482445 0.207059 HZ CFAP221


0.483312 0.343672 HZ ST7 NC_056055.1 184965001 184985001 0.490587 0.218582 HZ CFAP221


0.534386 0.341294 HZ ST7 NC_056054.1 179030001 179050001 0.143306 0.168985 HZ CFAP44


0.455269 0.148744 HZ ST7 NC_056061.1 50150001 50170001 0.421091 0.219477 HZ CGA


0.41725 0.160614 HZ ST7 NC_056061.1 50155001 50175001 0.216291 0.351469 HZ CGA


0.471851 0.152475 HZ ST7 NC_056061.1 50160001 50180001 0.468814 0.260389 HZ CGA


0.456989 0.163352 HZ ST7 NC_056072.1 26010001 26030001 0.436946 0.163259 HZ CHL1


0.415 0.141686 HZ ST7 NC_056072.1 26135001 26155001 0.351351 0.243693 HZ CHL1


0.414222 0.183592 HZ SRD5A3 NC_056057.1 68290001 68310001 0.400001 0.209032 HZ CHN2


0.437459 0.147885 HZ SRBD1 NC_056057.1 68355001 68375001 0.287796 0.364206 HZ CHN2


0.457633 0.150916 HZ SPTLC3 NC_056057.1 68435001 68455001 0.294871 0.203387 HZ CHN2


0.382709 0.178972 HZ SPTLC3 NC_056079.1 36835001 36855001 0.289956 0.267152 HZ CHRNA6


0.333212 0.163714 HZ SPTLC3 NC_056079.1 36840001 36860001 0.173231 0.254849 HZ CHRNA6


0.514741 0.161842 HZ SPTLC1 NC_056079.1 36845001 36865001 0.275154 0.205498 HZ CHRNA6


0.529807 0.183529 HZ SPOCK1 NC_056079.1 36830001 36850001 0.398856 0.257928 HZ CHRNA6;CHR


0.412327 0.190113 HZ SPOCK1 NC_056061.1 64320001 64340001 0.359013 0.174249 HZ CITED2


0.270369 0.247577 HZ SPOCK1 NC_056057.1 8545001 8565001 0.404358 0.181109 HZ CLDN12


0.382669 0.190591 HZ SPOCK1 NC_056057.1 8550001 8570001 0.467879 0.195751 HZ CLDN12


0.428359 0.14544 HZ SPOCK1 NC_056079.1 1350001 1370001 0.480884 0.18022 HZ CLN8


0.287723 0.152329 HZ SPIN1 NC_056079.1 1355001 1375001 0.440213 0.225409 HZ CLN8


0.281463 0.144982 HZ SPIN1 NC_056074.1 15925001 15945001 0.305496 0.265621 HZ CLNS1A


0.238591 0.155618 HZ SPIN1 NC_056074.1 15930001 15950001 0.389687 0.260994 HZ CLNS1A


0.209033 0.151985 HZ SPIN1 NC_056074.1 15920001 15940001 0.302802 0.251818 HZ CLNS1A;RSF1


0.424575 0.209592 HZ SPESP1 NC_056060.1 12075001 12095001 0.095718 0.194497 HZ CLPX


0.125104 0.253668 HZ SOS2;VCPKMT NC_056060.1 12080001 12100001 0.0670477 0.201187 HZ CLPX


0.0690201 0.272239 HZ SOS2;VCPKMT NC_056060.1 12085001 12105001 0.0910988 0.194211 HZ CLPX


0.0579306 0.24521 HZ SOS2;VCPKMT NC_056060.1 12090001 12110001 0.132631 0.17134 HZ CLPX


0.083459 0.227958 HZ SOS2;VCPKMT NC_056064.1 23465001 23485001 0.233636 0.226265 HZ CLUH


0.173272 0.244906 HZ SOS2 NC_056064.1 23470001 23490001 0.335247 0.158876 HZ CLUH


0.273825 0.262711 HZ SOS2 NC_056064.1 23460001 23480001 0.33909 0.204417 HZ CLUH;PAFAH1


0.375386 0.274195 HZ SOS2 NC_056067.1 33995001 34015001 0.345158 0.169138 HZ CMTM4


0.376456 0.233506 HZ SOS2 NC_056067.1 34000001 34020001 0.367278 0.162475 HZ CMTM4


0.304523 0.231158 HZ SOS2 NC_056067.1 34005001 34025001 0.41486 0.172448 HZ CMTM4


0.258755 0.209993 HZ SOS2 NC_056062.1 88545001 88565001 0.313583 0.166122 HZ CNBD1


0.168046 0.198135 HZ SOS2 NC_056062.1 88550001 88570001 0.288586 0.194287 HZ CNBD1


0.0549828 0.240567 HZ SOS2 NC_056062.1 88555001 88575001 0.318102 0.198604 HZ CNBD1







0.0809668 0.217997 HZ SOS2 NC_056062.1 88635001 88655001 0.492065 0.252608 HZ CNBD1


0.0773876 0.15705 HZ SOS2 NC_056062.1 88640001 88660001 0.470136 0.245524 HZ CNBD1


0.502896 0.138675 HZ SOCS2 NC_056063.1 11460001 11480001 0.39533 0.222574 HZ CNMD


0.431432 0.180497 HZ SOCS2 NC_056058.1 445001 465001 0.453462 0.235234 HZ CNOT6


0.501767 0.142371 HZ SNX13 NC_056058.1 450001 470001 0.434276 0.279587 HZ CNOT6


0.508386 0.17161 HZ SNX13 NC_056058.1 455001 475001 0.441931 0.315438 HZ CNOT6


0.496048 0.2093 HZ SNX13 NC_056058.1 460001 480001 0.467865 0.342186 HZ CNOT6


0.498381 0.184155 HZ SNX13 NC_056072.1 23315001 23335001 0.063882 0.170646 HZ CNTN4


0.180183 0.194849 HZ SNTG2 NC_056072.1 23325001 23345001 0.0365529 0.241231 HZ CNTN4


0.268612 0.164806 HZ SNTG2 NC_056072.1 23330001 23350001 0.0987553 0.221587 HZ CNTN4


0.321737 0.158602 HZ SNRNP200 NC_056072.1 23335001 23355001 0.185699 0.232555 HZ CNTN4


0.344828 0.206389 HZ SNRK NC_056072.1 23340001 23360001 0.184185 0.19999 HZ CNTN4


0.253102 0.245129 HZ SNRK NC_056072.1 23345001 23365001 0.20522 0.182425 HZ CNTN4


0.442952 0.218665 HZ SMCO4 NC_056072.1 23350001 23370001 0.166454 0.176426 HZ CNTN4


0.372198 0.269473 HZ SMCO4 NC_056057.1 112260001 112280001 0.390951 0.212957 HZ CNTNAP2


0.368022 0.260576 HZ SMCO4 NC_056078.1 25420001 25440001 0.204255 0.194131 HZ COL13A1


0.474772 0.211013 HZ SMCO4 NC_056078.1 25425001 25445001 0.183576 0.178858 HZ COL13A1


0.271201 0.214889 HZ SMAD4 NC_056060.1 59195001 59215001 0.29103 0.172104 HZ COPS2;GALK2


0.181124 0.296939 HZ SMAD4 NC_056060.1 59200001 59220001 0.289052 0.162752 HZ COPS2;GALK2


0.186505 0.324117 HZ SMAD4 NC_056070.1 62940001 62960001 0.357646 0.20724 HZ COQ5;RNF10


0.303722 0.297037 HZ SMAD4 NC_056070.1 62945001 62965001 0.358024 0.232748 HZ COQ5;RNF10


0.43288 0.288055 HZ SMAD4 NC_056069.1 37300001 37320001 0.490657 0.271054 HZ CPLANE1


0.430455 0.300806 HZ SMAD4 NC_056069.1 37305001 37325001 0.483119 0.263947 HZ CPLANE1;NIPB


0.433836 0.262316 HZ SMAD4 NC_056056.1 151055001 151075001 0.449818 0.191872 HZ CPM


0.450758 0.255253 HZ SMAD4 NC_056062.1 80320001 80340001 0.417549 0.202422 HZ CPQ


0.423729 0.184521 HZ SMAD4 NC_056062.1 80325001 80345001 0.328408 0.235563 HZ CPQ


0.218487 0.197912 HZ SMAD4 NC_056062.1 80330001 80350001 0.405179 0.253279 HZ CPQ


0.514596 0.170527 HZ SMAD2 NC_056062.1 80335001 80355001 0.463662 0.255983 HZ CPQ


0.515906 0.179756 HZ SMAD2 NC_056057.1 103075001 103095001 0.35394 0.224386 HZ CREB3L2


0.274331 0.172743 HZ SMAD1 NC_056057.1 103080001 103100001 0.336255 0.276423 HZ CREB3L2


0.335098 0.146433 HZ SMAD1 NC_056057.1 103085001 103105001 0.338408 0.287209 HZ CREB3L2


0.283928 0.180231 HZ SMAD1 NC_056057.1 103090001 103110001 0.429865 0.276039 HZ CREB3L2


0.319467 0.166309 HZ SMAD1 NC_056057.1 103125001 103145001 0.430207 0.179087 HZ CREB3L2


0.364128 0.149236 HZ SMAD1 NC_056057.1 69115001 69135001 0.181916 0.17848 HZ CREB5


0.489845 0.20283 HZ SMAD1 NC_056057.1 69120001 69140001 0.220082 0.177769 HZ CREB5


0.423955 0.238715 HZ SMAD1 NC_056073.1 22180001 22200001 0.238832 0.231691 HZ CRISP1







0.520437 0.246665 HZ SMAD1 NC_056073.1 22185001 22205001 0.293379 0.197884 HZ CRISP1


0.161844 0.165521 HZ SLTM NC_056056.1 175875001 175895001 0.273264 0.227656 HZ CRY1


0.19788 0.159527 HZ SLTM NC_056056.1 218460001 218480001 0.149782 0.174225 HZ CSDC2;PMM1


0.149631 0.166845 HZ SLTM NC_056056.1 218465001 218485001 0.109267 0.186794 HZ CSDC2;PMM1


0.456194 0.262251 HZ SLITRK6 NC_056079.1 3635001 3655001 0.468614 0.166995 HZ CSMD1


0.459054 0.184887 HZ SLITRK6 NC_056079.1 3640001 3660001 0.282473 0.162876 HZ CSMD1


0.400237 0.141406 HZ SLITRK6 NC_056058.1 58675001 58695001 0.465624 0.171111 HZ CSNK1A1


0.204907 0.197749 HZ SLITRK6 NC_056058.1 58680001 58700001 0.428168 0.229886 HZ CSNK1A1


0.246991 0.147976 HZ SLIT2 NC_056064.1 50095001 50115001 0.435073 0.215006 HZ CSNK1D


0.179636 0.205175 HZ SLIT2 NC_056060.1 43900001 43920001 0.325 0.191652 HZ CSNK1G1


0.164666 0.239728 HZ SLIT2 NC_056060.1 43890001 43910001 0.285428 0.216234 HZ CSNK1G1;PCL


0.230284 0.259892 HZ SLIT2 NC_056060.1 43895001 43915001 0.243394 0.210681 HZ CSNK1G1;PCL


0.278122 0.245848 HZ SLIT2 NC_056056.1 51655001 51675001 0.177235 0.174431 HZ CTNNA2


0.326204 0.187156 HZ SLIT2 NC_056056.1 51660001 51680001 0.154444 0.175133 HZ CTNNA2


0.387209 0.140884 HZ SLIT2 NC_056056.1 51665001 51685001 0.257801 0.160764 HZ CTNNA2


0.486648 0.146728 HZ SLC4A7 NC_056056.1 51920001 51940001 0.28528 0.243573 HZ CTNNA2


0.476652 0.144794 HZ SLC4A10 NC_056056.1 51925001 51945001 0.369696 0.254874 HZ CTNNA2


0.364203 0.236183 HZ SLC4A10 NC_056056.1 51930001 51950001 0.427722 0.201918 HZ CTNNA2


0.365416 0.231249 HZ SLC4A10 NC_056078.1 21665001 21685001 0.337161 0.163535 HZ CTNNA3


0.383208 0.143305 HZ SLC4A10 NC_056078.1 23265001 23285001 0.407946 0.172707 HZ CTNNA3


0.131993 0.139661 HZ SLC45A3 NC_056078.1 23375001 23395001 0.479395 0.174239 HZ CTNNA3


0.28481 0.157673 HZ SLC44A2 NC_056078.1 23380001 23400001 0.458263 0.16548 HZ CTNNA3


0.510371 0.153058 HZ SLC44A2 NC_056064.1 24230001 24250001 0.378472 0.219983 HZ CTNS;EMC6;P


0.45831 0.147198 HZ SLC44A1 NC_056074.1 6945001 6965001 0.211952 0.166667 HZ CTSC


0.393214 0.191409 HZ SLC44A1 NC_056054.1 89855001 89875001 0.447337 0.212949 HZ CTTNBP2NL


0.415146 0.218719 HZ SLC44A1 NC_056069.1 14630001 14650001 0.240701 0.216373 HZ CWC27


0.471705 0.195957 HZ SLC44A1 NC_056069.1 14635001 14655001 0.192727 0.260155 HZ CWC27


0.364979 0.156092 HZ SLC38A9 NC_056069.1 14640001 14660001 0.364358 0.18706 HZ CWC27


0.280607 0.176922 HZ SLC38A9 NC_056069.1 14645001 14665001 0.470493 0.160144 HZ CWC27


0.175096 0.190978 HZ SLC38A9 NC_056059.1 68295001 68315001 0.25 0.190194 HZ CWH43


0.192987 0.168786 HZ SLC38A9 NC_056059.1 68300001 68320001 0.251982 0.19511 HZ CWH43


0.345107 0.151229 HZ SLC38A9 NC_056055.1 174710001 174730001 0.166424 0.241277 HZ CXCR4


0.431643 0.140132 HZ SLC38A2 NC_056055.1 174715001 174735001 0.116667 0.235775 HZ CXCR4


0.0491838 0.174377 HZ SLC35F2 NC_056055.1 174720001 174740001 0.230033 0.178802 HZ CXCR4


0.482706 0.17961 HZ SLC24A3 NC_056064.1 54560001 54580001 0.401779 0.163793 HZ CYGB


0.497769 0.146021 HZ SLC19A1 NC_056063.1 46765001 46785001 0.167616 0.187925 HZ DACH1







0.276771 0.183674 HZ SHOC1 NC_056063.1 46770001 46790001 0.128991 0.220327 HZ DACH1


0.527004 0.145746 HZ SHOC1 NC_056063.1 46775001 46795001 0.11293 0.219809 HZ DACH1


0.421819 0.165979 HZ SH3TC1 NC_056063.1 46780001 46800001 0.232494 0.252001 HZ DACH1


0.46486 0.156322 HZ SH2D7 NC_056079.1 25465001 25485001 0.414536 0.291934 HZ DCTN6


0.49914 0.141962 HZ SGPP2 NC_056079.1 25470001 25490001 0.445985 0.241075 HZ DCTN6


0.508384 0.139928 HZ SGPP2 NC_056054.1 114285001 114305001 0.409557 0.169204 HZ DDR2


0.445521 0.160017 HZ SGPP2 NC_056054.1 114290001 114310001 0.345969 0.177666 HZ DDR2


0.469616 0.168928 HZ SGK1 NC_056054.1 114295001 114315001 0.424816 0.17416 HZ DDR2


0.511357 0.161182 HZ SGK1 NC_056054.1 114330001 114350001 0.41922 0.175056 HZ DDR2


0.405551 0.210529 HZ SGK1 NC_056054.1 114335001 114355001 0.287998 0.182109 HZ DDR2;HSD17B


0.365675 0.210059 HZ SGK1 NC_056054.1 114340001 114360001 0.0619016 0.264565 HZ DDR2;HSD17B


0.461889 0.159004 HZ SGIP1 NC_056054.1 114345001 114365001 0.0538709 0.285206 HZ DDR2;HSD17B


0.526383 0.170889 HZ SGCG NC_056062.1 86585001 86605001 0.341231 0.193065 HZ DECR1


0.499838 0.249255 HZ SGCD NC_056067.1 14260001 14280001 0.382718 0.325381 HZ DEF8


0.2708 0.334131 HZ SGCD NC_056067.1 14265001 14285001 0.173582 0.475951 HZ DEF8;LOC1011


0.32732 0.308249 HZ SGCD NC_056067.1 14275001 14295001 0.370563 0.442301 HZ DEF8;LOC1011


0.529823 0.154666 HZ SGCD NC_056054.1 91975001 91995001 0.162446 0.163909 HZ DENND2C


0.4205 0.202901 HZ SEMA6D NC_056054.1 91995001 92015001 0.0356482 0.18823 HZ DENND2C


0.508429 0.247971 HZ SEMA6D NC_056054.1 92000001 92020001 0.0927213 0.169183 HZ DENND2C


0.521873 0.157652 HZ SCUBE1 NC_056070.1 72620001 72640001 0.134369 0.294816 HZ DGCR2;ESS2;G


0.468496 0.192964 HZ SCN5A NC_056070.1 72610001 72630001 0.389592 0.251511 HZ DGCR2;ESS2;T


0.258303 0.138507 HZ SCAI NC_056070.1 72615001 72635001 0.244773 0.293991 HZ DGCR2;ESS2;T


0.214756 0.18447 HZ SCAI NC_056057.1 23325001 23345001 0.205826 0.209669 HZ DGKB


0.286364 0.184684 HZ SCAI NC_056057.1 23330001 23350001 0.0967537 0.276459 HZ DGKB


0.343558 0.166995 HZ SCAI NC_056057.1 23335001 23355001 0.14065 0.264422 HZ DGKB


0.180154 0.16319 HZ SC5 NC_056063.1 12600001 12620001 0.466279 0.159387 HZ DGKH


0.0619419 0.20307 HZ SC5 NC_056063.1 12690001 12710001 0.454832 0.164551 HZ DGKH


0.443097 0.182723 HZ SBF2 NC_056054.1 29260001 29280001 0.299283 0.179919 HZ DHCR24;LEXM


0.250206 0.233934 HZ SBF2 NC_056059.1 44685001 44705001 0.375076 0.19605 HZ DHX15


0.238061 0.222917 HZ SBF2 NC_056066.1 46260001 46280001 0.451835 0.173597 HZ DIP2C


0.298059 0.206054 HZ SBF2 NC_056066.1 46265001 46285001 0.32361 0.192997 HZ DIP2C


0.474752 0.163132 HZ SBF2 NC_056066.1 46270001 46290001 0.3365 0.198481 HZ DIP2C


0.415273 0.157578 HZ SAMM50 NC_056066.1 46275001 46295001 0.354676 0.178554 HZ DIP2C


0.441818 0.177931 HZ SAMM50 NC_056066.1 46280001 46300001 0.388384 0.173876 HZ DIP2C


0.434567 0.188687 HZ SALL1 NC_056068.1 40460001 40480001 0.051655 0.312666 HZ DKK3


0.324873 0.168056 HZ SALL1 NC_056068.1 40465001 40485001 0.0710824 0.319349 HZ DKK3







0.35878 0.233579 HZ S100A10 NC_056068.1 40470001 40490001 0.167736 0.305955 HZ DKK3


0.501055 0.197 HZ S100A10 NC_056068.1 40475001 40495001 0.208115 0.318825 HZ DKK3


0.400565 0.188834 HZ RXRA NC_056068.1 40480001 40500001 0.381665 0.324186 HZ DKK3


0.428419 0.192971 HZ RXRA NC_056068.1 40485001 40505001 0.483713 0.313594 HZ DKK3;USP47


0.414041 0.196061 HZ RXRA NC_056074.1 11185001 11205001 0.414271 0.218839 HZ DLG2


0.448048 0.206754 HZ RXRA NC_056074.1 11190001 11210001 0.268128 0.294475 HZ DLG2


0.189504 0.147009 HZ RUNX1 NC_056074.1 11195001 11215001 0.414369 0.21383 HZ DLG2


0.39065 0.142415 HZ RUFY2 NC_056060.1 56915001 56935001 0.238431 0.186933 HZ DMXL2


0.529315 0.142494 HZ RTN4RL2;SLC43ANC_056060.1 56920001 56940001 0.200079 0.223501 HZ DMXL2


0.405158 0.236318 HZ RTN1 NC_056060.1 56925001 56945001 0.122995 0.18406 HZ DMXL2


0.343935 0.147939 HZ RSPO2 NC_056060.1 56985001 57005001 0.151652 0.237804 HZ DMXL2


0.507957 0.143629 HZ RSF1 NC_056060.1 56990001 57010001 0.0860349 0.242241 HZ DMXL2


0.473353 0.154475 HZ RSF1 NC_056060.1 57015001 57035001 0.0440551 0.21584 HZ DMXL2


0.428775 0.196303 HZ RSF1 NC_056060.1 57020001 57040001 0.0707378 0.196434 HZ DMXL2


0.430638 0.147296 HZ RSF1 NC_056060.1 57025001 57045001 0.157998 0.191834 HZ DMXL2


0.432817 0.157951 HZ RSF1 NC_056060.1 57030001 57050001 0.257905 0.233205 HZ DMXL2


0.528676 0.156815 HZ RSF1 NC_056060.1 57035001 57055001 0.324004 0.181888 HZ DMXL2


0.522727 0.169752 HZ RSF1 NC_056060.1 57040001 57060001 0.327213 0.179279 HZ DMXL2


0.469602 0.183244 HZ RSF1 NC_056060.1 57045001 57065001 0.276468 0.188718 HZ DMXL2


0.336769 0.28925 HZ RPS6KA3 NC_056060.1 57050001 57070001 0.170732 0.222998 HZ DMXL2


0.360209 0.264708 HZ RPS6KA3 NC_056060.1 57055001 57075001 0.0528302 0.271573 HZ DMXL2


0.361194 0.233395 HZ RPS6KA3 NC_056060.1 57060001 57080001 0.222142 0.298363 HZ DMXL2


0.369756 0.194065 HZ RPS6KA3 NC_056060.1 57065001 57085001 0.278652 0.308611 HZ DMXL2


0.345988 0.354179 HZ RORA NC_056060.1 40915001 40935001 0.379747 0.162095 HZ DNAAF2;POLE


0.388464 0.315966 HZ RORA NC_056057.1 31580001 31600001 0.488992 0.386587 HZ DNAH11


0.434918 0.174278 HZ RORA NC_056057.1 31585001 31605001 0.418775 0.395452 HZ DNAH11


0.476161 0.196681 HZ RORA NC_056065.1 27520001 27540001 0.260518 0.164064 HZ DNAH14


0.462519 0.225838 HZ RORA NC_056065.1 27560001 27580001 0.359246 0.184356 HZ DNAH14


0.503455 0.230313 HZ RORA NC_056065.1 27565001 27585001 0.464119 0.195575 HZ DNAH14


0.495366 0.14114 HZ RNGTT NC_056065.1 27575001 27595001 0.475349 0.268581 HZ DNAH14


0.300386 0.224084 HZ RNGTT NC_056065.1 27580001 27600001 0.432629 0.250007 HZ DNAH14


0.235552 0.24806 HZ RNGTT NC_056065.1 27585001 27605001 0.338109 0.250681 HZ DNAH14


0.224656 0.271365 HZ RNGTT NC_056065.1 27590001 27610001 0.209985 0.252115 HZ DNAH14


0.243693 0.266237 HZ RNGTT NC_056064.1 30250001 30270001 0.492318 0.399957 HZ DNAH9


0.311563 0.263826 HZ RNGTT NC_056064.1 30365001 30385001 0.336355 0.278524 HZ DNAH9


0.338879 0.261688 HZ RNGTT NC_056064.1 30370001 30390001 0.312044 0.276343 HZ DNAH9







0.361201 0.258879 HZ RNGTT NC_056054.1 62125001 62145001 0.389171 0.177943 HZ DNAI3


0.423406 0.290624 HZ RNGTT NC_056054.1 62130001 62150001 0.306633 0.193836 HZ DNAI3


0.461828 0.285444 HZ RNGTT NC_056054.1 62135001 62155001 0.269957 0.202549 HZ DNAI3


0.536416 0.2343 HZ RNGTT NC_056072.1 59240001 59260001 0.233574 0.252661 HZ DNAJB8


0.47307 0.501722 HZ RNF17 NC_056072.1 59245001 59265001 0.150863 0.267029 HZ DNAJB8


0.408079 0.497873 HZ RNF17 NC_056072.1 59250001 59270001 0.0922923 0.275632 HZ DNAJB8


0.417569 0.511552 HZ RNF17 NC_056072.1 59235001 59255001 0.262228 0.25451 HZ DNAJB8;GATA


0.3963 0.537156 HZ RNF17 NC_056075.1 45995001 46015001 0.347364 0.174045 HZ DOCK1


0.339462 0.525687 HZ RNF17 NC_056075.1 46205001 46225001 0.439728 0.227513 HZ DOCK1


0.263972 0.268514 HZ RNF111 NC_056075.1 46210001 46230001 0.393574 0.190366 HZ DOCK1


0.267899 0.2958 HZ RNF111 NC_056072.1 49590001 49610001 0.469375 0.249537 HZ DOCK3


0.200478 0.324738 HZ RNF111 NC_056060.1 82440001 82460001 0.133704 0.188506 HZ DPF3


0.193878 0.344913 HZ RNF111 NC_056060.1 82445001 82465001 0.224019 0.173826 HZ DPF3


0.24944 0.336073 HZ RNF111 NC_056055.1 180590001 180610001 0.479266 0.489121 HZ DPP10


0.250335 0.323232 HZ RNF111 NC_056055.1 180990001 181010001 0.395847 0.244162 HZ DPP10


0.339105 0.298795 HZ RNF111 NC_056055.1 180995001 181015001 0.4242 0.172141 HZ DPP10


0.522493 0.275649 HZ RNF111 NC_056057.1 63660001 63680001 0.211066 0.227734 HZ DPY19L1


0.419157 0.222636 HZ RIPPLY1 NC_056057.1 63665001 63685001 0.232333 0.199934 HZ DPY19L1


0.490395 0.241046 HZ RIPPLY1 NC_056057.1 63670001 63690001 0.301116 0.203069 HZ DPY19L1


0.53099 0.152642 HZ RIMS1 NC_056057.1 63675001 63695001 0.383327 0.158043 HZ DPY19L1


0.449889 0.166141 HZ RIMS1 NC_056057.1 63685001 63705001 0.332257 0.163508 HZ DPY19L1


0.361067 0.185356 HZ RIMS1 NC_056068.1 27910001 27930001 0.438724 0.168964 HZ DSCAML1


0.303393 0.168592 HZ RIMS1 NC_056068.1 27915001 27935001 0.260768 0.236737 HZ DSCAML1


0.336975 0.155344 HZ RIMS1 NC_056068.1 27920001 27940001 0.0565959 0.272253 HZ DSCAML1


0.345039 0.141645 HZ RIMS1 NC_056068.1 27925001 27945001 0.173249 0.204855 HZ DSCAML1


0.531204 0.161337 HZ RIMS1 NC_056076.1 22570001 22590001 0.219823 0.167373 HZ DTNA


0.133659 0.178262 HZ RHAG NC_056064.1 50305001 50325001 0.484582 0.26708 HZ DUS1L;GPS1;R


0.161195 0.165159 HZ RHAG NC_056064.1 50310001 50330001 0.259494 0.27726 HZ DUS1L;GPS1;R


0.395091 0.25208 HZ RGS8 NC_056064.1 50315001 50335001 0.208333 0.212197 HZ DUS1L;GPS1;R


0.172239 0.33506 HZ RGS8 NC_056075.1 30580001 30600001 0.372721 0.16407 HZ DUSP5


0.193175 0.138581 HZ RFX7 NC_056080.1 62850001 62870001 0.191324 0.166797 HZ EDA


0.162904 0.164542 HZ RFX7 NC_056080.1 62855001 62875001 0.287197 0.195486 HZ EDA


0.137019 0.194822 HZ RFX7 NC_056080.1 62860001 62880001 0.381828 0.222244 HZ EDA


0.133498 0.175705 HZ RFX7 NC_056080.1 62865001 62885001 0.417446 0.242314 HZ EDA


0.329032 0.175882 HZ RFX3 NC_056080.1 62880001 62900001 0.465079 0.208812 HZ EDA


0.440933 0.152414 HZ RFX3 NC_056072.1 59290001 59310001 0.155639 0.179188 HZ EEFSEC







0.373121 0.179673 HZ REV1 NC_056057.1 62620001 62640001 0.364515 0.167886 HZ EEPD1


0.401316 0.216216 HZ REV1 NC_056057.1 62625001 62645001 0.338153 0.159594 HZ EEPD1


0.401396 0.253432 HZ REV1 NC_056057.1 62630001 62650001 0.330433 0.162686 HZ EEPD1


0.511181 0.236354 HZ REV1 NC_056058.1 104180001 104200001 0.396431 0.309631 HZ EFNA5


0.418975 0.14852 HZ RELCH NC_056058.1 104185001 104205001 0.17097 0.347769 HZ EFNA5


0.288757 0.190265 HZ RELCH NC_056058.1 104190001 104210001 0.103008 0.353504 HZ EFNA5


0.231338 0.200327 HZ RELCH NC_056058.1 104195001 104215001 0.110585 0.320204 HZ EFNA5


0.351631 0.152849 HZ RELCH NC_056058.1 104200001 104220001 0.209597 0.246862 HZ EFNA5


0.511235 0.222044 HZ REC114 NC_056058.1 104205001 104225001 0.358306 0.211452 HZ EFNA5


0.501803 0.169545 HZ RDH13 NC_056069.1 36225001 36245001 0.43542 0.161081 HZ EGFLAM


0.343321 0.154847 HZ RBMS3 NC_056069.1 36230001 36250001 0.43226 0.161508 HZ EGFLAM


0.201689 0.198402 HZ RBMS3 NC_056069.1 36235001 36255001 0.438099 0.158418 HZ EGFLAM


0.261086 0.192548 HZ RBMS3 NC_056056.1 59240001 59260001 0.461916 0.169098 HZ EIF2AK3


0.314729 0.154451 HZ RBMS3 NC_056056.1 59245001 59265001 0.386218 0.205122 HZ EIF2AK3


0.28331 0.179229 HZ RBM19 NC_056056.1 59250001 59270001 0.355317 0.216772 HZ EIF2AK3


0.0737474 0.215911 HZ RBM19 NC_056056.1 59255001 59275001 0.460492 0.202348 HZ EIF2AK3


0.0422862 0.260268 HZ RBM19 NC_056056.1 59295001 59315001 0.393872 0.192954 HZ EIF2AK3


0.043077 0.249539 HZ RBM19 NC_056056.1 59300001 59320001 0.199423 0.275743 HZ EIF2AK3


0.356779 0.195958 HZ RBFOX1 NC_056056.1 59305001 59325001 0.272897 0.300483 HZ EIF2AK3


0.420186 0.174901 HZ RBFOX1 NC_056070.1 70105001 70125001 0.398164 0.178645 HZ EIF4ENIF1


0.313239 0.172302 HZ RBFOX1 NC_056063.1 11545001 11565001 0.288897 0.192883 HZ ELF1


0.18613 0.187773 HZ RASGEF1B NC_056063.1 11550001 11570001 0.355625 0.198011 HZ ELF1


0.226796 0.166606 HZ RASGEF1B NC_056063.1 11555001 11575001 0.335339 0.187402 HZ ELF1


0.381127 0.169331 HZ RARS2 NC_056063.1 11560001 11580001 0.361184 0.181126 HZ ELF1


0.42245 0.15035 HZ RARS2 NC_056063.1 11575001 11595001 0.331897 0.196672 HZ ELF1


0.242004 0.183569 HZ RARB NC_056063.1 11580001 11600001 0.237683 0.222291 HZ ELF1


0.263449 0.17423 HZ RARB NC_056063.1 11585001 11605001 0.109566 0.24849 HZ ELF1


0.364377 0.149404 HZ RARB NC_056063.1 11590001 11610001 0.211087 0.186687 HZ ELF1


0.431706 0.157007 HZ RAD54B NC_056077.1 41660001 41680001 0.415271 0.205964 HZ ELFN1


0.155401 0.181091 HZ RAB8B NC_056077.1 41665001 41685001 0.321097 0.234019 HZ ELFN1


0.139281 0.19967 HZ RAB8B NC_056077.1 41670001 41690001 0.259734 0.234695 HZ ELFN1


0.216338 0.185376 HZ RAB8B NC_056077.1 41675001 41695001 0.373141 0.177674 HZ ELFN1


0.247018 0.201943 HZ RAB8B NC_056058.1 4450001 4470001 0.233629 0.186784 HZ ELL;FKBP8


0.401349 0.191922 HZ RAB8B NC_056058.1 4455001 4475001 0.286709 0.162529 HZ ELL;FKBP8


0.324982 0.338764 HZ RAB6B NC_056061.1 6935001 6955001 0.459604 0.216653 HZ ELOVL4


0.373842 0.33235 HZ RAB6B NC_056059.1 86735001 86755001 0.418462 0.218346 HZ ENAM







0.472838 0.278936 HZ RAB6B NC_056063.1 14060001 14080001 0.185139 0.165694 HZ ENOX1


0.222961 0.196756 HZ RAB21 NC_056063.1 14065001 14085001 0.171936 0.165696 HZ ENOX1


0.231354 0.17138 HZ RAB21 NC_056056.1 540001 560001 0.426363 0.263823 HZ ENTPD8;EXD3


0.200258 0.185454 HZ RAB21 NC_056056.1 545001 565001 0.407592 0.238969 HZ ENTPD8;EXD3


0.139356 0.195818 HZ RAB21 NC_056056.1 530001 550001 0.458424 0.324098 HZ ENTPD8;NOXA


0.135213 0.195794 HZ RAB21 NC_056056.1 535001 555001 0.424348 0.288113 HZ ENTPD8;NOXA


0.129112 0.194148 HZ RAB21 NC_056054.1 158220001 158240001 0.335311 0.211454 HZ EPHA3


0.146748 0.184447 HZ RAB21 NC_056054.1 158225001 158245001 0.362541 0.230184 HZ EPHA3


0.223723 0.172386 HZ RAB21 NC_056059.1 81580001 81600001 0.453348 0.451732 HZ EPHA5


0.308288 0.150966 HZ RAB21 NC_056059.1 81585001 81605001 0.237988 0.557068 HZ EPHA5


0.499776 0.151347 HZ RAB11FIP4 NC_056059.1 81590001 81610001 0.347517 0.506457 HZ EPHA5


0.50529 0.187435 HZ RAB11FIP4 NC_056059.1 81595001 81615001 0.402681 0.473445 HZ EPHA5


0.459157 0.151144 HZ PWP1 NC_056059.1 81615001 81635001 0.40244 0.453136 HZ EPHA5


0.43697 0.140044 HZ PUS7L NC_056059.1 81620001 81640001 0.391662 0.472464 HZ EPHA5


0.526924 0.163644 HZ PTPRM NC_056059.1 81645001 81665001 0.414865 0.422535 HZ EPHA5


0.489152 0.208405 HZ PTPRM NC_056059.1 81650001 81670001 0.129515 0.582779 HZ EPHA5


0.499115 0.226476 HZ PTPRM NC_056059.1 81655001 81675001 0.213631 0.555061 HZ EPHA5


0.112785 0.157584 HZ PTPRE NC_056059.1 81660001 81680001 0.430924 0.511868 HZ EPHA5


0.398678 0.259559 HZ PTPRD NC_056059.1 81715001 81735001 0.354806 0.341786 HZ EPHA5


0.253766 0.284707 HZ PTPRD NC_056059.1 81720001 81740001 0.220091 0.338515 HZ EPHA5


0.188751 0.298322 HZ PTPRD NC_056059.1 81725001 81745001 0.236494 0.328164 HZ EPHA5


0.418837 0.238002 HZ PTPRD NC_056059.1 81730001 81750001 0.258266 0.305622 HZ EPHA5


0.113895 0.147732 HZ PTPN3 NC_056059.1 81735001 81755001 0.402272 0.232493 HZ EPHA5


0.342722 0.229432 HZ PTPA NC_056054.1 162040001 162060001 0.48677 0.158441 HZ EPHA6


0.444007 0.179967 HZ PTPA NC_056054.1 162045001 162065001 0.373451 0.273718 HZ EPHA6


0.394511 0.261298 HZ PTGFR NC_056054.1 162495001 162515001 0.438099 0.202987 HZ EPHA6


0.34153 0.235187 HZ PTGFR NC_056054.1 162500001 162520001 0.480577 0.171595 HZ EPHA6


0.503095 0.151562 HZ PTGFR NC_056065.1 28140001 28160001 0.354947 0.204874 HZ EPHX1


0.496773 0.141722 HZ PTGER3;ZRANB2 NC_056065.1 28145001 28165001 0.381242 0.242445 HZ EPHX1;TMEM


0.392685 0.190005 HZ PTGER3 NC_056065.1 28150001 28170001 0.353921 0.287044 HZ EPHX1;TMEM


0.414247 0.163806 HZ PTGER3 NC_056058.1 6430001 6450001 0.197755 0.173491 HZ EPS15L1


0.167909 0.149034 HZ PTER NC_056058.1 6435001 6455001 0.0884246 0.257121 HZ EPS15L1


0.0841502 0.183243 HZ PTER NC_056054.1 87095001 87115001 0.394633 0.173037 HZ EPS8L3


0.0737447 0.185666 HZ PTER NC_056060.1 11520001 11540001 0.445811 0.226284 HZ ERO1A;GPR13


0.0548357 0.188566 HZ PTER NC_056060.1 11525001 11545001 0.295122 0.263024 HZ ERO1A;GPR13


0.452068 0.182115 HZ PSMB11;PSMB5 NC_056060.1 11530001 11550001 0.14366 0.265507 HZ ERO1A;GPR13







0.342525 0.160403 HZ PSD4 NC_056070.1 72625001 72645001 0.288799 0.217527 HZ ESS2;GSC2;TS


0.44093 0.196453 HZ PSD4 NC_056067.1 51445001 51465001 0.113826 0.165257 HZ ETHE1;ZNF575


0.154303 0.157982 HZ PSD3 NC_056054.1 69885001 69905001 0.43142 0.251367 HZ EVI5


0.0518054 0.173142 HZ PSD3 NC_056054.1 69890001 69910001 0.480542 0.29476 HZ EVI5


0.112472 0.187767 HZ PSD3 NC_056056.1 560001 580001 0.409437 0.226932 HZ EXD3


0.433134 0.161754 HZ PRUNE2 NC_056056.1 565001 585001 0.388172 0.184988 HZ EXD3


0.342375 0.25071 HZ PRUNE2 NC_056056.1 570001 590001 0.41462 0.204887 HZ EXD3


0.285534 0.263276 HZ PRUNE2 NC_056056.1 575001 595001 0.488199 0.287873 HZ EXD3


0.253534 0.309125 HZ PRUNE2 NC_056056.1 610001 630001 0.483631 0.163826 HZ EXD3


0.307644 0.276694 HZ PRUNE2 NC_056056.1 550001 570001 0.419023 0.260229 HZ EXD3;NOXA1


0.520379 0.147296 HZ PRUNE2 NC_056056.1 555001 575001 0.416115 0.273331 HZ EXD3;NOXA1


0.493617 0.144807 HZ PRRG1 NC_056059.1 71955001 71975001 0.434014 0.161515 HZ EXOC1L


0.188831 0.214062 HZ PRR5 NC_056062.1 59445001 59465001 0.467286 0.200763 HZ EXT1


0.324649 0.176353 HZ PRR5 NC_056061.1 58800001 58820001 0.152322 0.190608 HZ EYA4


0.443886 0.14461 HZ PRR5 NC_056061.1 58805001 58825001 0.177901 0.180081 HZ EYA4


0.450253 0.232417 HZ PRR14;ZNF689 NC_056065.1 36420001 36440001 0.153954 0.472872 HZ F5


0.433775 0.241023 HZ PRR14 NC_056065.1 36425001 36445001 0.1467 0.428663 HZ F5


0.477949 0.195795 HZ PRORP NC_056065.1 36430001 36450001 0.275324 0.3332 HZ F5


0.430233 0.256836 HZ PROM2 NC_056054.1 86010001 86030001 0.389769 0.159581 HZ FAM102B;HEN


0.433696 0.273208 HZ PROM2 NC_056060.1 55915001 55935001 0.413899 0.229132 HZ FAM214A


0.415377 0.290536 HZ PROM2 NC_056060.1 55935001 55955001 0.450952 0.25951 HZ FAM214A


0.3958 0.315025 HZ PROM2 NC_056055.1 52710001 52730001 0.305747 0.176763 HZ FAM221B;TME


0.499033 0.1625 HZ PRKCE NC_056055.1 29190001 29210001 0.102556 0.359201 HZ FAM240B


0.45514 0.14632 HZ PRKCE NC_056055.1 29195001 29215001 0.0831636 0.370677 HZ FAM240B


0.0503124 0.16789 HZ PRKCE NC_056055.1 29200001 29220001 0.10172 0.36613 HZ FAM240B


0.0452511 0.191424 HZ PRKCE NC_056055.1 29205001 29225001 0.151737 0.351216 HZ FAM240B


0.0419804 0.225971 HZ PRKCE NC_056055.1 29210001 29230001 0.237342 0.335399 HZ FAM240B


0.0317602 0.239684 HZ PRKCE NC_056054.1 395001 415001 0.442179 0.168883 HZ FARP2


0.171132 0.190335 HZ PRKCE NC_056054.1 400001 420001 0.446734 0.184301 HZ FARP2


0.161972 0.449903 HZ PRKAR2B NC_056054.1 405001 425001 0.40401 0.206985 HZ FARP2


0.331625 0.364871 HZ PRKAR2B NC_056054.1 410001 430001 0.371557 0.186758 HZ FARP2


0.475806 0.294679 HZ PRKAR2B NC_056065.1 51075001 51095001 0.292651 0.187495 HZ FBLIM1


0.489555 0.27753 HZ PRKAR2B NC_056065.1 51080001 51100001 0.324361 0.185227 HZ FBLIM1


0.476735 0.282456 HZ PRKAR2B NC_056058.1 104680001 104700001 0.429612 0.204144 HZ FBXL17


0.48987 0.271331 HZ PRKAR2B NC_056058.1 104685001 104705001 0.409838 0.209858 HZ FBXL17


0.460565 0.364062 HZ PRKAR2A;SLC25ANC_056058.1 104690001 104710001 0.434509 0.209206 HZ FBXL17







0.235856 0.138642 HZ PRKACB NC_056058.1 104695001 104715001 0.485113 0.184015 HZ FBXL17


0.518429 0.146189 HZ PRDM5 NC_056064.1 39580001 39600001 0.414163 0.165979 HZ FBXL20;MED1


0.504851 0.180279 HZ PRDM5 NC_056071.1 47035001 47055001 0.432432 0.166626 HZ FBXO33


0.38288 0.146408 HZ PRDM4;PWP1 NC_056071.1 47040001 47060001 0.477321 0.181092 HZ FBXO33


0.217201 0.212301 HZ PRDM4 NC_056054.1 108050001 108070001 0.422992 0.290302 HZ FCRL3


0.161836 0.237444 HZ PRDM4 NC_056054.1 108055001 108075001 0.471348 0.231969 HZ FCRL3


0.13951 0.243097 HZ PRDM4 NC_056054.1 108015001 108035001 0.342603 0.197317 HZ FCRL3;LOC10


0.218296 0.203292 HZ PRDM4 NC_056064.1 55880001 55900001 0.398554 0.203344 HZ FDXR;GRIN2C


0.412467 0.148243 HZ PRDM4 NC_056080.1 68525001 68545001 0.237006 0.396574 HZ FGF16


0.0706755 0.153124 HZ PPP4R2 NC_056059.1 95690001 95710001 0.187997 0.179947 HZ FGF5


0.0979496 0.150404 HZ PPP4R2 NC_056056.1 188440001 188460001 0.191449 0.158605 HZ FGFR1OP2


0.441315 0.161309 HZ PPP3CC NC_056061.1 27770001 27790001 0.436321 0.166817 HZ FIG4


0.238627 0.159142 HZ PPP3CC NC_056058.1 4445001 4465001 0.29724 0.197129 HZ FKBP8


0.210974 0.154164 HZ PPP3CC NC_056060.1 99260001 99280001 0.265663 0.203617 HZ FOXN3


0.404784 0.144275 HZ PPP3CC NC_056060.1 99265001 99285001 0.376131 0.263093 HZ FOXN3


0.421476 0.149649 HZ PPP3CA NC_056060.1 99270001 99290001 0.474291 0.260525 HZ FOXN3


0.486357 0.148064 HZ PPP3CA NC_056072.1 30605001 30625001 0.351677 0.186374 HZ FOXP1


0.494323 0.179716 HZ PPP2R2B NC_056072.1 30610001 30630001 0.361744 0.203637 HZ FOXP1


0.0706401 0.192898 HZ PPM1H NC_056072.1 30615001 30635001 0.426449 0.282638 HZ FOXP1


0.0718182 0.186618 HZ PPM1H NC_056072.1 30620001 30640001 0.449932 0.315561 HZ FOXP1


0.0804763 0.159008 HZ PPM1H NC_056072.1 30625001 30645001 0.434324 0.298028 HZ FOXP1


0.0788203 0.153037 HZ PPM1H NC_056072.1 30630001 30650001 0.469637 0.283823 HZ FOXP1


0.117382 0.140497 HZ PPM1H NC_056057.1 55940001 55960001 0.341763 0.196209 HZ FOXP2


0.405769 0.249274 HZ PPIL4 NC_056057.1 55945001 55965001 0.360193 0.187137 HZ FOXP2


0.293488 0.268678 HZ PPIL4 NC_056057.1 55950001 55970001 0.398782 0.158741 HZ FOXP2


0.516139 0.161322 HZ PPIL4 NC_056061.1 21815001 21835001 0.388172 0.164597 HZ FRK


0.44807 0.14771 HZ PPFIA2 NC_056061.1 21820001 21840001 0.38542 0.165958 HZ FRK


0.522501 0.271088 HZ PPEF1 NC_056061.1 21825001 21845001 0.326524 0.18025 HZ FRK


0.491676 0.167173 HZ PPARGC1B NC_056061.1 21830001 21850001 0.302409 0.238086 HZ FRK


0.390908 0.14281 HZ PPARGC1B NC_056061.1 21835001 21855001 0.372407 0.208473 HZ FRK


0.449854 0.158294 HZ PPARGC1B NC_056061.1 21840001 21860001 0.405019 0.187249 HZ FRK


0.535767 0.181457 HZ PPARGC1B NC_056061.1 21890001 21910001 0.227469 0.172878 HZ FRK


0.470884 0.157783 HZ PPA2 NC_056061.1 21895001 21915001 0.246715 0.19663 HZ FRK


0.458801 0.17066 HZ PPA2 NC_056071.1 22390001 22410001 0.471565 0.184409 HZ FSD2;WHAMM


0.455048 0.17287 HZ PPA2 NC_056060.1 33530001 33550001 0.487894 0.163949 HZ FSIP1


0.434002 0.142848 HZ PPA2 NC_056070.1 37230001 37250001 0.424359 0.174512 HZ FSTL5







0.0856599 0.153946 HZ PON3 NC_056070.1 37235001 37255001 0.337968 0.193726 HZ FSTL5


0.168751 0.147858 HZ PON3 NC_056070.1 37240001 37260001 0.220813 0.20156 HZ FSTL5


0.488253 0.210806 HZ POLR3C;RNF115 NC_056060.1 75795001 75815001 0.432021 0.276275 HZ FUT8


0.262254 0.218247 HZ POLR1A NC_056060.1 75800001 75820001 0.476623 0.26387 HZ FUT8


0.297017 0.15002 HZ POLQ NC_056055.1 49235001 49255001 0.431842 0.18755 HZ GABBR2


0.315238 0.152815 HZ POLQ NC_056055.1 49240001 49260001 0.412569 0.166288 HZ GABBR2


0.239674 0.14592 HZ PNKD NC_056080.1 83360001 83380001 0.309504 0.206199 HZ GABRA3


0.24471 0.153884 HZ PNKD NC_056080.1 83365001 83385001 0.312812 0.221103 HZ GABRA3


0.0729579 0.174019 HZ PLXNC1 NC_056080.1 83370001 83390001 0.283145 0.238549 HZ GABRA3


0.167032 0.156814 HZ PLXNC1 NC_056080.1 83375001 83395001 0.222885 0.248679 HZ GABRA3


0.416379 0.194317 HZ PLXNB1 NC_056080.1 83380001 83400001 0.150537 0.24983 HZ GABRA3


0.459732 0.197879 HZ PLXNB1 NC_056080.1 83385001 83405001 0.0709941 0.260551 HZ GABRA3


0.465248 0.365655 HZ PLGRKT NC_056080.1 83390001 83410001 0.101031 0.241039 HZ GABRA3


0.468133 0.362719 HZ PLGRKT NC_056080.1 83395001 83415001 0.224399 0.269122 HZ GABRA3


0.467937 0.363477 HZ PLGRKT NC_056080.1 83400001 83420001 0.343782 0.280573 HZ GABRA3


0.431776 0.295943 HZ PLEKHG2;ZFP36 NC_056080.1 83405001 83425001 0.400387 0.273716 HZ GABRA3


0.464455 0.299543 HZ PLEKHG2;RPS16;ZNC_056080.1 83410001 83430001 0.404151 0.286123 HZ GABRA3


0.451891 0.178107 HZ PLEKHA6 NC_056080.1 83415001 83435001 0.337248 0.25594 HZ GABRA3


0.396825 0.203451 HZ PLEKHA6 NC_056080.1 83420001 83440001 0.309744 0.267051 HZ GABRA3


0.475521 0.158223 HZ PLEKHA6 NC_056080.1 83425001 83445001 0.356131 0.311768 HZ GABRA3


0.0972543 0.147798 HZ PLCB1 NC_056080.1 83430001 83450001 0.410612 0.358023 HZ GABRA3


0.0416233 0.159448 HZ PLCB1 NC_056080.1 83450001 83470001 0.467741 0.335831 HZ GABRA3


0.441293 0.347775 HZ PKP4 NC_056080.1 83455001 83475001 0.325411 0.273819 HZ GABRA3


0.488504 0.259371 HZ PKP4 NC_056080.1 83460001 83480001 0.269621 0.214451 HZ GABRA3


0.537207 0.157338 HZ PKP4 NC_056080.1 83465001 83485001 0.270883 0.202493 HZ GABRA3


0.187154 0.141835 HZ PKN3;SET NC_056080.1 83470001 83490001 0.260289 0.177044 HZ GABRA3


0.533465 0.140493 HZ PKIG NC_056080.1 83500001 83520001 0.213235 0.172574 HZ GABRA3


0.425879 0.166505 HZ PIGU NC_056080.1 83505001 83525001 0.163663 0.242287 HZ GABRA3


0.418014 0.146897 HZ PIGU NC_056080.1 83510001 83530001 0.124318 0.277825 HZ GABRA3


0.36 0.160925 HZ PHLDB1;TREH NC_056078.1 1660001 1680001 0.0554568 0.167333 HZ GALNT2


0.434411 0.152462 HZ PHLDB1;TREH NC_056078.1 1710001 1730001 0.220032 0.172123 HZ GALNT2


0.460852 0.154337 HZ PHLDB1;TREH NC_056078.1 1715001 1735001 0.160575 0.180651 HZ GALNT2


0.496735 0.143122 HZ PHLDB1;TREH NC_056078.1 1720001 1740001 0.261872 0.200577 HZ GALNT2


0.341914 0.152534 HZ PHLDB1 NC_056067.1 14340001 14360001 0.19677 0.43544 HZ GAS8


0.413953 0.152499 HZ PHF11 NC_056067.1 14345001 14365001 0.43686 0.35974 HZ GAS8


0.476693 0.24998 HZ PHEX NC_056067.1 14330001 14350001 0.363251 0.362405 HZ GAS8;LOC101







0.415198 0.273194 HZ PHEX NC_056067.1 14335001 14355001 0.226502 0.429245 HZ GAS8;LOC101


0.209575 0.287944 HZ PHEX NC_056072.1 59225001 59245001 0.371246 0.172511 HZ GATA2


0.283879 0.270567 HZ PHEX NC_056072.1 59230001 59250001 0.25436 0.268011 HZ GATA2


0.356583 0.238119 HZ PHEX NC_056077.1 17580001 17600001 0.406952 0.200387 HZ GDE1


0.41196 0.146758 HZ PHC1 NC_056062.1 80965001 80985001 0.315083 0.206194 HZ GDF6


0.258849 0.19165 HZ PHC1 NC_056062.1 80970001 80990001 0.291506 0.247314 HZ GDF6


0.302919 0.16551 HZ PHC1 NC_056062.1 80975001 80995001 0.332387 0.209106 HZ GDF6


0.182039 0.186552 HZ PGM5 NC_056056.1 28525001 28545001 0.107408 0.19465 HZ GDF7;LDAH


0.196262 0.163512 HZ PGM5 NC_056056.1 28530001 28550001 0.0887228 0.193454 HZ GDF7;LDAH


0.31128 0.143429 HZ PGM5 NC_056054.1 260195001 260215001 0.254292 0.17082 HZ GET1;LCA5L


0.315745 0.14118 HZ PGM5 NC_056075.1 35975001 35995001 0.422924 0.165972 HZ GFRA1


0.352053 0.144417 HZ PGM5 NC_056063.1 76525001 76545001 0.204337 0.240751 HZ GGACT


0.308099 0.183865 HZ PGM5 NC_056063.1 76530001 76550001 0.112765 0.309778 HZ GGACT


0.305367 0.182654 HZ PGM5 NC_056063.1 76535001 76555001 0.078251 0.342 HZ GGACT


0.330557 0.16602 HZ PGM5 NC_056063.1 76540001 76560001 0.133462 0.288141 HZ GGACT


0.376763 0.146517 HZ PGM5 NC_056063.1 76545001 76565001 0.152986 0.25235 HZ GGACT


0.511298 0.398058 HZ PELI2 NC_056063.1 76550001 76570001 0.223435 0.242809 HZ GGACT


0.501898 0.15958 HZ PELI1 NC_056063.1 76555001 76575001 0.365495 0.203511 HZ GGACT


0.33241 0.230047 HZ PDS5B NC_056063.1 76560001 76580001 0.412978 0.228131 HZ GGACT


0.42857 0.19418 HZ PDS5B NC_056063.1 76565001 76585001 0.464807 0.211304 HZ GGACT;TMTC


0.328571 0.170522 HZ PDS5B NC_056060.1 57115001 57135001 0.460605 0.159091 HZ GLDN


0.406232 0.157521 HZ PDK3 NC_056060.1 57130001 57150001 0.439937 0.157686 HZ GLDN


0.475241 0.167352 HZ PDGFD NC_056060.1 57160001 57180001 0.46351 0.158184 HZ GLDN


0.478143 0.152285 HZ PDGFD NC_056077.1 4060001 4080001 0.205697 0.171085 HZ GLIS2;LOC101


0.489715 0.159541 HZ PDE8B NC_056064.1 21985001 22005001 0.224069 0.238761 HZ GLOD4;LOC12


0.515833 0.157463 HZ PDE8B NC_056064.1 21990001 22010001 0.237812 0.234274 HZ GLOD4;LOC12


0.386162 0.148379 HZ PDE8B NC_056064.1 21995001 22015001 0.379671 0.221749 HZ GLOD4;LOC12


0.322405 0.267745 HZ PDE6A;SLC26A2 NC_056064.1 21975001 21995001 0.404686 0.188016 HZ GLOD4;MRM3


0.238258 0.303225 HZ PDE6A;SLC26A2 NC_056064.1 21980001 22000001 0.190281 0.240562 HZ GLOD4;MRM3


0.215535 0.293425 HZ PDE6A;SLC26A2 NC_056056.1 38495001 38515001 0.26618 0.245992 HZ GMCL1


0.170588 0.250458 HZ PDE6A;SLC26A2 NC_056056.1 38500001 38520001 0.233436 0.257336 HZ GMCL1


0.10479 0.196849 HZ PDE6A;SLC26A2 NC_056056.1 38505001 38525001 0.314941 0.242295 HZ GMCL1


0.123595 0.176331 HZ PDE6A;SLC26A2 NC_056056.1 38510001 38530001 0.434253 0.229011 HZ GMCL1


0.165579 0.184418 HZ PDE6A;SLC26A2 NC_056055.1 59085001 59105001 0.244399 0.175637 HZ GNAQ


0.175271 0.262452 HZ PDE6A;SLC26A2 NC_056055.1 59090001 59110001 0.230589 0.21003 HZ GNAQ


0.259875 0.291859 HZ PDE6A;SLC26A2 NC_056055.1 59095001 59115001 0.275401 0.206371 HZ GNAQ







0.293512 0.350838 HZ PDE6A;SLC26A2 NC_056055.1 59100001 59120001 0.388199 0.158039 HZ GNAQ


0.315364 0.393028 HZ PDE6A;SLC26A2 NC_056078.1 7740001 7760001 0.427496 0.165082 HZ GNG4;LYST


0.338831 0.365567 HZ PDE6A;SLC26A2 NC_056063.1 66735001 66755001 0.42994 0.279196 HZ GPC5


0.313471 0.316753 HZ PDE6A;SLC26A2 NC_056063.1 66740001 66760001 0.426209 0.293662 HZ GPC5


0.3125 0.247028 HZ PDE6A;SLC26A2 NC_056063.1 66745001 66765001 0.399076 0.293748 HZ GPC5


0.296422 0.172864 HZ PDE6A;SLC26A2 NC_056063.1 68330001 68350001 0.343784 0.207465 HZ GPC6


0.269268 0.173604 HZ PDE6A NC_056063.1 68335001 68355001 0.186674 0.294056 HZ GPC6


0.466317 0.211045 HZ PDE4D NC_056063.1 68340001 68360001 0.103823 0.368955 HZ GPC6


0.520428 0.167684 HZ PDE4D NC_056063.1 68345001 68365001 0.226982 0.389888 HZ GPC6


0.394656 0.172966 HZ PDCL2 NC_056063.1 68350001 68370001 0.479366 0.223215 HZ GPC6


0.407694 0.163944 HZ PDCL2 NC_056063.1 68470001 68490001 0.376989 0.183007 HZ GPC6


0.494874 0.16383 HZ PCLO NC_056063.1 68960001 68980001 0.323529 0.158038 HZ GPC6


0.510252 0.210452 HZ PCLO NC_056063.1 68965001 68985001 0.205576 0.182494 HZ GPC6


0.526984 0.209259 HZ PCLO NC_056063.1 68970001 68990001 0.114912 0.198938 HZ GPC6


0.501651 0.239766 HZ PCLO NC_056060.1 77030001 77050001 0.375771 0.172064 HZ GPHN


0.041242 0.162881 HZ PCDH7 NC_056060.1 77035001 77055001 0.433603 0.162105 HZ GPHN


0.169186 0.154476 HZ PCDH7 NC_056060.1 77130001 77150001 0.440631 0.270474 HZ GPHN


0.0810568 0.222853 HZ PCARE;TOGARAMNC_056060.1 77135001 77155001 0.463645 0.336049 HZ GPHN


0.127329 0.194276 HZ PAPSS1 NC_056060.1 77140001 77160001 0.460396 0.313832 HZ GPHN


0.327738 0.225086 HZ PAPSS1 NC_056060.1 77145001 77165001 0.453291 0.237729 HZ GPHN


0.472765 0.176852 HZ PAPSS1 NC_056060.1 77150001 77170001 0.461178 0.201081 HZ GPHN


0.49597 0.147149 HZ PAPPA NC_056060.1 11535001 11555001 0.0745796 0.237365 HZ GPR137C


0.42723 0.147524 HZ PAMR1 NC_056060.1 11545001 11565001 0.0373491 0.181334 HZ GPR137C


0.49465 0.143394 HZ PAMR1 NC_056060.1 33690001 33710001 0.17747 0.17627 HZ GPR176


0.299963 0.144842 HZ PALS1 NC_056075.1 42950001 42970001 0.382779 0.163243 HZ GPR26


0.30309 0.155266 HZ PALS1 NC_056055.1 178595001 178615001 0.483489 0.197665 HZ GPR39


0.364449 0.139532 HZ PALS1 NC_056054.1 86240001 86260001 0.477051 0.236056 HZ GPSM2


0.366421 0.183473 HZ PALS1 NC_056068.1 33935001 33955001 0.299372 0.170477 HZ GRAMD1B


0.302096 0.236687 HZ PALS1 NC_056068.1 33940001 33960001 0.242145 0.220899 HZ GRAMD1B


0.286667 0.239198 HZ PALS1 NC_056068.1 33945001 33965001 0.346847 0.208903 HZ GRAMD1B


0.208603 0.271066 HZ PALS1 NC_056068.1 33950001 33970001 0.39798 0.179988 HZ GRAMD1B


0.171558 0.282609 HZ PALS1 NC_056077.1 9020001 9040001 0.221698 0.176547 HZ GRIN2A


0.169643 0.28125 HZ PALS1 NC_056077.1 9025001 9045001 0.176442 0.197198 HZ GRIN2A


0.158125 0.284106 HZ PALS1 NC_056077.1 9030001 9050001 0.136406 0.200082 HZ GRIN2A


0.169032 0.280733 HZ PALS1 NC_056064.1 55885001 55905001 0.470651 0.158006 HZ GRIN2C;TMEM


0.265334 0.239807 HZ PALS1 NC_056055.1 21440001 21460001 0.286368 0.182615 HZ GRIN3A







0.298762 0.230468 HZ PALS1 NC_056055.1 21445001 21465001 0.183989 0.253761 HZ GRIN3A


0.411539 0.204885 HZ PALS1 NC_056055.1 21450001 21470001 0.209566 0.192501 HZ GRIN3A


0.438462 0.194477 HZ PALS1 NC_056055.1 21455001 21475001 0.206971 0.18002 HZ GRIN3A


0.409091 0.200654 HZ PALS1 NC_056055.1 21460001 21480001 0.210506 0.160436 HZ GRIN3A


0.42729 0.231498 HZ OTUD7A NC_056072.1 57655001 57675001 0.375024 0.167743 HZ GRIP2


0.490084 0.231816 HZ OTUD7A NC_056072.1 57660001 57680001 0.317836 0.188538 HZ GRIP2


0.330006 0.177763 HZ OTUD7A NC_056072.1 57665001 57685001 0.311717 0.214438 HZ GRIP2


0.467554 0.201067 HZ OTUD7A NC_056072.1 57670001 57690001 0.347141 0.195683 HZ GRIP2


0.462861 0.173599 HZ OTUD7A NC_056074.1 6210001 6230001 0.463645 0.228212 HZ GRM5


0.507352 0.284339 HZ OSTN;UTS2B NC_056074.1 6215001 6235001 0.384076 0.277651 HZ GRM5


0.522419 0.30387 HZ OSTN;UTS2B NC_056074.1 6220001 6240001 0.309073 0.331669 HZ GRM5


0.513542 0.186681 HZ OSBP2 NC_056074.1 6225001 6245001 0.30404 0.282556 HZ GRM5


0.266358 0.222058 HZ OSBP2 NC_056074.1 6230001 6250001 0.283026 0.201192 HZ GRM5


0.28714 0.2452 HZ OSBP2 NC_056074.1 6235001 6255001 0.379778 0.16953 HZ GRM5


0.161654 0.370498 HZ OSBP2 NC_056072.1 19205001 19225001 0.261199 0.169096 HZ GRM7


0.117698 0.415473 HZ OSBP2 NC_056072.1 19215001 19235001 0.150666 0.184259 HZ GRM7


0.13012 0.431001 HZ OSBP2 NC_056072.1 19235001 19255001 0.195163 0.163269 HZ GRM7


0.150943 0.378692 HZ OSBP2 NC_056072.1 19510001 19530001 0.456261 0.168968 HZ GRM7


0.229911 0.30885 HZ OSBP2 NC_056057.1 92400001 92420001 0.491324 0.178412 HZ GRM8


0.25758 0.296635 HZ OSBP2 NC_056057.1 92405001 92425001 0.490691 0.170452 HZ GRM8


0.499172 0.281226 HZ OLFML2A NC_056077.1 26025001 26045001 0.203791 0.205927 HZ GSG1L


0.526314 0.234655 HZ OLFML2A NC_056077.1 26030001 26050001 0.0622797 0.219483 HZ GSG1L


0.452906 0.193186 HZ OLFML2A NC_056077.1 26035001 26055001 0.0429651 0.225957 HZ GSG1L


0.400503 0.161637 HZ OLFML2A NC_056054.1 174690001 174710001 0.379168 0.163793 HZ GUCA1C


0.394514 0.201938 HZ OLFML2A NC_056054.1 174695001 174715001 0.336355 0.205263 HZ GUCA1C


0.477792 0.21811 HZ NYAP2 NC_056054.1 174700001 174720001 0.333333 0.220915 HZ GUCA1C


0.528827 0.177437 HZ NYAP2 NC_056054.1 174705001 174725001 0.319971 0.22664 HZ GUCA1C


0.462304 0.147235 HZ NYAP2 NC_056054.1 174735001 174755001 0.345013 0.158051 HZ GUCA1C;MOR


0.390949 0.172058 HZ NUP160 NC_056080.1 125775001 125795001 0.276353 0.165668 HZ GUCY2F


0.485682 0.220473 HZ NUP160 NC_056080.1 125780001 125800001 0.356016 0.165818 HZ GUCY2F


0.490567 0.144158 HZ NUDT21;OGFOD1 NC_056056.1 165830001 165850001 0.305407 0.172819 HZ HAL


0.453324 0.19828 HZ NUDT17;PIAS3;PONC_056061.1 60300001 60320001 0.454043 0.170453 HZ HBS1L


0.443992 0.172486 HZ NUDT17;PIAS3;PONC_056056.1 173330001 173350001 0.311155 0.287977 HZ HCFC2


0.401337 0.156006 HZ NTRK2 NC_056056.1 173335001 173355001 0.198718 0.302355 HZ HCFC2


0.41468 0.167474 HZ NTRK2 NC_056056.1 173345001 173365001 0.431856 0.245205 HZ HCFC2;LOC10


0.419806 0.16454 HZ NTRK2 NC_056056.1 173360001 173380001 0.483993 0.261266 HZ HCFC2;NFYB







0.442666 0.142701 HZ NTRK2 NC_056057.1 27850001 27870001 0.285059 0.162139 HZ HDAC9


0.211202 0.140517 HZ NSUN7 NC_056057.1 27855001 27875001 0.307073 0.186378 HZ HDAC9


0.145108 0.150426 HZ NSUN7 NC_056057.1 27860001 27880001 0.287331 0.194807 HZ HDAC9


0.374341 0.140046 HZ NSG1 NC_056057.1 27865001 27885001 0.365995 0.229102 HZ HDAC9


0.149466 0.156287 HZ NSF NC_056057.1 27870001 27890001 0.451512 0.237066 HZ HDAC9


0.239513 0.143906 HZ NSF NC_056057.1 27875001 27895001 0.477798 0.173533 HZ HDAC9


0.220413 0.171586 HZ NRXN3 NC_056057.1 27905001 27925001 0.289664 0.310163 HZ HDAC9


0.239689 0.165796 HZ NRXN3 NC_056057.1 27910001 27930001 0.234637 0.368782 HZ HDAC9


0.530371 0.237493 HZ NRXN1 NC_056057.1 27915001 27935001 0.30837 0.359071 HZ HDAC9


0.44624 0.206621 HZ NRXN1 NC_056057.1 27920001 27940001 0.473081 0.399943 HZ HDAC9


0.537824 0.149793 HZ NRXN1 NC_056057.1 27925001 27945001 0.490995 0.320831 HZ HDAC9


0.428295 0.146375 HZ NRP2 NC_056057.1 27935001 27955001 0.49049 0.282577 HZ HDAC9


0.47013 0.152944 HZ NRP2 NC_056057.1 27940001 27960001 0.42974 0.239677 HZ HDAC9


0.485648 0.221089 HZ NRK NC_056055.1 198710001 198730001 0.438131 0.159386 HZ HECW2


0.446011 0.15935 HZ NRK NC_056055.1 198715001 198735001 0.401093 0.187076 HZ HECW2


0.476918 0.194139 HZ NRG3 NC_056055.1 198720001 198740001 0.40912 0.177925 HZ HECW2


0.489952 0.181154 HZ NRG3 NC_056075.1 15560001 15580001 0.3357 0.196319 HZ HELLS;TBC1D


0.395022 0.219938 HZ NR6A1;OLFML2A NC_056075.1 15565001 15585001 0.377979 0.183349 HZ HELLS;TBC1D


0.420225 0.202807 HZ NR6A1 NC_056075.1 15570001 15590001 0.457746 0.162492 HZ HELLS;TBC1D


0.336343 0.212539 HZ NR6A1 NC_056060.1 44385001 44405001 0.482609 0.16565 HZ HERC1


0.370203 0.177832 HZ NR6A1 NC_056057.1 104520001 104540001 0.388552 0.376229 HZ HIPK2


0.326316 0.170768 HZ NR6A1 NC_056057.1 104525001 104545001 0.351731 0.435204 HZ HIPK2


0.342921 0.155609 HZ NR6A1 NC_056057.1 104530001 104550001 0.290804 0.461759 HZ HIPK2


0.25586 0.152239 HZ NR5A1;NR6A1 NC_056057.1 104535001 104555001 0.183299 0.495098 HZ HIPK2


0.538264 0.164148 HZ NPPB NC_056057.1 104540001 104560001 0.191036 0.483492 HZ HIPK2


0.376705 0.168147 HZ NPNT NC_056064.1 5345001 5365001 0.256114 0.167654 HZ HLF


0.39535 0.152643 HZ NPNT NC_056064.1 5350001 5370001 0.198806 0.188814 HZ HLF


0.44054 0.147389 HZ NPNT NC_056064.1 5355001 5375001 0.177261 0.202578 HZ HLF


0.243794 0.228071 HZ NPAS2 NC_056064.1 5360001 5380001 0.27672 0.205811 HZ HLF


0.265939 0.216877 HZ NPAS2 NC_056064.1 5365001 5385001 0.443397 0.159457 HZ HLF


0.498001 0.138848 HZ NOTCH2 NC_056064.1 5370001 5390001 0.413004 0.177748 HZ HLF


0.308846 0.188867 HZ NOTCH2 NC_056065.1 66125001 66145001 0.0845104 0.339957 HZ HMCN1


0.309887 0.146863 HZ NMU NC_056065.1 66130001 66150001 0.102669 0.313627 HZ HMCN1


0.472656 0.179734 HZ NMU NC_056065.1 66135001 66155001 0.0876866 0.308769 HZ HMCN1


0.455492 0.259247 HZ NMU NC_056065.1 66140001 66160001 0.0648681 0.325297 HZ HMCN1


0.431789 0.335878 HZ NMU NC_056065.1 66145001 66165001 0.053455 0.356459 HZ HMCN1







0.426681 0.281191 HZ NMU NC_056065.1 66150001 66170001 0.180217 0.305933 HZ HMCN1


0.378445 0.234784 HZ NMU NC_056065.1 66155001 66175001 0.234156 0.289856 HZ HMCN1


0.53778 0.175242 HZ NMNAT2 NC_056065.1 66160001 66180001 0.272702 0.247533 HZ HMCN1


0.167919 0.161406 HZ NME7 NC_056065.1 66165001 66185001 0.300608 0.235263 HZ HMCN1


0.148472 0.178661 HZ NME7 NC_056065.1 66170001 66190001 0.21225 0.275177 HZ HMCN1


0.324859 0.160787 HZ NME7 NC_056065.1 66175001 66195001 0.156738 0.24963 HZ HMCN1


0.318181 0.191491 HZ NLK NC_056065.1 66180001 66200001 0.0827586 0.261087 HZ HMCN1


0.275997 0.210381 HZ NLK NC_056062.1 51825001 51845001 0.317939 0.214261 HZ HNF4G


0.479699 0.143105 HZ NLK NC_056056.1 19570001 19590001 0.145848 0.164238 HZ HPCAL1


0.394468 0.21796 HZ NLGN1 NC_056056.1 19585001 19605001 0.0655737 0.181946 HZ HPCAL1;ODC1


0.398299 0.17162 HZ NKAIN2 NC_056055.1 106295001 106315001 0.10253 0.158811 HZ HPGD


0.0454964 0.230663 HZ NKAIN2 NC_056075.1 19695001 19715001 0.374719 0.158346 HZ HPSE2


0.0810351 0.218974 HZ NKAIN2 NC_056075.1 19720001 19740001 0.353902 0.166148 HZ HPSE2


0.246656 0.16644 HZ NKAIN2 NC_056075.1 19725001 19745001 0.470589 0.191236 HZ HPSE2


0.49594 0.205978 HZ NIPAL3;STPG1 NC_056060.1 5460001 5480001 0.439333 0.218008 HZ HRH2


0.482883 0.189735 HZ NHS NC_056060.1 5465001 5485001 0.474556 0.197939 HZ HRH2


0.42616 0.162086 HZ NHS NC_056060.1 5470001 5490001 0.478053 0.172847 HZ HRH2


0.441424 0.168449 HZ NHS NC_056054.1 114350001 114370001 0.122507 0.252445 HZ HSD17B7


0.440105 0.195855 HZ NEXMIF NC_056054.1 114355001 114375001 0.230258 0.206824 HZ HSD17B7


0.40367 0.23834 HZ NEXMIF NC_056054.1 96955001 96975001 0.190332 0.180714 HZ HSD3B1


0.531381 0.187634 HZ NEXMIF NC_056054.1 96960001 96980001 0.0497925 0.266544 HZ HSD3B1;ZNF6


0.495376 0.158582 HZ NEUROD4 NC_056054.1 96965001 96985001 0.0760729 0.277863 HZ HSD3B1;ZNF6


0.429767 0.185042 HZ NEUROD4 NC_056055.1 243385001 243405001 0.479785 0.28198 HZ HTR1D;LOC11


0.42465 0.160028 HZ NEUROD4 NC_056055.1 243390001 243410001 0.374953 0.366796 HZ HTR1D;LOC11


0.482128 0.150259 HZ NEURL3 NC_056054.1 124200001 124220001 0.240363 0.228151 HZ HUNK


0.456174 0.158323 HZ NEURL3 NC_056054.1 124205001 124225001 0.195023 0.28129 HZ HUNK


0.427823 0.251677 HZ NEU2 NC_056054.1 124210001 124230001 0.243692 0.236923 HZ HUNK


0.411426 0.227763 HZ NEU2 NC_056060.1 47920001 47940001 0.43772 0.172609 HZ ICE2


0.216189 0.151156 HZ NEO1 NC_056060.1 47925001 47945001 0.416896 0.198135 HZ ICE2


0.0649415 0.236143 HZ NEO1 NC_056060.1 47930001 47950001 0.437133 0.190204 HZ ICE2


0.0767667 0.216261 HZ NEO1 NC_056075.1 13695001 13715001 0.432446 0.187997 HZ IDE


0.0909561 0.161735 HZ NEO1 NC_056075.1 13700001 13720001 0.327823 0.190006 HZ IDE


0.525607 0.215174 HZ NEK10 NC_056056.1 7285001 7305001 0.269268 0.242127 HZ IER5L


0.427158 0.246925 HZ NEK10 NC_056056.1 7290001 7310001 0.247543 0.259957 HZ IER5L


0.466813 0.160958 HZ NECTIN4 NC_056056.1 225305001 225325001 0.466482 0.185848 HZ IL17REL


0.168434 0.171458 HZ NDUFS4 NC_056056.1 225310001 225330001 0.413069 0.214154 HZ IL17REL







0.210034 0.22843 HZ NDUFS4 NC_056073.1 8835001 8855001 0.357507 0.160796 HZ ILRUN


0.267959 0.242809 HZ NDUFS4 NC_056057.1 58415001 58435001 0.326539 0.311819 HZ IMMP2L


0.388888 0.223051 HZ NDUFS4 NC_056057.1 58420001 58440001 0.283203 0.294619 HZ IMMP2L


0.415728 0.196927 HZ NDUFS4 NC_056057.1 58425001 58445001 0.453755 0.255831 HZ IMMP2L


0.417792 0.16878 HZ NDUFS4 NC_056061.1 2880001 2900001 0.197685 0.197625 HZ IMPG1


0.37288 0.1423 HZ NDUFAF7;PRKD3 NC_056061.1 2890001 2910001 0.112177 0.222351 HZ IMPG1


0.511271 0.160587 HZ NCOA1 NC_056061.1 2895001 2915001 0.111019 0.253903 HZ IMPG1


0.531939 0.155756 HZ NCOA1 NC_056061.1 2900001 2920001 0.105958 0.257134 HZ IMPG1


0.480279 0.155276 HZ NCEH1 NC_056061.1 2905001 2925001 0.238864 0.222388 HZ IMPG1


0.431009 0.190854 HZ NCEH1 NC_056055.1 73450001 73470001 0.471153 0.235728 HZ INSL6


0.30619 0.265796 HZ NCEH1 NC_056055.1 73455001 73475001 0.455284 0.290859 HZ INSL6


0.230419 0.294394 HZ NCEH1 NC_056055.1 73460001 73480001 0.481884 0.284689 HZ INSL6


0.206285 0.316297 HZ NCEH1 NC_056055.1 73465001 73485001 0.478549 0.290205 HZ INSL6


0.207065 0.331499 HZ NCEH1 NC_056055.1 73445001 73465001 0.485401 0.297709 HZ INSL6;JAK2


0.2919 0.327743 HZ NCEH1 NC_056055.1 73470001 73490001 0.477722 0.342661 HZ INSL6;LOC105


0.356007 0.292135 HZ NCEH1 NC_056072.1 51200001 51220001 0.427396 0.165531 HZ IP6K2


0.350142 0.285716 HZ NCEH1 NC_056072.1 51205001 51225001 0.315825 0.207242 HZ IP6K2


0.486183 0.146546 HZ NCEH1 NC_056072.1 51210001 51230001 0.317604 0.189137 HZ IP6K2


0.401433 0.14382 HZ NBN NC_056072.1 51215001 51235001 0.328659 0.176382 HZ IP6K2


0.283756 0.21046 HZ NBN NC_056061.1 78765001 78785001 0.253097 0.179167 HZ IPCEF1


0.307986 0.205882 HZ NBN NC_056069.1 17050001 17070001 0.207978 0.185589 HZ IPO11


0.520894 0.190861 HZ NBN NC_056069.1 17055001 17075001 0.0854152 0.220073 HZ IPO11


0.534305 0.232402 HZ NARS2 NC_056069.1 17060001 17080001 0.147646 0.205512 HZ IPO11


0.537429 0.168019 HZ NAPEPLD NC_056069.1 17065001 17085001 0.206392 0.216032 HZ IPO11


0.487717 0.245592 HZ NAPEPLD NC_056069.1 17070001 17090001 0.407237 0.159658 HZ IPO11


0.530324 0.3843 HZ NAPEPLD NC_056071.1 21400001 21420001 0.464967 0.159576 HZ IQGAP1


0.473851 0.16099 HZ NAA20 NC_056060.1 7770001 7790001 0.213666 0.186129 HZ IQGAP2


0.362227 0.17479 HZ NAA20 NC_056060.1 7775001 7795001 0.160042 0.201384 HZ IQGAP2


0.35231 0.140734 HZ MYT1L NC_056060.1 7780001 7800001 0.240353 0.202117 HZ IQGAP2


0.525573 0.139642 HZ MYOZ2 NC_056060.1 7785001 7805001 0.373643 0.186665 HZ IQGAP2


0.485495 0.156863 HZ MYO3A NC_056067.1 11360001 11380001 0.33681 0.170962 HZ IRF8


0.408415 0.146305 HZ MYO3A NC_056067.1 11365001 11385001 0.305635 0.186623 HZ IRF8


0.410655 0.151149 HZ MYO16 NC_056067.1 11370001 11390001 0.263202 0.253523 HZ IRF8


0.405479 0.369464 HZ MYO16 NC_056067.1 11375001 11395001 0.276493 0.238993 HZ IRF8


0.320862 0.435241 HZ MYO16 NC_056067.1 11380001 11400001 0.481949 0.201993 HZ IRF8


0.185359 0.530172 HZ MYO16 NC_056067.1 11385001 11405001 0.478489 0.19289 HZ IRF8







0.266895 0.457918 HZ MYO16 NC_056069.1 26210001 26230001 0.454803 0.168402 HZ ITGA2


0.38649 0.363533 HZ MYO16 NC_056069.1 26215001 26235001 0.453215 0.175874 HZ ITGA2


0.375956 0.299334 HZ MYO16 NC_056072.1 48185001 48205001 0.36913 0.205077 HZ ITIH1


0.476191 0.196528 HZ MYO16 NC_056072.1 48190001 48210001 0.459249 0.258191 HZ ITIH1


0.436515 0.159852 HZ MXD1 NC_056072.1 48170001 48190001 0.237087 0.180052 HZ ITIH1;ITIH3


0.404959 0.162862 HZ MXD1 NC_056072.1 48175001 48195001 0.27291 0.203099 HZ ITIH1;ITIH3


0.519894 0.210908 HZ MXD1 NC_056072.1 48180001 48200001 0.324599 0.196564 HZ ITIH1;ITIH3


0.4745 0.196592 HZ MVB12B NC_056072.1 48165001 48185001 0.168855 0.227498 HZ ITIH3


0.459899 0.222196 HZ MVB12B NC_056072.1 48150001 48170001 0.104044 0.371129 HZ ITIH3;ITIH4


0.489492 0.200286 HZ MVB12B NC_056072.1 48155001 48175001 0.0738675 0.33385 HZ ITIH3;ITIH4


0.447691 0.166306 HZ MUC20 NC_056072.1 48160001 48180001 0.0762226 0.302952 HZ ITIH3;ITIH4


0.417923 0.168243 HZ MUC20 NC_056072.1 48140001 48160001 0.218055 0.218074 HZ ITIH4;LOC1011


0.432132 0.201949 HZ MUC20 NC_056072.1 48145001 48165001 0.112896 0.343195 HZ ITIH4;MUSTN1


0.418982 0.17213 HZ MTMR1 NC_056055.1 73425001 73445001 0.489796 0.330007 HZ JAK2


0.466708 0.21194 HZ MTMR1 NC_056055.1 73430001 73450001 0.46875 0.346208 HZ JAK2


0.390378 0.267634 HZ MTMR1 NC_056055.1 73435001 73455001 0.478773 0.320519 HZ JAK2


0.409315 0.154007 HZ MTMR1 NC_056055.1 73440001 73460001 0.486486 0.294173 HZ JAK2


0.0905474 0.192058 HZ MSRB3 NC_056058.1 56685001 56705001 0.444191 0.169835 HZ JAKMIP2


0.143414 0.305368 HZ MSRB3 NC_056057.1 69615001 69635001 0.292119 0.190975 HZ JAZF1


0.311828 0.25043 HZ MSRB3 NC_056057.1 69620001 69640001 0.253644 0.21654 HZ JAZF1


0.3881 0.245086 HZ MSRB3 NC_056057.1 69625001 69645001 0.257227 0.217695 HZ JAZF1


0.5258 0.182443 HZ MSRB3 NC_056057.1 69630001 69650001 0.309945 0.192248 HZ JAZF1


0.383252 0.170558 HZ MSRB3 NC_056057.1 69635001 69655001 0.19885 0.215746 HZ JAZF1


0.295543 0.235445 HZ MSRB3 NC_056057.1 69640001 69660001 0.15071 0.269159 HZ JAZF1


0.508423 0.141822 HZ MSRA NC_056057.1 69645001 69665001 0.099208 0.334595 HZ JAZF1


0.536382 0.278605 HZ MSN NC_056057.1 69650001 69670001 0.0676141 0.384792 HZ JAZF1


0.361813 0.16159 HZ MRTFA NC_056057.1 69655001 69675001 0.149196 0.389442 HZ JAZF1


0.187551 0.274859 HZ MRTFA NC_056057.1 69660001 69680001 0.341395 0.295539 HZ JAZF1


0.14242 0.314172 HZ MRTFA NC_056057.1 69675001 69695001 0.48087 0.180924 HZ JAZF1


0.115362 0.281278 HZ MRTFA NC_056057.1 69680001 69700001 0.293526 0.259505 HZ JAZF1


0.0998338 0.21701 HZ MRTFA NC_056057.1 69685001 69705001 0.315457 0.219723 HZ JAZF1


0.0894645 0.200222 HZ MRTFA NC_056057.1 69690001 69710001 0.323887 0.219841 HZ JAZF1


0.121258 0.208731 HZ MRTFA NC_056057.1 69695001 69715001 0.375204 0.219608 HZ JAZF1


0.173233 0.202374 HZ MRTFA NC_056057.1 69700001 69720001 0.409952 0.21618 HZ JAZF1


0.261682 0.222434 HZ MRTFA NC_056057.1 69705001 69725001 0.479373 0.213775 HZ JAZF1


0.350327 0.20457 HZ MRTFA NC_056066.1 34425001 34445001 0.0810811 0.182682 HZ JCAD







0.481336 0.154727 HZ MRTFA NC_056066.1 34430001 34450001 0.129586 0.20356 HZ JCAD


0.429989 0.518078 HZ MRPS5;ZNF514 NC_056066.1 34435001 34455001 0.220184 0.206979 HZ JCAD


0.152981 0.270561 HZ MRPL30 NC_056066.1 34440001 34460001 0.253732 0.191712 HZ JCAD


0.331286 0.231517 HZ MORC2 NC_056055.1 68930001 68950001 0.464507 0.234567 HZ KANK1


0.426584 0.210423 HZ MORC2 NC_056055.1 68935001 68955001 0.328402 0.304663 HZ KANK1


0.528084 0.143089 HZ MOB2 NC_056055.1 68940001 68960001 0.250999 0.342806 HZ KANK1


0.502899 0.165631 HZ MOB2 NC_056055.1 68945001 68965001 0.105374 0.417274 HZ KANK1


0.396668 0.1977 HZ MOB2 NC_056055.1 68950001 68970001 0.0893911 0.422428 HZ KANK1


0.22336 0.167606 HZ MMUT NC_056055.1 68955001 68975001 0.0961053 0.400206 HZ KANK1


0.325714 0.184397 HZ MMUT NC_056055.1 68960001 68980001 0.0835914 0.431739 HZ KANK1


0.43246 0.168819 HZ MMUT NC_056055.1 68965001 68985001 0.0947192 0.46734 HZ KANK1


0.410556 0.192902 HZ MLLT3 NC_056055.1 68970001 68990001 0.182092 0.445832 HZ KANK1


0.473499 0.143799 HZ MLLT3 NC_056055.1 68975001 68995001 0.201102 0.405126 HZ KANK1


0.473317 0.246906 HZ MKNK1;MOB3C NC_056055.1 68980001 69000001 0.208929 0.328206 HZ KANK1


0.495059 0.171325 HZ MITF NC_056055.1 68985001 69005001 0.228176 0.251102 HZ KANK1


0.499749 0.17306 HZ MITF NC_056055.1 68990001 69010001 0.182815 0.181512 HZ KANK1


0.444142 0.149501 HZ MITF NC_056058.1 14695001 14715001 0.132303 0.215729 HZ KANK3;NDUFA


0.163921 0.23031 HZ MITF NC_056058.1 14700001 14720001 0.219238 0.180092 HZ KANK3;NDUFA


0.0824204 0.315518 HZ MITF NC_056077.1 25735001 25755001 0.133203 0.239437 HZ KATNIP


0.0869884 0.38848 HZ MITF NC_056077.1 25740001 25760001 0.394389 0.17865 HZ KATNIP


0.153637 0.368826 HZ MITF NC_056056.1 111155001 111175001 0.492159 0.16048 HZ KCNC2


0.352853 0.309856 HZ MITF NC_056054.1 89280001 89300001 0.41884 0.17925 HZ KCND3


0.308029 0.253346 HZ MITF NC_056056.1 20005001 20025001 0.391094 0.212863 HZ KCNF1


0.291388 0.262961 HZ MITF NC_056056.1 20010001 20030001 0.408799 0.158793 HZ KCNF1


0.303837 0.250221 HZ MITF NC_056059.1 40925001 40945001 0.396666 0.184616 HZ KCNIP4


0.354452 0.227264 HZ MITF NC_056059.1 40930001 40950001 0.371829 0.159782 HZ KCNIP4


0.383223 0.214241 HZ MITF NC_056059.1 40935001 40955001 0.315372 0.172904 HZ KCNIP4


0.373157 0.251403 HZ MITF NC_056062.1 16595001 16615001 0.391596 0.199715 HZ KCNK9


0.392524 0.305213 HZ MITF NC_056062.1 16600001 16620001 0.41221 0.281462 HZ KCNK9


0.400326 0.441969 HZ MITF NC_056078.1 31885001 31905001 0.326381 0.176762 HZ KCNMA1


0.262889 0.2387 HZ MITD1;MRPL30 NC_056078.1 31890001 31910001 0.227288 0.177788 HZ KCNMA1


0.35864 0.208828 HZ MIPOL1 NC_056078.1 31895001 31915001 0.256814 0.162862 HZ KCNMA1


0.33085 0.20416 HZ MIPOL1 NC_056054.1 208970001 208990001 0.349762 0.187683 HZ KCNMB2


0.339185 0.15967 HZ MIPOL1 NC_056054.1 208975001 208995001 0.403647 0.187561 HZ KCNMB2


0.415925 0.152324 HZ MIPOL1 NC_056054.1 208605001 208625001 0.438333 0.198581 HZ KCNMB3


0.193839 0.142714 HZ MINDY2 NC_056054.1 208610001 208630001 0.429217 0.195882 HZ KCNMB3







0.183891 0.160505 HZ MINDY2 NC_056054.1 208615001 208635001 0.454388 0.225372 HZ KCNMB3


0.172238 0.174085 HZ MINDY2 NC_056054.1 208620001 208640001 0.46834 0.225178 HZ KCNMB3;PIK3


0.221898 0.16119 HZ MINDY2 NC_056054.1 104920001 104940001 0.410141 0.239862 HZ KCNN3


0.214122 0.18708 HZ MINDY2 NC_056054.1 104925001 104945001 0.473686 0.281385 HZ KCNN3


0.26159 0.181006 HZ MINDY2 NC_056054.1 104940001 104960001 0.436612 0.280014 HZ KCNN3


0.280984 0.180087 HZ MINDY2 NC_056054.1 104945001 104965001 0.226191 0.284326 HZ KCNN3


0.333334 0.175667 HZ MINDY2 NC_056054.1 104950001 104970001 0.193738 0.27472 HZ KCNN3


0.315621 0.173132 HZ MINDY2 NC_056054.1 104955001 104975001 0.239544 0.252977 HZ KCNN3


0.240385 0.180755 HZ MINDY2 NC_056054.1 104960001 104980001 0.341463 0.21945 HZ KCNN3


0.194876 0.193266 HZ MINDY2 NC_056054.1 104965001 104985001 0.402249 0.1922 HZ KCNN3


0.245043 0.202333 HZ MINDY2 NC_056054.1 104970001 104990001 0.407946 0.213579 HZ KCNN3


0.259141 0.211108 HZ MINDY2 NC_056054.1 104975001 104995001 0.40359 0.232455 HZ KCNN3


0.327132 0.210113 HZ MINDY2 NC_056054.1 104980001 105000001 0.39057 0.232942 HZ KCNN3


0.351227 0.199546 HZ MINDY2 NC_056054.1 104985001 105005001 0.431117 0.24273 HZ KCNN3


0.303862 0.19907 HZ MINDY2 NC_056054.1 104990001 105010001 0.464896 0.230289 HZ KCNN3


0.389494 0.18314 HZ MINDY2 NC_056054.1 104995001 105015001 0.466903 0.180685 HZ KCNN3


0.248415 0.161316 HZ MID1 NC_056062.1 21930001 21950001 0.362376 0.309322 HZ KCNQ3


0.321954 0.160434 HZ MID1 NC_056062.1 21935001 21955001 0.312956 0.336992 HZ KCNQ3


0.399101 0.15264 HZ MID1 NC_056062.1 750001 770001 0.167215 0.192141 HZ KCNQ5


0.490869 0.215411 HZ MICAL2 NC_056062.1 755001 775001 0.19087 0.205604 HZ KCNQ5


0.529257 0.174827 HZ MICAL2 NC_056062.1 760001 780001 0.28258 0.181592 HZ KCNQ5


0.0997894 0.148879 HZ MIB1 NC_056062.1 1025001 1045001 0.477016 0.190257 HZ KCNQ5


0.104008 0.180402 HZ MIB1 NC_056062.1 67395001 67415001 0.292419 0.205879 HZ KCNV1


0.0914321 0.207582 HZ MIB1 NC_056062.1 67400001 67420001 0.304156 0.213177 HZ KCNV1


0.149928 0.208203 HZ MIB1 NC_056062.1 67405001 67425001 0.246789 0.21677 HZ KCNV1


0.198499 0.191233 HZ MIB1 NC_056062.1 67410001 67430001 0.230873 0.263557 HZ KCNV1


0.256627 0.154995 HZ MIB1 NC_056065.1 18035001 18055001 0.419757 0.228546 HZ KCTD3


0.222618 0.151572 HZ MIB1 NC_056065.1 18040001 18060001 0.223548 0.25977 HZ KCTD3


0.483584 0.23853 HZ MGAT4C NC_056065.1 18045001 18065001 0.0632716 0.32656 HZ KCTD3


0.294215 0.252102 HZ MGAT4C NC_056065.1 18060001 18080001 0.082715 0.308693 HZ KCTD3


0.303748 0.266994 HZ MGAT4C NC_056065.1 18065001 18085001 0.230289 0.297695 HZ KCTD3


0.500853 0.231407 HZ MGAT4C NC_056065.1 18070001 18090001 0.354245 0.252571 HZ KCTD3


0.444805 0.145387 HZ MFNG NC_056065.1 18075001 18095001 0.421723 0.213186 HZ KCTD3


0.458442 0.204797 HZ MFHAS1 NC_056065.1 18080001 18100001 0.414121 0.211819 HZ KCTD3


0.356178 0.236086 HZ MFHAS1 NC_056065.1 18090001 18110001 0.36928 0.170276 HZ KCTD3


0.430543 0.192768 HZ MFHAS1 NC_056065.1 18095001 18115001 0.36867 0.190131 HZ KCTD3







0.51589 0.139523 HZ METRNL NC_056065.1 18100001 18120001 0.395404 0.189189 HZ KCTD3;USH2A


0.101957 0.17303 HZ METRNL NC_056065.1 18105001 18125001 0.422244 0.194875 HZ KCTD3;USH2A


0.492399 0.141464 HZ MEIOC NC_056065.1 18110001 18130001 0.433595 0.176127 HZ KCTD3;USH2A


0.524022 0.191521 HZ MEDAG NC_056065.1 18115001 18135001 0.446571 0.186794 HZ KCTD3;USH2A


0.342008 0.189602 HZ MED6 NC_056073.1 465001 485001 0.452876 0.157887 HZ KHDRBS2


0.269013 0.154243 HZ MED6 NC_056070.1 35620001 35640001 0.465587 0.359478 HZ KIAA1109


0.360413 0.168779 HZ MED6 NC_056070.1 35625001 35645001 0.471624 0.370358 HZ KIAA1109


0.487084 0.193919 HZ MED29;PLEKHG2 NC_056070.1 35630001 35650001 0.416381 0.435397 HZ KIAA1109


0.516187 0.173541 HZ MED12L NC_056070.1 35635001 35655001 0.347974 0.497431 HZ KIAA1109


0.28322 0.235239 HZ MCF2L2 NC_056070.1 35640001 35660001 0.358696 0.460195 HZ KIAA1109


0.248665 0.247516 HZ MCF2L2 NC_056070.1 35645001 35665001 0.361194 0.422827 HZ KIAA1109


0.260266 0.222601 HZ MCF2L2 NC_056070.1 35650001 35670001 0.469187 0.318557 HZ KIAA1109


0.535756 0.170674 HZ MBOAT1 NC_056070.1 35685001 35705001 0.477464 0.158322 HZ KIAA1109


0.378992 0.200976 HZ MBOAT1 NC_056070.1 35700001 35720001 0.446899 0.163382 HZ KIAA1109


0.433346 0.142411 HZ MAPK10 NC_056070.1 35705001 35725001 0.443808 0.160077 HZ KIAA1109


0.322297 0.153228 HZ MAPK1 NC_056066.1 24305001 24325001 0.25116 0.169843 HZ KIAA1217


0.298716 0.155918 HZ MAPK1 NC_056066.1 24310001 24330001 0.391167 0.17191 HZ KIAA1217


0.491507 0.216341 HZ MAP4K5 NC_056066.1 9890001 9910001 0.466404 0.187222 HZ KIF16B


0.420411 0.148404 HZ MAP4 NC_056066.1 9895001 9915001 0.261877 0.260976 HZ KIF16B


0.343351 0.180266 HZ MAP4 NC_056066.1 9900001 9920001 0.381957 0.172182 HZ KIF16B


0.390599 0.180315 HZ MAP4 NC_056080.1 63210001 63230001 0.37347 0.162388 HZ KIF4A


0.46126 0.150479 HZ MAP4 NC_056080.1 63215001 63235001 0.339623 0.165016 HZ KIF4A


0.391049 0.138792 HZ MAP1LC3A;PIGU NC_056071.1 65960001 65980001 0.436731 0.192319 HZ KLC1


0.425504 0.15604 HZ MAP1LC3A;PIGU NC_056058.1 6450001 6470001 0.140414 0.253829 HZ KLF2


0.349337 0.158199 HZ MAOB NC_056057.1 116205001 116225001 0.361746 0.159738 HZ KMT2C


0.199829 0.220661 HZ MAOB NC_056057.1 116220001 116240001 0.207497 0.160797 HZ KMT2C


0.455205 0.147449 HZ MAOB NC_056057.1 116225001 116245001 0.23617 0.167265 HZ KMT2C


0.438746 0.138817 HZ MAN1A1 NC_056057.1 116250001 116270001 0.409638 0.187227 HZ KMT2C


0.419221 0.152907 HZ MAIP1 NC_056057.1 116255001 116275001 0.40421 0.197778 HZ KMT2C


0.369501 0.177854 HZ MAIP1 NC_056057.1 116315001 116335001 0.235107 0.170575 HZ KMT2C


0.386393 0.199247 HZ MAIP1 NC_056057.1 116320001 116340001 0.238044 0.176209 HZ KMT2C


0.27381 0.171557 HZ MAGI3 NC_056054.1 21110001 21130001 0.245028 0.164376 HZ KNCN;MKNK1


0.422207 0.152429 HZ MACF1 NC_056054.1 21115001 21135001 0.409512 0.196269 HZ KNCN;MKNK1


0.49584 0.173353 HZ LYPD6 NC_056064.1 40905001 40925001 0.466565 0.163713 HZ KRT39


0.434675 0.194458 HZ LYPD6 NC_056061.1 54890001 54910001 0.418654 0.204239 HZ LAMA2


0.325886 0.191662 HZ LYPD6 NC_056061.1 54895001 54915001 0.463996 0.176161 HZ LAMA2







0.446513 0.222616 HZ LYN NC_056076.1 33260001 33280001 0.476536 0.198504 HZ LAMA3


0.404877 0.15585 HZ LYN NC_056076.1 33265001 33285001 0.405573 0.200066 HZ LAMA3


0.454346 0.257931 HZ LYN NC_056076.1 33270001 33290001 0.383815 0.184249 HZ LAMA3


0.494346 0.29095 HZ LYN NC_056056.1 177425001 177445001 0.451759 0.201642 HZ LARGE1


0.503963 0.338417 HZ LYN NC_056056.1 177430001 177450001 0.462457 0.166021 HZ LARGE1


0.510534 0.352192 HZ LYN NC_056058.1 63715001 63735001 0.30504 0.164207 HZ LARP1


0.489375 0.326017 HZ LYN NC_056058.1 63725001 63745001 0.366595 0.158279 HZ LARP1


0.494428 0.313155 HZ LYN NC_056058.1 63765001 63785001 0.41358 0.181655 HZ LARP1


0.287963 0.340024 HZ LYG2;MRPL30 NC_056058.1 63770001 63790001 0.229242 0.240245 HZ LARP1


0.255092 0.32372 HZ LYG2;MRPL30 NC_056058.1 63775001 63795001 0.298508 0.187189 HZ LARP1


0.441439 0.165087 HZ LYG2 NC_056054.1 260200001 260220001 0.175421 0.199344 HZ LCA5L


0.365768 0.20545 HZ LYG2 NC_056054.1 260205001 260225001 0.199173 0.190495 HZ LCA5L


0.405692 0.263925 HZ LYG2 NC_056054.1 260210001 260230001 0.15808 0.193572 HZ LCA5L


0.370742 0.291312 HZ LYG2 NC_056054.1 260215001 260235001 0.180918 0.178597 HZ LCA5L


0.515644 0.164514 HZ LYG1;LYG2 NC_056054.1 260220001 260240001 0.146381 0.214212 HZ LCA5L


0.366727 0.259288 HZ LRRIQ1 NC_056054.1 260225001 260245001 0.103812 0.29836 HZ LCA5L


0.216561 0.302305 HZ LRRIQ1 NC_056054.1 260230001 260250001 0.188837 0.297767 HZ LCA5L


0.174167 0.34359 HZ LRRIQ1 NC_056054.1 260235001 260255001 0.37201 0.224434 HZ LCA5L


0.23061 0.322993 HZ LRRIQ1 NC_056055.1 175055001 175075001 0.19459 0.16206 HZ LCT;UBXN4


0.500865 0.142627 HZ LRRC36;TPPP3;ZDNC_056054.1 29255001 29275001 0.202941 0.206982 HZ LEXM


0.443112 0.179444 HZ LRRC36;TPPP3;ZDNC_056060.1 49825001 49845001 0.456166 0.240362 HZ LIPC


0.407274 0.183409 HZ LRRC36;TPPP3;ZDNC_056060.1 49980001 50000001 0.193536 0.191911 HZ LIPC


0.133712 0.138496 HZ LRP1B NC_056060.1 49985001 50005001 0.156589 0.21331 HZ LIPC


0.412223 0.176523 HZ LRP12 NC_056060.1 49990001 50010001 0.114943 0.219168 HZ LIPC


0.372066 0.203559 HZ LRP12 NC_056060.1 49995001 50015001 0.108045 0.214099 HZ LIPC


0.370783 0.212937 HZ LRP12 NC_056060.1 50000001 50020001 0.144304 0.167759 HZ LIPC


0.476209 0.17375 HZ LRMDA NC_056060.1 50005001 50025001 0.16276 0.165506 HZ LIPC


0.44498 0.148349 HZ LRMDA NC_056066.1 53470001 53490001 0.294117 0.230639 HZ LKAAEAR1;NP


0.299456 0.183964 HZ LRFN5 NC_056066.1 53475001 53495001 0.364905 0.185725 HZ LKAAEAR1;NP


0.330404 0.180406 HZ LRFN5 NC_056066.1 53480001 53500001 0.399793 0.167958 HZ LKAAEAR1;OP


0.212401 0.150773 HZ LRBA NC_056056.1 189845001 189865001 0.389792 0.197623 HZ LMNTD1


0.198356 0.148083 HZ LOC121820086;MANC_056056.1 189850001 189870001 0.279591 0.181158 HZ LMNTD1


0.538541 0.436995 HZ LOC121819825 NC_056056.1 189855001 189875001 0.407839 0.15976 HZ LMNTD1


0.530438 0.421613 HZ LOC121819825 NC_056077.1 38230001 38250001 0.308558 0.189084 HZ LMTK2


0.499063 0.371292 HZ LOC121819825 NC_056077.1 38235001 38255001 0.143703 0.191008 HZ LMTK2


0.533008 0.15385 HZ LOC121819524 NC_056077.1 38240001 38260001 0.215384 0.170319 HZ LMTK2







0.341869 0.172166 HZ LOC121819507 NC_056077.1 4075001 4095001 0.137491 0.169567 HZ LOC101102529


0.313454 0.181507 HZ LOC121819507 NC_056077.1 4080001 4100001 0.125 0.169199 HZ LOC101102529


0.300116 0.189373 HZ LOC121819507 NC_056055.1 89850001 89870001 0.126846 0.225955 HZ LOC101102963


0.361263 0.159937 HZ LOC121819507 NC_056055.1 89855001 89875001 0.0499177 0.294281 HZ LOC101102963


0.318174 0.141749 HZ LOC121819374 NC_056075.1 36555001 36575001 0.45884 0.256648 HZ LOC101103860


0.31639 0.156199 HZ LOC121819374 NC_056075.1 36560001 36580001 0.448212 0.263164 HZ LOC101103860


0.538948 0.139242 HZ LOC121818843;WDNC_056067.1 33835001 33855001 0.111479 0.172417 HZ LOC101103916


0.201835 0.145159 HZ LOC121818660 NC_056066.1 67210001 67230001 0.449188 0.29151 HZ LOC101104595


0.193159 0.163094 HZ LOC121818643 NC_056066.1 67215001 67235001 0.403423 0.226297 HZ LOC101104595


0.0461401 0.208027 HZ LOC121818643 NC_056054.1 1355001 1375001 0.486886 0.171277 HZ LOC101105206


0.114057 0.165823 HZ LOC121818643 NC_056068.1 44550001 44570001 0.154625 0.184906 HZ LOC101105275


0.466194 0.162899 HZ LOC121818469 NC_056068.1 44555001 44575001 0.202909 0.190506 HZ LOC101105275


0.445623 0.205001 HZ LOC121817897 NC_056068.1 44545001 44565001 0.143129 0.16337 HZ LOC101105275


0.424743 0.226425 HZ LOC121816523 NC_056058.1 50190001 50210001 0.0857143 0.193737 HZ LOC101105495


0.492889 0.156436 HZ LOC121816444 NC_056058.1 50195001 50215001 0.139501 0.169466 HZ LOC101105495


0.322086 0.219892 HZ LOC121815995;ZNNC_056054.1 163695001 163715001 0.358317 0.173483 HZ LOC101105868


0.322581 0.25459 HZ LOC121815995;ZNNC_056054.1 163700001 163720001 0.335819 0.161113 HZ LOC101105868


0.318945 0.256673 HZ LOC121815995;ZNNC_056060.1 22155001 22175001 0.0994723 0.169492 HZ LOC101106528


0.379518 0.271718 HZ LOC121815995 NC_056074.1 36405001 36425001 0.435878 0.159004 HZ LOC101106637


0.490783 0.214196 HZ LOC114118273 NC_056074.1 36410001 36430001 0.433813 0.165741 HZ LOC101106637


0.537214 0.164844 HZ LOC114118065 NC_056074.1 36415001 36435001 0.433696 0.161807 HZ LOC101106637


0.417178 0.334663 HZ LOC114113736;LONC_056074.1 36420001 36440001 0.426426 0.16519 HZ LOC101106637


0.414049 0.337197 HZ LOC114113736;LONC_056074.1 36425001 36445001 0.432398 0.160909 HZ LOC101106637


0.464808 0.363081 HZ LOC114113736;LONC_056075.1 15880001 15900001 0.324375 0.187518 HZ LOC101106641


0.492187 0.398937 HZ LOC114113736;LONC_056075.1 15885001 15905001 0.298819 0.233476 HZ LOC101106641


0.4375 0.348947 HZ LOC114113736;LONC_056075.1 15890001 15910001 0.421415 0.191678 HZ LOC101106641


0.411089 0.391589 HZ LOC114113243 NC_056064.1 23805001 23825001 0.410141 0.165415 HZ LOC101106784


0.293988 0.430573 HZ LOC114113243 NC_056080.1 43085001 43105001 0.487179 0.172327 HZ LOC101106910


0.5028 0.200056 HZ LOC114113195;VPNC_056056.1 164000001 164020001 0.389257 0.16424 HZ LOC101107691


0.300827 0.179881 HZ LOC114113016 NC_056056.1 164005001 164025001 0.362047 0.246093 HZ LOC101107691


0.336704 0.150825 HZ LOC114113016 NC_056056.1 164010001 164030001 0.440865 0.274992 HZ LOC101107691


0.354876 0.150168 HZ LOC114112914 NC_056054.1 86945001 86965001 0.481975 0.295425 HZ LOC101107831


0.369407 0.148794 HZ LOC114112914 NC_056054.1 86950001 86970001 0.472658 0.296993 HZ LOC101107831


0.448613 0.179746 HZ LOC114112914 NC_056072.1 48095001 48115001 0.25329 0.164403 HZ LOC101108428


0.376148 0.186519 HZ LOC114112824 NC_056072.1 48100001 48120001 0.231643 0.168185 HZ LOC101108428


0.206652 0.234268 HZ LOC114112824 NC_056054.1 38875001 38895001 0.460166 0.170423 HZ LOC101108702







0.297425 0.191759 HZ LOC114112824 NC_056054.1 38880001 38900001 0.490417 0.205863 HZ LOC101108702


0.146132 0.155409 HZ LOC114112799;LONC_056054.1 38885001 38905001 0.483315 0.219846 HZ LOC101108702


0.524481 0.170756 HZ LOC114110488 NC_056054.1 108005001 108025001 0.24343 0.316395 HZ LOC101108789


0.359983 0.219955 HZ LOC114110421 NC_056054.1 108010001 108030001 0.29284 0.256229 HZ LOC101108789


0.408374 0.22705 HZ LOC114110421 NC_056054.1 166215001 166235001 0.12957 0.183488 HZ LOC101108803


0.20871 0.217711 HZ LOC114110152 NC_056054.1 166220001 166240001 0.225015 0.181392 HZ LOC101108803


0.0649953 0.296294 HZ LOC114110152 NC_056054.1 166325001 166345001 0.229642 0.168876 HZ LOC101108803


0.0576696 0.330792 HZ LOC114110152 NC_056054.1 166330001 166350001 0.247217 0.169216 HZ LOC101108803


0.0772252 0.342954 HZ LOC114110152 NC_056054.1 166335001 166355001 0.252038 0.159343 HZ LOC101108803


0.143081 0.335857 HZ LOC114110152 NC_056054.1 166345001 166365001 0.13558 0.157506 HZ LOC101108803


0.140169 0.337294 HZ LOC114110152 NC_056054.1 166875001 166895001 0.414035 0.175226 HZ LOC101109587


0.144991 0.318609 HZ LOC114110152 NC_056054.1 166890001 166910001 0.325769 0.193656 HZ LOC101109854


0.11458 0.339226 HZ LOC114110152 NC_056068.1 81090001 81110001 0.450614 0.17412 HZ LOC101110173


0.098554 0.31365 HZ LOC114110152 NC_056068.1 81095001 81115001 0.481963 0.240662 HZ LOC101110173


0.208791 0.224473 HZ LOC114110152 NC_056068.1 81100001 81120001 0.369388 0.221372 HZ LOC101110173


0.513029 0.209441 HZ LOC114110152 NC_056054.1 61660001 61680001 0.441303 0.182116 HZ LOC101110888


0.479361 0.216576 HZ LOC114110152 NC_056054.1 61665001 61685001 0.333687 0.174423 HZ LOC101110888


0.363147 0.148001 HZ LOC114110152 NC_056064.1 56235001 56255001 0.216166 0.232272 HZ LOC101112832


0.103359 0.179788 HZ LOC106991963 NC_056064.1 56240001 56260001 0.119279 0.28083 HZ LOC101112832


0.0776524 0.142134 HZ LOC106991963 NC_056064.1 56245001 56265001 0.209427 0.236322 HZ LOC101112832


0.212288 0.158123 HZ LOC106991650 NC_056064.1 56250001 56270001 0.166881 0.225102 HZ LOC101112832


0.526028 0.223295 HZ LOC106991387 NC_056055.1 102020001 102040001 0.329083 0.162067 HZ LOC101113728


0.188499 0.141171 HZ LOC106991302 NC_056055.1 102025001 102045001 0.438836 0.223236 HZ LOC101113728


0.151033 0.189457 HZ LOC106991302 NC_056055.1 240970001 240990001 0.270177 0.305946 HZ LOC101114173


0.101161 0.217127 HZ LOC106991302 NC_056055.1 240975001 240995001 0.206727 0.347237 HZ LOC101114173


0.201337 0.221821 HZ LOC106991302 NC_056055.1 240965001 240985001 0.393118 0.241107 HZ LOC101114173


0.525125 0.182602 HZ LOC106991302 NC_056055.1 240980001 241000001 0.335013 0.301214 HZ LOC101114173


0.526022 0.162079 HZ LOC106991302 NC_056065.1 53865001 53885001 0.319829 0.232353 HZ LOC101114795


0.483821 0.16755 HZ LOC106991302 NC_056065.1 53870001 53890001 0.438251 0.184297 HZ LOC101114795


0.39911 0.161517 HZ LOC106991302 NC_056065.1 53875001 53895001 0.458051 0.175792 HZ LOC101114795


0.313805 0.220333 HZ LOC106991302 NC_056057.1 41750001 41770001 0.0543933 0.186288 HZ LOC101114861


0.209716 0.253796 HZ LOC106991302 NC_056063.1 33535001 33555001 0.381669 0.15803 HZ LOC101115135


0.155157 0.276211 HZ LOC106991302 NC_056056.1 193640001 193660001 0.467276 0.162045 HZ LOC101115359


0.0988649 0.303271 HZ LOC106991302 NC_056080.1 67790001 67810001 0.204707 0.257371 HZ LOC101116125


0.146793 0.165653 HZ LOC106991302 NC_056071.1 24445001 24465001 0.40729 0.158709 HZ LOC101116178


0.19056 0.139276 HZ LOC106991302 NC_056056.1 219820001 219840001 0.171404 0.185186 HZ LOC101116389







0.457387 0.14306 HZ LOC106991302 NC_056056.1 219825001 219845001 0.137512 0.211004 HZ LOC101116389


0.347793 0.150857 HZ LOC106991302 NC_056056.1 165205001 165225001 0.394873 0.162213 HZ LOC101117240


0.253589 0.169729 HZ LOC106991302 NC_056058.1 12795001 12815001 0.19801 0.609272 HZ LOC101117505


0.152908 0.192439 HZ LOC106991302 NC_056058.1 12800001 12820001 0.255901 0.571039 HZ LOC101117505


0.170916 0.144628 HZ LOC106991302 NC_056058.1 12805001 12825001 0.402368 0.523626 HZ LOC101117505


0.223332 0.228105 HZ LOC106991302 NC_056068.1 79020001 79040001 0.30126 0.16539 HZ LOC101118132


0.368457 0.171642 HZ LOC106991302 NC_056058.1 6725001 6745001 0.485021 0.164446 HZ LOC101118444


0.538263 0.18446 HZ LOC106990481 NC_056068.1 79025001 79045001 0.234652 0.198092 HZ LOC101118639


0.513445 0.1949 HZ LOC106990481 NC_056068.1 79030001 79050001 0.132118 0.252499 HZ LOC101118639


0.482649 0.341843 HZ LOC105608024 NC_056068.1 79035001 79055001 0.0793652 0.283418 HZ LOC101118639


0.477015 0.346863 HZ LOC105608024 NC_056068.1 79040001 79060001 0.0719936 0.283207 HZ LOC101118639


0.481452 0.348146 HZ LOC105608024 NC_056068.1 79045001 79065001 0.0632382 0.288225 HZ LOC101118639


0.462246 0.333685 HZ LOC105608024 NC_056054.1 80905001 80925001 0.461249 0.162706 HZ LOC101118831


0.513089 0.308741 HZ LOC105605990 NC_056066.1 59120001 59140001 0.465788 0.268877 HZ LOC101119068


0.531207 0.173089 HZ LOC105605990 NC_056054.1 81220001 81240001 0.480735 0.206275 HZ LOC101119090


0.531207 0.173089 HZ LOC105605990 NC_056054.1 81225001 81245001 0.367886 0.26838 HZ LOC101119090


0.157478 0.149445 HZ LOC105605766 NC_056060.1 25890001 25910001 0.321629 0.158273 HZ LOC101119311


0.318271 0.183671 HZ LOC105605457 NC_056056.1 194370001 194390001 0.405351 0.196352 HZ LOC101120402


0.475285 0.171275 HZ LOC101123588 NC_056056.1 194375001 194395001 0.246267 0.254444 HZ LOC101120402


0.466667 0.166174 HZ LOC101123588 NC_056058.1 77430001 77450001 0.455097 0.222455 HZ LOC101120408


0.498253 0.162987 HZ LOC101123588 NC_056058.1 77435001 77455001 0.319965 0.221973 HZ LOC101120408


0.490939 0.159638 HZ LOC101123588 NC_056058.1 77440001 77460001 0.329887 0.202786 HZ LOC101120408


0.379117 0.302823 HZ LOC101123268 NC_056058.1 77445001 77465001 0.333485 0.165758 HZ LOC101120408


0.457761 0.19876 HZ LOC101122151 NC_056058.1 77450001 77470001 0.303533 0.187639 HZ LOC101120408


0.433076 0.196455 HZ LOC101122151 NC_056058.1 77455001 77475001 0.386067 0.179158 HZ LOC101120408


0.516308 0.191782 HZ LOC101122151 NC_056074.1 4835001 4855001 0.0446203 0.218538 HZ LOC101120706


0.532097 0.16928 HZ LOC101122016 NC_056074.1 4840001 4860001 0.0492555 0.239878 HZ LOC101120706


0.467858 0.329011 HZ LOC101121777 NC_056074.1 4845001 4865001 0.0449358 0.265573 HZ LOC101120706


0.0433544 0.220208 HZ LOC101120706 NC_056056.1 50480001 50500001 0.341485 0.227284 HZ LOC101122016


0.0483964 0.243827 HZ LOC101120706 NC_056056.1 50485001 50505001 0.454024 0.215898 HZ LOC101122016


0.0485021 0.271926 HZ LOC101120706 NC_056056.1 204445001 204465001 0.206368 0.19217 HZ LOC101122269


0.421262 0.171094 HZ LOC101120706 NC_056080.1 53385001 53405001 0.457705 0.218201 HZ LOC101122329


0.423695 0.139397 HZ LOC101120408 NC_056080.1 53390001 53410001 0.458739 0.225208 HZ LOC101122329


0.371939 0.18243 HZ LOC101120408 NC_056062.1 43965001 43985001 0.449345 0.171707 HZ LOC101122444


0.347642 0.169474 HZ LOC101120408 NC_056074.1 34880001 34900001 0.408058 0.228693 HZ LOC101122563


0.311274 0.235718 HZ LOC101120408 NC_056074.1 34885001 34905001 0.248077 0.27761 HZ LOC101122563







0.0893745 0.290343 HZ LOC101120408 NC_056057.1 107725001 107745001 0.174031 0.160698 HZ LOC101122595


0.231083 0.205391 HZ LOC101120408 NC_056057.1 107730001 107750001 0.208844 0.162517 HZ LOC101122595


0.210549 0.183756 HZ LOC101120408 NC_056057.1 84225001 84245001 0.255494 0.187172 HZ LOC101122689


0.230835 0.177764 HZ LOC101120408 NC_056057.1 84230001 84250001 0.205339 0.217221 HZ LOC101122689


0.199918 0.195814 HZ LOC101120408 NC_056057.1 84235001 84255001 0.229396 0.211886 HZ LOC101122689


0.192073 0.226021 HZ LOC101120408 NC_056057.1 84240001 84260001 0.282323 0.202102 HZ LOC101122689


0.388889 0.176189 HZ LOC101120408 NC_056055.1 48355001 48375001 0.233628 0.164954 HZ LOC101123268


0.236672 0.151639 HZ LOC101120367 NC_056055.1 48360001 48380001 0.166751 0.207471 HZ LOC101123268


0.491477 0.14912 HZ LOC101120225 NC_056068.1 81570001 81590001 0.171263 0.161673 HZ LOC105602398


0.307195 0.143358 HZ LOC101120030 NC_056065.1 6670001 6690001 0.201819 0.197889 HZ LOC105605798


0.260011 0.180001 HZ LOC101120030 NC_056055.1 73475001 73495001 0.471922 0.349014 HZ LOC105608024


0.286089 0.177627 HZ LOC101120030 NC_056055.1 73480001 73500001 0.46791 0.353 HZ LOC105608024


0.327697 0.160227 HZ LOC101120030 NC_056055.1 73485001 73505001 0.469884 0.355488 HZ LOC105608024


0.360791 0.155929 HZ LOC101120030 NC_056055.1 73490001 73510001 0.453741 0.339996 HZ LOC105608024


0.524919 0.166066 HZ LOC101119740 NC_056058.1 46970001 46990001 0.472476 0.189096 HZ LOC105612521


0.444237 0.378617 HZ LOC101118510 NC_056060.1 25895001 25915001 0.231545 0.186796 HZ LOC105613338


0.515319 0.138487 HZ LOC101118184 NC_056073.1 26850001 26870001 0.169901 0.178599 HZ LOC106990117


0.446182 0.187059 HZ LOC101117816;UPNC_056073.1 26855001 26875001 0.118501 0.170299 HZ LOC106990117


0.493359 0.253645 HZ LOC101117804 NC_056056.1 150635001 150655001 0.423678 0.19498 HZ LOC106990182


0.249485 0.156216 HZ LOC101117690 NC_056059.1 80930001 80950001 0.0377091 0.207083 HZ LOC106991226


0.23482 0.192508 HZ LOC101117690 NC_056059.1 80935001 80955001 0.0311751 0.186594 HZ LOC106991226


0.199427 0.198048 HZ LOC101117690 NC_056059.1 80940001 80960001 0.044576 0.166914 HZ LOC106991226


0.26394 0.24059 HZ LOC101117690 NC_056059.1 80945001 80965001 0.0333124 0.228111 HZ LOC106991226


0.418317 0.209846 HZ LOC101117690 NC_056060.1 101105001 101125001 0.353865 0.17639 HZ LOC114108604


0.516385 0.142215 HZ LOC101117683 NC_056070.1 71105001 71125001 0.273605 0.202328 HZ LOC114108841


0.283368 0.207964 HZ LOC101117494 NC_056073.1 28115001 28135001 0.410343 0.164708 HZ LOC114109563


0.343433 0.17539 HZ LOC101117494 NC_056073.1 28120001 28140001 0.41087 0.19264 HZ LOC114109563


0.415258 0.154454 HZ LOC101117494 NC_056074.1 2060001 2080001 0.338904 0.1958 HZ LOC114110152


0.219923 0.153878 HZ LOC101117350 NC_056074.1 2065001 2085001 0.346802 0.224328 HZ LOC114110152


0.191753 0.174957 HZ LOC101117350 NC_056074.1 2070001 2090001 0.35013 0.235452 HZ LOC114110152


0.400842 0.152422 HZ LOC101117028 NC_056074.1 2075001 2095001 0.43865 0.214418 HZ LOC114110152


0.423529 0.149828 HZ LOC101116222 NC_056074.1 2080001 2100001 0.439355 0.211437 HZ LOC114110152


0.351762 0.151269 HZ LOC101116222 NC_056074.1 2085001 2105001 0.426954 0.197577 HZ LOC114110152


0.313234 0.151374 HZ LOC101116222 NC_056074.1 2090001 2110001 0.422744 0.202762 HZ LOC114110152


0.188495 0.153408 HZ LOC101115856;ZNNC_056074.1 2095001 2115001 0.311615 0.208421 HZ LOC114110152


0.367152 0.145112 HZ LOC101114926 NC_056074.1 2100001 2120001 0.333203 0.207851 HZ LOC114110152







0.488384 0.173922 HZ LOC101114926 NC_056055.1 89545001 89565001 0.462589 0.174504 HZ LOC114112820


0.443333 0.231151 HZ LOC101114879 NC_056055.1 172945001 172965001 0.344331 0.316231 HZ LOC114112873


0.433904 0.230977 HZ LOC101114879 NC_056055.1 243395001 243415001 0.326658 0.366424 HZ LOC114112910


0.440987 0.232364 HZ LOC101114879 NC_056055.1 243400001 243420001 0.471468 0.276904 HZ LOC114112910


0.452961 0.230836 HZ LOC101114879 NC_056055.1 243405001 243425001 0.459843 0.222397 HZ LOC114112910


0.53919 0.166025 HZ LOC101114419 NC_056054.1 126005001 126025001 0.422081 0.159436 HZ LOC114113364


0.523134 0.154154 HZ LOC101114419 NC_056056.1 164820001 164840001 0.359755 0.34433 HZ LOC114113787


0.155454 0.16793 HZ LOC101114310 NC_056056.1 164825001 164845001 0.299713 0.281275 HZ LOC114113787


0.408026 0.143338 HZ LOC101114002 NC_056056.1 164830001 164850001 0.34036 0.226597 HZ LOC114113787


0.228937 0.233948 HZ LOC101113946;PLNC_056056.1 164835001 164855001 0.389674 0.247549 HZ LOC114113787


0.13624 0.265035 HZ LOC101113946 NC_056056.1 182610001 182630001 0.4485 0.165225 HZ LOC114114036


0.122128 0.265568 HZ LOC101113946 NC_056056.1 218980001 219000001 0.367985 0.303071 HZ LOC114114084


0.149739 0.229323 HZ LOC101113946 NC_056059.1 45870001 45890001 0.484228 0.172311 HZ LOC114115299


0.112285 0.165512 HZ LOC101113946 NC_056054.1 81255001 81275001 0.12934 0.159053 HZ LOC114116098


0.45678 0.154855 HZ LOC101113239 NC_056061.1 74385001 74405001 0.0492295 0.169569 HZ LOC114116134


0.0488566 0.187616 HZ LOC101113101 NC_056062.1 69890001 69910001 0.217778 0.198829 HZ LOC114116467


0.415503 0.211133 HZ LOC101112921 NC_056062.1 69895001 69915001 0.280374 0.178257 HZ LOC114116467


0.304709 0.23591 HZ LOC101112921 NC_056063.1 18485001 18505001 0.492469 0.193086 HZ LOC114116599


0.475251 0.143036 HZ LOC101112921 NC_056063.1 27675001 27695001 0.19767 0.174379 HZ LOC114116607


0.504431 0.152894 HZ LOC101112257 NC_056063.1 36935001 36955001 0.1102 0.169293 HZ LOC114116652


0.414291 0.150532 HZ LOC101112257 NC_056070.1 21580001 21600001 0.277273 0.258432 HZ LOC114118835


0.524787 0.175 HZ LOC101112115 NC_056070.1 21585001 21605001 0.10042 0.294096 HZ LOC114118835


0.453333 0.153186 HZ LOC101112115 NC_056070.1 21590001 21610001 0.0249701 0.276081 HZ LOC114118835


0.483861 0.178704 HZ LOC101112115 NC_056065.1 53850001 53870001 0.450834 0.187252 HZ LOC121816074


0.464183 0.218107 HZ LOC101112115 NC_056065.1 53855001 53875001 0.333106 0.23801 HZ LOC121816074


0.292004 0.191931 HZ LOC101112115 NC_056065.1 53860001 53880001 0.33312 0.235264 HZ LOC121816074


0.279925 0.205182 HZ LOC101112115 NC_056067.1 61440001 61460001 0.0920998 0.247064 HZ LOC121816554


0.258945 0.197738 HZ LOC101112115 NC_056067.1 61445001 61465001 0.0920998 0.247064 HZ LOC121816554


0.275636 0.156266 HZ LOC101112115 NC_056067.1 61450001 61470001 0.0960189 0.251049 HZ LOC121816554


0.178324 0.156707 HZ LOC101112115 NC_056067.1 61455001 61475001 0.121432 0.22114 HZ LOC121816554


0.171589 0.191622 HZ LOC101111409 NC_056070.1 14135001 14155001 0.240893 0.232504 HZ LOC121816918


0.189465 0.194991 HZ LOC101111409 NC_056070.1 14140001 14160001 0.204497 0.21916 HZ LOC121816918


0.319801 0.321145 HZ LOC101111300 NC_056070.1 14145001 14165001 0.140349 0.19545 HZ LOC121816918


0.353975 0.306444 HZ LOC101111300 NC_056070.1 14150001 14170001 0.165826 0.203775 HZ LOC121816918


0.436985 0.153528 HZ LOC101110888 NC_056077.1 27550001 27570001 0.464235 0.201841 HZ LOC121817918


0.512568 0.144222 HZ LOC101110882 NC_056080.1 81850001 81870001 0.46 0.305958 HZ LOC121818145







0.250297 0.208931 HZ LOC101110674 NC_056080.1 81860001 81880001 0.210693 0.402094 HZ LOC121818145


0.18824 0.2336 HZ LOC101110674 NC_056080.1 53395001 53415001 0.431429 0.223494 HZ LOC121818202


0.222432 0.215239 HZ LOC101110674 NC_056080.1 53400001 53420001 0.420949 0.235862 HZ LOC121818202


0.171107 0.154331 HZ LOC101110206 NC_056056.1 213405001 213425001 0.319001 0.280242 HZ LOC121819227


0.289792 0.199123 HZ LOC101109826 NC_056056.1 213410001 213430001 0.326572 0.255306 HZ LOC121819227


0.457485 0.203657 HZ LOC101109826 NC_056062.1 64825001 64845001 0.457408 0.1784 HZ LOC121820313


0.492896 0.152245 HZ LOC101109675 NC_056062.1 64830001 64850001 0.416763 0.196344 HZ LOC121820313


0.0215894 0.183055 HZ LOC101109077 NC_056062.1 64835001 64855001 0.42353 0.235545 HZ LOC121820313


0.0816295 0.192223 HZ LOC101109077 NC_056062.1 64840001 64860001 0.439749 0.233256 HZ LOC121820313


0.109882 0.194765 HZ LOC101109077 NC_056062.1 64015001 64035001 0.402626 0.19259 HZ LOC121820346


0.21676 0.143901 HZ LOC101109077 NC_056062.1 64020001 64040001 0.438477 0.218772 HZ LOC121820346


0.163636 0.14001 HZ LOC101108915;LONC_056062.1 64025001 64045001 0.452258 0.228358 HZ LOC121820346


0.256176 0.260474 HZ LOC101108915 NC_056062.1 64030001 64050001 0.44698 0.226366 HZ LOC121820346


0.0688259 0.37602 HZ LOC101108915 NC_056062.1 64035001 64055001 0.458152 0.228647 HZ LOC121820346


0.0716112 0.360678 HZ LOC101108915 NC_056062.1 64040001 64060001 0.462068 0.225609 HZ LOC121820346


0.0565343 0.318661 HZ LOC101108915 NC_056062.1 64045001 64065001 0.444412 0.194493 HZ LOC121820346


0.0641273 0.254246 HZ LOC101108915 NC_056062.1 64050001 64070001 0.428113 0.160795 HZ LOC121820346


0.289656 0.146101 HZ LOC101108371;LONC_056064.1 61445001 61465001 0.183126 0.224402 HZ LOC121820680


0.40776 0.155329 HZ LOC101108371;LONC_056064.1 61450001 61470001 0.187812 0.220068 HZ LOC121820680


0.310973 0.200432 HZ LOC101108155 NC_056054.1 108895001 108915001 0.477644 0.342113 HZ LOC443441


0.219032 0.263358 HZ LOC101108155 NC_056057.1 94135001 94155001 0.101955 0.164137 HZ LOC443534


0.40439 0.164062 HZ LOC101108155 NC_056057.1 94140001 94160001 0.111505 0.167635 HZ LOC443534


0.377778 0.212457 HZ LOC101108113;LONC_056057.1 94145001 94165001 0.120592 0.175635 HZ LOC443534


0.24477 0.203093 HZ LOC101108113 NC_056079.1 23390001 23410001 0.456393 0.198157 HZ LONRF1


0.259036 0.191455 HZ LOC101108113 NC_056070.1 7175001 7195001 0.450903 0.16176 HZ LRBA


0.2 0.160655 HZ LOC101108113 NC_056070.1 7285001 7305001 0.473685 0.247796 HZ LRBA


0.340467 0.16287 HZ LOC101108113 NC_056070.1 7290001 7310001 0.491228 0.257314 HZ LRBA


0.49692 0.174773 HZ LOC101108113 NC_056070.1 7295001 7315001 0.433681 0.168392 HZ LRBA


0.505959 0.151276 HZ LOC101107061 NC_056070.1 7300001 7320001 0.459143 0.172996 HZ LRBA


0.491476 0.160948 HZ LOC101106894 NC_056070.1 7480001 7500001 0.47111 0.19938 HZ LRBA


0.347156 0.221258 HZ LOC101106781 NC_056063.1 16980001 17000001 0.131422 0.160831 HZ LRCH1


0.18909 0.316199 HZ LOC101106781 NC_056054.1 88305001 88325001 0.414892 0.168107 HZ LRIF1


0.208371 0.307774 HZ LOC101106781 NC_056054.1 88310001 88330001 0.489743 0.184297 HZ LRIF1


0.277553 0.285684 HZ LOC101106781 NC_056072.1 35140001 35160001 0.475502 0.172474 HZ LRIG1


0.430589 0.248994 HZ LOC101106781 NC_056072.1 35180001 35200001 0.40582 0.237758 HZ LRIG1;SLC25A


0.501996 0.219404 HZ LOC101106781 NC_056072.1 35185001 35205001 0.439432 0.245977 HZ LRIG1;SLC25A







0.270767 0.178435 HZ LOC101106734 NC_056072.1 35190001 35210001 0.471633 0.278299 HZ LRIG1;SLC25A


0.333334 0.172523 HZ LOC101106734 NC_056062.1 72965001 72985001 0.406338 0.175764 HZ LRP12


0.21896 0.235438 HZ LOC101106638;LONC_056062.1 72970001 72990001 0.331797 0.207242 HZ LRP12


0.361067 0.201289 HZ LOC101106638;LONC_056062.1 72975001 72995001 0.373783 0.23778 HZ LRP12


0.191797 0.21293 HZ LOC101106638 NC_056062.1 72980001 73000001 0.458183 0.242749 HZ LRP12


0.2783 0.143171 HZ LOC101106524 NC_056055.1 168895001 168915001 0.434573 0.178973 HZ LRP1B


0.228163 0.151776 HZ LOC101106416;LONC_056055.1 168900001 168920001 0.428906 0.166602 HZ LRP1B


0.484482 0.16937 HZ LOC101106373;RPNC_056056.1 203215001 203235001 0.441022 0.258773 HZ LRP6


0.477522 0.197279 HZ LOC101105892 NC_056056.1 203220001 203240001 0.210359 0.320145 HZ LRP6


0.478794 0.170028 HZ LOC101105892 NC_056056.1 203225001 203245001 0.143909 0.342613 HZ LRP6


0.195123 0.164452 HZ LOC101105154 NC_056056.1 203230001 203250001 0.128082 0.325871 HZ LRP6


0.120645 0.162988 HZ LOC101105154 NC_056056.1 203235001 203255001 0.126011 0.342703 HZ LRP6


0.130591 0.148212 HZ LOC101105154 NC_056056.1 203240001 203260001 0.208208 0.302152 HZ LRP6


0.418594 0.162125 HZ LOC101105133;LONC_056056.1 203245001 203265001 0.303714 0.226053 HZ LRP6


0.320112 0.153033 HZ LOC101104855 NC_056056.1 203250001 203270001 0.336584 0.221819 HZ LRP6


0.49051 0.170133 HZ LOC101104595 NC_056056.1 203255001 203275001 0.354077 0.191146 HZ LRP6


0.359627 0.163759 HZ LOC101104595 NC_056056.1 203260001 203280001 0.361004 0.160405 HZ LRP6


0.531894 0.148868 HZ LOC101104595 NC_056056.1 165880001 165900001 0.45158 0.205057 HZ LTA4H


0.468005 0.191489 HZ LOC101104225 NC_056056.1 165885001 165905001 0.427481 0.193649 HZ LTA4H


0.274543 0.160834 HZ LOC101103944 NC_056055.1 243410001 243430001 0.417266 0.248446 HZ LUZP1


0.210301 0.184733 HZ LOC101103944 NC_056055.1 243420001 243440001 0.471902 0.285463 HZ LUZP1


0.514348 0.152361 HZ LOC101103916;LONC_056055.1 243445001 243465001 0.297495 0.333293 HZ LUZP1


0.52381 0.154762 HZ LOC101103916;LONC_056055.1 243450001 243470001 0.141322 0.342635 HZ LUZP1


0.359511 0.146328 HZ LOC101103752 NC_056055.1 243455001 243475001 0.226632 0.274394 HZ LUZP1


0.351244 0.146574 HZ LOC101103752 NC_056074.1 17880001 17900001 0.180337 0.179212 HZ LUZP2


0.491556 0.18758 HZ LOC101102317 NC_056074.1 17890001 17910001 0.027564 0.212757 HZ LUZP2


0.362782 0.21661 HZ LOC101102317 NC_056074.1 17895001 17915001 0.0241028 0.27565 HZ LUZP2


0.322828 0.189694 HZ LOC101102317 NC_056056.1 102065001 102085001 0.0908405 0.214265 HZ LYG1


0.32414 0.162244 HZ LOC101102317 NC_056056.1 102070001 102090001 0.0653227 0.26474 HZ LYG1


0.423771 0.201464 HZ LOC101102056 NC_056056.1 102075001 102095001 0.0916668 0.307432 HZ LYG1


0.466408 0.279162 HZ LOC101102056 NC_056056.1 102080001 102100001 0.196561 0.298354 HZ LYG1


0.1361 0.194547 HZ LOC101102047 NC_056056.1 102085001 102105001 0.218189 0.289665 HZ LYG1;LYG2


0.10059 0.214572 HZ LOC101102047 NC_056056.1 102090001 102110001 0.219173 0.262167 HZ LYG2


0.0502669 0.267656 HZ LOC101102047 NC_056056.1 102095001 102115001 0.200064 0.282154 HZ LYG2


0.0245975 0.273453 HZ LOC101102047 NC_056056.1 102100001 102120001 0.150563 0.359731 HZ LYG2


0.0176311 0.265903 HZ LOC101102047 NC_056056.1 102105001 102125001 0.154412 0.362254 HZ LYG2







0.0150686 0.258283 HZ LOC101102047 NC_056056.1 102110001 102130001 0.149031 0.379009 HZ LYG2;MRPL30


0.0362433 0.16965 HZ LOC101102047 NC_056056.1 102115001 102135001 0.128031 0.353442 HZ LYG2;MRPL30


0.474576 0.144171 HZ LOC101101889 NC_056078.1 7745001 7765001 0.305649 0.171185 HZ LYST


0.412075 0.212078 HZ LOC100125357 NC_056072.1 14600001 14620001 0.245488 0.268895 HZ LYZL4


0.413998 0.209291 HZ LOC100125357 NC_056072.1 14605001 14625001 0.271444 0.258025 HZ LYZL4


0.263159 0.227356 HZ LOC100125357 NC_056072.1 14610001 14630001 0.316535 0.281718 HZ LYZL4


0.303102 0.211175 HZ LOC100125357 NC_056072.1 14615001 14635001 0.459876 0.263279 HZ LYZL4


0.464802 0.186479 HZ LMX1A NC_056072.1 14620001 14640001 0.454763 0.302546 HZ LYZL4


0.502992 0.145627 HZ LMX1A NC_056054.1 93415001 93435001 0.455659 0.17974 HZ MAB21L3


0.534893 0.146903 HZ LIPK NC_056054.1 93420001 93440001 0.317203 0.198053 HZ MAB21L3


0.518331 0.163288 HZ LINGO3;PEAK3 NC_056054.1 93425001 93445001 0.195144 0.234184 HZ MAB21L3


0.11875 0.139353 HZ LIMS2 NC_056054.1 93430001 93450001 0.233534 0.226142 HZ MAB21L3


0.233987 0.145458 HZ LHFPL2 NC_056054.1 93435001 93455001 0.410804 0.197024 HZ MAB21L3


0.206648 0.142312 HZ LHFPL2 NC_056054.1 93440001 93460001 0.45045 0.191809 HZ MAB21L3


0.413665 0.211428 HZ LEMD3 NC_056066.1 8805001 8825001 0.352915 0.158253 HZ MACROD2


0.427313 0.20573 HZ LEMD3 NC_056066.1 8810001 8830001 0.264 0.165126 HZ MACROD2


0.337772 0.236885 HZ LEMD3 NC_056066.1 8815001 8835001 0.163295 0.162529 HZ MACROD2


0.292952 0.216312 HZ LEMD3 NC_056057.1 44115001 44135001 0.415729 0.158044 HZ MAGI2


0.306346 0.213343 HZ LEMD3 NC_056057.1 44120001 44140001 0.390081 0.180903 HZ MAGI2


0.369004 0.186678 HZ LEMD3 NC_056057.1 44125001 44145001 0.337957 0.192448 HZ MAGI2


0.437051 0.140473 HZ LEMD3 NC_056057.1 44130001 44150001 0.348502 0.188469 HZ MAGI2


0.474559 0.170589 HZ LARGE2;PHF21A NC_056057.1 44255001 44275001 0.118059 0.247857 HZ MAGI2


0.528336 0.15837 HZ KRT80 NC_056057.1 44260001 44280001 0.192623 0.196581 HZ MAGI2


0.519528 0.210147 HZ KPNA5 NC_056057.1 44630001 44650001 0.420024 0.221349 HZ MAGI2


0.484544 0.1982 HZ KPNA5 NC_056057.1 44635001 44655001 0.224713 0.201451 HZ MAGI2


0.313929 0.170275 HZ KMT2C NC_056057.1 44640001 44660001 0.224891 0.209987 HZ MAGI2


0.15533 0.163537 HZ KMT2C NC_056061.1 18920001 18940001 0.367303 0.2718 HZ MAN1A1


0.152059 0.162213 HZ KMT2C NC_056061.1 18925001 18945001 0.452503 0.241793 HZ MAN1A1


0.501707 0.182029 HZ KMT2C NC_056061.1 19065001 19085001 0.381809 0.164151 HZ MAN1A1


0.462651 0.171272 HZ KMT2C NC_056058.1 106385001 106405001 0.457737 0.202998 HZ MAN2A1


0.421053 0.191419 HZ KMT2C NC_056058.1 106390001 106410001 0.472767 0.211901 HZ MAN2A1


0.532582 0.22021 HZ KMT2C NC_056061.1 61970001 61990001 0.46221 0.215661 HZ MAP3K5


0.364943 0.15713 HZ KMO;OPN3 NC_056061.1 61975001 61995001 0.416967 0.249298 HZ MAP3K5


0.475491 0.163363 HZ KLHL2 NC_056061.1 61980001 62000001 0.273022 0.264838 HZ MAP3K5


0.401771 0.181413 HZ KLHL2 NC_056061.1 61985001 62005001 0.387951 0.255955 HZ MAP3K5


0.348135 0.205163 HZ KLHL2 NC_056061.1 61990001 62010001 0.483278 0.238411 HZ MAP3K5







0.422734 0.141011 HZ KIRREL1 NC_056060.1 41595001 41615001 0.387868 0.223996 HZ MAP4K5


0.434226 0.162098 HZ KIRREL1 NC_056060.1 41600001 41620001 0.378585 0.208044 HZ MAP4K5


0.380508 0.209737 HZ KIF26B NC_056060.1 41605001 41625001 0.315898 0.210563 HZ MAP4K5


0.377274 0.23128 HZ KIF26B NC_056060.1 41610001 41630001 0.322372 0.200077 HZ MAP4K5


0.380575 0.212414 HZ KIF26B NC_056070.1 72040001 72060001 0.350935 0.170464 HZ MAPK1


0.406229 0.222489 HZ KIF26B NC_056070.1 72045001 72065001 0.338918 0.162353 HZ MAPK1


0.310646 0.19906 HZ KIF19 NC_056076.1 50150001 50170001 0.485792 0.167304 HZ MBD1


0.323509 0.194328 HZ KIF19 NC_056080.1 102485001 102505001 0.362086 0.163343 HZ MBNL3


0.230459 0.177918 HZ KIAA1958 NC_056080.1 102490001 102510001 0.293233 0.16444 HZ MBNL3


0.185326 0.231071 HZ KIAA1958 NC_056073.1 36980001 37000001 0.490319 0.159745 HZ MBOAT1


0.289712 0.228696 HZ KIAA1958 NC_056056.1 219830001 219850001 0.123795 0.249745 HZ MCAT


0.466887 0.205728 HZ KIAA1958 NC_056056.1 219835001 219855001 0.100696 0.265962 HZ MCAT


0.505257 0.207047 HZ KIAA1958 NC_056056.1 219840001 219860001 0.102032 0.260674 HZ MCAT;TSPO


0.50021 0.157017 HZ KIAA1958 NC_056056.1 219845001 219865001 0.151853 0.220153 HZ MCAT;TSPO


0.3748 0.190275 HZ KIAA1958 NC_056060.1 38355001 38375001 0.15004 0.186302 HZ MDGA2


0.390005 0.176827 HZ KIAA1958 NC_056060.1 38360001 38380001 0.0581697 0.232735 HZ MDGA2


0.373199 0.205299 HZ KIAA1958 NC_056060.1 38365001 38385001 0.0541806 0.238907 HZ MDGA2


0.500919 0.169849 HZ KIAA1217 NC_056060.1 38370001 38390001 0.0428572 0.247 HZ MDGA2


0.421523 0.15264 HZ KIAA1217 NC_056060.1 38375001 38395001 0.0418806 0.213415 HZ MDGA2


0.377132 0.142864 HZ KIAA1217 NC_056060.1 38430001 38450001 0.229763 0.173166 HZ MDGA2


0.538961 0.143316 HZ KIAA1109 NC_056065.1 2095001 2115001 0.366887 0.160031 HZ MDM4


0.253212 0.176476 HZ KIAA0825 NC_056065.1 2100001 2120001 0.278976 0.203694 HZ MDM4


0.166081 0.211042 HZ KIAA0825 NC_056065.1 2105001 2125001 0.305075 0.207941 HZ MDM4


0.264357 0.209867 HZ KIAA0825 NC_056065.1 2110001 2130001 0.334395 0.205344 HZ MDM4


0.305046 0.204955 HZ KIAA0825 NC_056065.1 2115001 2135001 0.352718 0.223136 HZ MDM4


0.377048 0.161518 HZ KIAA0825 NC_056061.1 10520001 10540001 0.244493 0.16766 HZ ME1


0.134199 0.14056 HZ KDM4C NC_056061.1 10525001 10545001 0.364993 0.172317 HZ ME1


0.334845 0.210246 HZ KDM1B;TPMT NC_056061.1 10530001 10550001 0.396505 0.169494 HZ ME1


0.356164 0.236909 HZ KDM1B;TPMT NC_056061.1 10535001 10555001 0.301291 0.178432 HZ ME1


0.397613 0.196036 HZ KCNU1 NC_056074.1 590001 610001 0.31579 0.242312 HZ MED17


0.394736 0.192846 HZ KCNU1 NC_056074.1 595001 615001 0.377299 0.225726 HZ MED17


0.44617 0.197673 HZ KCNU1 NC_056074.1 580001 600001 0.305318 0.294298 HZ MED17;VSTM


0.0458716 0.185204 HZ KCNQ5 NC_056074.1 585001 605001 0.175403 0.299467 HZ MED17;VSTM


0.201279 0.171971 HZ KCNQ5 NC_056056.1 4930001 4950001 0.337484 0.161699 HZ MED27


0.370558 0.144322 HZ KCNQ5 NC_056064.1 34570001 34590001 0.366765 0.304068 HZ MED9


0.474594 0.159033 HZ KCNN3 NC_056064.1 34575001 34595001 0.370414 0.269374 HZ MED9







0.423674 0.190152 HZ KCNN3 NC_056064.1 34565001 34585001 0.403399 0.285867 HZ MED9;PEMT;R


0.374626 0.233618 HZ KCNN3 NC_056063.1 30290001 30310001 0.442206 0.23105 HZ MEDAG


0.245409 0.306378 HZ KCNN3 NC_056063.1 30295001 30315001 0.441887 0.239506 HZ MEDAG


0.205516 0.316786 HZ KCNN3 NC_056063.1 30300001 30320001 0.468714 0.22265 HZ MEDAG


0.195569 0.348448 HZ KCNN3 NC_056058.1 24370001 24390001 0.0591437 0.18096 HZ MEGF10


0.176551 0.360938 HZ KCNN3 NC_056058.1 24375001 24395001 0.243273 0.170053 HZ MEGF10


0.394367 0.252079 HZ KCNN3 NC_056058.1 24380001 24400001 0.448342 0.16944 HZ MEGF10


0.464113 0.2139 HZ KCNN3 NC_056060.1 12765001 12785001 0.378825 0.219574 HZ MEGF11


0.343997 0.149716 HZ KCNMB2 NC_056060.1 12770001 12790001 0.411765 0.327222 HZ MEGF11


0.222978 0.204479 HZ KCNMB2 NC_056060.1 12775001 12795001 0.425957 0.344298 HZ MEGF11


0.290159 0.181122 HZ KCNMB2 NC_056060.1 12780001 12800001 0.430284 0.322387 HZ MEGF11


0.483896 0.14824 HZ KCNMA1 NC_056060.1 12785001 12805001 0.379934 0.267647 HZ MEGF11


0.488398 0.163488 HZ KCNK6;YIF1B NC_056060.1 12790001 12810001 0.382107 0.243902 HZ MEGF11


0.529143 0.164977 HZ KCNJ6 NC_056060.1 12795001 12815001 0.390701 0.248607 HZ MEGF11


0.507553 0.152246 HZ KCNJ6 NC_056060.1 12800001 12820001 0.410875 0.202689 HZ MEGF11


0.46724 0.181951 HZ KCNIP4 NC_056065.1 48870001 48890001 0.430709 0.160081 HZ MEGF6


0.41635 0.153781 HZ KCNIP4 NC_056079.1 23995001 24015001 0.435217 0.21931 HZ MFHAS1


0.321019 0.233385 HZ KCNIP3;PROM2 NC_056057.1 106655001 106675001 0.244318 0.168576 HZ MGAM


0.434427 0.261959 HZ KCNIP3;PROM2 NC_056057.1 106660001 106680001 0.132509 0.228118 HZ MGAM


0.432794 0.256447 HZ KCNIP3;PROM2 NC_056057.1 106665001 106685001 0.159264 0.230817 HZ MGAM


0.403413 0.14416 HZ KCNIP3 NC_056057.1 106670001 106690001 0.243333 0.264256 HZ MGAM


0.401724 0.141345 HZ KCNIP3 NC_056068.1 40340001 40360001 0.302527 0.272954 HZ MICAL2


0.509327 0.139889 HZ KCNIP3 NC_056068.1 40345001 40365001 0.282023 0.346298 HZ MICAL2


0.396666 0.162698 HZ KCNIP3 NC_056068.1 40350001 40370001 0.38008 0.378767 HZ MICAL2


0.440218 0.194124 HZ KCNIP3 NC_056071.1 45255001 45275001 0.462439 0.201292 HZ MIPOL1


0.434029 0.185911 HZ KCNIP3 NC_056071.1 45260001 45280001 0.444486 0.207056 HZ MIPOL1


0.428058 0.164578 HZ KCNIP3 NC_056071.1 45265001 45285001 0.350665 0.218505 HZ MIPOL1


0.180354 0.144801 HZ KCNIP3 NC_056071.1 45270001 45290001 0.2751 0.241788 HZ MIPOL1


0.138651 0.163742 HZ KCNIP3 NC_056056.1 102125001 102145001 0.183003 0.262837 HZ MITD1;MRPL3


0.157009 0.192859 HZ KCNIP3 NC_056056.1 102130001 102150001 0.447156 0.177084 HZ MITD1;MRPL3


0.150781 0.195324 HZ KCNIP3 NC_056072.1 31670001 31690001 0.482291 0.297705 HZ MITF


0.207399 0.219381 HZ KCNIP3 NC_056072.1 31730001 31750001 0.409048 0.346341 HZ MITF


0.253731 0.239103 HZ KCNIP3 NC_056072.1 31735001 31755001 0.189583 0.319143 HZ MITF


0.452681 0.233349 HZ KCNH1 NC_056072.1 31740001 31760001 0.0969697 0.31062 HZ MITF


0.396189 0.281664 HZ KCNH1 NC_056072.1 31745001 31765001 0.181386 0.245266 HZ MITF


0.357547 0.348742 HZ KCNH1 NC_056072.1 31750001 31770001 0.226882 0.228341 HZ MITF







0.35108 0.198374 HZ KCNE4 NC_056072.1 31755001 31775001 0.238929 0.196183 HZ MITF


0.35797 0.219769 HZ KCNE4 NC_056072.1 31760001 31780001 0.178362 0.230281 HZ MITF


0.338384 0.204752 HZ KCNE4 NC_056072.1 31765001 31785001 0.114106 0.275881 HZ MITF


0.516557 0.170082 HZ KCNC2 NC_056072.1 31770001 31790001 0.10666 0.285711 HZ MITF


0.433696 0.247373 HZ KCNC2 NC_056072.1 31775001 31795001 0.194823 0.23209 HZ MITF


0.42989 0.143388 HZ KBTBD12 NC_056072.1 31850001 31870001 0.15488 0.352132 HZ MITF


0.366543 0.181378 HZ KBTBD12 NC_056072.1 31855001 31875001 0.165419 0.332307 HZ MITF


0.301395 0.215523 HZ KBTBD12 NC_056072.1 31860001 31880001 0.119553 0.354727 HZ MITF


0.447879 0.17146 HZ KBTBD12 NC_056072.1 31865001 31885001 0.115448 0.35926 HZ MITF


0.480065 0.149169 HZ KANSL3 NC_056072.1 31870001 31890001 0.0736026 0.372194 HZ MITF


0.478497 0.218625 HZ KANSL1L NC_056072.1 31885001 31905001 0.0868889 0.409199 HZ MITF


0.465348 0.21821 HZ KANSL1L NC_056072.1 31890001 31910001 0.226376 0.398585 HZ MITF


0.527478 0.190612 HZ KANSL1L NC_056072.1 31895001 31915001 0.482025 0.40811 HZ MITF


0.527572 0.147076 HZ K38 NC_056054.1 21120001 21140001 0.341861 0.246918 HZ MKNK1


0.383402 0.179306 HZ JPH3 NC_056054.1 21125001 21145001 0.153218 0.290707 HZ MKNK1


0.406971 0.162594 HZ JDP2 NC_056054.1 21135001 21155001 0.0960156 0.231918 HZ MKNK1


0.286435 0.193358 HZ JDP2 NC_056064.1 14315001 14335001 0.0961412 0.220434 HZ MMP28


0.532111 0.347172 HZ JAK2 NC_056068.1 5830001 5850001 0.486738 0.175653 HZ MMP7


0.255556 0.34965 HZ JAK2 NC_056059.1 35355001 35375001 0.437174 0.160694 HZ MMRN1


0.272957 0.366521 HZ JAK2 NC_056056.1 157145001 157165001 0.101631 0.20979 HZ MON2


0.355655 0.361441 HZ JAK2 NC_056056.1 157150001 157170001 0.159376 0.184698 HZ MON2


0.383962 0.353445 HZ JAK2 NC_056056.1 157185001 157205001 0.0576718 0.165744 HZ MON2


0.424969 0.349394 HZ JAK2 NC_056056.1 157190001 157210001 0.0408085 0.1646 HZ MON2


0.443069 0.341262 HZ JAK2 NC_056066.1 35800001 35820001 0.338123 0.162403 HZ MPP7


0.48995 0.34933 HZ JAK2 NC_056066.1 35810001 35830001 0.347608 0.182531 HZ MPP7


0.482114 0.356586 HZ JAK2 NC_056066.1 35815001 35835001 0.367985 0.223472 HZ MPP7


0.480899 0.357496 HZ JAK2 NC_056066.1 35820001 35840001 0.331835 0.207804 HZ MPP7


0.481062 0.355993 HZ JAK2 NC_056066.1 35825001 35845001 0.381343 0.20797 HZ MPP7


0.469545 0.358604 HZ JAK2 NC_056069.1 33640001 33660001 0.451705 0.168377 HZ MROH2B


0.472391 0.34692 HZ JAK2 NC_056069.1 33645001 33665001 0.405064 0.203286 HZ MROH2B


0.458438 0.346279 HZ JAK2 NC_056069.1 33650001 33670001 0.445119 0.214175 HZ MROH2B


0.510122 0.306316 HZ JAK2 NC_056056.1 102120001 102140001 0.12486 0.279867 HZ MRPL30


0.509091 0.322556 HZ JAK2 NC_056054.1 100020001 100040001 0.444008 0.345975 HZ MTMR11;SF3B


0.504807 0.298091 HZ JAK2 NC_056065.1 41650001 41670001 0.308361 0.288907 HZ MTOR


0.469388 0.335333 HZ JAK2 NC_056065.1 41665001 41685001 0.128586 0.356269 HZ MTOR


0.510204 0.316807 HZ JAK2 NC_056065.1 41670001 41690001 0.147598 0.353566 HZ MTOR







0.46875 0.346208 HZ JAK2 NC_056065.1 41675001 41695001 0.171216 0.350795 HZ MTOR


0.429245 0.34755 HZ JAK2 NC_056065.1 41680001 41700001 0.157828 0.33883 HZ MTOR


0.432432 0.317175 HZ JAK2 NC_056065.1 41685001 41705001 0.166868 0.32565 HZ MTOR


0.225137 0.162922 HZ JAK1 NC_056056.1 9640001 9660001 0.199706 0.254917 HZ MVB12B


0.185037 0.187654 HZ JAK1 NC_056056.1 9645001 9665001 0.129046 0.324857 HZ MVB12B


0.190272 0.214459 HZ JAK1 NC_056056.1 9650001 9670001 0.107614 0.362016 HZ MVB12B


0.27139 0.211524 HZ JAK1 NC_056056.1 9655001 9675001 0.129425 0.359235 HZ MVB12B


0.364573 0.184873 HZ JAK1 NC_056064.1 29195001 29215001 0.144515 0.170263 HZ MYH8


0.321855 0.191165 HZ JAK1 NC_056063.1 83665001 83685001 0.401278 0.502838 HZ MYO16


0.331103 0.176855 HZ JAK1 NC_056063.1 83670001 83690001 0.286296 0.535981 HZ MYO16


0.269307 0.197848 HZ JAK1 NC_056057.1 78285001 78305001 0.395161 0.179581 HZ MYO1G


0.271736 0.206127 HZ JAK1 NC_056057.1 78290001 78310001 0.321429 0.166559 HZ MYO1G


0.352635 0.168384 HZ JAK1 NC_056054.1 212570001 212590001 0.391375 0.158954 HZ NAALADL2


0.454446 0.145092 HZ ITPRID1 NC_056054.1 212910001 212930001 0.433973 0.210288 HZ NAALADL2


0.366689 0.156776 HZ ITPRID1 NC_056054.1 212915001 212935001 0.313997 0.229244 HZ NAALADL2


0.391964 0.204869 HZ ITLN NC_056054.1 212920001 212940001 0.350618 0.198165 HZ NAALADL2


0.436902 0.149275 HZ ITGA2 NC_056074.1 15070001 15090001 0.491615 0.329854 HZ NARS2


0.406713 0.269649 HZ ITGA11 NC_056074.1 15135001 15155001 0.465674 0.238494 HZ NARS2


0.234265 0.253183 HZ ITGA11 NC_056074.1 15140001 15160001 0.39075 0.234048 HZ NARS2


0.306862 0.228187 HZ ITGA11 NC_056074.1 15145001 15165001 0.292811 0.200616 HZ NARS2


0.517469 0.178464 HZ ITGA11 NC_056074.1 15150001 15170001 0.218533 0.192089 HZ NARS2


0.507287 0.218673 HZ ITGA11 NC_056074.1 15155001 15175001 0.213165 0.1896 HZ NARS2


0.514396 0.228288 HZ ITGA11 NC_056074.1 15160001 15180001 0.20866 0.195164 HZ NARS2


0.385133 0.149818 HZ ISM1 NC_056074.1 15165001 15185001 0.238642 0.213693 HZ NARS2


0.418428 0.155593 HZ ISM1 NC_056074.1 15170001 15190001 0.288054 0.223228 HZ NARS2


0.523954 0.224544 HZ ISM1 NC_056074.1 15175001 15195001 0.357895 0.210309 HZ NARS2


0.369532 0.145469 HZ ISLR2;PML NC_056054.1 136395001 136415001 0.397834 0.221419 HZ NCAM2


0.252934 0.169249 HZ ISLR2 NC_056054.1 136470001 136490001 0.438675 0.173783 HZ NCAM2


0.369467 0.188729 HZ IRF8 NC_056055.1 177930001 177950001 0.382091 0.191369 HZ NCKAP5


0.49055 0.142781 HZ IQCM NC_056055.1 177935001 177955001 0.385858 0.199257 HZ NCKAP5


0.513613 0.319145 HZ INSL6;LOC105608NC_056069.1 18425001 18445001 0.256239 0.191586 HZ NDUFAF2


0.459854 0.304511 HZ INSL6;JAK2 NC_056069.1 18430001 18450001 0.297356 0.175591 HZ NDUFAF2


0.437499 0.243665 HZ INSL6 NC_056069.1 18435001 18455001 0.277285 0.173214 HZ NDUFAF2


0.532609 0.260965 HZ INSL6 NC_056060.1 19765001 19785001 0.290769 0.167363 HZ NEO1


0.485149 0.27193 HZ INSL6 NC_056060.1 19770001 19790001 0.22262 0.209348 HZ NEO1


0.529499 0.168364 HZ INSL5 NC_056060.1 19775001 19795001 0.219474 0.193495 HZ NEO1







0.469629 0.145643 HZ INSC NC_056060.1 19780001 19800001 0.170888 0.184374 HZ NEO1


0.34089 0.224062 HZ INSC NC_056076.1 5330001 5350001 0.329216 0.219485 HZ NETO1


0.275814 0.307991 HZ INSC NC_056076.1 5335001 5355001 0.47143 0.191893 HZ NETO1


0.215897 0.40003 HZ INSC NC_056055.1 82900001 82920001 0.311248 0.158248 HZ NFIB


0.0909093 0.21459 HZ INSC NC_056055.1 26440001 26460001 0.370459 0.175554 HZ NFIL3


0.310959 0.143166 HZ INSC NC_056080.1 15880001 15900001 0.385121 0.157566 HZ NHS


0.448101 0.168664 HZ INPP4B NC_056080.1 15885001 15905001 0.344524 0.181942 HZ NHS


0.37808 0.185551 HZ INPP4B NC_056080.1 15890001 15910001 0.26087 0.171681 HZ NHS


0.298843 0.201607 HZ INPP4B NC_056080.1 15920001 15940001 0.36149 0.158988 HZ NHS


0.192149 0.248018 HZ INPP4B NC_056080.1 64685001 64705001 0.333033 0.19973 HZ NHSL2;RTL5


0.26158 0.204817 HZ INPP4B NC_056080.1 64690001 64710001 0.341002 0.196471 HZ NHSL2;RTL5


0.283117 0.184071 HZ INPP4B NC_056062.1 78865001 78885001 0.435413 0.195723 HZ NIPAL2


0.379934 0.143925 HZ IMPG1 NC_056069.1 37380001 37400001 0.463734 0.239864 HZ NIPBL


0.387119 0.141146 HZ IMPG1 NC_056069.1 37385001 37405001 0.46337 0.237966 HZ NIPBL


0.517253 0.194392 HZ IMMP2L NC_056069.1 37390001 37410001 0.467303 0.233365 HZ NIPBL


0.499759 0.184316 HZ IMMP2L NC_056069.1 37395001 37415001 0.474642 0.230904 HZ NIPBL


0.504557 0.225654 HZ IMMP2L NC_056062.1 40680001 40700001 0.425418 0.325968 HZ NKAIN3


0.407146 0.258144 HZ IMMP2L NC_056062.1 40685001 40705001 0.359794 0.356924 HZ NKAIN3


0.412663 0.264221 HZ IMMP2L NC_056062.1 40690001 40710001 0.316754 0.379108 HZ NKAIN3


0.331042 0.218687 HZ IMMP2L NC_056062.1 40825001 40845001 0.385321 0.208051 HZ NKAIN3


0.304419 0.215915 HZ IMMP2L NC_056055.1 42065001 42085001 0.483434 0.180777 HZ NKX2-6


0.441259 0.216773 HZ IMMP2L NC_056059.1 99980001 100000001 0.13856 0.245623 HZ NKX6-1


0.411397 0.20608 HZ IMMP2L NC_056064.1 19655001 19675001 0.222452 0.21646 HZ NLK


0.440991 0.24689 HZ IMMP2L NC_056064.1 19660001 19680001 0.224845 0.220392 HZ NLK


0.423143 0.270677 HZ IL-15L;PLEKHG2;RNC_056059.1 71775001 71795001 0.11479 0.191757 HZ NMU


0.439462 0.292377 HZ IL-15L;PLEKHG2;RNC_056059.1 71780001 71800001 0.134835 0.198624 HZ NMU


0.345557 0.144306 HZ IKBKE;SRGAP2 NC_056059.1 71785001 71805001 0.289303 0.171832 HZ NMU


0.259307 0.149394 HZ IHO1 NC_056076.1 23655001 23675001 0.125433 0.243222 HZ NOL4


0.190955 0.149283 HZ IHO1 NC_056076.1 23660001 23680001 0.122593 0.268161 HZ NOL4


0.511827 0.200568 HZ IFT43 NC_056070.1 57885001 57905001 0.446036 0.205364 HZ NOS1


0.477072 0.161632 HZ IER5L NC_056070.1 57890001 57910001 0.472574 0.247042 HZ NOS1


0.421806 0.177842 HZ IER5L NC_056070.1 57895001 57915001 0.488778 0.283818 HZ NOS1


0.455964 0.188082 HZ HSDL2;KIAA1958 NC_056071.1 41690001 41710001 0.304979 0.165206 HZ NPAS3


0.471556 0.150581 HZ HSD17B4 NC_056071.1 41695001 41715001 0.306498 0.165609 HZ NPAS3


0.523634 0.14118 HZ HS3ST2 NC_056066.1 53465001 53485001 0.271872 0.254998 HZ NPBWR2;OPRL


0.52809 0.164897 HZ HRH2 NC_056070.1 9925001 9945001 0.322003 0.185389 HZ NR3C2







0.359938 0.16781 HZ HPS3 NC_056057.1 50790001 50810001 0.464871 0.252992 HZ NRCAM


0.397992 0.160267 HZ HPS3 NC_056057.1 50795001 50815001 0.322765 0.191503 HZ NRCAM


0.324175 0.239379 HZ HPRT1 NC_056057.1 50800001 50820001 0.282652 0.195747 HZ NRCAM


0.523198 0.144847 HZ HORMAD2 NC_056060.1 99925001 99945001 0.48122 0.220728 HZ NRDE2


0.488666 0.284514 HZ HMGA2 NC_056060.1 99905001 99925001 0.471679 0.177602 HZ NRDE2;PSMC1


0.464696 0.239043 HZ HMGA2 NC_056060.1 99910001 99930001 0.385751 0.187412 HZ NRDE2;PSMC1


0.531705 0.271303 HZ HMGA2 NC_056060.1 99915001 99935001 0.319728 0.185419 HZ NRDE2;PSMC1


0.525376 0.228197 HZ HMGA2 NC_056060.1 99920001 99940001 0.432653 0.205429 HZ NRDE2;PSMC1


0.492005 0.222208 HZ HMGA2 NC_056055.1 207870001 207890001 0.394805 0.162312 HZ NRP2


0.395443 0.166667 HZ HMGA2 NC_056055.1 207880001 207900001 0.422857 0.224669 HZ NRP2


0.401236 0.151282 HZ HMGA2 NC_056055.1 207885001 207905001 0.44764 0.200608 HZ NRP2


0.325044 0.139255 HZ HM13 NC_056055.1 207890001 207910001 0.390162 0.208469 HZ NRP2


0.304477 0.147972 HZ HM13 NC_056055.1 207895001 207915001 0.28136 0.197392 HZ NRP2


0.31181 0.142396 HZ HM13 NC_056056.1 73300001 73320001 0.341651 0.196131 HZ NRXN1


0.41501 0.141759 HZ HLCS NC_056056.1 73305001 73325001 0.27491 0.248665 HZ NRXN1


0.392147 0.150503 HZ HLCS NC_056056.1 73310001 73330001 0.307143 0.277312 HZ NRXN1


0.355263 0.150205 HZ HERC1 NC_056056.1 73315001 73335001 0.433373 0.225079 HZ NRXN1


0.425533 0.142803 HZ HERC1 NC_056080.1 83030001 83050001 0.47311 0.289885 HZ NSDHL


0.473913 0.147899 HZ HERC1 NC_056080.1 83035001 83055001 0.491136 0.240224 HZ NSDHL


0.371084 0.185416 HZ HELLS;TBC1D12 NC_056056.1 173045001 173065001 0.390277 0.18266 HZ NT5DC3;STAB


0.446096 0.166403 HZ HELLS;TBC1D12 NC_056056.1 173050001 173070001 0.358661 0.178912 HZ NT5DC3;STAB


0.458501 0.152436 HZ HDAC9 NC_056055.1 35005001 35025001 0.464943 0.165314 HZ NTRK2


0.512669 0.141636 HZ HDAC9 NC_056056.1 175085001 175105001 0.394699 0.221458 HZ NUAK1


0.426863 0.144959 HZ HDAC9 NC_056056.1 175090001 175110001 0.404376 0.25855 HZ NUAK1


0.334224 0.140718 HZ HDAC9 NC_056056.1 175095001 175115001 0.370435 0.263411 HZ NUAK1


0.259502 0.165896 HZ HDAC9 NC_056056.1 175100001 175120001 0.335995 0.242707 HZ NUAK1


0.277063 0.194013 HZ HDAC9 NC_056056.1 175105001 175125001 0.448824 0.177997 HZ NUAK1


0.268665 0.200517 HZ HDAC9 NC_056080.1 128160001 128180001 0.209952 0.174098 HZ NUP62CL;RBM


0.345822 0.238138 HZ HDAC9 NC_056074.1 31260001 31280001 0.475674 0.217578 HZ OPCML


0.419714 0.2481 HZ HDAC9 NC_056074.1 31265001 31285001 0.32101 0.281128 HZ OPCML


0.460925 0.174972 HZ HDAC9 NC_056074.1 31270001 31290001 0.305043 0.289144 HZ OPCML


0.480708 0.148698 HZ HDAC9 NC_056074.1 31275001 31295001 0.199914 0.312426 HZ OPCML


0.519317 0.30024 HZ HDAC9 NC_056074.1 31280001 31300001 0.403457 0.257961 HZ OPCML


0.318776 0.289377 HZ HDAC9 NC_056055.1 119560001 119580001 0.192525 0.236033 HZ ORMDL1;PMS


0.454376 0.284202 HZ HDAC9 NC_056072.1 6475001 6495001 0.392813 0.163111 HZ OSBPL10


0.511647 0.144048 HZ HCN1 NC_056072.1 6480001 6500001 0.340281 0.1764 HZ OSBPL10







0.495991 0.194601 HZ GXYLT2 NC_056072.1 6485001 6505001 0.35913 0.185705 HZ OSBPL10


0.222801 0.2758 HZ GXYLT2 NC_056076.1 32830001 32850001 0.407592 0.175478 HZ OSBPL1A


0.098955 0.306347 HZ GXYLT2 NC_056076.1 32835001 32855001 0.111111 0.216211 HZ OSBPL1A


0.267875 0.293221 HZ GXYLT2 NC_056072.1 11725001 11745001 0.0990565 0.195686 HZ OXSR1


0.358798 0.336457 HZ GXYLT2 NC_056072.1 11730001 11750001 0.170732 0.17305 HZ OXSR1


0.382174 0.374872 HZ GXYLT2 NC_056058.1 19950001 19970001 0.216792 0.179061 HZ P4HA2;PDLIM


0.443161 0.417948 HZ GXYLT2 NC_056058.1 19955001 19975001 0.267459 0.177337 HZ P4HA2;PDLIM


0.3434 0.441379 HZ GXYLT2 NC_056062.1 57390001 57410001 0.476535 0.228184 HZ PAG1


0.32998 0.436594 HZ GXYLT2 NC_056080.1 123905001 123925001 0.220711 0.204683 HZ PAK3


0.318426 0.417923 HZ GXYLT2 NC_056080.1 123910001 123930001 0.177778 0.246506 HZ PAK3


0.338214 0.281567 HZ GXYLT2 NC_056080.1 123915001 123935001 0.12228 0.283342 HZ PAK3


0.221683 0.254297 HZ GUCY2F NC_056080.1 123920001 123940001 0.216783 0.25544 HZ PAK3


0.152568 0.201931 HZ GUCY2F NC_056080.1 123925001 123945001 0.272727 0.298415 HZ PAK3


0.116359 0.339511 HZ GUCY2F NC_056080.1 123945001 123965001 0.258696 0.230451 HZ PAK3


0.127986 0.247869 HZ GUCY2F NC_056080.1 123950001 123970001 0.237556 0.179574 HZ PAK3


0.176845 0.21562 HZ GSPT1;RSL1D1 NC_056080.1 123955001 123975001 0.237792 0.162472 HZ PAK3


0.205223 0.184801 HZ GSPT1 NC_056059.1 17835001 17855001 0.413498 0.207549 HZ PAPSS1


0.183654 0.185948 HZ GSPT1 NC_056060.1 12170001 12190001 0.391049 0.164071 HZ PARP16


0.13176 0.203809 HZ GSPT1 NC_056054.1 116745001 116765001 0.33331 0.480804 HZ PBX1


0.121212 0.196479 HZ GSPT1 NC_056054.1 116750001 116770001 0.294665 0.441085 HZ PBX1


0.101434 0.186583 HZ GSPT1 NC_056054.1 116755001 116775001 0.215752 0.458757 HZ PBX1


0.103641 0.190263 HZ GSPT1 NC_056075.1 5045001 5065001 0.393723 0.158202 HZ PCDH15


0.151 0.161127 HZ GSPT1 NC_056063.1 5450001 5470001 0.469377 0.159075 HZ PCDH17


0.52927 0.346982 HZ GRPEL1;LOC1218 NC_056059.1 50860001 50880001 0.276669 0.194015 HZ PCDH7


0.508944 0.203688 HZ GRM5 NC_056059.1 50865001 50885001 0.474486 0.178571 HZ PCDH7


0.493044 0.188231 HZ GRM5 NC_056060.1 43885001 43905001 0.357837 0.216052 HZ PCLAF


0.392789 0.150371 HZ GRIP1 NC_056071.1 26845001 26865001 0.416411 0.290531 HZ PCSK6


0.446706 0.180026 HZ GRIP1 NC_056071.1 26850001 26870001 0.414868 0.327178 HZ PCSK6


0.292361 0.169068 HZ GRIN2A NC_056071.1 26855001 26875001 0.454153 0.30155 HZ PCSK6


0.240042 0.166914 HZ GRIN2A NC_056055.1 73650001 73670001 0.334982 0.338562 HZ PDCD1LG2


0.211827 0.183569 HZ GRIN2A NC_056055.1 73655001 73675001 0.191244 0.421832 HZ PDCD1LG2


0.176443 0.185325 HZ GRIN2A NC_056055.1 73660001 73680001 0.23497 0.399673 HZ PDCD1LG2


0.272617 0.161751 HZ GRIN2A NC_056055.1 73665001 73685001 0.285328 0.374308 HZ PDCD1LG2


0.355077 0.147424 HZ GRIN2A NC_056055.1 73670001 73690001 0.488115 0.284356 HZ PDCD1LG2


0.51269 0.151006 HZ GRB10 NC_056056.1 195050001 195070001 0.0570589 0.158055 HZ PDE3A


0.279462 0.222045 HZ GRB10 NC_056054.1 41705001 41725001 0.31854 0.220986 HZ PDE4B







0.242921 0.207777 HZ GRB10 NC_056054.1 41710001 41730001 0.169868 0.326241 HZ PDE4B


0.385318 0.174063 HZ GRB10 NC_056054.1 41715001 41735001 0.139967 0.386741 HZ PDE4B


0.154919 0.158329 HZ GRB10 NC_056054.1 41720001 41740001 0.309607 0.317437 HZ PDE4B


0.0652422 0.21081 HZ GRB10 NC_056054.1 41725001 41745001 0.401657 0.281013 HZ PDE4B


0.0866095 0.199318 HZ GRB10 NC_056061.1 61380001 61400001 0.454888 0.183729 HZ PDE7B


0.392281 0.151549 HZ GRB10 NC_056061.1 61385001 61405001 0.352381 0.170236 HZ PDE7B


0.510648 0.155074 HZ GPR179;MRPL45 NC_056061.1 61390001 61410001 0.317186 0.206003 HZ PDE7B


0.322896 0.158356 HZ GPR179 NC_056061.1 61395001 61415001 0.278512 0.240143 HZ PDE7B


0.517051 0.184137 HZ GPM6B NC_056061.1 61400001 61420001 0.396165 0.158661 HZ PDE7B


0.534225 0.164952 HZ GPM6B NC_056061.1 61405001 61425001 0.382192 0.21878 HZ PDE7B


0.51507 0.139306 HZ GPM6B NC_056061.1 61410001 61430001 0.37788 0.211839 HZ PDE7B


0.482724 0.153355 HZ GPC6 NC_056061.1 61415001 61435001 0.425234 0.205141 HZ PDE7B


0.412151 0.179284 HZ GPAT2 NC_056056.1 216470001 216490001 0.397132 0.178755 HZ PDGFB


0.416229 0.178218 HZ GPAT2 NC_056056.1 216475001 216495001 0.398504 0.195961 HZ PDGFB


0.322752 0.232031 HZ GP6 NC_056070.1 42430001 42450001 0.214446 0.217181 HZ PDGFC


0.345354 0.176631 HZ GP6 NC_056070.1 42435001 42455001 0.133797 0.355353 HZ PDGFC


0.380373 0.140011 HZ GP6 NC_056070.1 42440001 42460001 0.14871 0.361765 HZ PDGFC


0.526353 0.173434 HZ GNB1L;RTL10;TX NC_056070.1 42445001 42465001 0.316115 0.237897 HZ PDGFC


0.135135 0.399659 HZ GNB1L;RTL10 NC_056079.1 18885001 18905001 0.457294 0.226552 HZ PDGFRL;SLC7


0.152701 0.363332 HZ GNB1L;RTL10 NC_056079.1 18890001 18910001 0.455155 0.220187 HZ PDGFRL;SLC7


0.171953 0.246762 HZ GNB1L NC_056072.1 28270001 28290001 0.375406 0.174847 HZ PDZRN3


0.11784 0.31637 HZ GNB1L NC_056072.1 28275001 28295001 0.396596 0.208411 HZ PDZRN3


0.193599 0.198525 HZ GNA14 NC_056064.1 34530001 34550001 0.199228 0.161208 HZ PEMT


0.353687 0.187838 HZ GNA14 NC_056064.1 34535001 34555001 0.407494 0.167783 HZ PEMT


0.226451 0.191645 HZ GMCL1 NC_056073.1 22165001 22185001 0.327708 0.200577 HZ PGK2


0.102677 0.257679 HZ GMCL1 NC_056073.1 22170001 22190001 0.309719 0.232669 HZ PGK2


0.0917069 0.281179 HZ GMCL1 NC_056061.1 68345001 68365001 0.111111 0.167838 HZ PHACTR2


0.122853 0.26717 HZ GMCL1 NC_056061.1 68355001 68375001 0.153921 0.202653 HZ PHACTR2


0.126912 0.305951 HZ GMCL1 NC_056061.1 68360001 68380001 0.279633 0.178626 HZ PHACTR2


0.181384 0.268381 HZ GMCL1 NC_056061.1 68365001 68385001 0.365586 0.157636 HZ PHACTR2


0.112738 0.236114 HZ GMCL1 NC_056061.1 68440001 68460001 0.360508 0.163964 HZ PHACTR2


0.177143 0.21068 HZ GMCL1 NC_056080.1 20405001 20425001 0.443669 0.163592 HZ PHEX


0.519334 0.142732 HZ GFM2;LOC101111 NC_056080.1 20410001 20430001 0.366278 0.217257 HZ PHEX


0.502432 0.300843 HZ GEMIN7;LOC1011NC_056080.1 20415001 20435001 0.317195 0.23983 HZ PHEX


0.269922 0.290939 HZ GEMIN5 NC_056080.1 20420001 20440001 0.167021 0.271646 HZ PHEX


0.384456 0.233328 HZ GEMIN5 NC_056080.1 20425001 20445001 0.219653 0.245045 HZ PHEX







0.0901577 0.140182 HZ GDF9;LEAP2;LOCNC_056080.1 20430001 20450001 0.260681 0.205531 HZ PHEX


0.373814 0.14744 HZ GDF6 NC_056080.1 65180001 65200001 0.39875 0.203419 HZ PHKA1


0.385331 0.171325 HZ GDF6 NC_056080.1 65185001 65205001 0.224644 0.240633 HZ PHKA1


0.455598 0.170564 HZ GDF6 NC_056080.1 65190001 65210001 0.187554 0.222405 HZ PHKA1


0.506226 0.203741 HZ GDAP1;JPH1 NC_056080.1 65195001 65215001 0.215277 0.206607 HZ PHKA1


0.495703 0.172374 HZ GDAP1 NC_056074.1 8900001 8920001 0.344592 0.172581 HZ PICALM


0.520844 0.18023 HZ GCLM NC_056074.1 8905001 8925001 0.356979 0.164073 HZ PICALM


0.136245 0.140082 HZ GC NC_056074.1 8990001 9010001 0.390071 0.162707 HZ PICALM


0.38157 0.244468 HZ GATM NC_056074.1 9060001 9080001 0.275862 0.174086 HZ PICALM


0.187365 0.370762 HZ GATM NC_056074.1 9065001 9085001 0.421053 0.164487 HZ PICALM


0.115558 0.390605 HZ GATM NC_056055.1 231185001 231205001 0.0681541 0.223502 HZ PID1


0.0386501 0.42531 HZ GATM NC_056055.1 231190001 231210001 0.043024 0.219278 HZ PID1


0.393734 0.365355 HZ GAS8;LOC1011090NC_056055.1 231195001 231215001 0.0247591 0.238035 HZ PID1


0.247303 0.426701 HZ GAS8;LOC1011090NC_056066.1 63930001 63950001 0.10705 0.298953 HZ PIGU


0.215125 0.434362 HZ GAS8 NC_056066.1 63935001 63955001 0.137816 0.298219 HZ PIGU


0.472696 0.3572 HZ GAS8 NC_056066.1 63940001 63960001 0.194707 0.286096 HZ PIGU


0.391717 0.151249 HZ GARS1 NC_056066.1 63945001 63965001 0.251717 0.286535 HZ PIGU


0.521384 0.139382 HZ GARS1 NC_056066.1 63950001 63970001 0.205882 0.303249 HZ PIGU


0.407443 0.13961 HZ GARS1 NC_056066.1 63955001 63975001 0.337349 0.265148 HZ PIGU


0.235767 0.19045 HZ GARS1 NC_056066.1 63990001 64010001 0.467451 0.170108 HZ PIGU


0.511052 0.245296 HZ GAREM1 NC_056056.1 196940001 196960001 0.306773 0.161437 HZ PIK3C2G


0.427592 0.288151 HZ GAREM1 NC_056056.1 196945001 196965001 0.225633 0.170287 HZ PIK3C2G


0.363479 0.280615 HZ GAREM1 NC_056056.1 196965001 196985001 0.12888 0.172249 HZ PIK3C2G


0.51752 0.139852 HZ GAMT;NDUFS7;PWNC_056056.1 196970001 196990001 0.1096 0.189523 HZ PIK3C2G


0.412267 0.140886 HZ GALNTL6 NC_056054.1 208695001 208715001 0.455143 0.165391 HZ PIK3CA


0.109205 0.144604 HZ GALNTL6 NC_056054.1 208720001 208740001 0.469474 0.176282 HZ PIK3CA


0.421621 0.197774 HZ GALNT7 NC_056057.1 49485001 49505001 0.488461 0.363983 HZ PIK3CG


0.41874 0.174848 HZ GALNT7 NC_056077.1 36570001 36590001 0.456035 0.247454 HZ PILRA


0.361018 0.140403 HZ GALNT17 NC_056077.1 36575001 36595001 0.435546 0.281218 HZ PILRA


0.461325 0.218179 HZ GALNT13 NC_056077.1 36580001 36600001 0.411114 0.272203 HZ PILRA


0.433777 0.222078 HZ GALNT13 NC_056077.1 36565001 36585001 0.445634 0.17082 HZ PILRA;ZCWPW


0.325084 0.227302 HZ GALNT13 NC_056056.1 182595001 182615001 0.39772 0.163197 HZ PKP2


0.212851 0.257781 HZ GALNT13 NC_056056.1 182600001 182620001 0.330618 0.194122 HZ PKP2


0.31925 0.208958 HZ GALNT13 NC_056055.1 246295001 246315001 0.472107 0.199405 HZ PLA2G2D


0.464002 0.192935 HZ GALNT13 NC_056055.1 246300001 246320001 0.383037 0.213928 HZ PLA2G2D


0.482329 0.179209 HZ GALNT11;KMT2CNC_056055.1 246305001 246325001 0.327802 0.226026 HZ PLA2G2D







0.477135 0.159453 HZ GALNT11 NC_056056.1 200975001 200995001 0.360311 0.173633 HZ PLBD1


0.411589 0.164988 HZ GALNT11 NC_056066.1 1005001 1025001 0.0359474 0.164711 HZ PLCB1


0.389412 0.18013 HZ GALNT11 NC_056066.1 1010001 1030001 0.056005 0.162822 HZ PLCB1


0.374212 0.207813 HZ GALNT11 NC_056066.1 1110001 1130001 0.450218 0.18109 HZ PLCB1


0.268005 0.248487 HZ GABRQ NC_056066.1 1255001 1275001 0.291366 0.174237 HZ PLCB1


0.158261 0.265741 HZ GABRQ NC_056066.1 1265001 1285001 0.20859 0.162126 HZ PLCB1


0.108696 0.268575 HZ GABRQ NC_056060.1 79375001 79395001 0.315983 0.162437 HZ PLEKHD1


0.102985 0.250708 HZ GABRQ NC_056055.1 73510001 73530001 0.459931 0.368061 HZ PLGRKT


0.385 0.329749 HZ FZD5;LOC1218187NC_056055.1 73515001 73535001 0.458708 0.367996 HZ PLGRKT


0.426828 0.338455 HZ FZD5;LOC1218187NC_056055.1 73520001 73540001 0.459775 0.368053 HZ PLGRKT


0.412797 0.195699 HZ FZD1 NC_056055.1 73525001 73545001 0.462405 0.368444 HZ PLGRKT


0.348579 0.238086 HZ FZD1 NC_056055.1 73530001 73550001 0.483171 0.354746 HZ PLGRKT


0.487146 0.187837 HZ FSIP2 NC_056055.1 73535001 73555001 0.483446 0.348081 HZ PLGRKT


0.49504 0.190273 HZ FSIP2 NC_056055.1 73550001 73570001 0.480916 0.32964 HZ PLGRKT


0.451122 0.18102 HZ FSD2;WHAMM NC_056054.1 242920001 242940001 0.252725 0.298262 HZ PLOD2


0.342342 0.156574 HZ FRMPD1 NC_056054.1 242925001 242945001 0.37702 0.258369 HZ PLOD2


0.531637 0.182611 HZ FRMD3 NC_056054.1 242930001 242950001 0.458781 0.207342 HZ PLOD2


0.455724 0.19193 HZ FRMD3 NC_056054.1 243035001 243055001 0.393302 0.211364 HZ PLOD2


0.405633 0.170916 HZ FRMD3 NC_056054.1 243040001 243060001 0.403344 0.259578 HZ PLOD2


0.452016 0.170387 HZ FRMD3 NC_056054.1 243045001 243065001 0.47287 0.326071 HZ PLOD2


0.297404 0.15662 HZ FREM1 NC_056054.1 243050001 243070001 0.418374 0.325506 HZ PLOD2


0.346887 0.197968 HZ FREM1 NC_056054.1 243055001 243075001 0.296896 0.361661 HZ PLOD2


0.387695 0.245554 HZ FREM1 NC_056065.1 74625001 74645001 0.45222 0.191704 HZ PLXNA2


0.167974 0.245236 HZ FOXD4 NC_056065.1 74630001 74650001 0.417297 0.172502 HZ PLXNA2


0.460841 0.159569 HZ FMO5;PRKAB2 NC_056065.1 74635001 74655001 0.45595 0.246164 HZ PLXNA2


0.403413 0.237039 HZ FMO5 NC_056065.1 74640001 74660001 0.406574 0.229842 HZ PLXNA2


0.426829 0.220685 HZ FMO5 NC_056064.1 32540001 32560001 0.360425 0.167758 HZ PMP22


0.45199 0.196454 HZ FMO5 NC_056064.1 32545001 32565001 0.318232 0.167927 HZ PMP22


0.522851 0.504261 HZ FMN1 NC_056064.1 32550001 32570001 0.338034 0.165705 HZ PMP22


0.180145 0.629874 HZ FMN1 NC_056055.1 119450001 119470001 0.328895 0.181159 HZ PMS1


0.109576 0.607318 HZ FMN1 NC_056055.1 119480001 119500001 0.076849 0.198147 HZ PMS1


0.251237 0.525922 HZ FMN1 NC_056055.1 119485001 119505001 0.107579 0.274553 HZ PMS1


0.327541 0.488059 HZ FMN1 NC_056055.1 119490001 119510001 0.087348 0.312581 HZ PMS1


0.452438 0.456708 HZ FMN1 NC_056055.1 119495001 119515001 0.0844371 0.290913 HZ PMS1


0.503564 0.453348 HZ FMN1 NC_056055.1 119500001 119520001 0.0740361 0.305291 HZ PMS1


0.519611 0.417404 HZ FMN1 NC_056055.1 119505001 119525001 0.0913671 0.29273 HZ PMS1







0.450341 0.428921 HZ FMN1 NC_056055.1 119510001 119530001 0.171233 0.25454 HZ PMS1


0.487282 0.399464 HZ FMN1 NC_056055.1 119515001 119535001 0.324212 0.186701 HZ PMS1


0.51316 0.449936 HZ FMN1 NC_056055.1 119545001 119565001 0.315169 0.256255 HZ PMS1


0.480492 0.214129 HZ FLG;LOC10561407NC_056055.1 119550001 119570001 0.168258 0.328931 HZ PMS1


0.530098 0.18433 HZ FLG;LOC10561407NC_056055.1 119555001 119575001 0.158832 0.332695 HZ PMS1


0.507929 0.173246 HZ FLG NC_056061.1 48385001 48405001 0.4731 0.180556 HZ PNRC1;SRSF12


0.443548 0.181803 HZ FKBP9 NC_056055.1 239250001 239270001 0.183311 0.212239 HZ PPP1R8


0.470136 0.15237 HZ FKBP8 NC_056055.1 239255001 239275001 0.0863061 0.261414 HZ PPP1R8


0.286625 0.198274 HZ FKBP8 NC_056054.1 253845001 253865001 0.354583 0.222416 HZ PPP2R3A


0.220225 0.194215 HZ FKBP4;ITFG2 NC_056054.1 253850001 253870001 0.286114 0.241025 HZ PPP2R3A


0.379486 0.228537 HZ FKBP4 NC_056054.1 253855001 253875001 0.291841 0.242498 HZ PPP2R3A


0.369556 0.193741 HZ FKBP4 NC_056054.1 253860001 253880001 0.299602 0.23175 HZ PPP2R3A


0.274904 0.145444 HZ FHOD3 NC_056054.1 253865001 253885001 0.249404 0.234454 HZ PPP2R3A


0.10792 0.164926 HZ FHOD3 NC_056054.1 253870001 253890001 0.295809 0.215965 HZ PPP2R3A


0.0832639 0.173067 HZ FHOD3 NC_056054.1 253875001 253895001 0.339918 0.187617 HZ PPP2R3A


0.152347 0.157792 HZ FHOD3 NC_056054.1 253880001 253900001 0.346296 0.183615 HZ PPP2R3A


0.474144 0.158582 HZ FHOD3 NC_056054.1 253885001 253905001 0.383463 0.172679 HZ PPP2R3A


0.428403 0.202315 HZ FHOD3 NC_056054.1 253925001 253945001 0.394785 0.257395 HZ PPP2R3A


0.377032 0.225096 HZ FHL5 NC_056054.1 253930001 253950001 0.397425 0.272161 HZ PPP2R3A


0.260482 0.295784 HZ FHL5 NC_056054.1 253935001 253955001 0.438743 0.252991 HZ PPP2R3A


0.165158 0.339056 HZ FHL5 NC_056054.1 253940001 253960001 0.465908 0.245044 HZ PPP2R3A


0.120205 0.35901 HZ FHL5 NC_056054.1 253950001 253970001 0.46055 0.256752 HZ PPP2R3A


0.15406 0.317535 HZ FHL5 NC_056056.1 225610001 225630001 0.431958 0.196732 HZ PPP6R2


0.304917 0.258288 HZ FHL5 NC_056061.1 31135001 31155001 0.290237 0.18497 HZ PRDM1


0.479632 0.180409 HZ FHL5 NC_056061.1 31140001 31160001 0.211496 0.162626 HZ PRDM1


0.478768 0.149456 HZ FHIP1A NC_056061.1 31145001 31165001 0.190307 0.163376 HZ PRDM1


0.47361 0.139272 HZ FHIP1A NC_056062.1 46740001 46760001 0.47255 0.208134 HZ PRDM14


0.431259 0.159784 HZ FHIP1A NC_056062.1 46745001 46765001 0.395106 0.232525 HZ PRDM14


0.537249 0.26654 HZ FGF16 NC_056062.1 46750001 46770001 0.483736 0.198416 HZ PRDM14


0.366395 0.208124 HZ FGD2 NC_056058.1 28300001 28320001 0.427083 0.257378 HZ PRDM6


0.141343 0.268023 HZ FGD2 NC_056058.1 28305001 28325001 0.362813 0.255575 HZ PRDM6


0.117797 0.263122 HZ FGD2 NC_056058.1 28310001 28330001 0.420823 0.221489 HZ PRDM6


0.297547 0.1823 HZ FGD2 NC_056058.1 28315001 28335001 0.385314 0.185824 HZ PRDM6


0.415804 0.141148 HZ FEZ1 NC_056056.1 78155001 78175001 0.398819 0.189852 HZ PRKCE


0.396112 0.174268 HZ FEZ1 NC_056056.1 78160001 78180001 0.447217 0.203088 HZ PRKCE


0.412321 0.18981 HZ FEZ1 NC_056056.1 78170001 78190001 0.377227 0.313658 HZ PRKCE







0.521463 0.200376 HZ FEZ1 NC_056056.1 78175001 78195001 0.327156 0.305035 HZ PRKCE


0.385354 0.183673 HZ FER1L5;KANSL3 NC_056056.1 78180001 78200001 0.317308 0.261201 HZ PRKCE


0.395641 0.195621 HZ FER1L5;KANSL3 NC_056056.1 78185001 78205001 0.166184 0.19805 HZ PRKCE


0.395918 0.196207 HZ FER1L5;KANSL3 NC_056056.1 78190001 78210001 0.208975 0.162787 HZ PRKCE


0.464158 0.20396 HZ FDXR;GRIN2C NC_056056.1 78640001 78660001 0.312139 0.329513 HZ PRKCE


0.112572 0.195764 HZ FCGR3A NC_056056.1 78645001 78665001 0.214765 0.332639 HZ PRKCE


0.274436 0.314219 HZ FBXW12 NC_056056.1 78650001 78670001 0.292213 0.309524 HZ PRKCE


0.059155 0.436777 HZ FBXW12 NC_056056.1 78655001 78675001 0.339749 0.268612 HZ PRKCE


0.417053 0.222235 HZ FBRS;PRR14 NC_056056.1 78660001 78680001 0.392918 0.243492 HZ PRKCE


0.528761 0.235409 HZ FBRS;PRR14 NC_056075.1 7115001 7135001 0.404548 0.214876 HZ PRKG1


0.532294 0.185071 HZ FBRS;PRR14 NC_056075.1 7120001 7140001 0.341737 0.260551 HZ PRKG1


0.529191 0.185901 HZ FBRS NC_056075.1 7125001 7145001 0.301896 0.25794 HZ PRKG1


0.40969 0.223656 HZ FBLN5 NC_056075.1 7130001 7150001 0.214647 0.295657 HZ PRKG1


0.426452 0.21659 HZ FBLN5 NC_056075.1 7135001 7155001 0.22966 0.294938 HZ PRKG1


0.486962 0.21346 HZ FBLN5 NC_056075.1 7140001 7160001 0.283176 0.265633 HZ PRKG1


0.486358 0.165558 HZ FAT3 NC_056075.1 7145001 7165001 0.318754 0.226325 HZ PRKG1


0.178066 0.168911 HZ FAT3 NC_056075.1 7150001 7170001 0.411379 0.198917 HZ PRKG1


0.199264 0.163622 HZ FAT3 NC_056075.1 7415001 7435001 0.40499 0.244184 HZ PRKG1


0.452705 0.198526 HZ FARP1 NC_056075.1 7420001 7440001 0.293284 0.236273 HZ PRKG1


0.50752 0.160419 HZ FARP1 NC_056075.1 7425001 7445001 0.324365 0.231635 HZ PRKG1


0.338485 0.20981 HZ FANCC;LOC11411NC_056075.1 7430001 7450001 0.342697 0.173154 HZ PRKG1


0.364609 0.221684 HZ FANCC;LOC11411NC_056061.1 84690001 84710001 0.18049 0.35784 HZ PRKN


0.351993 0.214613 HZ FANCC;LOC11411NC_056061.1 84695001 84715001 0.294393 0.261971 HZ PRKN


0.367397 0.162648 HZ FANCC;LOC11411NC_056061.1 84700001 84720001 0.343337 0.1876 HZ PRKN


0.31484 0.149287 HZ FANCC NC_056067.1 55755001 55775001 0.226079 0.228848 HZ PRR12;RRAS


0.466353 0.15049 HZ FANCC NC_056061.1 89015001 89035001 0.143219 0.175448 HZ PRR18;SFT2D1


0.371159 0.15071 HZ FANCC NC_056061.1 89020001 89040001 0.0835145 0.19856 HZ PRR18;SFT2D1


0.214063 0.314378 HZ FAM76B NC_056055.1 29460001 29480001 0.362299 0.17793 HZ PRXL2C


0.27629 0.265701 HZ FAM76B NC_056076.1 31005001 31025001 0.471662 0.336027 HZ PSMA8


0.255391 0.210431 HZ FAM76B NC_056076.1 31010001 31030001 0.475392 0.324421 HZ PSMA8


0.317192 0.155855 HZ FAM76B NC_056076.1 31015001 31035001 0.462176 0.32662 HZ PSMA8


0.350726 0.16306 HZ FAM71D;GPHN NC_056076.1 31020001 31040001 0.461432 0.332669 HZ PSMA8


0.321688 0.170494 HZ FAM71D NC_056076.1 31025001 31045001 0.476708 0.332652 HZ PSMA8


0.305121 0.16621 HZ FAM71D NC_056076.1 31030001 31050001 0.466794 0.341393 HZ PSMA8;SS18


0.248118 0.202643 HZ FAM71D NC_056066.1 30350001 30370001 0.141333 0.173346 HZ PTER


0.299223 0.140759 HZ FAM71D NC_056066.1 30355001 30375001 0.0966618 0.187103 HZ PTER







0.220217 0.213235 HZ FAM227B;FGF7 NC_056066.1 30360001 30380001 0.102193 0.183705 HZ PTER


0.26859 0.191585 HZ FAM227B;FGF7 NC_056054.1 54960001 54980001 0.439534 0.174442 HZ PTGFR


0.32053 0.165836 HZ FAM227B;FGF7 NC_056056.1 7300001 7320001 0.191549 0.280898 HZ PTPA


0.364553 0.15084 HZ FAM227B NC_056056.1 7305001 7325001 0.420432 0.15915 HZ PTPA


0.268531 0.201034 HZ FAM227B NC_056060.1 98260001 98280001 0.0943643 0.17054 HZ PTPN21


0.225921 0.217884 HZ FAM227B NC_056060.1 98265001 98285001 0.16079 0.176954 HZ PTPN21


0.134276 0.260385 HZ FAM227B NC_056055.1 76575001 76595001 0.101935 0.362322 HZ PTPRD


0.255707 0.197027 HZ FAM227B NC_056055.1 76585001 76605001 0.108527 0.296433 HZ PTPRD


0.42411 0.176927 HZ FAM219A NC_056055.1 76590001 76610001 0.142857 0.27707 HZ PTPRD


0.399123 0.224481 HZ FAM219A NC_056055.1 76595001 76615001 0.156951 0.245023 HZ PTPRD


0.433779 0.267151 HZ FAM219A NC_056055.1 76620001 76640001 0.175585 0.424669 HZ PTPRD


0.4346 0.257157 HZ FAM219A NC_056072.1 39275001 39295001 0.399392 0.240069 HZ PTPRG


0.444207 0.204272 HZ FAM219A NC_056072.1 39280001 39300001 0.456195 0.2311 HZ PTPRG


0.448695 0.193629 HZ FAM219A NC_056068.1 62405001 62425001 0.325325 0.158226 HZ QSER1


0.435517 0.149126 HZ FAM219A NC_056068.1 62410001 62430001 0.307124 0.173669 HZ QSER1


0.510089 0.230215 HZ FAM214A NC_056068.1 62415001 62435001 0.271983 0.185228 HZ QSER1


0.495328 0.256455 HZ FAM214A NC_056064.1 18275001 18295001 0.397924 0.169302 HZ RAB11FIP4


0.479887 0.259243 HZ FAM214A NC_056064.1 18280001 18300001 0.25279 0.249068 HZ RAB11FIP4


0.508571 0.218899 HZ FAM214A NC_056064.1 18285001 18305001 0.170507 0.304683 HZ RAB11FIP4


0.510434 0.234802 HZ FAM13A NC_056064.1 18290001 18310001 0.0960252 0.36886 HZ RAB11FIP4


0.36039 0.275264 HZ FAM13A NC_056064.1 18295001 18315001 0.0935253 0.408589 HZ RAB11FIP4


0.347745 0.259633 HZ FAM13A NC_056064.1 18300001 18320001 0.195862 0.367964 HZ RAB11FIP4


0.448626 0.222422 HZ FAM13A NC_056064.1 18305001 18325001 0.294389 0.310009 HZ RAB11FIP4


0.446678 0.356628 HZ FAM13A NC_056064.1 18310001 18330001 0.352632 0.250743 HZ RAB11FIP4


0.421358 0.322287 HZ FAM13A NC_056058.1 19805001 19825001 0.428918 0.190934 HZ RAD50


0.533332 0.155873 HZ FAM13A NC_056056.1 8970001 8990001 0.294498 0.186287 HZ RALGPS1


0.409519 0.203484 HZ FAM126A NC_056079.1 39630001 39650001 0.407971 0.174936 HZ RARB


0.489147 0.173653 HZ FAM126A NC_056079.1 39720001 39740001 0.427091 0.277128 HZ RARB


0.500408 0.148929 HZ FAM120A NC_056079.1 39725001 39745001 0.264621 0.205689 HZ RARB


0.518405 0.170123 HZ FAM107A NC_056079.1 39730001 39750001 0.245419 0.175736 HZ RARB


0.39705 0.148188 HZ FAHD2A;KCNIP3 NC_056078.1 43450001 43470001 0.48455 0.229984 HZ RASSF4


0.419595 0.179667 HZ FAHD2A;GPAT2 NC_056078.1 43445001 43465001 0.481288 0.198267 HZ RASSF4;ZNF22


0.410846 0.173004 HZ FAHD2A;GPAT2 NC_056077.1 22745001 22765001 0.486111 0.204777 HZ RBBP6


0.38363 0.156405 HZ FAHD2A;GPAT2 NC_056076.1 33925001 33945001 0.454656 0.239717 HZ RBBP8


0.395031 0.159479 HZ FAHD2A;GPAT2 NC_056076.1 33930001 33950001 0.201454 0.163164 HZ RBBP8


0.0861537 0.142481 HZ FA2H NC_056077.1 6190001 6210001 0.487145 0.167759 HZ RBFOX1







0.434288 0.165979 HZ F13A1 NC_056077.1 6195001 6215001 0.48559 0.16534 HZ RBFOX1


0.392917 0.160922 HZ F13A1 NC_056077.1 6255001 6275001 0.21663 0.224794 HZ RBFOX1


0.418285 0.146369 HZ EXPH5 NC_056077.1 6260001 6280001 0.238928 0.241445 HZ RBFOX1


0.234992 0.227891 HZ EXPH5 NC_056077.1 6265001 6285001 0.235515 0.247678 HZ RBFOX1


0.133417 0.274655 HZ EXPH5 NC_056077.1 6270001 6290001 0.180913 0.198802 HZ RBFOX1


0.14352 0.252498 HZ EXPH5 NC_056077.1 6275001 6295001 0.25436 0.200353 HZ RBFOX1


0.213693 0.220259 HZ EXPH5 NC_056077.1 6280001 6300001 0.254675 0.257571 HZ RBFOX1


0.304014 0.178401 HZ EXPH5 NC_056077.1 6285001 6305001 0.305262 0.283219 HZ RBFOX1


0.440951 0.170356 HZ EXOC4 NC_056077.1 6290001 6310001 0.357443 0.333789 HZ RBFOX1


0.483743 0.141693 HZ EXOC4 NC_056077.1 6295001 6315001 0.354235 0.322314 HZ RBFOX1


0.522027 0.252918 HZ EVL NC_056077.1 6300001 6320001 0.403431 0.278684 HZ RBFOX1


0.412711 0.214463 HZ EVI5 NC_056077.1 6305001 6325001 0.482482 0.256645 HZ RBFOX1


0.284471 0.191934 HZ EVI5 NC_056064.1 52520001 52540001 0.356675 0.394568 HZ RBFOX3


0.0975719 0.1767 HZ ETAA1 NC_056064.1 52525001 52545001 0.474305 0.311538 HZ RBFOX3


0.0639881 0.210697 HZ ETAA1 NC_056080.1 128230001 128250001 0.305354 0.223645 HZ RBM41


0.0622549 0.188639 HZ ETAA1 NC_056072.1 4185001 4205001 0.343722 0.170199 HZ RBMS3


0.0800855 0.177371 HZ ETAA1 NC_056072.1 4190001 4210001 0.397187 0.157743 HZ RBMS3


0.33618 0.152465 HZ ESRRB NC_056072.1 4215001 4235001 0.453727 0.239634 HZ RBMS3


0.313818 0.153589 HZ ESRRB NC_056072.1 4220001 4240001 0.471102 0.237661 HZ RBMS3


0.495841 0.260714 HZ ESRRB NC_056078.1 18985001 19005001 0.343511 0.16566 HZ REEP3


0.329194 0.340544 HZ ESRRB NC_056065.1 34870001 34890001 0.362828 0.189376 HZ RGS7


0.190581 0.30751 HZ ERG NC_056065.1 34875001 34895001 0.164629 0.213185 HZ RGS7


0.244918 0.2419 HZ ERG NC_056065.1 34880001 34900001 0.238008 0.210673 HZ RGS7


0.290657 0.167619 HZ ERC2 NC_056065.1 34885001 34905001 0.324428 0.191985 HZ RGS7


0.199005 0.232008 HZ ERC2 NC_056065.1 34890001 34910001 0.428297 0.196154 HZ RGS7


0.390184 0.195371 HZ ERC2 NC_056065.1 35015001 35035001 0.0970577 0.159081 HZ RGS7


0.509703 0.167548 HZ ERC2 NC_056058.1 92710001 92730001 0.438753 0.185383 HZ RHOBTB3


0.463768 0.15932 HZ ERBIN NC_056062.1 73750001 73770001 0.245165 0.17252 HZ RIMS2


0.382581 0.217949 HZ ERBIN NC_056062.1 73755001 73775001 0.229914 0.203971 HZ RIMS2


0.399206 0.22092 HZ ERBIN NC_056062.1 73760001 73780001 0.353172 0.17249 HZ RIMS2


0.505919 0.200104 HZ ERBIN NC_056066.1 39000001 39020001 0.373942 0.182866 HZ RIN2


0.442946 0.159439 HZ EPS8L3;GSTM3 NC_056055.1 159080001 159100001 0.417372 0.157855 HZ RND3


0.39128 0.172876 HZ EPS8L3 NC_056070.1 62950001 62970001 0.411905 0.273434 HZ RNF10


0.308372 0.183226 HZ EPHB4;ZAN NC_056070.1 62955001 62975001 0.390737 0.248565 HZ RNF10


0.497329 0.20276 HZ EPHB4;ZAN NC_056070.1 62960001 62980001 0.353313 0.190073 HZ RNF10


0.141141 0.14632 HZ EPHB4 NC_056060.1 49365001 49385001 0.349096 0.204346 HZ RNF111







0.532873 0.436725 HZ EPHA5 NC_056060.1 49370001 49390001 0.371055 0.22058 HZ RNF111


0.532319 0.434075 HZ EPHA5 NC_056060.1 49375001 49395001 0.281623 0.263511 HZ RNF111


0.421546 0.449957 HZ EPHA5 NC_056060.1 49380001 49400001 0.280612 0.280339 HZ RNF111


0.289635 0.51846 HZ EPHA5 NC_056060.1 49385001 49405001 0.346756 0.262779 HZ RNF111


0.378636 0.487211 HZ EPHA5 NC_056060.1 49390001 49410001 0.352075 0.251956 HZ RNF111


0.498987 0.425178 HZ EPHA5 NC_056055.1 234690001 234710001 0.469662 0.193643 HZ RNF19B


0.388545 0.454091 HZ EPHA5 NC_056055.1 52120001 52140001 0.169306 0.234355 HZ RNF38


0.313326 0.492205 HZ EPHA5 NC_056061.1 48520001 48540001 0.253927 0.192708 HZ RNGTT


0.170365 0.576485 HZ EPHA5 NC_056061.1 48525001 48545001 0.218133 0.222222 HZ RNGTT


0.111179 0.62814 HZ EPHA5 NC_056061.1 48530001 48550001 0.17271 0.228632 HZ RNGTT


0.0620499 0.676181 HZ EPHA5 NC_056061.1 48535001 48555001 0.21865 0.213615 HZ RNGTT


0.409544 0.144069 HZ EPHA5 NC_056054.1 147550001 147570001 0.468268 0.264321 HZ ROBO1


0.416856 0.18106 HZ EPHA10 NC_056054.1 148210001 148230001 0.443868 0.247518 HZ ROBO1


0.40447 0.155575 HZ EPHA1 NC_056054.1 148215001 148235001 0.479763 0.332868 HZ ROBO1


0.256517 0.143427 HZ EPGN NC_056054.1 145690001 145710001 0.483073 0.163995 HZ ROBO2


0.270328 0.145178 HZ EPGN NC_056060.1 47060001 47080001 0.492121 0.332204 HZ RORA


0.496734 0.193188 HZ EPB41L5 NC_056060.1 47065001 47085001 0.491094 0.300329 HZ RORA


0.510805 0.18566 HZ EPB41L5 NC_056060.1 47445001 47465001 0.397878 0.238565 HZ RORA


0.482972 0.195695 HZ EPB41L5 NC_056060.1 47450001 47470001 0.387717 0.254781 HZ RORA


0.529644 0.183781 HZ EPB41L5 NC_056060.1 47455001 47475001 0.351464 0.243579 HZ RORA


0.337047 0.142598 HZ EPAS1 NC_056060.1 47460001 47480001 0.391278 0.227179 HZ RORA


0.485192 0.139812 HZ ENPP2 NC_056060.1 47465001 47485001 0.453497 0.249233 HZ RORA


0.321781 0.2044 HZ ENPP2 NC_056060.1 47595001 47615001 0.408475 0.208246 HZ RORA


0.294069 0.214147 HZ ENPP2 NC_056060.1 47600001 47620001 0.212689 0.279604 HZ RORA


0.455224 0.152787 HZ ENPP2 NC_056060.1 47605001 47625001 0.150918 0.314649 HZ RORA


0.523903 0.156491 HZ ENOX1 NC_056060.1 47610001 47630001 0.0971328 0.330767 HZ RORA


0.445866 0.171271 HZ ENOX1 NC_056060.1 47615001 47635001 0.122932 0.310754 HZ RORA


0.422416 0.176382 HZ ENOX1 NC_056060.1 47620001 47640001 0.167807 0.279228 HZ RORA


0.506427 0.147169 HZ ENOX1 NC_056060.1 47625001 47645001 0.189849 0.260559 HZ RORA


0.484918 0.161641 HZ ENG;FPGS NC_056060.1 47630001 47650001 0.208226 0.248987 HZ RORA


0.508771 0.188805 HZ ENG;FPGS NC_056060.1 47635001 47655001 0.284405 0.249099 HZ RORA


0.0779091 0.174618 HZ ENDOG;LOC10110NC_056060.1 47640001 47660001 0.364057 0.193284 HZ RORA


0.131023 0.163501 HZ ENDOG;LOC10110NC_056070.1 61595001 61615001 0.3968 0.212682 HZ RPH3A


0.53271 0.205037 HZ ENAH NC_056070.1 61600001 61620001 0.452956 0.229036 HZ RPH3A


0.525777 0.18314 HZ ENAH NC_056070.1 61605001 61625001 0.346688 0.258368 HZ RPH3A


0.28133 0.153184 HZ EN2 NC_056070.1 61610001 61630001 0.33956 0.246791 HZ RPH3A







0.527523 0.14445 HZ EN1 NC_056070.1 61615001 61635001 0.300334 0.209135 HZ RPH3A


0.523029 0.142786 HZ EN1 NC_056070.1 61620001 61640001 0.258119 0.197215 HZ RPH3A


0.465482 0.178767 HZ ELMO1 NC_056080.1 64860001 64880001 0.433009 0.182327 HZ RPS4X


0.390414 0.218028 HZ ELMO1 NC_056061.1 89245001 89265001 0.389228 0.163852 HZ RPS6KA2


0.414804 0.230603 HZ ELMO1 NC_056080.1 18620001 18640001 0.450172 0.238978 HZ RPS6KA3


0.467044 0.238026 HZ ELMO1 NC_056080.1 18625001 18645001 0.467015 0.216169 HZ RPS6KA3


0.266926 0.173684 HZ ELL;FKBP8 NC_056060.1 100470001 100490001 0.361884 0.479003 HZ RPS6KA5


0.459203 0.207202 HZ ELAC1;ME2 NC_056060.1 100475001 100495001 0.308642 0.428725 HZ RPS6KA5


0.475059 0.157276 HZ EIF5B;REV1 NC_056060.1 100480001 100500001 0.424665 0.314667 HZ RPS6KA5


0.424348 0.176784 HZ EIF5B NC_056061.1 48120001 48140001 0.227194 0.160952 HZ RRAGD


0.385881 0.201849 HZ EIF5B NC_056061.1 48150001 48170001 0.177262 0.207474 HZ RRAGD


0.514947 0.182713 HZ EIF5B NC_056061.1 48155001 48175001 0.155576 0.193899 HZ RRAGD


0.21505 0.268738 HZ EIF2AK3;LOC1141NC_056061.1 48160001 48180001 0.456479 0.23323 HZ RRAGD;UBE2J


0.185787 0.269566 HZ EIF2AK3;LOC1141NC_056074.1 15915001 15935001 0.355152 0.225402 HZ RSF1


0.15522 0.266962 HZ EIF2AK3;LOC1141NC_056066.1 59125001 59145001 0.487296 0.283843 HZ RTF2


0.218341 0.242839 HZ EIF2AK3;LOC1141NC_056080.1 64680001 64700001 0.333096 0.197412 HZ RTL5


0.339801 0.188095 HZ EIF2AK3 NC_056054.1 78570001 78590001 0.112903 0.215604 HZ S1PR1


0.437862 0.168105 HZ EIF2AK3 NC_056054.1 78575001 78595001 0.276428 0.175423 HZ S1PR1


0.494149 0.160267 HZ EIF2AK3 NC_056060.1 23985001 24005001 0.320377 0.167033 HZ SALL2


0.509689 0.155433 HZ EIF2AK3 NC_056060.1 23990001 24010001 0.319271 0.182519 HZ SALL2


0.397994 0.216966 HZ EIF2AK3 NC_056060.1 65230001 65250001 0.348178 0.158231 HZ SAMD4A


0.360017 0.245808 HZ EIF2AK3 NC_056060.1 65240001 65260001 0.27006 0.16741 HZ SAMD4A


0.311976 0.272384 HZ EIF2AK3 NC_056072.1 51665001 51685001 0.117188 0.173461 HZ SC5


0.32673 0.261834 HZ EIF2AK3 NC_056056.1 140515001 140535001 0.420028 0.181902 HZ SCAF11


0.421353 0.212899 HZ EIF2AK3 NC_056056.1 140520001 140540001 0.439668 0.183118 HZ SCAF11


0.475815 0.154595 HZ EIF2AK3 NC_056056.1 140525001 140545001 0.463543 0.203732 HZ SCAF11


0.288398 0.282143 HZ EI24 NC_056054.1 124440001 124460001 0.138158 0.392562 HZ SCAF4


0.508961 0.143236 HZ EI24 NC_056054.1 124445001 124465001 0.253136 0.339449 HZ SCAF4


0.32448 0.154236 HZ EFNA5 NC_056054.1 124450001 124470001 0.357986 0.228475 HZ SCAF4


0.338615 0.2067 HZ EFNA5 NC_056061.1 79290001 79310001 0.473041 0.185346 HZ SCAF8


0.331935 0.220991 HZ EFNA5 NC_056071.1 29630001 29650001 0.266108 0.217717 HZ SCAPER


0.315434 0.211722 HZ EFNA5 NC_056071.1 29635001 29655001 0.331882 0.201674 HZ SCAPER


0.301353 0.179591 HZ EFNA5 NC_056071.1 29640001 29660001 0.413989 0.206866 HZ SCAPER


0.32445 0.149425 HZ EFNA5 NC_056064.1 57165001 57185001 0.44575 0.225073 HZ SDK2


0.138081 0.13896 HZ EFNA5 NC_056057.1 41420001 41440001 0.449899 0.189852 HZ SEMA3C


0.0841529 0.143248 HZ EFNA5 NC_056057.1 41425001 41445001 0.406314 0.226035 HZ SEMA3C







0.122976 0.140405 HZ EFNA5 NC_056057.1 41430001 41450001 0.487595 0.186749 HZ SEMA3C


0.292823 0.158005 HZ EFNA5 NC_056060.1 61190001 61210001 0.457616 0.240568 HZ SEMA6D


0.209836 0.187353 HZ EFNA5 NC_056060.1 61195001 61215001 0.199303 0.19273 HZ SEMA6D


0.136449 0.244208 HZ EFNA5 NC_056060.1 61210001 61230001 0.111224 0.160847 HZ SEMA6D


0.28122 0.139192 HZ EFNA5 NC_056060.1 61215001 61235001 0.157894 0.21411 HZ SEMA6D


0.454616 0.177639 HZ EFNA5 NC_056060.1 61220001 61240001 0.106051 0.220638 HZ SEMA6D


0.50314 0.139517 HZ EFNA5 NC_056060.1 61225001 61245001 0.457262 0.203213 HZ SEMA6D


0.362301 0.172596 HZ EFCAB14 NC_056054.1 166880001 166900001 0.323022 0.199879 HZ SENP7;TRMT1


0.379857 0.18819 HZ EFCAB14 NC_056054.1 166885001 166905001 0.232802 0.243813 HZ SENP7;TRMT1


0.461101 0.293223 HZ EFCAB14 NC_056054.1 100015001 100035001 0.32452 0.368031 HZ SF3B4;SV2A


0.468179 0.321164 HZ EFCAB14 NC_056061.1 89025001 89045001 0.103371 0.248058 HZ SFT2D1


0.51131 0.368037 HZ EFCAB14 NC_056061.1 89030001 89050001 0.205206 0.212385 HZ SFT2D1


0.479243 0.228806 HZ EDIL3 NC_056061.1 89035001 89055001 0.270595 0.197505 HZ SFT2D1


0.460209 0.185721 HZ EDA NC_056058.1 64735001 64755001 0.456699 0.224343 HZ SGCD


0.316017 0.164356 HZ EDA NC_056058.1 64740001 64760001 0.241888 0.342959 HZ SGCD


0.304714 0.140383 HZ EDA NC_056058.1 64745001 64765001 0.211913 0.361623 HZ SGCD


0.191621 0.142266 HZ EDA NC_056054.1 42185001 42205001 0.370197 0.165262 HZ SGIP1


0.244373 0.183345 HZ ECRG4 NC_056069.1 4350001 4370001 0.395509 0.165663 HZ SH3PXD2B


0.185987 0.161746 HZ ECRG4 NC_056069.1 4355001 4375001 0.182308 0.226585 HZ SH3PXD2B


0.524126 0.15815 HZ ECE1 NC_056069.1 4360001 4380001 0.236096 0.182949 HZ SH3PXD2B


0.39778 0.150568 HZ ECE1 NC_056055.1 23810001 23830001 0.440386 0.195797 HZ SHC3


0.328286 0.151459 HZ ECE1 NC_056055.1 23815001 23835001 0.372213 0.213726 HZ SHC3


0.292101 0.170118 HZ DYNLT1;TMEM18NC_056064.1 29900001 29920001 0.365722 0.16813 HZ SHISA6


0.328302 0.138652 HZ DYNLT1;TMEM18NC_056064.1 29905001 29925001 0.424269 0.160679 HZ SHISA6


0.283333 0.138998 HZ DTX2 NC_056064.1 30025001 30045001 0.312775 0.164572 HZ SHISA6


0.438245 0.164667 HZ DSCAML1 NC_056077.1 12295001 12315001 0.45684 0.210183 HZ SHISA9


0.416041 0.19562 HZ DSCAML1 NC_056077.1 12300001 12320001 0.393228 0.295251 HZ SHISA9


0.384258 0.226101 HZ DSCAML1 NC_056077.1 12305001 12325001 0.36455 0.291372 HZ SHISA9


0.4144 0.222257 HZ DSCAML1 NC_056077.1 12310001 12330001 0.293466 0.241841 HZ SHISA9


0.494226 0.194243 HZ DSCAML1 NC_056077.1 12315001 12335001 0.350691 0.243251 HZ SHISA9


0.333909 0.1398 HZ DR1 NC_056077.1 12325001 12345001 0.394321 0.175579 HZ SHISA9


0.432793 0.144604 HZ DOK5 NC_056063.1 16285001 16305001 0.444142 0.227409 HZ SIAH3


0.376439 0.167473 HZ DOK5 NC_056063.1 16290001 16310001 0.349782 0.184495 HZ SIAH3


0.464228 0.146162 HZ DOK5 NC_056064.1 9770001 9790001 0.435745 0.171622 HZ SKA2;TRIM37


0.33033 0.168172 HZ DOCK8 NC_056057.1 70800001 70820001 0.348012 0.377317 HZ SKAP2


0.350066 0.148764 HZ DOCK8 NC_056057.1 70805001 70825001 0.401736 0.339143 HZ SKAP2







0.262684 0.181673 HZ DOCK8 NC_056062.1 21395001 21415001 0.281069 0.282005 HZ SLA;TG


0.292875 0.173313 HZ DOCK8 NC_056059.1 102440001 102460001 0.38162 0.19512 HZ SLC10A6


0.350915 0.15962 HZ DOCK8 NC_056059.1 102445001 102465001 0.374871 0.210723 HZ SLC10A6


0.387522 0.152297 HZ DOCK8 NC_056059.1 102450001 102470001 0.427046 0.161317 HZ SLC10A6


0.363128 0.160631 HZ DOCK8 NC_056054.1 266050001 266070001 0.463181 0.15769 HZ SLC19A1


0.271483 0.187644 HZ DOCK8 NC_056055.1 229870001 229890001 0.354788 0.166857 HZ SLC19A3


0.148879 0.242552 HZ DOCK8 NC_056058.1 19895001 19915001 0.336058 0.163342 HZ SLC22A4


0.0972647 0.261191 HZ DOCK8 NC_056058.1 19900001 19920001 0.262308 0.161847 HZ SLC22A4


0.520254 0.143584 HZ DOCK8 NC_056058.1 19905001 19925001 0.275649 0.185224 HZ SLC22A4


0.455409 0.222543 HZ DNTTIP2;GCLM NC_056058.1 19910001 19930001 0.299298 0.19638 HZ SLC22A4


0.437896 0.238556 HZ DNTTIP2;GCLM NC_056058.1 19810001 19830001 0.383493 0.20837 HZ SLC22A5


0.493863 0.22573 HZ DNTTIP2;GCLM NC_056058.1 19815001 19835001 0.48831 0.16815 HZ SLC22A5


0.461356 0.269415 HZ DNTTIP2 NC_056072.1 35205001 35225001 0.276094 0.314824 HZ SLC25A26


0.454136 0.239797 HZ DNTTIP2 NC_056072.1 35210001 35230001 0.265639 0.295641 HZ SLC25A26


0.53211 0.146444 HZ DNM1 NC_056072.1 35215001 35235001 0.164746 0.303975 HZ SLC25A26


0.52 0.144046 HZ DNAI1;ENHO NC_056072.1 35220001 35240001 0.0932203 0.26866 HZ SLC25A26


0.148936 0.223717 HZ DNAI1 NC_056062.1 74015001 74035001 0.251492 0.186145 HZ SLC25A32


0.291667 0.216311 HZ DNAI1 NC_056062.1 85970001 85990001 0.349382 0.166251 HZ SLC26A7


0.322368 0.199313 HZ DNAI1 NC_056062.1 85975001 85995001 0.432173 0.195089 HZ SLC26A7


0.335175 0.199933 HZ DNAI1 NC_056065.1 3500001 3520001 0.203461 0.15889 HZ SLC26A9


0.339896 0.167609 HZ DNAI1 NC_056056.1 207040001 207060001 0.459155 0.203489 HZ SLC2A3


0.289941 0.149715 HZ DNAI1 NC_056054.1 232540001 232560001 0.377012 0.27773 HZ SLC33A1


0.517289 0.175477 HZ DNAH9 NC_056054.1 232545001 232565001 0.252457 0.25807 HZ SLC33A1


0.520438 0.167876 HZ DNAH9 NC_056054.1 232550001 232570001 0.330854 0.196115 HZ SLC33A1


0.417206 0.257181 HZ DNAH3 NC_056068.1 17045001 17065001 0.142163 0.273357 HZ SLC35F2


0.502013 0.231779 HZ DNAH3 NC_056068.1 17075001 17095001 0.0370699 0.362249 HZ SLC35F2


0.503153 0.198558 HZ DNAH14 NC_056068.1 17080001 17100001 0.203405 0.269589 HZ SLC35F2


0.472726 0.207049 HZ DNAH14 NC_056066.1 31755001 31775001 0.227012 0.292802 HZ SLC39A12


0.481718 0.149736 HZ DNAH14 NC_056066.1 31760001 31780001 0.335919 0.273244 HZ SLC39A12


0.382165 0.178062 HZ DNAH14 NC_056066.1 31765001 31785001 0.438822 0.286082 HZ SLC39A12


0.400226 0.193043 HZ DNAH14 NC_056055.1 148110001 148130001 0.430703 0.21266 HZ SLC4A10


0.494582 0.173565 HZ DNAH14 NC_056055.1 148115001 148135001 0.336647 0.299756 HZ SLC4A10


0.454057 0.272344 HZ DMXL1 NC_056055.1 148120001 148140001 0.321862 0.328983 HZ SLC4A10


0.451926 0.298597 HZ DMXL1 NC_056055.1 148125001 148145001 0.285611 0.3263 HZ SLC4A10


0.379016 0.259003 HZ DMXL1 NC_056055.1 148130001 148150001 0.442756 0.250931 HZ SLC4A10


0.267062 0.210137 HZ DMXL1 NC_056069.1 71195001 71215001 0.0448088 0.175861 HZ SLC6A18;TERT







0.222094 0.171534 HZ DMXL1 NC_056069.1 71200001 71220001 0.0385809 0.200443 HZ SLC6A18;TERT


0.50775 0.158039 HZ DMD NC_056070.1 19680001 19700001 0.378049 0.196847 HZ SLC7A11


0.41796 0.173518 HZ DMD NC_056070.1 19685001 19705001 0.379744 0.224298 HZ SLC7A11


0.480849 0.15516 HZ DLC1;LOC114111 NC_056070.1 19690001 19710001 0.478297 0.231723 HZ SLC7A11


0.326882 0.163044 HZ DLC1 NC_056054.1 245950001 245970001 0.172457 0.167095 HZ SLC9A9


0.392034 0.168525 HZ DLC1 NC_056054.1 245955001 245975001 0.326409 0.193503 HZ SLC9A9


0.234127 0.157954 HZ DLC1 NC_056054.1 245960001 245980001 0.474753 0.215778 HZ SLC9A9


0.401525 0.183857 HZ DIS3 NC_056056.1 194380001 194400001 0.111631 0.336483 HZ SLCO1A2


0.445816 0.159921 HZ DGKI NC_056056.1 194385001 194405001 0.204927 0.31008 HZ SLCO1A2


0.40419 0.163926 HZ DGKI NC_056056.1 194390001 194410001 0.281136 0.315721 HZ SLCO1A2


0.493475 0.144239 HZ DERL1 NC_056059.1 40800001 40820001 0.379862 0.295366 HZ SLIT2


0.398269 0.419843 HZ DEF8;LOC1011130NC_056063.1 61315001 61335001 0.463243 0.203218 HZ SLITRK6


0.181765 0.495771 HZ DEF8;LOC1011130NC_056063.1 61320001 61340001 0.299884 0.196921 HZ SLITRK6


0.383191 0.427813 HZ DEF8 NC_056063.1 61325001 61345001 0.117128 0.239716 HZ SLITRK6


0.129324 0.17018 HZ DECR1;NBN NC_056060.1 49525001 49545001 0.273734 0.182029 HZ SLTM


0.47254 0.148014 HZ DECR1 NC_056060.1 49530001 49550001 0.198906 0.183714 HZ SLTM


0.400625 0.197597 HZ DECR1 NC_056060.1 13955001 13975001 0.342177 0.182444 HZ SMAD3


0.322074 0.205081 HZ DECR1 NC_056060.1 13960001 13980001 0.416223 0.190933 HZ SMAD3


0.159861 0.203797 HZ DECR1 NC_056080.1 113385001 113405001 0.208 0.306904 HZ SMARCA1


0.112739 0.186981 HZ DECR1 NC_056080.1 113390001 113410001 0.37931 0.198281 HZ SMARCA1


0.119435 0.178193 HZ DECR1 NC_056080.1 51260001 51280001 0.335312 0.160476 HZ SMC1A


0.20761 0.164196 HZ DDX52;SYNRG NC_056074.1 875001 895001 0.272033 0.194265 HZ SMCO4


0.111418 0.229335 HZ DDX52;SYNRG NC_056074.1 880001 900001 0.280587 0.161103 HZ SMCO4


0.151383 0.225042 HZ DDX52;SYNRG NC_056060.1 79820001 79840001 0.489149 0.178937 HZ SMOC1


0.293147 0.200231 HZ DDX52 NC_056060.1 79825001 79845001 0.4693 0.195986 HZ SMOC1


0.425465 0.147876 HZ DDX11;FKBP4 NC_056073.1 8900001 8920001 0.086451 0.192701 HZ SNRPC


0.301802 0.169776 HZ DDIT4L NC_056073.1 8920001 8940001 0.0507869 0.216599 HZ SNRPC;UHRF1


0.413295 0.265457 HZ DCC NC_056055.1 645001 665001 0.111582 0.175244 HZ SNTG2


0.523471 0.189502 HZ DCC NC_056055.1 660001 680001 0.162455 0.157491 HZ SNTG2


0.521606 0.138604 HZ DAZAP2 NC_056063.1 25540001 25560001 0.408349 0.313983 HZ SOHLH2


0.243451 0.222059 HZ DACT2 NC_056063.1 25545001 25565001 0.476652 0.23089 HZ SOHLH2


0.143994 0.285188 HZ DACT2 NC_056063.1 25565001 25585001 0.435452 0.215205 HZ SOHLH2


0.504778 0.271006 HZ DACH1 NC_056063.1 25570001 25590001 0.348214 0.191525 HZ SOHLH2


0.509451 0.227542 HZ DACH1 NC_056075.1 27525001 27545001 0.436829 0.195985 HZ SORCS1


0.533715 0.202571 HZ DAB1 NC_056075.1 27530001 27550001 0.32216 0.262942 HZ SORCS1


0.332172 0.143651 HZ CYLD NC_056075.1 27535001 27555001 0.179456 0.303122 HZ SORCS1







0.205665 0.147738 HZ CYLD NC_056056.1 85160001 85180001 0.48892 0.320359 HZ SOS1


0.245312 0.144296 HZ CYLD NC_056056.1 85165001 85185001 0.466301 0.293804 HZ SOS1


0.51262 0.24206 HZ CXXC1 NC_056056.1 191610001 191630001 0.441738 0.163056 HZ SOX5


0.450511 0.179354 HZ CWC27 NC_056060.1 98190001 98210001 0.398977 0.160988 HZ SPATA7


0.483917 0.227567 HZ CWC27 NC_056060.1 98195001 98215001 0.387639 0.318635 HZ SPATA7


0.133254 0.160963 HZ CUX1 NC_056064.1 33480001 33500001 0.332673 0.207505 HZ SPECC1


0.129087 0.168951 HZ CUX1 NC_056070.1 71710001 71730001 0.345836 0.20258 HZ SPECC1L


0.133031 0.177488 HZ CUX1 NC_056070.1 71715001 71735001 0.379423 0.228992 HZ SPECC1L


0.156584 0.183751 HZ CUX1 NC_056070.1 71720001 71740001 0.433486 0.210632 HZ SPECC1L


0.320528 0.151761 HZ CUX1 NC_056060.1 15745001 15765001 0.470195 0.170239 HZ SPESP1


0.527778 0.14492 HZ CUL4B NC_056058.1 46130001 46150001 0.466093 0.16857 HZ SPOCK1


0.516336 0.14378 HZ CUBN NC_056058.1 46135001 46155001 0.283857 0.241269 HZ SPOCK1


0.526025 0.154678 HZ CUBN NC_056058.1 46140001 46160001 0.389687 0.195046 HZ SPOCK1


0.451901 0.185434 HZ CTNNBIP1 NC_056066.1 66275001 66295001 0.282691 0.321489 HZ SRC


0.458672 0.190692 HZ CTNNBIP1 NC_056066.1 66280001 66300001 0.395093 0.286896 HZ SRC


0.496901 0.142447 HZ CTNNA3 NC_056073.1 10590001 10610001 0.42679 0.162728 HZ SRSF3


0.353079 0.222785 HZ CTNNA3 NC_056077.1 34845001 34865001 0.394928 0.24 HZ SSC4D


0.425144 0.250524 HZ CTNNA3 NC_056062.1 34190001 34210001 0.393505 0.160954 HZ ST18


0.492648 0.176932 HZ CTIF NC_056062.1 34195001 34215001 0.301485 0.161841 HZ ST18


0.406651 0.161642 HZ CSN1S1 NC_056076.1 46795001 46815001 0.451632 0.161331 HZ ST8SIA5


0.417729 0.144611 HZ CRNKL1;NAA20 NC_056076.1 46800001 46820001 0.443774 0.157775 HZ ST8SIA5


0.498693 0.174433 HZ CREB3L2 NC_056063.1 27800001 27820001 0.458505 0.200412 HZ STARD13


0.415507 0.160299 HZ CREB3L2 NC_056063.1 74840001 74860001 0.299106 0.184973 HZ STK24


0.524344 0.143387 HZ CREB3L2 NC_056063.1 74845001 74865001 0.163086 0.241984 HZ STK24


0.437499 0.191465 HZ CREB3L2 NC_056063.1 74850001 74870001 0.193075 0.226476 HZ STK24


0.447133 0.148959 HZ CREB3L2 NC_056066.1 73370001 73390001 0.145998 0.266684 HZ STK4


0.263682 0.174036 HZ CREB3L2 NC_056066.1 73385001 73405001 0.0748328 0.210535 HZ STK4


0.375233 0.144614 HZ CRB1 NC_056079.1 13810001 13830001 0.468302 0.212629 HZ STOX2


0.378329 0.164702 HZ CRB1 NC_056079.1 13815001 13835001 0.260249 0.246199 HZ STOX2


0.411254 0.174938 HZ CRB1 NC_056079.1 13820001 13840001 0.250967 0.262223 HZ STOX2


0.383905 0.151807 HZ CRB1 NC_056079.1 13825001 13845001 0.277097 0.263491 HZ STOX2


0.417888 0.167932 HZ CPEB4 NC_056079.1 13830001 13850001 0.269896 0.28789 HZ STOX2


0.441666 0.1708 HZ CPEB4 NC_056065.1 28820001 28840001 0.253513 0.167232 HZ STUM


0.367667 0.150927 HZ CORO2A NC_056061.1 71765001 71785001 0.403357 0.258891 HZ STXBP5


0.456127 0.161868 HZ CORO2A NC_056061.1 71770001 71790001 0.314286 0.226916 HZ STXBP5


0.217724 0.147895 HZ COL9A2;ZMPSTE2NC_056061.1 71775001 71795001 0.224611 0.172755 HZ STXBP5







0.276371 0.163953 HZ COL9A2;ZMPSTE2NC_056061.1 71780001 71800001 0.311017 0.159852 HZ STXBP5


0.348711 0.198651 HZ COL9A2 NC_056061.1 71835001 71855001 0.270845 0.163096 HZ STXBP5


0.477573 0.173706 HZ COL9A2 NC_056061.1 71840001 71860001 0.487207 0.171104 HZ STXBP5


0.441931 0.182775 HZ COL4A4 NC_056057.1 82540001 82560001 0.414514 0.181455 HZ SUGCT


0.468153 0.189501 HZ COL4A4 NC_056059.1 86095001 86115001 0.469635 0.160123 HZ SULT1E1


0.474134 0.191631 HZ COL4A4 NC_056054.1 100010001 100030001 0.253392 0.336211 HZ SV2A


0.527366 0.172497 HZ COL4A4 NC_056071.1 15450001 15470001 0.373322 0.158432 HZ SV2B


0.460788 0.162801 HZ COBL NC_056057.1 103740001 103760001 0.395037 0.226613 HZ SVOPL


0.418509 0.151027 HZ CNTNAP5 NC_056057.1 103745001 103765001 0.28536 0.313061 HZ SVOPL


0.491175 0.153323 HZ CNTNAP2 NC_056057.1 103750001 103770001 0.191882 0.361227 HZ SVOPL


0.513716 0.143547 HZ CNTNAP2 NC_056057.1 103755001 103775001 0.140417 0.394449 HZ SVOPL


0.520735 0.139382 HZ CNTNAP2 NC_056057.1 103760001 103780001 0.252529 0.321594 HZ SVOPL


0.355755 0.262562 HZ CNTNAP2 NC_056057.1 103765001 103785001 0.3765 0.265653 HZ SVOPL


0.289495 0.292978 HZ CNTNAP2 NC_056056.1 114965001 114985001 0.478349 0.198024 HZ SYT1


0.349266 0.258446 HZ CNTNAP2 NC_056056.1 114970001 114990001 0.454242 0.214989 HZ SYT1


0.383271 0.213494 HZ CNTNAP2 NC_056056.1 114975001 114995001 0.474304 0.179416 HZ SYT1


0.118653 0.140516 HZ CNTNAP2 NC_056056.1 115065001 115085001 0.429089 0.247111 HZ SYT1


0.0274606 0.13953 HZ CNTNAP2 NC_056055.1 239665001 239685001 0.473716 0.212055 HZ SYTL1;TMEM2


0.463782 0.16171 HZ CNTN5 NC_056055.1 239670001 239690001 0.416571 0.235547 HZ SYTL1;TMEM2


0.349279 0.202953 HZ CNTN5 NC_056061.1 58120001 58140001 0.489844 0.169493 HZ TAAR1;VNN1


0.308063 0.215938 HZ CNTN5 NC_056066.1 54800001 54820001 0.405377 0.24123 HZ TAF4


0.434942 0.154596 HZ CNTN5 NC_056066.1 54805001 54825001 0.254615 0.226362 HZ TAF4


0.0609587 0.147758 HZ CNTN4 NC_056066.1 54810001 54830001 0.200925 0.248506 HZ TAF4


0.0407697 0.151889 HZ CNTN4 NC_056066.1 54815001 54835001 0.265136 0.239699 HZ TAF4


0.398783 0.193043 HZ CNOT8;GEMIN5 NC_056066.1 54820001 54840001 0.348478 0.220263 HZ TAF4


0.296011 0.258043 HZ CNOT8;GEMIN5 NC_056066.1 54825001 54845001 0.465691 0.202418 HZ TAF4


0.260703 0.288022 HZ CNOT8;GEMIN5 NC_056076.1 30900001 30920001 0.44411 0.269058 HZ TAF4B


0.345679 0.146454 HZ CNNM4 NC_056076.1 30905001 30925001 0.450494 0.2948 HZ TAF4B


0.389364 0.185672 HZ CNN3;SLC44A3 NC_056076.1 30910001 30930001 0.45539 0.314521 HZ TAF4B


0.145478 0.298176 HZ CNN3;SLC44A3 NC_056076.1 30915001 30935001 0.470799 0.329356 HZ TAF4B


0.444502 0.202569 HZ CNN3;SLC44A3 NC_056056.1 224355001 224375001 0.387283 0.208586 HZ TAFA5


0.286619 0.138655 HZ CMTR1 NC_056056.1 224360001 224380001 0.370748 0.265817 HZ TAFA5


0.298126 0.2117 HZ CLOCK;PDCL2 NC_056056.1 224365001 224385001 0.351849 0.290025 HZ TAFA5


0.295646 0.152845 HZ CLOCK;PDCL2 NC_056056.1 224370001 224390001 0.382669 0.285646 HZ TAFA5


0.301898 0.14443 HZ CLOCK;PDCL2 NC_056056.1 224375001 224395001 0.465792 0.297192 HZ TAFA5


0.0784627 0.138887 HZ CLOCK NC_056056.1 204460001 204480001 0.124669 0.255131 HZ TAS2R7;TAS2R







0.170494 0.138772 HZ CLOCK NC_056056.1 204465001 204485001 0.209671 0.203816 HZ TAS2R7;TAS2R


0.32003 0.169692 HZ CLOCK NC_056056.1 204455001 204475001 0.0647546 0.292242 HZ TAS2R8;TAS2R


0.326611 0.161119 HZ CLOCK NC_056056.1 204450001 204470001 0.0452174 0.318165 HZ TAS2R9


0.343813 0.162524 HZ CLOCK NC_056072.1 16585001 16605001 0.308929 0.209731 HZ TATDN2


0.354011 0.159913 HZ CLOCK NC_056072.1 16590001 16610001 0.433286 0.18688 HZ TATDN2


0.334533 0.141694 HZ CLOCK NC_056072.1 16595001 16615001 0.447911 0.200791 HZ TATDN2


0.362893 0.186269 HZ CLOCK NC_056075.1 15525001 15545001 0.367236 0.168341 HZ TBC1D12


0.407913 0.216368 HZ CLOCK NC_056075.1 15530001 15550001 0.326233 0.184954 HZ TBC1D12


0.304664 0.23632 HZ CLOCK NC_056075.1 15535001 15555001 0.332677 0.187554 HZ TBC1D12


0.314473 0.138945 HZ CLMN NC_056075.1 15540001 15560001 0.328285 0.19551 HZ TBC1D12


0.445594 0.177679 HZ CLMN NC_056075.1 15545001 15565001 0.356764 0.186193 HZ TBC1D12


0.373484 0.185482 HZ CLMN NC_056075.1 15550001 15570001 0.352365 0.18665 HZ TBC1D12


0.482871 0.153544 HZ CLMN NC_056075.1 15555001 15575001 0.354462 0.190228 HZ TBC1D12


0.341969 0.169876 HZ CLIP4 NC_056061.1 52065001 52085001 0.348601 0.172527 HZ TBX18


0.482948 0.156828 HZ CLIP4 NC_056061.1 52070001 52090001 0.418606 0.202374 HZ TBX18


0.503814 0.257524 HZ CLIP1 NC_056061.1 52075001 52095001 0.429599 0.200691 HZ TBX18


0.430079 0.260393 HZ CLIP1 NC_056057.1 108185001 108205001 0.408608 0.217994 HZ TCAF2


0.339415 0.140459 HZ CLEC6A NC_056063.1 2070001 2090001 0.259557 0.186108 HZ TDRD3


0.217908 0.210414 HZ CLEC6A NC_056063.1 2075001 2095001 0.295881 0.188437 HZ TDRD3


0.148301 0.151475 HZ CLEC16A NC_056063.1 2080001 2100001 0.343075 0.18212 HZ TDRD3


0.151117 0.145077 HZ CLEC16A NC_056077.1 38205001 38225001 0.4105 0.175027 HZ TECPR1


0.526653 0.193484 HZ CLDN22;WWC2 NC_056059.1 80550001 80570001 0.393611 0.272073 HZ TECRL


0.449249 0.191281 HZ CLDN22;LOC1069NC_056059.1 80555001 80575001 0.474946 0.256686 HZ TECRL


0.403563 0.233521 HZ CKAP2L;IL1A NC_056059.1 80600001 80620001 0.413142 0.19783 HZ TECRL


0.279036 0.194664 HZ CKAP2;VPS36 NC_056059.1 80605001 80625001 0.198081 0.177589 HZ TECRL


0.377531 0.142946 HZ CKAP2;VPS36 NC_056059.1 80610001 80630001 0.19577 0.177291 HZ TECRL


0.420649 0.201147 HZ CKAP2;NEK3 NC_056059.1 80615001 80635001 0.236725 0.162617 HZ TECRL


0.300122 0.243637 HZ CKAP2;NEK3 NC_056059.1 80640001 80660001 0.441497 0.209842 HZ TECRL


0.257872 0.235092 HZ CKAP2 NC_056059.1 80645001 80665001 0.408638 0.237154 HZ TECRL


0.23832 0.210188 HZ CKAP2 NC_056080.1 108505001 108525001 0.279171 0.170312 HZ TENM1


0.237879 0.199212 HZ CKAP2 NC_056080.1 108510001 108530001 0.148284 0.157829 HZ TENM1


0.265403 0.141041 HZ CISD3;MLLT6;PCGNC_056069.1 66535001 66555001 0.490069 0.16006 HZ TENT4A


0.236175 0.147553 HZ CISD3;MLLT6 NC_056069.1 71175001 71195001 0.0844532 0.184703 HZ TERT


0.535835 0.195309 HZ CIB2;SH2D7 NC_056069.1 71180001 71200001 0.109688 0.160752 HZ TERT


0.392659 0.163956 HZ CIAO1;TMEM127 NC_056069.1 71185001 71205001 0.068783 0.173376 HZ TERT


0.284988 0.167273 HZ CIAO1;SNRNP200 NC_056080.1 63565001 63585001 0.467693 0.16825 HZ TEX11







0.333633 0.166168 HZ CIAO1;SNRNP200 NC_056055.1 186535001 186555001 0.321685 0.165931 HZ TFCP2L1


0.382493 0.161866 HZ CIAO1;SNRNP200 NC_056055.1 186540001 186560001 0.320939 0.192552 HZ TFCP2L1


0.306306 0.157672 HZ CIAO1;SNRNP200 NC_056055.1 186545001 186565001 0.261199 0.216581 HZ TFCP2L1


0.366483 0.169285 HZ CHRNA1 NC_056055.1 186550001 186570001 0.257915 0.157726 HZ TFCP2L1


0.222343 0.22577 HZ CHRNA1 NC_056054.1 263310001 263330001 0.121241 0.353175 HZ TFF1


0.289182 0.231856 HZ CHRNA1 NC_056054.1 263315001 263335001 0.101068 0.366362 HZ TFF1


0.331992 0.289392 HZ CHRM3 NC_056055.1 121955001 121975001 0.343582 0.177187 HZ TFPI


0.161725 0.281552 HZ CHRM3 NC_056062.1 21455001 21475001 0.07497 0.344704 HZ TG


0.15901 0.307454 HZ CHRM3 NC_056062.1 21460001 21480001 0.125066 0.316963 HZ TG


0.146667 0.304227 HZ CHRM3 NC_056062.1 21465001 21485001 0.271065 0.245788 HZ TG


0.250197 0.262305 HZ CHRM3 NC_056076.1 37995001 38015001 0.387555 0.202627 HZ TGIF1


0.43483 0.218196 HZ CHRM3 NC_056055.1 173375001 173395001 0.463984 0.169086 HZ THSD7B


0.508949 0.178207 HZ CHRM3 NC_056055.1 173380001 173400001 0.441606 0.185304 HZ THSD7B


0.453982 0.170563 HZ CHRM3 NC_056055.1 173385001 173405001 0.449122 0.213568 HZ THSD7B


0.382453 0.204672 HZ CHRM3 NC_056055.1 173390001 173410001 0.458924 0.219345 HZ THSD7B


0.282988 0.216885 HZ CHRM3 NC_056055.1 173800001 173820001 0.437529 0.204592 HZ THSD7B


0.199204 0.190922 HZ CHRM3 NC_056064.1 22695001 22715001 0.457542 0.160796 HZ TLCD2;WDR81


0.155513 0.159105 HZ CHRM3 NC_056060.1 45810001 45830001 0.307551 0.184217 HZ TLN2


0.107087 0.140435 HZ CHRM3 NC_056060.1 45815001 45835001 0.343767 0.179402 HZ TLN2


0.363264 0.140552 HZ CHML NC_056060.1 45820001 45840001 0.383813 0.183819 HZ TLN2


0.407536 0.178813 HZ CHCHD4;TMEM4 NC_056060.1 45885001 45905001 0.402576 0.195844 HZ TLN2


0.505131 0.144165 HZ CFAP61 NC_056060.1 45890001 45910001 0.366809 0.227638 HZ TLN2


0.269533 0.216396 HZ CFAP61 NC_056054.1 36935001 36955001 0.0913431 0.160367 HZ TM2D1


0.304565 0.204862 HZ CFAP61 NC_056054.1 36940001 36960001 0.0893059 0.16086 HZ TM2D1


0.359131 0.177327 HZ CFAP61 NC_056054.1 36945001 36965001 0.0921581 0.16067 HZ TM2D1


0.475563 0.139003 HZ CFAP61 NC_056054.1 36950001 36970001 0.0900804 0.158977 HZ TM2D1


0.27575 0.200491 HZ CFAP61 NC_056077.1 17495001 17515001 0.2238 0.190504 HZ TMC5


0.482774 0.147958 HZ CFAP61 NC_056077.1 17500001 17520001 0.218905 0.218691 HZ TMC5


0.454543 0.219852 HZ CFAP221 NC_056077.1 17505001 17525001 0.280937 0.202375 HZ TMC5


0.297848 0.286007 HZ CFAP221 NC_056077.1 17510001 17530001 0.28046 0.196008 HZ TMC5


0.314854 0.294365 HZ CFAP221 NC_056077.1 17515001 17535001 0.260546 0.230155 HZ TMC5


0.510426 0.230826 HZ CFAP221 NC_056077.1 17520001 17540001 0.161078 0.277637 HZ TMC5


0.264328 0.278223 HZ CEP57;FAM76B NC_056077.1 17525001 17545001 0.0770171 0.269997 HZ TMC5


0.188305 0.357036 HZ CEP57;FAM76B NC_056077.1 17545001 17565001 0.0271845 0.274963 HZ TMC5


0.181438 0.402865 HZ CEP57;FAM76B NC_056077.1 17550001 17570001 0.128172 0.202627 HZ TMC5


0.174216 0.399011 HZ CEP57;FAM76B NC_056072.1 56030001 56050001 0.491766 0.273148 HZ TMCC1







0.340457 0.165288 HZ CEP57 NC_056072.1 56035001 56055001 0.411765 0.280762 HZ TMCC1


0.532232 0.181908 HZ CEP350 NC_056072.1 56040001 56060001 0.479042 0.240201 HZ TMCC1


0.491531 0.191281 HZ CEP250 NC_056056.1 131025001 131045001 0.40822 0.167645 HZ TMCC3


0.444616 0.157279 HZ CEP164 NC_056056.1 131030001 131050001 0.384681 0.251634 HZ TMCC3


0.489185 0.283093 HZ CEP164 NC_056056.1 131035001 131055001 0.357743 0.237506 HZ TMCC3


0.522753 0.293821 HZ CEP164 NC_056056.1 131040001 131060001 0.400385 0.196911 HZ TMCC3


0.472902 0.141827 HZ CEP128 NC_056056.1 131045001 131065001 0.473082 0.178267 HZ TMCC3


0.502469 0.175684 HZ CENPQ;MMUT NC_056078.1 16550001 16570001 0.316494 0.157596 HZ TMEM26


0.324323 0.270566 HZ CENPI NC_056078.1 16555001 16575001 0.263082 0.161358 HZ TMEM26


0.199272 0.246734 HZ CENPI NC_056080.1 81865001 81885001 0.251381 0.360231 HZ TMLHE


0.273694 0.153072 HZ CENPI NC_056080.1 81870001 81890001 0.363785 0.290226 HZ TMLHE


0.512001 0.172121 HZ CELF2 NC_056060.1 56640001 56660001 0.0692455 0.16624 HZ TMOD3


0.496235 0.140628 HZ CELA1;GALNT6 NC_056060.1 56645001 56665001 0.0835737 0.163712 HZ TMOD3


0.493827 0.173753 HZ CDKL1 NC_056054.1 262385001 262405001 0.484302 0.222433 HZ TMPRSS2


0.488521 0.193652 HZ CDKL1 NC_056054.1 262390001 262410001 0.463055 0.229804 HZ TMPRSS2


0.508572 0.212158 HZ CDH24;PSMB11;P NC_056063.1 76595001 76615001 0.427282 0.226947 HZ TMTC4


0.412182 0.183333 HZ CDH24;PSMB11;P NC_056063.1 76600001 76620001 0.176437 0.279873 HZ TMTC4


0.446619 0.160285 HZ CDCA8;EPHA10 NC_056063.1 76605001 76625001 0.0597921 0.263542 HZ TMTC4


0.086774 0.180109 HZ CDC25A NC_056063.1 76610001 76630001 0.0419642 0.228124 HZ TMTC4


0.194268 0.146595 HZ CDC25A NC_056063.1 76620001 76640001 0.0564862 0.268389 HZ TMTC4


0.494544 0.138755 HZ CD9 NC_056063.1 76625001 76645001 0.12477 0.310318 HZ TMTC4


0.38224 0.304637 HZ CCNYL1;FZD5;LONC_056063.1 76630001 76650001 0.312474 0.277795 HZ TMTC4


0.34627 0.181264 HZ CCNY;LOC121816NC_056063.1 76635001 76655001 0.419102 0.237068 HZ TMTC4


0.204636 0.305579 HZ CCNY;LOC121816NC_056065.1 55965001 55985001 0.464738 0.244873 HZ TNR


0.273932 0.335177 HZ CCNY;LOC121816NC_056065.1 55970001 55990001 0.43432 0.230109 HZ TNR


0.431941 0.277786 HZ CCNY NC_056064.1 34340001 34360001 0.449001 0.225656 HZ TOM1L2


0.486666 0.304547 HZ CCNY NC_056064.1 34345001 34365001 0.246739 0.351803 HZ TOM1L2


0.486841 0.301452 HZ CCNY NC_056064.1 34350001 34370001 0.159496 0.369032 HZ TOM1L2


0.469786 0.283122 HZ CCNY NC_056067.1 20410001 20430001 0.104322 0.223274 HZ TOX3


0.471106 0.282572 HZ CCNY NC_056067.1 20415001 20435001 0.138765 0.265081 HZ TOX3


0.382609 0.219369 HZ CCNY NC_056067.1 20420001 20440001 0.311746 0.165907 HZ TOX3


0.368422 0.207359 HZ CCNY NC_056054.1 198450001 198470001 0.475971 0.232338 HZ TP63


0.428735 0.237687 HZ CCNY NC_056054.1 198455001 198475001 0.449898 0.241346 HZ TP63


0.474562 0.237103 HZ CCNY NC_056054.1 198460001 198480001 0.444816 0.24493 HZ TP63


0.510696 0.237616 HZ CCNY NC_056054.1 198465001 198485001 0.455517 0.242977 HZ TP63


0.481156 0.155711 HZ CCNH NC_056055.1 74385001 74405001 0.473699 0.238519 HZ TPD52L3







0.317124 0.214247 HZ CCNB2;RNF111 NC_056055.1 74390001 74410001 0.471849 0.238243 HZ TPD52L3


0.415162 0.14079 HZ CCL27;GALT;IL11NC_056057.1 109010001 109030001 0.184076 0.16124 HZ TPK1


0.505555 0.15898 HZ CCL27;GALT;IL11NC_056057.1 109015001 109035001 0.219873 0.167269 HZ TPK1


0.491802 0.197308 HZ CCL26 NC_056057.1 109020001 109040001 0.341406 0.173131 HZ TPK1


0.482659 0.244869 HZ CCL21 NC_056057.1 109025001 109045001 0.416411 0.217059 HZ TPK1


0.48812 0.151504 HZ CCL20 NC_056054.1 22340001 22360001 0.200763 0.220173 HZ TRABD2B


0.436909 0.150964 HZ CCDC88A NC_056054.1 22345001 22365001 0.194333 0.217931 HZ TRABD2B


0.418783 0.184328 HZ CCDC88A NC_056054.1 22350001 22370001 0.160795 0.227977 HZ TRABD2B


0.419863 0.256524 HZ CCDC88A NC_056054.1 22355001 22375001 0.151191 0.229878 HZ TRABD2B


0.422736 0.241186 HZ CCDC88A NC_056054.1 22360001 22380001 0.281785 0.1668 HZ TRABD2B


0.42628 0.220791 HZ CCDC88A NC_056070.1 4680001 4700001 0.488444 0.314845 HZ TRIM2


0.421822 0.204132 HZ CCDC88A NC_056070.1 4685001 4705001 0.487875 0.302815 HZ TRIM2


0.416304 0.183916 HZ CCDC88A NC_056079.1 23195001 23215001 0.474026 0.204222 HZ TRMT9B


0.329854 0.233911 HZ CCDC88A NC_056079.1 23200001 23220001 0.435366 0.193437 HZ TRMT9B


0.210636 0.290403 HZ CCDC88A NC_056079.1 23205001 23225001 0.449024 0.169414 HZ TRMT9B


0.234457 0.288674 HZ CCDC88A NC_056080.1 123110001 123130001 0.470547 0.211737 HZ TRPC5


0.297178 0.27954 HZ CCDC88A NC_056080.1 123115001 123135001 0.407324 0.245217 HZ TRPC5


0.438983 0.216467 HZ CCDC88A NC_056080.1 123120001 123140001 0.468273 0.214941 HZ TRPC5


0.309735 0.147563 HZ CCDC62 NC_056071.1 25315001 25335001 0.229978 0.222559 HZ TRPM1


0.496266 0.180196 HZ CCDC51;PLXNB1 NC_056071.1 25320001 25340001 0.235704 0.22833 HZ TRPM1


0.441095 0.171672 HZ CCDC51;PLXNB1 NC_056071.1 25325001 25345001 0.473264 0.242953 HZ TRPM1


0.408208 0.217862 HZ CCDC175;RTN1 NC_056071.1 25330001 25350001 0.447205 0.245553 HZ TRPM1


0.433962 0.252301 HZ CCDC175;RTN1 NC_056071.1 25335001 25355001 0.465416 0.274479 HZ TRPM1


0.384165 0.154325 HZ CCDC175 NC_056071.1 25340001 25360001 0.455006 0.256903 HZ TRPM1


0.392031 0.171183 HZ CCDC175 NC_056063.1 15190001 15210001 0.448819 0.159094 HZ TSC22D1


0.408124 0.194618 HZ CCDC175 NC_056080.1 127495001 127515001 0.161819 0.172996 HZ TSC22D3


0.401372 0.209835 HZ CCDC175 NC_056057.1 86910001 86930001 0.264706 0.241316 HZ TSPAN12


0.432194 0.212669 HZ CCDC137;OXLD1 NC_056057.1 86915001 86935001 0.434941 0.269237 HZ TSPAN12


0.507205 0.202169 HZ CCDC126 NC_056057.1 86945001 86965001 0.397919 0.160083 HZ TSPAN12


0.470389 0.20069 HZ CCDC126 NC_056057.1 86950001 86970001 0.473445 0.186173 HZ TSPAN12


0.418412 0.212671 HZ CCDC102B NC_056057.1 86955001 86975001 0.488168 0.224417 HZ TSPAN12


0.236078 0.262053 HZ CCDC102B NC_056078.1 3030001 3050001 0.482509 0.336838 HZ TTC13


0.212766 0.209928 HZ CBWD1;FOXD4 NC_056078.1 3035001 3055001 0.243105 0.487511 HZ TTC13


0.220588 0.225522 HZ CBWD1;FOXD4 NC_056078.1 3040001 3060001 0.0844186 0.514425 HZ TTC13


0.0855512 0.266394 HZ CBWD1 NC_056078.1 3045001 3065001 0.144357 0.372516 HZ TTC13


0.233493 0.210978 HZ CBWD1 NC_056078.1 3050001 3070001 0.219554 0.307326 HZ TTC13







0.363127 0.17695 HZ CBWD1 NC_056078.1 3055001 3075001 0.282331 0.223095 HZ TTC13


0.359375 0.146561 HZ CBWD1 NC_056078.1 3060001 3080001 0.306402 0.172291 HZ TTC13


0.201708 0.221978 HZ CBWD1 NC_056078.1 3065001 3085001 0.223025 0.280577 HZ TTC13


0.142857 0.259243 HZ CBWD1 NC_056078.1 3070001 3090001 0.129276 0.341667 HZ TTC13


0.322544 0.189548 HZ CATSPERG;KCNKNC_056078.1 3075001 3095001 0.102179 0.36367 HZ TTC13


0.28673 0.225544 HZ CATHL3;LOC1056NC_056078.1 3080001 3100001 0.255407 0.260262 HZ TTC13


0.279142 0.226363 HZ CATHL3;LOC1056NC_056061.1 6990001 7010001 0.404189 0.192983 HZ TTK


0.0738766 0.259363 HZ CATHL1B;LOC105NC_056061.1 6995001 7015001 0.387818 0.231347 HZ TTK


0.109375 0.279646 HZ CATHL1B;LOC105NC_056061.1 7000001 7020001 0.454013 0.252073 HZ TTK


0.536274 0.194037 HZ CASK NC_056061.1 7005001 7025001 0.446393 0.245868 HZ TTK


0.1721 0.190145 HZ CAMK2D NC_056061.1 7010001 7030001 0.45816 0.248021 HZ TTK


0.112125 0.225313 HZ CAMK2D NC_056061.1 7015001 7035001 0.453055 0.258205 HZ TTK


0.170451 0.222838 HZ CAMK2D NC_056061.1 7020001 7040001 0.447343 0.24854 HZ TTK


0.237557 0.212768 HZ CAMK2D NC_056061.1 7025001 7045001 0.484797 0.269531 HZ TTK


0.275419 0.202973 HZ CAMK2D NC_056061.1 7030001 7050001 0.466878 0.249553 HZ TTK


0.32104 0.186892 HZ CAMK2D NC_056061.1 7035001 7055001 0.44562 0.246066 HZ TTK


0.357681 0.144342 HZ CAMK2D NC_056056.1 225320001 225340001 0.399696 0.209992 HZ TTLL8


0.295357 0.140816 HZ CAMK2D NC_056079.1 20710001 20730001 0.176301 0.158494 HZ TUSC3


0.434956 0.156398 HZ CAMK2A NC_056079.1 20715001 20735001 0.164667 0.166345 HZ TUSC3


0.476743 0.156375 HZ CAMK2A NC_056079.1 20720001 20740001 0.154643 0.168624 HZ TUSC3


0.456889 0.154808 HZ CAMK2A NC_056079.1 20725001 20745001 0.172346 0.161975 HZ TUSC3


0.368242 0.140317 HZ CADPS2 NC_056079.1 20730001 20750001 0.135711 0.170157 HZ TUSC3


0.307582 0.153019 HZ CADPS2 NC_056055.1 175060001 175080001 0.219909 0.181619 HZ UBXN4


0.335818 0.151047 HZ CADPS2 NC_056055.1 175065001 175085001 0.31672 0.19503 HZ UBXN4


0.235955 0.190979 HZ CADPS2 NC_056055.1 175070001 175090001 0.417521 0.210776 HZ UBXN4


0.175503 0.141929 HZ CACNA2D3 NC_056054.1 117910001 117930001 0.372753 0.181836 HZ UCK2


0.367127 0.145524 HZ C3H2orf78 NC_056054.1 117915001 117935001 0.391061 0.18645 HZ UCK2


0.430359 0.188349 HZ C22H10orf90 NC_056054.1 117920001 117940001 0.376238 0.18761 HZ UCK2


0.0728309 0.150751 HZ C1QL3;PTER NC_056054.1 117925001 117945001 0.374436 0.168174 HZ UCK2


0.421634 0.214482 HZ C1H1orf226 NC_056055.1 117290001 117310001 0.291161 0.194154 HZ UGGT1


0.454377 0.248502 HZ C1H1orf226 NC_056073.1 8925001 8945001 0.135081 0.167356 HZ UHRF1BP1


0.494352 0.153405 HZ C1H1orf226 NC_056073.1 8940001 8960001 0.442943 0.182755 HZ UHRF1BP1


0.444443 0.145364 HZ C1H1orf226 NC_056058.1 36150001 36170001 0.266432 0.172221 HZ UIMC1


0.524575 0.157938 HZ C1H1orf226 NC_056058.1 36155001 36175001 0.223842 0.196425 HZ UIMC1


0.145886 0.160779 HZ C19H3orf84;IHO1 NC_056058.1 36160001 36180001 0.247892 0.183972 HZ UIMC1


0.474899 0.158652 HZ C19H3orf62;IHO1; NC_056058.1 36165001 36185001 0.322027 0.162938 HZ UIMC1







0.493087 0.139491 HZ C19H3orf62;IHO1 NC_056072.1 13970001 13990001 0.487484 0.220855 HZ ULK4


0.468455 0.149884 HZ C15H11orf94;MAPNC_056072.1 13975001 13995001 0.33434 0.306257 HZ ULK4


0.441392 0.190233 HZ C15H11orf94;MAPNC_056072.1 13980001 14000001 0.27398 0.338371 HZ ULK4


0.427948 0.164557 HZ C15H11orf94;LAR NC_056072.1 13985001 14005001 0.212654 0.394158 HZ ULK4


0.429098 0.199249 HZ C13H20orf173 NC_056072.1 13990001 14010001 0.0668457 0.450874 HZ ULK4


0.520642 0.15252 HZ C12H1orf21 NC_056072.1 13995001 14015001 0.0937811 0.418408 HZ ULK4


0.514647 0.19215 HZ C12H1orf21 NC_056072.1 14000001 14020001 0.275408 0.276891 HZ ULK4


0.479704 0.221403 HZ C12H1orf21 NC_056055.1 53230001 53250001 0.100605 0.16558 HZ UNC13B


0.379577 0.195391 HZ BTBD17;KIF19 NC_056055.1 53295001 53315001 0.328515 0.197292 HZ UNC13B


0.181156 0.181255 HZ BST-2A;CCDC194 NC_056059.1 29605001 29625001 0.433071 0.164094 HZ UNC5C


0.102878 0.182485 HZ BST-2A;CCDC194 NC_056065.1 18120001 18140001 0.442256 0.202589 HZ USH2A


0.370347 0.210833 HZ BRSK2;MOB2 NC_056076.1 35590001 35610001 0.406779 0.157675 HZ USP14


0.365356 0.203198 HZ BRSK2;MOB2 NC_056076.1 35595001 35615001 0.322104 0.196943 HZ USP14


0.427338 0.19095 HZ BRSK2;MOB2 NC_056076.1 35600001 35620001 0.362963 0.167318 HZ USP14


0.294081 0.144644 HZ BRSK2 NC_056054.1 141980001 142000001 0.369289 0.367767 HZ USP25


0.221473 0.159535 HZ BRSK2 NC_056054.1 141985001 142005001 0.348514 0.399908 HZ USP25


0.191413 0.173305 HZ BRSK2 NC_056054.1 141990001 142010001 0.331443 0.395344 HZ USP25


0.150909 0.198106 HZ BRSK2 NC_056054.1 141995001 142015001 0.464051 0.381922 HZ USP25


0.123037 0.185813 HZ BRSK2 NC_056054.1 142000001 142020001 0.45269 0.367943 HZ USP25


0.113831 0.23373 HZ BRSK2 NC_056054.1 142005001 142025001 0.472792 0.294767 HZ USP25


0.357482 0.147151 HZ BRSK2 NC_056054.1 142010001 142030001 0.46473 0.298182 HZ USP25


0.425071 0.258838 HZ BPGM NC_056054.1 142015001 142035001 0.399193 0.298334 HZ USP25


0.150694 0.262859 HZ BPGM NC_056054.1 142020001 142040001 0.420705 0.293333 HZ USP25


0.174644 0.218885 HZ BPGM NC_056054.1 142025001 142045001 0.379121 0.354246 HZ USP25


0.509742 0.151789 HZ BORA;MZT1 NC_056054.1 142030001 142050001 0.27388 0.402439 HZ USP25


0.306894 0.279953 HZ BORA;DIS3 NC_056054.1 142035001 142055001 0.2305 0.426689 HZ USP25


0.352003 0.279037 HZ BORA;DIS3 NC_056054.1 142040001 142060001 0.138558 0.451366 HZ USP25


0.357195 0.27339 HZ BORA;DIS3 NC_056054.1 142045001 142065001 0.102503 0.454146 HZ USP25


0.408447 0.192413 HZ BORA NC_056054.1 142050001 142070001 0.0955372 0.407326 HZ USP25


0.330408 0.259191 HZ BORA NC_056054.1 142055001 142075001 0.0601133 0.352026 HZ USP25


0.0522512 0.280258 HZ BOLA1;SV2A NC_056054.1 142060001 142080001 0.0512976 0.349289 HZ USP25


0.358276 0.265818 HZ BNIP3 NC_056054.1 142080001 142100001 0.0509208 0.446899 HZ USP25


0.350395 0.139888 HZ BLMH NC_056054.1 142085001 142105001 0.0832218 0.403314 HZ USP25


0.0893246 0.282733 HZ BIRC6 NC_056054.1 142090001 142110001 0.148784 0.334747 HZ USP25


0.100911 0.281091 HZ BIRC6 NC_056054.1 142095001 142115001 0.20164 0.286278 HZ USP25


0.10174 0.284171 HZ BIRC6 NC_056080.1 40410001 40430001 0.486872 0.319181 HZ USP9X







0.110298 0.272014 HZ BIRC6 NC_056080.1 40415001 40435001 0.42515 0.352771 HZ USP9X


0.160483 0.2409 HZ BIRC6 NC_056056.1 60970001 60990001 0.43863 0.200013 HZ UXS1


0.113852 0.256172 HZ BIRC6 NC_056056.1 60975001 60995001 0.348125 0.165196 HZ UXS1


0.16129 0.240338 HZ BIRC6 NC_056060.1 41260001 41280001 0.295042 0.165974 HZ VCPKMT


0.158298 0.221065 HZ BIRC6 NC_056060.1 41265001 41285001 0.253226 0.230202 HZ VCPKMT


0.175199 0.207729 HZ BIRC6 NC_056072.1 14635001 14655001 0.428571 0.356563 HZ VIPR1


0.192258 0.147727 HZ BIRC6 NC_056072.1 14640001 14660001 0.455204 0.362169 HZ VIPR1


0.259494 0.247329 HZ BCL6 NC_056072.1 14645001 14665001 0.468367 0.346755 HZ VIPR1


0.39304 0.23465 HZ BCL6 NC_056072.1 14650001 14670001 0.420046 0.30572 HZ VIPR1


0.424266 0.204922 HZ BCL6 NC_056072.1 14655001 14675001 0.41588 0.238867 HZ VIPR1


0.512365 0.171814 HZ BCL6 NC_056072.1 630001 650001 0.458986 0.165661 HZ VOPP1


0.237564 0.229282 HZ BCL2L12;IRF3;SC NC_056071.1 20960001 20980001 0.179706 0.206756 HZ VPS33B


0.225262 0.28258 HZ BCL2L12;IRF3;SC NC_056071.1 20965001 20985001 0.0828754 0.213568 HZ VPS33B


0.235594 0.329119 HZ BCL2L12;IRF3;PR NC_056057.1 83795001 83815001 0.2127 0.173844 HZ VPS41


0.265912 0.340589 HZ BCL2L12;IRF3;PR NC_056057.1 83800001 83820001 0.207579 0.199063 HZ VPS41


0.510372 0.157198 HZ BBS9;LOC1141087NC_056057.1 83805001 83825001 0.372988 0.221132 HZ VPS41


0.501555 0.190426 HZ BBS9 NC_056075.1 32545001 32565001 0.400555 0.161391 HZ VTI1A


0.505189 0.157116 HZ BBS9 NC_056075.1 32550001 32570001 0.366354 0.213459 HZ VTI1A


0.515837 0.283983 HZ BBS9 NC_056075.1 32555001 32575001 0.334837 0.203086 HZ VTI1A


0.409208 0.156028 HZ BBS9 NC_056056.1 171440001 171460001 0.128866 0.257609 HZ WASHC3


0.445991 0.152486 HZ BBS9 NC_056056.1 171445001 171465001 0.236934 0.199675 HZ WASHC3


0.479448 0.149398 HZ BANK1 NC_056063.1 21420001 21440001 0.228 0.186646 HZ WDFY2


0.308746 0.171486 HZ BANK1 NC_056063.1 21425001 21445001 0.189949 0.216023 HZ WDFY2


0.264556 0.17913 HZ BANK1 NC_056063.1 21430001 21450001 0.283309 0.197396 HZ WDFY2


0.257018 0.174573 HZ BANK1 NC_056080.1 116440001 116460001 0.474747 0.178205 HZ WDR44


0.261109 0.15396 HZ BANK1 NC_056080.1 116445001 116465001 0.228813 0.283333 HZ WDR44


0.288994 0.246766 HZ BAIAP2L1 NC_056080.1 116450001 116470001 0.267223 0.309756 HZ WDR44


0.201884 0.286254 HZ BAIAP2L1 NC_056080.1 116455001 116475001 0.176403 0.274906 HZ WDR44


0.175695 0.319477 HZ BAIAP2L1 NC_056080.1 116460001 116480001 0.176663 0.237102 HZ WDR44


0.223018 0.33159 HZ BAIAP2L1 NC_056080.1 116465001 116485001 0.292797 0.177067 HZ WDR44


0.170165 0.389156 HZ BAIAP2L1 NC_056055.1 239735001 239755001 0.318428 0.223561 HZ WDTC1


0.216284 0.376775 HZ BAIAP2L1 NC_056055.1 239740001 239760001 0.19899 0.345874 HZ WDTC1


0.307656 0.327062 HZ BAIAP2L1 NC_056055.1 239745001 239765001 0.368795 0.259695 HZ WDTC1


0.345215 0.274166 HZ BAIAP2L1 NC_056055.1 239750001 239770001 0.488806 0.213732 HZ WDTC1


0.296096 0.155713 HZ BAG4;LSM1 NC_056071.1 22395001 22415001 0.350264 0.186197 HZ WHAMM


0.358473 0.303456 HZ BACH2 NC_056071.1 22400001 22420001 0.350655 0.158134 HZ WHAMM







0.505897 0.224656 HZ BACH2 NC_056056.1 213415001 213435001 0.30196 0.257342 HZ WNK1


0.272932 0.146912 HZ BAC5;SC5 NC_056056.1 213420001 213440001 0.403722 0.19979 HZ WNK1


0.304933 0.215502 HZ BAC5;CATHL3;LONC_056056.1 213425001 213445001 0.401639 0.197455 HZ WNK1


0.416113 0.173272 HZ BAC5;CATHL3 NC_056056.1 213430001 213450001 0.309904 0.249488 HZ WNK1


0.247267 0.185541 HZ BAC5 NC_056056.1 213435001 213455001 0.255911 0.264727 HZ WNK1


0.302084 0.153871 HZ BAC5 NC_056056.1 213440001 213460001 0.23157 0.280465 HZ WNK1


0.368554 0.263906 HZ BABAM2 NC_056056.1 213445001 213465001 0.357541 0.219232 HZ WNK1


0.294493 0.304901 HZ BABAM2 NC_056056.1 222195001 222215001 0.384275 0.187903 HZ WNT7B


0.327259 0.28961 HZ BABAM2 NC_056073.1 49950001 49970001 0.458529 0.214633 HZ WRNIP1


0.271951 0.321078 HZ BABAM2 NC_056067.1 5000001 5020001 0.329705 0.170951 HZ WWOX


0.382626 0.269792 HZ BABAM2 NC_056067.1 5005001 5025001 0.429285 0.163668 HZ WWOX


0.535055 0.2 HZ BABAM2 NC_056067.1 5010001 5030001 0.446509 0.243387 HZ WWOX


0.197022 0.152049 HZ B3GNTL1 NC_056067.1 5015001 5035001 0.471571 0.216265 HZ WWOX


0.400457 0.182857 HZ B3GNT5;MCF2L2 NC_056067.1 5020001 5040001 0.463784 0.178998 HZ WWOX


0.341382 0.139482 HZ B3GAT2 NC_056067.1 5025001 5045001 0.464559 0.189494 HZ WWOX


0.395478 0.146123 HZ B3GAT2 NC_056055.1 43590001 43610001 0.408932 0.187993 HZ XPO7


0.428944 0.15613 HZ B3GALT1 NC_056055.1 43595001 43615001 0.366811 0.222695 HZ XPO7


0.465228 0.148012 HZ B3GALT1 NC_056057.1 116660001 116680001 0.34173 0.202779 HZ XRCC2


0.290516 0.152026 HZ AWAT1;P2RY4 NC_056057.1 116665001 116685001 0.321429 0.21321 HZ XRCC2


0.343375 0.138512 HZ AWAT1;P2RY4 NC_056054.1 193315001 193335001 0.469475 0.163988 HZ XXYLT1


0.406336 0.150174 HZ AWAT1 NC_056056.1 91560001 91580001 0.301038 0.159272 HZ YIPF4


0.301933 0.179506 HZ AWAT1 NC_056059.1 105450001 105470001 0.305211 0.213233 HZ ZBTB49


0.502345 0.139122 HZ AVEN NC_056054.1 26715001 26735001 0.481049 0.172722 HZ ZFYVE9


0.405693 0.145707 HZ ATPAF1;EFCAB14NC_056054.1 26720001 26740001 0.352987 0.23489 HZ ZFYVE9


0.367031 0.164228 HZ ATPAF1;EFCAB14NC_056054.1 26725001 26745001 0.113821 0.34171 HZ ZFYVE9


0.438834 0.265996 HZ ATPAF1 NC_056054.1 26730001 26750001 0.245126 0.298291 HZ ZFYVE9


0.423935 0.2624 HZ ATPAF1 NC_056062.1 29885001 29905001 0.465425 0.158497 HZ ZHX2


0.433415 0.272061 HZ ATPAF1 NC_056062.1 29890001 29910001 0.454639 0.157482 HZ ZHX2


0.381427 0.191468 HZ ATPAF1 NC_056062.1 29895001 29915001 0.448808 0.157997 HZ ZHX2


0.324685 0.150321 HZ ATPAF1 NC_056062.1 29920001 29940001 0.343508 0.207636 HZ ZHX2


0.38383 0.149741 HZ ATPAF1 NC_056062.1 29925001 29945001 0.241499 0.230707 HZ ZHX2


0.462242 0.171303 HZ ATP6V1D;PALS1 NC_056062.1 29930001 29950001 0.157895 0.246371 HZ ZHX2


0.428224 0.161095 HZ ATP6V1D;PALS1 NC_056062.1 29955001 29975001 0.139978 0.256867 HZ ZHX2


0.218183 0.152515 HZ ATP6V1D;EIF2S1 NC_056080.1 57460001 57480001 0.335 0.180832 HZ ZNF157


0.18711 0.155555 HZ ATP6V1D;EIF2S1 NC_056080.1 57465001 57485001 0.45662 0.182586 HZ ZNF157


0.477601 0.161615 HZ ATP2B2 NC_056057.1 57695001 57715001 0.414948 0.165842 HZ ZNF277







0.491453 0.160548 HZ ATP2B2 NC_056057.1 57700001 57720001 0.386741 0.158646 HZ ZNF277


0.530639 0.141151 HZ ATP11A NC_056057.1 57705001 57725001 0.411269 0.158764 HZ ZNF277


0.432681 0.167212 HZ ATG10 NC_056079.1 43585001 43605001 0.429749 0.183464 HZ ZNF385D


0.318815 0.147846 HZ ATG10 NC_056079.1 43590001 43610001 0.217882 0.16952 HZ ZNF385D


0.428907 0.142722 HZ ASPRV1;MXD1 NC_056055.1 29090001 29110001 0.177083 0.281992 HZ ZNF484


0.0806203 0.238135 HZ ASPRV1 NC_056055.1 29095001 29115001 0.148571 0.35631 HZ ZNF484


0.140418 0.245802 HZ ASPRV1 NC_056055.1 29100001 29120001 0.245339 0.312545 HZ ZNF484


0.220154 0.240089 HZ ASPRV1 NC_056067.1 46525001 46545001 0.418336 0.177102 HZ ZNF568;ZNF82


0.384017 0.139771 HZ ASPRV1 NC_056060.1 43785001 43805001 0.26033 0.181272 HZ ZNF609


0.429453 0.154218 HZ ASB4 NC_056060.1 43790001 43810001 0.254117 0.202968 HZ ZNF609


0.361511 0.16522 HZ ASB4 NC_056060.1 43795001 43815001 0.366796 0.194039 HZ ZNF609


0.365257 0.143535 HZ ASB4 NC_056054.1 96970001 96990001 0.101472 0.289404 HZ ZNF697


0.307077 0.169563 HZ ARSK;TTC37 NC_056054.1 96975001 96995001 0.182654 0.255801 HZ ZNF697


0.514798 0.194818 HZ ARPP19;FAM214ANC_056054.1 97000001 97020001 0.148672 0.183041 HZ ZNF697


0.465037 0.161539 HZ ARPC1A;ARPC1B NC_056057.1 75025001 75045001 0.312209 0.191101 HZ ZNF804B


0.247391 0.213526 HZ ARPC1A;ARPC1B NC_056057.1 75030001 75050001 0.382502 0.228802 HZ ZNF804B


0.208885 0.227511 HZ ARPC1A;ARPC1B NC_056075.1 43950001 43970001 0.164246 0.197343 HZ ZRANB1


0.181281 0.238184 HZ ARPC1A NC_056075.1 43955001 43975001 0.184615 0.1883 HZ ZRANB1


0.187955 0.261203 HZ ARPC1A NC_056075.1 43960001 43980001 0.205186 0.174578 HZ ZRANB1


0.318181 0.210833 HZ ARPC1A NC_056075.1 43965001 43985001 0.408602 0.15849 HZ ZRANB1


0.267815 0.145256 HZ ARNTL2 NC_056075.1 43970001 43990001 0.381619 0.163623 HZ ZRANB1


0.243655 0.139582 HZ ARL9;THEGL NC_056075.1 43975001 43995001 0.325581 0.158762 HZ ZRANB1


0.191656 0.14753 HZ ARL9;THEGL NC_056075.1 43980001 44000001 0.333996 0.163494 HZ ZRANB1


0.306749 0.140399 HZ ARL9 NC_056075.1 43985001 44005001 0.29108 0.183045 HZ ZRANB1


0.511661 0.179372 HZ ARL6 NC_056075.1 43990001 44010001 0.278724 0.177738 HZ ZRANB1


0.396653 0.206096 HZ ARL6 NC_056075.1 43995001 44015001 0.33125 0.218744 HZ ZRANB1


0.358975 0.221044 HZ ARL6 NC_056075.1 44000001 44020001 0.388368 0.213181 HZ ZRANB1


0.408661 0.213916 HZ ARL6 NC_056055.1 175455001 175475001 0.123745 0.183286 HZ ZRANB3


0.405537 0.198517 HZ ARL6 NC_056055.1 175460001 175480001 0.151605 0.157659 HZ ZRANB3


0.492078 0.185614 HZ ARL6 NC_056055.1 175465001 175485001 0.256651 0.174374 HZ ZRANB3


0.141727 0.615921 HZ ARIH2;LOC105603NC_056055.1 175470001 175490001 0.369811 0.160447 HZ ZRANB3


0.352047 0.529433 HZ ARIH2;LOC105603NC_056055.1 175480001 175500001 0.476673 0.162026 HZ ZRANB3


0.327965 0.531716 HZ ARIH2 NC_056055.1 175485001 175505001 0.379651 0.181938 HZ ZRANB3


0.467058 0.164562 HZ ARID5A;KANSL3 NC_056055.1 175490001 175510001 0.290605 0.216784 HZ ZRANB3


0.438332 0.168254 HZ ARID5A;KANSL3 NC_056055.1 175495001 175515001 0.233548 0.240956 HZ ZRANB3


0.493516 0.150301 HZ ARID5A NC_056055.1 175500001 175520001 0.1901 0.261418 HZ ZRANB3







0.487113 0.149731 HZ ARID5A NC_056055.1 175505001 175525001 0.272865 0.266433 HZ ZRANB3


0.437501 0.246492 HZ ARID1B NC_056055.1 175510001 175530001 0.407467 0.232092 HZ ZRANB3


0.319925 0.271237 HZ ARID1B


0.280669 0.285835 HZ ARID1B


0.272728 0.259754 HZ ARID1B


0.479492 0.142973 HZ ARHGEF3


0.339673 0.164772 HZ ARHGAP6


0.354347 0.139204 HZ ARHGAP6


0.211134 0.171508 HZ ARHGAP18


0.214476 0.165589 HZ ARHGAP18


0.176043 0.207557 HZ ARHGAP18


0.217831 0.201111 HZ ARHGAP18


0.273237 0.169817 HZ ARHGAP18


0.394387 0.167245 HZ ARHGAP18


0.518914 0.15475 HZ ARHGAP18


0.497545 0.159579 HZ ARHGAP11A;LOC101102647


0.422808 0.174429 HZ ARHGAP11A;LOC101102647


0.368644 0.168552 HZ ARHGAP11A;LOC101102647


0.456861 0.153121 HZ ARHGAP11A


0.497466 0.13898 HZ ARHGAP11A


0.270984 0.221855 HZ ARF6


0.49299 0.144906 HZ APOA1;SIK3


0.361049 0.15277 HZ APOA1;APOC3


0.335041 0.158972 HZ APH1B;RAB8B


0.538647 0.150929 HZ APC2


0.538288 0.221911 HZ AP2A2;MUC6


0.488348 0.254444 HZ AP2A2;MUC6


0.354037 0.303233 HZ AP2A2;MUC6


0.483517 0.205857 HZ AP2A2


0.383713 0.14901 HZ AP1M2;SLC44A2


0.151485 0.163537 HZ ANXA4;GMCL1


0.299934 0.196782 HZ ANO8;GTPBP3;LOC101111878


0.369437 0.219453 HZ ANO8;GTPBP3


0.475559 0.19999 HZ ANO8;DDA1;GTPBP3


0.169069 0.146463 HZ ANO4


0.158941 0.147432 HZ ANO4







0.517964 0.150912 HZ ANGPT1


0.514052 0.164586 HZ ANGPT1


0.492899 0.184909 HZ ANGPT1


0.524099 0.170892 HZ ANGPT1


0.228085 0.164977 HZ AMPD1


0.219836 0.155796 HZ ALG14


0.199284 0.191389 HZ ALG14


0.232044 0.229943 HZ ALG14


0.454227 0.145024 HZ ALDH1B1;IGFBPL1


0.329649 0.156867 HZ ALDH1B1;IGFBPL1


0.225451 0.192217 HZ ALDH1B1;IGFBPL1


0.3825 0.179033 HZ ALDH1B1


0.507082 0.425018 HZ ALDH1A2


0.393482 0.391928 HZ ALDH1A2


0.159091 0.274331 HZ ALDH1A2


0.0815731 0.27267 HZ ALDH1A2


0.0591966 0.288921 HZ ALDH1A2


0.303029 0.292252 HZ AKT2;CCNP;TTC9B


0.514814 0.217234 HZ AKT2;CCNP;MAP3K10;TTC9B


0.386634 0.268493 HZ AKT2;CCNP;MAP3K10;TTC9B


0.440439 0.152488 HZ AKT2;C14H19orf47


0.214348 0.314999 HZ AKT2


0.28807 0.283355 HZ AKT2


0.405254 0.266546 HZ AKT2


0.44372 0.187312 HZ AKT2


0.280156 0.226669 HZ AKIRIN2


0.23934 0.198371 HZ AKIRIN2


0.302096 0.174341 HZ AKIRIN2


0.376696 0.150132 HZ AGAP1


0.360046 0.157211 HZ AGAP1


0.443785 0.144634 HZ AFF2


0.461824 0.212296 HZ AFF2


0.468998 0.263784 HZ AFF2


0.438771 0.253989 HZ AFF2


0.496793 0.206919 HZ AFF2


0.538338 0.204652 HZ ADSS2;C12H1orf100







0.417851 0.18513 HZ ADSS2;C12H1orf100


0.394439 0.161942 HZ ADSS2;C12H1orf100


0.396936 0.145714 HZ ADRA2B


0.484195 0.361811 HZ ADM5;CPT1C;PRMT1


0.529153 0.383991 HZ ADM5;CPT1C;PRMT1


0.388838 0.303715 HZ ADM5;BCL2L12;CPT1C;PRMT1


0.375698 0.256641 HZ ADGRV1


0.215713 0.350092 HZ ADGRV1


0.325688 0.29423 HZ ADGRV1


0.327103 0.256832 HZ ADGRV1


0.507104 0.139769 HZ ADGRV1


0.527093 0.162871 HZ ADGRL3


0.528369 0.165701 HZ ADGRL3


0.193504 0.153168 HZ ADGRG6


0.367419 0.139042 HZ ADGRG6


0.302181 0.145231 HZ ADGRF2


0.477144 0.161101 HZ ADGRB3


0.134999 0.248309 HZ ADGRB3


0.039007 0.319387 HZ ADGRB3


0.070525 0.230108 HZ ADGRB3


0.281507 0.169439 HZ ADD3


0.162393 0.144218 HZ ADD3


0.120246 0.139904 HZ ADD3


0.091954 0.162076 HZ ADD3


0.0961212 0.155713 HZ ADD3


0.122051 0.160068 HZ ADD3


0.0774709 0.196697 HZ ADD3


0.191367 0.161507 HZ ADD3


0.27022 0.17259 HZ ADD3


0.2352 0.166849 HZ ADD3


0.528558 0.426223 HZ ADCY9


0.425104 0.250774 HZ ADCY9


0.407285 0.278017 HZ ADCY9


0.0631792 0.187233 HZ ADCY5


0.0639878 0.192018 HZ ADCY5


0.269126 0.210409 HZ ADCY5







0.39426 0.216515 HZ ADCY5


0.497949 0.19954 HZ ADCY5


0.352333 0.142194 HZ ADCY3


0.458319 0.170151 HZ ADCY2


0.438239 0.168073 HZ ADCY2


0.507403 0.22759 HZ ADAMTS9


0.517766 0.206208 HZ ADAMTS9


0.522728 0.181573 HZ ADAMTS9


0.280992 0.154512 HZ ADAMTS6;CENPK


0.27511 0.205705 HZ ADAMTS6;CENPK


0.278724 0.239775 HZ ADAMTS6


0.329501 0.267559 HZ ADAMTS6


0.328472 0.254819 HZ ADAMTS6


0.443573 0.214225 HZ ADAMTS6


0.49871 0.166879 HZ ADAMTS6


0.488373 0.178134 HZ ADAMTS6


0.514562 0.153407 HZ ADAMTS6


0.513237 0.215561 HZ ADAM12


0.519284 0.139936 HZ ACTR5;SLC32A1


0.128154 0.231314 HZ ACOXL


0.0868557 0.295763 HZ ACOXL


0.082817 0.293807 HZ ACOXL


0.0841331 0.290427 HZ ACOXL


0.122972 0.235939 HZ ACOXL


0.381025 0.139291 HZ ACOXL


0.229437 0.146278 HZ ACOXL


0.413055 0.214167 HZ ACOXL


0.409384 0.213601 HZ ACOXL


0.262689 0.160632 HZ ACOXL


0.337718 0.171863 HZ ACOXL


0.42795 0.167723 HZ ACOXL


0.251379 0.158367 HZ ACOXL


0.2399 0.192142 HZ ACOXL


0.29078 0.213858 HZ ACOXL


0.336791 0.235453 HZ ACOXL


0.426673 0.264968 HZ ACOXL







0.431691 0.279228 HZ ACOXL


0.440364 0.265086 HZ ACOXL


0.445115 0.274382 HZ ACOXL


0.434563 0.246933 HZ ACOXL


0.410223 0.144357 HZ ACOXL


0.377452 0.167059 HZ ACOXL


0.370079 0.188292 HZ ACOXL


0.365604 0.192043 HZ ACOXL


0.52303 0.15589 HZ ACOXL


0.365418 0.265536 HZ ACBD3


0.503901 0.185784 HZ ACBD3


0.524241 0.175555 HZ ABCA13


0.418456 0.153467 HZ AATK


0.474836 0.148587 HZ AATK







ZK vs HZ


CHROM Start end Pi Fst Region Gene


NC_056067.1 16065001 16085001 0.230769 0.230769 HZ ABCC12


NC_056067.1 16070001 16090001 0.149063 0.247594 HZ ABCC12


NC_056067.1 16075001 16095001 0.153643 0.213989 HZ ABCC12


NC_056067.1 16080001 16100001 0.226905 0.161992 HZ ABCC12


NC_056054.1 71520001 71540001 0.459264 0.332865 HZ ABCD3


NC_056054.1 71525001 71545001 0.472702 0.350234 HZ ABCD3


NC_056054.1 71530001 71550001 0.458187 0.326591 HZ ABCD3


NC_056054.1 71535001 71555001 0.426927 0.29379 HZ ABCD3


NC_056054.1 71540001 71560001 0.44249 0.282721 HZ ABCD3


NC_056054.1 71545001 71565001 0.42506 0.248021 HZ ABCD3


NC_056054.1 71550001 71570001 0.430029 0.238458 HZ ABCD3


NC_056054.1 71555001 71575001 0.464726 0.237596 HZ ABCD3


NC_056054.1 71570001 71590001 0.361248 0.194526 HZ ABCD3


NC_056054.1 71575001 71595001 0.401059 0.237171 HZ ABCD3


NC_056054.1 71580001 71600001 0.381102 0.238829 HZ ABCD3


NC_056059.1 115170001 1.15E+08 0.359691 0.196634 HZ ABLIM2


NC_056059.1 115175001 1.15E+08 0.293668 0.286655 HZ ABLIM2


NC_056059.1 115180001 1.15E+08 0.345679 0.307642 HZ ABLIM2


NC_056064.1 21625001 21645001 0.323246 0.156078 HZ ABR


NC_056064.1 21630001 21650001 0.423172 0.15635 HZ ABR


NC_056056.1 225945001 2.26E+08 0.16524 0.154732 HZ ACR


NC_056056.1 117170001 1.17E+08 0.376835 0.149361 HZ ACSS3


NC_056056.1 117175001 1.17E+08 0.214184 0.19069 HZ ACSS3


NC_056070.1 35495001 35515001 0.2557 0.201834 HZ ADAD1


NC_056070.1 35500001 35520001 0.324478 0.200985 HZ ADAD1


NC_056079.1 34185001 34205001 0.47991 0.161492 HZ ADAM18


NC_056058.1 1815001 1835001 0.135949 0.149769 HZ ADAMTS2


NC_056058.1 1820001 1840001 0.072265 0.149312 HZ ADAMTS2


NC_056058.1 1825001 1845001 0.053519 0.151865 HZ ADAMTS2


NC_056058.1 1830001 1850001 0.053027 0.163825 HZ ADAMTS2


NC_056058.1 1835001 1855001 0.137061 0.19319 HZ ADAMTS2


NC_056058.1 1840001 1860001 0.229809 0.252753 HZ ADAMTS2


NC_056058.1 1845001 1865001 0.371991 0.307988 HZ ADAMTS2







NC_056058.1 1850001 1870001 0.466278 0.332681 HZ ADAMTS2


NC_056058.1 1855001 1875001 0.462181 0.339439 HZ ADAMTS2


NC_056058.1 1860001 1880001 0.481092 0.291336 HZ ADAMTS2


NC_056058.1 1870001 1890001 0.460317 0.169722 HZ ADAMTS2


NC_056058.1 1875001 1895001 0.463366 0.264268 HZ ADAMTS2


NC_056058.1 1880001 1900001 0.444247 0.340542 HZ ADAMTS2


NC_056058.1 1885001 1905001 0.449586 0.345675 HZ ADAMTS2


NC_056058.1 1890001 1910001 0.471197 0.33104 HZ ADAMTS2


NC_056058.1 1895001 1915001 0.470149 0.342429 HZ ADAMTS2


NC_056058.1 1900001 1920001 0.473888 0.326989 HZ ADAMTS2


NC_056058.1 1905001 1925001 0.476017 0.325277 HZ ADAMTS2


NC_056054.1 130065001 1.3E+08 0.260889 0.165408 HZ ADAMTS5


NC_056069.1 65765001 65785001 0.4554 0.180902 HZ ADCY2


NC_056069.1 65770001 65790001 0.491957 0.160422 HZ ADCY2


NC_056060.1 20660001 20680001 0.461538 0.161651 HZ ADCY4;CIDEB;LTB4R;LTB4R2


NC_056060.1 20665001 20685001 0.469424 0.155055 HZ ADCY4;CIDEB;LTB4R;LTB4R2;NOP9


NC_056061.1 71100001 71120001 0.404331 0.155146 HZ ADGB


NC_056061.1 71105001 71125001 0.394898 0.166067 HZ ADGB


NC_056061.1 71110001 71130001 0.341283 0.176993 HZ ADGB


NC_056061.1 71115001 71135001 0.322663 0.177693 HZ ADGB


NC_056061.1 71120001 71140001 0.305785 0.151324 HZ ADGB


NC_056061.1 71125001 71145001 0.30094 0.147258 HZ ADGB


NC_056061.1 71130001 71150001 0.382179 0.150965 HZ ADGB


NC_056059.1 42550001 42570001 0.338551 0.278773 HZ ADGRA3


NC_056059.1 42555001 42575001 0.486662 0.228396 HZ ADGRA3


NC_056070.1 46115001 46135001 0.499416 0.247427 HZ ADGRD1


NC_056070.1 46120001 46140001 0.466874 0.277714 HZ ADGRD1


NC_056080.1 17245001 17265001 0.417583 0.159649 HZ ADGRG2


NC_056058.1 87765001 87785001 0.461449 0.2412 HZ ADGRV1


NC_056058.1 87770001 87790001 0.413034 0.194767 HZ ADGRV1


NC_056058.1 87775001 87795001 0.292413 0.180437 HZ ADGRV1


NC_056058.1 88015001 88035001 0.464581 0.2942 HZ ADGRV1


NC_056056.1 104210001 1.04E+08 0.217151 0.179732 HZ ADRA2B


NC_056056.1 104205001 1.04E+08 0.090709 0.152575 HZ ADRA2B;ASTL


NC_056080.1 87125001 87145001 0.470134 0.170042 HZ AFF2


NC_056080.1 87130001 87150001 0.387368 0.194953 HZ AFF2







NC_056080.1 87135001 87155001 0.326531 0.178805 HZ AFF2


NC_056056.1 101195001 1.01E+08 0.159492 0.150664 HZ AFF3


NC_056057.1 26315001 26335001 0.386972 0.193637 HZ AGR3


NC_056071.1 67090001 67110001 0.458832 0.153333 HZ AHNAK2


NC_056080.1 113980001 1.14E+08 0.416636 0.183589 HZ AIFM1;ELF4


NC_056058.1 7610001 7630001 0.229133 0.160961 HZ AKAP8


NC_056072.1 48760001 48780001 0.338249 0.277837 HZ ALAS1;POC1A


NC_056072.1 48765001 48785001 0.333716 0.203637 HZ ALAS1;POC1A


NC_056054.1 170980001 1.71E+08 0.350561 0.152972 HZ ALCAM


NC_056059.1 13570001 13590001 0.392506 0.264512 HZ ALPK1


NC_056059.1 13575001 13595001 0.348357 0.214603 HZ ALPK1


NC_056059.1 13580001 13600001 0.389746 0.18221 HZ ALPK1


NC_056056.1 133075001 1.33E+08 0.19744 0.160139 HZ AMHR2;SP1


NC_056066.1 59850001 59870001 0.454925 0.230979 HZ ANGPT4


NC_056066.1 59855001 59875001 0.304222 0.263029 HZ ANGPT4


NC_056066.1 59860001 59880001 0.491595 0.183907 HZ ANGPT4


NC_056065.1 41690001 41710001 0.252125 0.265804 HZ ANGPTL7;MTOR


NC_056065.1 41695001 41715001 0.309092 0.240612 HZ ANGPTL7;MTOR


NC_056065.1 41700001 41720001 0.220117 0.267464 HZ ANGPTL7;MTOR


NC_056065.1 41705001 41725001 0.321069 0.236242 HZ ANGPTL7;MTOR


NC_056065.1 41710001 41730001 0.383356 0.22141 HZ ANGPTL7;MTOR


NC_056065.1 41715001 41735001 0.307692 0.257227 HZ ANGPTL7;MTOR


NC_056060.1 7040001 7060001 0.46255 0.194048 HZ ANKDD1B


NC_056060.1 7045001 7065001 0.427832 0.236594 HZ ANKDD1B


NC_056060.1 7050001 7070001 0.43467 0.22708 HZ ANKDD1B


NC_056060.1 7055001 7075001 0.459109 0.229171 HZ ANKDD1B


NC_056060.1 7060001 7080001 0.482221 0.192895 HZ ANKDD1B


NC_056069.1 62695001 62715001 0.436392 0.232538 HZ ANKRD33B


NC_056057.1 62440001 62460001 0.306731 0.176563 HZ ANLN;KIAA0895


NC_056057.1 62445001 62465001 0.315412 0.178402 HZ ANLN;KIAA0895


NC_056057.1 62450001 62470001 0.383354 0.207827 HZ ANLN;KIAA0895


NC_056057.1 62455001 62475001 0.354943 0.220189 HZ ANLN;KIAA0895


NC_056057.1 62460001 62480001 0.276006 0.193554 HZ ANLN;KIAA0895


NC_056057.1 62465001 62485001 0.260884 0.163511 HZ ANLN;KIAA0895


NC_056068.1 55675001 55695001 0.359123 0.191738 HZ ANO3


NC_056068.1 55680001 55700001 0.20131 0.241541 HZ ANO3







NC_056068.1 55685001 55705001 0.148777 0.24256 HZ ANO3


NC_056068.1 55690001 55710001 0.228934 0.185792 HZ ANO3


NC_056056.1 141135001 1.41E+08 0.10917 0.170617 HZ ANO6


NC_056078.1 34340001 34360001 0.377982 0.15273 HZ ANXA11;PLAC9


NC_056078.1 34345001 34365001 0.137288 0.17105 HZ ANXA11;PLAC9


NC_056057.1 62265001 62285001 0.384811 0.165422 HZ AOAH


NC_056057.1 62270001 62290001 0.358273 0.18872 HZ AOAH


NC_056059.1 13660001 13680001 0.370754 0.190664 HZ AP1AR


NC_056059.1 13665001 13685001 0.372409 0.179889 HZ AP1AR


NC_056067.1 38780001 38800001 0.502027 0.189873 HZ AP1G1


NC_056067.1 38785001 38805001 0.496913 0.213025 HZ AP1G1


NC_056059.1 60505001 60525001 0.368882 0.153196 HZ APBB2


NC_056076.1 42635001 42655001 0.24617 0.21304 HZ APCDD1


NC_056076.1 42640001 42660001 0.196378 0.292324 HZ APCDD1


NC_056076.1 42645001 42665001 0.184309 0.321606 HZ APCDD1


NC_056076.1 42650001 42670001 0.156731 0.357143 HZ APCDD1


NC_056076.1 42655001 42675001 0.162572 0.265643 HZ APCDD1


NC_056076.1 42660001 42680001 0.11893 0.176822 HZ APCDD1


NC_056076.1 42665001 42685001 0.068134 0.189817 HZ APCDD1


NC_056076.1 42670001 42690001 0.058948 0.240709 HZ APCDD1;NAPG


NC_056056.1 216365001 2.16E+08 0.079108 0.148 HZ APOBEC3F


NC_056056.1 216370001 2.16E+08 0.08556 0.146767 HZ APOBEC3F


NC_056056.1 216375001 2.16E+08 0.069368 0.149398 HZ APOBEC3F


NC_056074.1 15960001 15980001 0.287872 0.291223 HZ AQP11


NC_056074.1 15965001 15985001 0.33495 0.240432 HZ AQP11


NC_056074.1 15970001 15990001 0.339655 0.182576 HZ AQP11


NC_056074.1 15950001 15970001 0.259556 0.284805 HZ AQP11;CLNS1A


NC_056074.1 15955001 15975001 0.280169 0.296062 HZ AQP11;CLNS1A


NC_056070.1 5020001 5040001 0.422442 0.145598 HZ ARFIP1


NC_056070.1 5025001 5045001 0.203785 0.242865 HZ ARFIP1


NC_056070.1 5030001 5050001 0.176378 0.218009 HZ ARFIP1


NC_056070.1 5035001 5055001 0.254382 0.181125 HZ ARFIP1


NC_056055.1 166440001 1.66E+08 0.448684 0.149223 HZ ARHGAP15


NC_056055.1 166570001 1.67E+08 0.301692 0.184751 HZ ARHGAP15


NC_056055.1 166575001 1.67E+08 0.148481 0.290723 HZ ARHGAP15


NC_056055.1 166640001 1.67E+08 0.094629 0.28094 HZ ARHGAP15







NC_056055.1 166645001 1.67E+08 0.15875 0.250358 HZ ARHGAP15


NC_056068.1 20400001 20420001 0.385031 0.147233 HZ ARHGAP20


NC_056068.1 20405001 20425001 0.385915 0.174848 HZ ARHGAP20


NC_056068.1 20410001 20430001 0.449046 0.186865 HZ ARHGAP20


NC_056068.1 20415001 20435001 0.435561 0.194245 HZ ARHGAP20


NC_056059.1 101445001 1.01E+08 0.40185 0.185213 HZ ARHGAP24


NC_056059.1 101450001 1.01E+08 0.395251 0.207915 HZ ARHGAP24


NC_056059.1 101455001 1.01E+08 0.370548 0.203334 HZ ARHGAP24


NC_056059.1 101460001 1.01E+08 0.409125 0.200693 HZ ARHGAP24


NC_056059.1 101465001 1.01E+08 0.443428 0.178902 HZ ARHGAP24


NC_056064.1 31040001 31060001 0.444505 0.146052 HZ ARHGAP44


NC_056064.1 31050001 31070001 0.280455 0.16053 HZ ARHGAP44


NC_056069.1 7955001 7975001 0.385614 0.150253 HZ ARHGEF28


NC_056061.1 81210001 81230001 0.279357 0.212284 HZ ARID1B


NC_056061.1 81215001 81235001 0.250701 0.253006 HZ ARID1B


NC_056061.1 81220001 81240001 0.254647 0.267914 HZ ARID1B


NC_056061.1 81225001 81245001 0.296792 0.252462 HZ ARID1B


NC_056056.1 140650001 1.41E+08 0.448728 0.165085 HZ ARID2


NC_056056.1 140655001 1.41E+08 0.487449 0.194787 HZ ARID2


NC_056060.1 19190001 19210001 0.411418 0.247293 HZ ARIH1


NC_056060.1 19195001 19215001 0.341591 0.250316 HZ ARIH1


NC_056060.1 19200001 19220001 0.14427 0.352981 HZ ARIH1


NC_056060.1 19205001 19225001 0.149888 0.354608 HZ ARIH1


NC_056060.1 19210001 19230001 0.332884 0.225253 HZ ARIH1


NC_056060.1 19215001 19235001 0.360051 0.198959 HZ ARIH1


NC_056060.1 19225001 19245001 0.458333 0.159793 HZ ARIH1


NC_056060.1 19235001 19255001 0.460947 0.198662 HZ ARIH1


NC_056060.1 19240001 19260001 0.4625 0.198292 HZ ARIH1


NC_056060.1 19245001 19265001 0.450098 0.162003 HZ ARIH1


NC_056060.1 19295001 19315001 0.452586 0.146222 HZ ARIH1


NC_056060.1 19300001 19320001 0.487974 0.154846 HZ ARIH1


NC_056060.1 19305001 19325001 0.499416 0.159808 HZ ARIH1;BBS4


NC_056059.1 72610001 72630001 0.238651 0.182767 HZ ARL9


NC_056059.1 72615001 72635001 0.098736 0.19635 HZ ARL9;THEGL


NC_056059.1 72620001 72640001 0.070143 0.202262 HZ ARL9;THEGL


NC_056059.1 72625001 72645001 0.057001 0.189979 HZ ARL9;THEGL







NC_056054.1 19365001 19385001 0.285358 0.154747 HZ ARMH1


NC_056054.1 19370001 19390001 0.144099 0.212017 HZ ARMH1


NC_056054.1 19375001 19395001 0.124009 0.18699 HZ ARMH1


NC_056061.1 76275001 76295001 0.156074 0.228685 HZ ARMT1;RMND1


NC_056061.1 76280001 76300001 0.385807 0.146873 HZ ARMT1;RMND1


NC_056079.1 32385001 32405001 0.421843 0.155436 HZ ASH2L


NC_056079.1 32390001 32410001 0.477531 0.181481 HZ ASH2L;STAR


NC_056055.1 7155001 7175001 0.4395 0.17748 HZ ASTN2


NC_056056.1 135535001 1.36E+08 0.342881 0.244737 HZ ATF1


NC_056056.1 135545001 1.36E+08 0.265072 0.214257 HZ ATF1


NC_056056.1 135550001 1.36E+08 0.444063 0.166345 HZ ATF1


NC_056068.1 75520001 75540001 0.380953 0.168915 HZ ATG13


NC_056060.1 41665001 41685001 0.2265 0.156391 HZ ATL1;LOC121820086


NC_056060.1 41660001 41680001 0.203703 0.145576 HZ ATL1;LOC121820086;MAP4K5


NC_056063.1 36900001 36920001 0.197573 0.188143 HZ ATP12A


NC_056072.1 54335001 54355001 0.119464 0.153239 HZ ATP2B2


NC_056072.1 54650001 54670001 0.491545 0.209471 HZ ATP2B2


NC_056072.1 54655001 54675001 0.363423 0.275326 HZ ATP2B2


NC_056072.1 54660001 54680001 0.350757 0.300816 HZ ATP2B2


NC_056072.1 54665001 54685001 0.415461 0.236433 HZ ATP2B2


NC_056059.1 61995001 62015001 0.463446 0.255104 HZ ATP8A1


NC_056059.1 62000001 62020001 0.328375 0.2253 HZ ATP8A1


NC_056059.1 62005001 62025001 0.343291 0.184463 HZ ATP8A1


NC_056076.1 57365001 57385001 0.123226 0.174112 HZ ATP8B1


NC_056056.1 221945001 2.22E+08 0.247537 0.150198 HZ ATXN10


NC_056056.1 221975001 2.22E+08 0.078842 0.199045 HZ ATXN10


NC_056056.1 221980001 2.22E+08 0.186073 0.15914 HZ ATXN10


NC_056056.1 221985001 2.22E+08 0.187807 0.158886 HZ ATXN10


NC_056056.1 221995001 2.22E+08 0.252042 0.152588 HZ ATXN10


NC_056056.1 222000001 2.22E+08 0.204485 0.17195 HZ ATXN10


NC_056057.1 48285001 48305001 0.064043 0.187725 HZ ATXN7L1


NC_056077.1 30865001 30885001 0.365509 0.294752 HZ AUTS2


NC_056077.1 30870001 30890001 0.303428 0.287807 HZ AUTS2


NC_056077.1 30875001 30895001 0.320468 0.271814 HZ AUTS2


NC_056077.1 30880001 30900001 0.394269 0.249163 HZ AUTS2


NC_056077.1 30885001 30905001 0.497969 0.212513 HZ AUTS2







NC_056077.1 30890001 30910001 0.461249 0.186459 HZ AUTS2


NC_056077.1 30895001 30915001 0.45852 0.175553 HZ AUTS2


NC_056080.1 63130001 63150001 0.381753 0.176911 HZ AWAT1;P2RY4


NC_056055.1 142145001 1.42E+08 0.499045 0.151051 HZ B3GALT1


NC_056055.1 142150001 1.42E+08 0.304391 0.231565 HZ B3GALT1


NC_056055.1 142155001 1.42E+08 0.385748 0.208863 HZ B3GALT1


NC_056055.1 142160001 1.42E+08 0.445742 0.178425 HZ B3GALT1


NC_056064.1 37170001 37190001 0.298032 0.165 HZ B4GALNT2


NC_056054.1 184920001 1.85E+08 0.46423 0.172072 HZ B4GALT4


NC_056072.1 51640001 51660001 0.382459 0.18473 HZ BAC5;CATHL3


NC_056072.1 51635001 51655001 0.298206 0.216606 HZ BAC5;CATHL3;LOC105607776


NC_056077.1 1585001 1605001 0.402698 0.270477 HZ BAIAP3;GNPTG;TSR3


NC_056057.1 64845001 64865001 0.460545 0.233763 HZ BBS9


NC_056070.1 62535001 62555001 0.312433 0.158308 HZ BICDL1


NC_056070.1 62540001 62560001 0.365157 0.198865 HZ BICDL1


NC_056070.1 62545001 62565001 0.391385 0.209928 HZ BICDL1


NC_056070.1 62550001 62570001 0.383303 0.198573 HZ BICDL1


NC_056070.1 62555001 62575001 0.373334 0.168192 HZ BICDL1


NC_056070.1 62565001 62585001 0.401191 0.15756 HZ BICDL1


NC_056070.1 62580001 62600001 0.364974 0.154971 HZ BICDL1


NC_056070.1 62585001 62605001 0.367317 0.163293 HZ BICDL1


NC_056070.1 62590001 62610001 0.403201 0.178994 HZ BICDL1


NC_056070.1 62595001 62615001 0.425993 0.182359 HZ BICDL1;RAB35


NC_056070.1 62600001 62620001 0.463008 0.200067 HZ BICDL1;RAB35


NC_056070.1 62605001 62625001 0.464108 0.254334 HZ BICDL1;RAB35


NC_056070.1 62610001 62630001 0.44587 0.286613 HZ BICDL1;RAB35


NC_056055.1 85025001 85045001 0.19961 0.162522 HZ BNC2


NC_056054.1 99995001 1E+08 0.303863 0.165872 HZ BOLA1;SV2A


NC_056054.1 100000001 1E+08 0.224812 0.237162 HZ BOLA1;SV2A


NC_056054.1 100005001 1E+08 0.17343 0.226001 HZ BOLA1;SV2A


NC_056063.1 48090001 48110001 0.32623 0.248454 HZ BORA


NC_056063.1 48095001 48115001 0.15738 0.351191 HZ BORA


NC_056063.1 48100001 48120001 0.081836 0.392372 HZ BORA;DIS3


NC_056063.1 48085001 48105001 0.493765 0.183434 HZ BORA;MZT1


NC_056058.1 7615001 7635001 0.107635 0.178054 HZ BRD4


NC_056054.1 29360001 29380001 0.367293 0.151287 HZ BSND;TMEM61







NC_056055.1 10340001 10360001 0.421748 0.250276 HZ BSPRY


NC_056055.1 10345001 10365001 0.396016 0.285246 HZ BSPRY


NC_056055.1 10350001 10370001 0.465994 0.315389 HZ BSPRY


NC_056054.1 232625001 2.33E+08 0.434489 0.158368 HZ C1H3orf33


NC_056073.1 44620001 44640001 0.045174 0.149055 HZ C20H6orf52;PAK1IP1


NC_056073.1 44625001 44645001 0.109631 0.153001 HZ C20H6orf52;PAK1IP1


NC_056068.1 52170001 52190001 0.323359 0.157866 HZ C2CD3


NC_056068.1 52175001 52195001 0.282093 0.223036 HZ C2CD3


NC_056068.1 52180001 52200001 0.419738 0.20592 HZ C2CD3


NC_056068.1 52185001 52205001 0.382352 0.186569 HZ C2CD3


NC_056068.1 52190001 52210001 0.276182 0.153209 HZ C2CD3


NC_056054.1 101770001 1.02E+08 0.350214 0.157504 HZ C2CD4D;THEM5


NC_056072.1 47255001 47275001 0.485751 0.318792 HZ CACNA1D;CHDH


NC_056057.1 39555001 39575001 0.169299 0.181419 HZ CACNA2D1


NC_056057.1 39570001 39590001 0.292907 0.172297 HZ CACNA2D1


NC_056057.1 39575001 39595001 0.456688 0.155416 HZ CACNA2D1


NC_056054.1 154255001 1.54E+08 0.446577 0.165645 HZ CADM2


NC_056054.1 154260001 1.54E+08 0.490726 0.164649 HZ CADM2


NC_056057.1 88755001 88775001 0.496657 0.154438 HZ CADPS2


NC_056057.1 88760001 88780001 0.47648 0.166015 HZ CADPS2


NC_056057.1 88765001 88785001 0.468282 0.234329 HZ CADPS2


NC_056057.1 88725001 88745001 0.49433 0.167606 HZ CADPS2;RNF133


NC_056068.1 37265001 37285001 0.421466 0.213237 HZ CALCA


NC_056059.1 12190001 12210001 0.356335 0.153061 HZ CAMK2D


NC_056065.1 44985001 45005001 0.456484 0.16522 HZ CAMTA1


NC_056065.1 44970001 44990001 0.498064 0.146566 HZ CAMTA1;VAMP3


NC_056068.1 55230001 55250001 0.482413 0.167253 HZ CAPN5;LOC101113008


NC_056080.1 41005001 41025001 0.493373 0.21903 HZ CASK


NC_056080.1 41010001 41030001 0.455721 0.234339 HZ CASK


NC_056072.1 51620001 51640001 0.09046 0.288655 HZ CATHL1B;LOC105607776


NC_056072.1 51625001 51645001 0.269847 0.232351 HZ CATHL3;LOC105607776


NC_056072.1 51630001 51650001 0.264571 0.231964 HZ CATHL3;LOC105607776


NC_056055.1 131035001 1.31E+08 0.235196 0.166463 HZ CCDC141


NC_056055.1 131040001 1.31E+08 0.141925 0.161633 HZ CCDC141


NC_056055.1 131045001 1.31E+08 0.174531 0.151841 HZ CCDC141


NC_056064.1 23490001 23510001 0.426426 0.180949 HZ CCDC92B







NC_056064.1 23485001 23505001 0.49813 0.155846 HZ CCDC92B;CLUH


NC_056064.1 15485001 15505001 0.37349 0.161542 HZ CCL1


NC_056064.1 15490001 15510001 0.401277 0.204265 HZ CCL1


NC_056064.1 15495001 15515001 0.462833 0.224305 HZ CCL1


NC_056064.1 15500001 15520001 0.474804 0.317224 HZ CCL1


NC_056069.1 10625001 10645001 0.457717 0.158009 HZ CCNB1;SLC30A5


NC_056060.1 53080001 53100001 0.478799 0.1571 HZ CCPG1


NC_056060.1 53085001 53105001 0.495783 0.15016 HZ CCPG1;PIGB


NC_056056.1 95255001 95275001 0.479999 0.196639 HZ CCT7;FBXO41


NC_056056.1 95250001 95270001 0.457625 0.219594 HZ CCT7;PRADC1


NC_056056.1 95245001 95265001 0.471211 0.205928 HZ CCT7;PRADC1;SMYD5


NC_056054.1 177265001 1.77E+08 0.383852 0.162893 HZ CD96


NC_056054.1 177270001 1.77E+08 0.27635 0.192681 HZ CD96


NC_056054.1 177275001 1.77E+08 0.409057 0.163445 HZ CD96


NC_056072.1 51685001 51705001 0.149055 0.191103 HZ CDC25A


NC_056072.1 51690001 51710001 0.334395 0.163102 HZ CDC25A


NC_056074.1 39970001 39990001 0.404297 0.189101 HZ CDC42EP2;DPF2


NC_056058.1 20840001 20860001 0.454544 0.301667 HZ CDC42SE2


NC_056058.1 20845001 20865001 0.475675 0.299261 HZ CDC42SE2


NC_056058.1 20855001 20875001 0.431006 0.274862 HZ CDC42SE2


NC_056058.1 20860001 20880001 0.372711 0.218517 HZ CDC42SE2


NC_056058.1 20865001 20885001 0.339317 0.150506 HZ CDC42SE2


NC_056069.1 53870001 53890001 0.486954 0.151976 HZ CDH18


NC_056069.1 54045001 54065001 0.287912 0.154684 HZ CDH18


NC_056069.1 54115001 54135001 0.145236 0.174666 HZ CDH18


NC_056069.1 54120001 54140001 0.231542 0.155806 HZ CDH18


NC_056066.1 62855001 62875001 0.153846 0.146165 HZ CDK5RAP1


NC_056066.1 62860001 62880001 0.149368 0.163554 HZ CDK5RAP1


NC_056066.1 62865001 62885001 0.188794 0.15203 HZ CDK5RAP1


NC_056060.1 41520001 41540001 0.490509 0.191469 HZ CDKL1


NC_056054.1 25425001 25445001 0.206892 0.161271 HZ CDKN2C;FAF1


NC_056060.1 65015001 65035001 0.480175 0.309302 HZ CDKN3;CNIH1


NC_056077.1 20540001 20560001 0.053855 0.182284 HZ CDR2;POLR3E


NC_056068.1 27730001 27750001 0.353214 0.174135 HZ CEP164


NC_056068.1 27735001 27755001 0.443152 0.29319 HZ CEP164


NC_056068.1 27740001 27760001 0.494708 0.308247 HZ CEP164







NC_056066.1 64675001 64695001 0.404005 0.457536 HZ CEP250


NC_056066.1 64670001 64690001 0.426155 0.432004 HZ CEP250;GDF5


NC_056065.1 60575001 60595001 0.407033 0.246023 HZ CEP350


NC_056065.1 60580001 60600001 0.373964 0.222539 HZ CEP350


NC_056065.1 60585001 60605001 0.455411 0.177729 HZ CEP350


NC_056057.1 95805001 95825001 0.36501 0.207361 HZ CEP41


NC_056057.1 95810001 95830001 0.391905 0.186052 HZ CEP41


NC_056057.1 95815001 95835001 0.405215 0.175195 HZ CEP41


NC_056057.1 95820001 95840001 0.367161 0.173262 HZ CEP41


NC_056057.1 95825001 95845001 0.299051 0.206516 HZ CEP41


NC_056057.1 95830001 95850001 0.232425 0.217328 HZ CEP41


NC_056057.1 95835001 95855001 0.203436 0.214758 HZ CEP41


NC_056057.1 95840001 95860001 0.265487 0.260947 HZ CEP41


NC_056057.1 95845001 95865001 0.314113 0.266175 HZ CEP41


NC_056057.1 95850001 95870001 0.263599 0.340829 HZ CEP41


NC_056057.1 95855001 95875001 0.198616 0.462197 HZ CEP41


NC_056057.1 95790001 95810001 0.276812 0.248296 HZ CEP41;CPA1


NC_056057.1 95795001 95815001 0.270098 0.241913 HZ CEP41;CPA1


NC_056057.1 95800001 95820001 0.334507 0.221839 HZ CEP41;CPA1


NC_056072.1 42695001 42715001 0.382326 0.169655 HZ CFAP20DC


NC_056054.1 185315001 1.85E+08 0.273752 0.224309 HZ CFAP91


NC_056054.1 185320001 1.85E+08 0.314952 0.245207 HZ CFAP91


NC_056054.1 185325001 1.85E+08 0.333146 0.262071 HZ CFAP91


NC_056054.1 185330001 1.85E+08 0.288337 0.189901 HZ CFAP91


NC_056054.1 185340001 1.85E+08 0.334972 0.158851 HZ CFAP91


NC_056054.1 185345001 1.85E+08 0.365199 0.176662 HZ CFAP91


NC_056054.1 185350001 1.85E+08 0.49546 0.179729 HZ CFAP91


NC_056064.1 43400001 43420001 0.29328 0.457379 HZ CFAP97D1;DUSP3


NC_056064.1 43405001 43425001 0.256696 0.400413 HZ CFAP97D1;DUSP3


NC_056064.1 43410001 43430001 0.351983 0.300525 HZ CFAP97D1;DUSP3


NC_056059.1 116930001 1.17E+08 0.493871 0.2273 HZ CFAP99;LOC114115254;RNF4


NC_056061.1 50155001 50175001 0.372041 0.25479 HZ CGA


NC_056057.1 68245001 68265001 0.137333 0.160071 HZ CHN2


NC_056057.1 68515001 68535001 0.349381 0.1472 HZ CHN2


NC_056056.1 104090001 1.04E+08 0.405387 0.149458 HZ CIAO1;SNRNP200;TMEM127


NC_056056.1 104095001 1.04E+08 0.409459 0.155307 HZ CIAO1;TMEM127







NC_056064.1 39065001 39085001 0.164746 0.177148 HZ CISD3;MLLT6


NC_056057.1 8545001 8565001 0.409723 0.158531 HZ CLDN12


NC_056057.1 8550001 8570001 0.437254 0.194604 HZ CLDN12


NC_056079.1 13355001 13375001 0.426691 0.181733 HZ CLDN22;LOC106990148;WWC2


NC_056055.1 241885001 2.42E+08 0.19702 0.160851 HZ CLIC4


NC_056055.1 241890001 2.42E+08 0.122152 0.182065 HZ CLIC4


NC_056055.1 241895001 2.42E+08 0.142797 0.168564 HZ CLIC4


NC_056074.1 15925001 15945001 0.354122 0.209679 HZ CLNS1A


NC_056074.1 15930001 15950001 0.383413 0.228923 HZ CLNS1A


NC_056074.1 15935001 15955001 0.470017 0.228534 HZ CLNS1A


NC_056074.1 15940001 15960001 0.419617 0.213543 HZ CLNS1A


NC_056074.1 15945001 15965001 0.336186 0.246609 HZ CLNS1A


NC_056074.1 15920001 15940001 0.360992 0.205262 HZ CLNS1A;RSF1


NC_056064.1 23465001 23485001 0.228601 0.224159 HZ CLUH


NC_056064.1 23470001 23490001 0.329506 0.15696 HZ CLUH


NC_056064.1 23475001 23495001 0.368582 0.152141 HZ CLUH


NC_056064.1 23460001 23480001 0.330908 0.203833 HZ CLUH;PAFAH1B1


NC_056067.1 34005001 34025001 0.458203 0.167204 HZ CMTM4


NC_056067.1 34010001 34030001 0.448939 0.159317 HZ CMTM4;DYNC1LI2


NC_056054.1 71985001 72005001 0.281468 0.227542 HZ CNN3;SLC44A3


NC_056072.1 23370001 23390001 0.067797 0.148657 HZ CNTN4


NC_056072.1 24975001 24995001 0.423013 0.180934 HZ CNTN6


NC_056072.1 24980001 25000001 0.374584 0.202426 HZ CNTN6


NC_056072.1 24985001 25005001 0.48354 0.172332 HZ CNTN6


NC_056057.1 112195001 1.12E+08 0.371889 0.258383 HZ CNTNAP2


NC_056057.1 112200001 1.12E+08 0.299145 0.284453 HZ CNTNAP2


NC_056057.1 112205001 1.12E+08 0.394463 0.226187 HZ CNTNAP2


NC_056057.1 112210001 1.12E+08 0.444772 0.180854 HZ CNTNAP2


NC_056055.1 189510001 1.9E+08 0.25833 0.28166 HZ CNTNAP5


NC_056055.1 189515001 1.9E+08 0.288433 0.181977 HZ CNTNAP5


NC_056080.1 126475001 1.26E+08 0.333334 0.233743 HZ COL4A5


NC_056054.1 14925001 14945001 0.450399 0.166173 HZ COL9A2


NC_056058.1 35365001 35385001 0.418843 0.169583 HZ COMMD10


NC_056058.1 35370001 35390001 0.29543 0.172375 HZ COMMD10


NC_056057.1 96065001 96085001 0.338278 0.170635 HZ COPG2


NC_056057.1 96080001 96100001 0.285404 0.201551 HZ COPG2;TSGA13







NC_056057.1 96085001 96105001 0.294118 0.200343 HZ COPG2;TSGA13


NC_056057.1 96090001 96110001 0.38619 0.224407 HZ COPG2;TSGA13


NC_056057.1 95780001 95800001 0.333938 0.199074 HZ CPA1;CPA5


NC_056057.1 95785001 95805001 0.295454 0.202346 HZ CPA1;CPA5


NC_056057.1 95775001 95795001 0.354838 0.168185 HZ CPA5


NC_056069.1 37205001 37225001 0.268524 0.191685 HZ CPLANE1


NC_056069.1 37210001 37230001 0.343863 0.163915 HZ CPLANE1


NC_056055.1 212195001 2.12E+08 0.348523 0.146338 HZ CPS1


NC_056055.1 212200001 2.12E+08 0.246715 0.200322 HZ CPS1


NC_056055.1 212205001 2.12E+08 0.317346 0.212451 HZ CPS1


NC_056055.1 212210001 2.12E+08 0.429449 0.193651 HZ CPS1


NC_056057.1 67195001 67215001 0.205105 0.196269 HZ CRHR2


NC_056057.1 67200001 67220001 0.243733 0.191405 HZ CRHR2


NC_056077.1 19545001 19565001 0.288972 0.188108 HZ CRYM


NC_056077.1 19550001 19570001 0.275484 0.221499 HZ CRYM


NC_056077.1 19555001 19575001 0.254349 0.232349 HZ CRYM


NC_056079.1 2660001 2680001 0.493527 0.175188 HZ CSMD1


NC_056079.1 2670001 2690001 0.47525 0.149699 HZ CSMD1


NC_056079.1 2680001 2700001 0.46597 0.228803 HZ CSMD1


NC_056079.1 2685001 2705001 0.412023 0.332912 HZ CSMD1


NC_056079.1 2690001 2710001 0.492041 0.40561 HZ CSMD1


NC_056079.1 2700001 2720001 0.49231 0.35199 HZ CSMD1


NC_056079.1 2705001 2725001 0.426777 0.281608 HZ CSMD1


NC_056079.1 2710001 2730001 0.329033 0.184217 HZ CSMD1


NC_056054.1 8810001 8830001 0.482722 0.168653 HZ CSMD2


NC_056064.1 50095001 50115001 0.362784 0.146379 HZ CSNK1D


NC_056075.1 44040001 44060001 0.278284 0.154936 HZ CTBP2


NC_056075.1 44100001 44120001 0.436653 0.162597 HZ CTBP2


NC_056075.1 44035001 44055001 0.372785 0.150064 HZ CTBP2;ZRANB1


NC_056062.1 74040001 74060001 0.446087 0.248633 HZ CTHRC1


NC_056062.1 74045001 74065001 0.431673 0.285001 HZ CTHRC1


NC_056078.1 22415001 22435001 0.442453 0.215034 HZ CTNNA3


NC_056078.1 22420001 22440001 0.213059 0.408812 HZ CTNNA3


NC_056078.1 22425001 22445001 0.129315 0.499516 HZ CTNNA3


NC_056078.1 22430001 22450001 0.10089 0.530558 HZ CTNNA3


NC_056078.1 22435001 22455001 0.111609 0.523796 HZ CTNNA3







NC_056078.1 22440001 22460001 0.139547 0.498949 HZ CTNNA3


NC_056078.1 22445001 22465001 0.303295 0.369698 HZ CTNNA3


NC_056078.1 22450001 22470001 0.374106 0.338566 HZ CTNNA3


NC_056078.1 22455001 22475001 0.300206 0.373746 HZ CTNNA3


NC_056078.1 22460001 22480001 0.302314 0.38506 HZ CTNNA3


NC_056078.1 22465001 22485001 0.203303 0.461029 HZ CTNNA3


NC_056078.1 22470001 22490001 0.237883 0.426213 HZ CTNNA3


NC_056078.1 22475001 22495001 0.195522 0.381595 HZ CTNNA3


NC_056078.1 22480001 22500001 0.17114 0.365751 HZ CTNNA3


NC_056078.1 22485001 22505001 0.224997 0.304399 HZ CTNNA3


NC_056078.1 22490001 22510001 0.319379 0.174029 HZ CTNNA3


NC_056072.1 13810001 13830001 0.407342 0.339087 HZ CTNNB1


NC_056072.1 13815001 13835001 0.267457 0.225295 HZ CTNNB1


NC_056072.1 13820001 13840001 0.307797 0.259669 HZ CTNNB1


NC_056072.1 13825001 13845001 0.365576 0.264517 HZ CTNNB1


NC_056072.1 13830001 13850001 0.44334 0.269142 HZ CTNNB1


NC_056059.1 68295001 68315001 0.295401 0.155778 HZ CWH43


NC_056059.1 68300001 68320001 0.280295 0.176631 HZ CWH43


NC_056055.1 220195001 2.2E+08 0.420057 0.145524 HZ CXCR2


NC_056075.1 15635001 15655001 0.337094 0.168837 HZ CYP2C18


NC_056075.1 15640001 15660001 0.257797 0.149043 HZ CYP2C18


NC_056063.1 46755001 46775001 0.333334 0.186615 HZ DACH1


NC_056063.1 46760001 46780001 0.164468 0.188916 HZ DACH1


NC_056063.1 46765001 46785001 0.124605 0.202141 HZ DACH1


NC_056063.1 46770001 46790001 0.154534 0.208413 HZ DACH1


NC_056063.1 47030001 47050001 0.497006 0.214399 HZ DACH1


NC_056063.1 47035001 47055001 0.446114 0.216508 HZ DACH1


NC_056063.1 47040001 47060001 0.319333 0.189294 HZ DACH1


NC_056063.1 47045001 47065001 0.331878 0.167238 HZ DACH1


NC_056060.1 22035001 22055001 0.347538 0.158384 HZ DAD1


NC_056060.1 22040001 22060001 0.318891 0.16857 HZ DAD1


NC_056060.1 22045001 22065001 0.314003 0.172252 HZ DAD1


NC_056074.1 36680001 36700001 0.47858 0.196369 HZ DAGLA


NC_056074.1 36685001 36705001 0.472923 0.185818 HZ DAGLA


NC_056074.1 36690001 36710001 0.491107 0.191115 HZ DAGLA


NC_056055.1 32015001 32035001 0.474124 0.192065 HZ DAPK1







NC_056055.1 32020001 32040001 0.483511 0.235466 HZ DAPK1


NC_056054.1 111275001 1.11E+08 0.222222 0.194568 HZ DCAF8


NC_056054.1 111280001 1.11E+08 0.274845 0.195703 HZ DCAF8


NC_056054.1 111285001 1.11E+08 0.289799 0.171934 HZ DCAF8;PEX19


NC_056076.1 52630001 52650001 0.4401 0.221276 HZ DCC


NC_056076.1 52635001 52655001 0.492689 0.241472 HZ DCC


NC_056063.1 25980001 26000001 0.18718 0.212992 HZ DCLK1


NC_056059.1 24840001 24860001 0.315894 0.1507 HZ DDIT4L


NC_056056.1 215995001 2.16E+08 0.445704 0.202286 HZ DDX17


NC_056056.1 216000001 2.16E+08 0.43387 0.198335 HZ DDX17


NC_056056.1 216005001 2.16E+08 0.350939 0.21776 HZ DDX17;DMC1


NC_056056.1 215975001 2.16E+08 0.314588 0.165175 HZ DDX17;KDELR3


NC_056056.1 215980001 2.16E+08 0.348571 0.180829 HZ DDX17;KDELR3


NC_056056.1 215985001 2.16E+08 0.384552 0.184892 HZ DDX17;KDELR3


NC_056056.1 215990001 2.16E+08 0.419025 0.184016 HZ DDX17;KDELR3


NC_056067.1 14255001 14275001 0.184163 0.352464 HZ DEF8


NC_056067.1 14260001 14280001 0.114435 0.408257 HZ DEF8


NC_056067.1 14265001 14285001 0.077148 0.502539 HZ DEF8;LOC101113004


NC_056067.1 14275001 14295001 0.305628 0.48523 HZ DEF8;LOC101113004;LOC101113264


NC_056067.1 14250001 14270001 0.281651 0.246958 HZ DEF8;MC1R


NC_056065.1 76165001 76185001 0.380372 0.281869 HZ DENND1B


NC_056065.1 76170001 76190001 0.338979 0.335807 HZ DENND1B


NC_056065.1 76175001 76195001 0.29546 0.330645 HZ DENND1B


NC_056065.1 76180001 76200001 0.409862 0.252712 HZ DENND1B


NC_056080.1 54940001 54960001 0.3517 0.198637 HZ DGKK


NC_056064.1 34925001 34945001 0.492907 0.165905 HZ DHRS7B


NC_056080.1 137585001 1.38E+08 0.45903 0.160414 HZ DIAPH2


NC_056080.1 137590001 1.38E+08 0.394413 0.176737 HZ DIAPH2


NC_056080.1 137825001 1.38E+08 0.086583 0.156235 HZ DIAPH2


NC_056080.1 137880001 1.38E+08 0.244281 0.160848 HZ DIAPH2


NC_056066.1 46095001 46115001 0.414039 0.147619 HZ DIP2C


NC_056063.1 48115001 48135001 0.17535 0.295496 HZ DIS3


NC_056078.1 4080001 4100001 0.374571 0.150226 HZ DISC1


NC_056078.1 4085001 4105001 0.474432 0.159926 HZ DISC1


NC_056079.1 22760001 22780001 0.050676 0.152597 HZ DLC1


NC_056079.1 22765001 22785001 0.272707 0.167938 HZ DLC1







NC_056056.1 216010001 2.16E+08 0.281829 0.214104 HZ DMC1


NC_056056.1 216015001 2.16E+08 0.220762 0.182675 HZ DMC1


NC_056056.1 216020001 2.16E+08 0.169154 0.16359 HZ DMC1


NC_056060.1 40915001 40935001 0.439042 0.150744 HZ DNAAF2;POLE2


NC_056065.1 27555001 27575001 0.468638 0.157972 HZ DNAH14


NC_056077.1 19220001 19240001 0.487499 0.30474 HZ DNAH3


NC_056077.1 19200001 19220001 0.352969 0.314924 HZ DNAH3;LYRM1


NC_056077.1 19205001 19225001 0.480898 0.307536 HZ DNAH3;LYRM1


NC_056068.1 52105001 52125001 0.175769 0.156125 HZ DNAJB13


NC_056068.1 52100001 52120001 0.23801 0.149077 HZ DNAJB13;PAAF1


NC_056068.1 52110001 52130001 0.061207 0.170939 HZ DNAJB13;UCP2


NC_056055.1 11870001 11890001 0.485811 0.263794 HZ DNAJC25


NC_056065.1 38670001 38690001 0.484279 0.17812 HZ DNM3


NC_056065.1 38740001 38760001 0.351701 0.210199 HZ DNM3


NC_056065.1 38765001 38785001 0.443428 0.243289 HZ DNM3


NC_056065.1 38770001 38790001 0.286178 0.162926 HZ DNM3


NC_056075.1 46205001 46225001 0.443689 0.226347 HZ DOCK1


NC_056075.1 46210001 46230001 0.384203 0.192701 HZ DOCK1


NC_056075.1 46345001 46365001 0.418237 0.222052 HZ DOCK1


NC_056075.1 46350001 46370001 0.432462 0.187673 HZ DOCK1


NC_056063.1 75300001 75320001 0.450305 0.162956 HZ DOCK9


NC_056063.1 75305001 75325001 0.465448 0.200445 HZ DOCK9


NC_056063.1 75310001 75330001 0.185476 0.271604 HZ DOCK9


NC_056063.1 75315001 75335001 0.21417 0.258137 HZ DOCK9


NC_056063.1 75320001 75340001 0.243827 0.220898 HZ DOCK9


NC_056063.1 75325001 75345001 0.196566 0.2396 HZ DOCK9


NC_056063.1 75330001 75350001 0.316233 0.200184 HZ DOCK9


NC_056063.1 75335001 75355001 0.309909 0.213372 HZ DOCK9


NC_056063.1 75340001 75360001 0.348854 0.23396 HZ DOCK9


NC_056063.1 75345001 75365001 0.311834 0.24271 HZ DOCK9


NC_056074.1 39975001 39995001 0.346899 0.247384 HZ DPF2


NC_056074.1 39980001 40000001 0.469575 0.20245 HZ DPF2;TIGD3


NC_056056.1 171270001 1.71E+08 0.494273 0.178378 HZ DRAM1


NC_056056.1 171275001 1.71E+08 0.305408 0.234356 HZ DRAM1


NC_056056.1 171280001 1.71E+08 0.357326 0.243132 HZ DRAM1


NC_056056.1 171285001 1.71E+08 0.358503 0.239821 HZ DRAM1







NC_056054.1 261095001 2.61E+08 0.450271 0.173628 HZ DSCAM


NC_056054.1 261100001 2.61E+08 0.230612 0.221959 HZ DSCAM


NC_056054.1 261105001 2.61E+08 0.360084 0.157974 HZ DSCAM


NC_056064.1 43395001 43415001 0.387374 0.45341 HZ DUSP3;SOST


NC_056061.1 82770001 82790001 0.380282 0.157761 HZ DYNLT1;TMEM181


NC_056054.1 251675001 2.52E+08 0.25821 0.193997 HZ DZIP1L


NC_056054.1 187190001 1.87E+08 0.394044 0.226213 HZ EAF2;SLC15A2


NC_056080.1 62670001 62690001 0.387921 0.345708 HZ EDA


NC_056080.1 62675001 62695001 0.311231 0.492573 HZ EDA


NC_056080.1 62680001 62700001 0.382701 0.463499 HZ EDA


NC_056080.1 62685001 62705001 0.474314 0.434819 HZ EDA


NC_056065.1 65180001 65200001 0.421921 0.150277 HZ EDEM3


NC_056065.1 65185001 65205001 0.329071 0.221876 HZ EDEM3


NC_056065.1 65190001 65210001 0.323829 0.253043 HZ EDEM3


NC_056065.1 65195001 65215001 0.480569 0.305303 HZ EDEM3


NC_056065.1 65220001 65240001 0.48474 0.17733 HZ EDEM3


NC_056077.1 20500001 20520001 0.097849 0.183596 HZ EEF2K;POLR3E


NC_056077.1 20505001 20525001 0.098539 0.178041 HZ EEF2K;POLR3E


NC_056065.1 31525001 31545001 0.412817 0.222733 HZ EFCAB2


NC_056065.1 31530001 31550001 0.282384 0.252361 HZ EFCAB2


NC_056065.1 31535001 31555001 0.385073 0.239309 HZ EFCAB2


NC_056062.1 22250001 22270001 0.047407 0.172167 HZ EFR3A


NC_056072.1 29950001 29970001 0.283858 0.15426 HZ EIF4E3


NC_056072.1 29940001 29960001 0.39418 0.162155 HZ EIF4E3;GPR27


NC_056072.1 29945001 29965001 0.088781 0.250591 HZ EIF4E3;GPR27


NC_056055.1 245555001 2.46E+08 0.095736 0.167434 HZ EIF4G3


NC_056055.1 245560001 2.46E+08 0.086174 0.184818 HZ EIF4G3


NC_056057.1 34790001 34810001 0.381548 0.161053 HZ ELAPOR2


NC_056057.1 34795001 34815001 0.348709 0.189637 HZ ELAPOR2


NC_056058.1 92870001 92890001 0.50259 0.162026 HZ ELL2


NC_056055.1 102485001 1.03E+08 0.482392 0.150375 HZ ELP3


NC_056055.1 102490001 1.03E+08 0.446034 0.184034 HZ ELP3


NC_056072.1 52135001 52155001 0.06938 0.159823 HZ ELP6


NC_056072.1 52140001 52160001 0.049975 0.174607 HZ ELP6


NC_056056.1 7595001 7615001 0.114225 0.165994 HZ ENDOG;LOC101106416;LOC114113869


NC_056056.1 7600001 7620001 0.072951 0.160572 HZ ENDOG;LOC101106416;TBC1D13







NC_056080.1 104015001 1.04E+08 0.274097 0.184997 HZ ENOX2


NC_056080.1 104020001 1.04E+08 0.315114 0.185986 HZ ENOX2


NC_056080.1 104050001 1.04E+08 0.391343 0.274193 HZ ENOX2


NC_056080.1 104055001 1.04E+08 0.413174 0.291591 HZ ENOX2


NC_056080.1 104060001 1.04E+08 0.39303 0.263535 HZ ENOX2


NC_056080.1 104070001 1.04E+08 0.420119 0.186417 HZ ENOX2


NC_056080.1 104025001 1.04E+08 0.359315 0.22028 HZ ENOX2;LOC105605606


NC_056080.1 104030001 1.04E+08 0.44924 0.271814 HZ ENOX2;LOC105605606


NC_056080.1 104035001 1.04E+08 0.427447 0.248482 HZ ENOX2;LOC105605606


NC_056080.1 104040001 1.04E+08 0.426217 0.278889 HZ ENOX2;LOC105605606


NC_056080.1 104045001 1.04E+08 0.398649 0.28495 HZ ENOX2;LOC105605606


NC_056060.1 1515001 1535001 0.065477 0.167825 HZ EPB41L4A


NC_056060.1 1520001 1540001 0.041781 0.330821 HZ EPB41L4A


NC_056060.1 1525001 1545001 0.070614 0.320151 HZ EPB41L4A


NC_056060.1 1530001 1550001 0.071442 0.285124 HZ EPB41L4A


NC_056060.1 1535001 1555001 0.08243 0.276908 HZ EPB41L4A


NC_056061.1 44045001 44065001 0.486687 0.216257 HZ EPHA7


NC_056058.1 6390001 6410001 0.162255 0.159196 HZ EPS15L1


NC_056058.1 6425001 6445001 0.255761 0.149258 HZ EPS15L1


NC_056054.1 87080001 87100001 0.396591 0.15005 HZ EPS8L3;GSTM3


NC_056054.1 87075001 87095001 0.464043 0.155327 HZ EPS8L3;GSTM3;LOC101108705


NC_056055.1 213900001 2.14E+08 0.356813 0.15269 HZ ERBB4


NC_056069.1 13630001 13650001 0.399729 0.151476 HZ ERBIN


NC_056072.1 44810001 44830001 0.212802 0.184646 HZ ERC2


NC_056072.1 44815001 44835001 0.130597 0.250386 HZ ERC2


NC_056072.1 44820001 44840001 0.271195 0.191616 HZ ERC2


NC_056072.1 45445001 45465001 0.255671 0.162122 HZ ERC2


NC_056054.1 271295001 2.71E+08 0.046055 0.162565 HZ ERG


NC_056054.1 271300001 2.71E+08 0.061217 0.173922 HZ ERG


NC_056054.1 271305001 2.71E+08 0.236212 0.151937 HZ ERG


NC_056054.1 271380001 2.71E+08 0.258422 0.252619 HZ ERG


NC_056054.1 271385001 2.71E+08 0.209505 0.237484 HZ ERG


NC_056054.1 271390001 2.71E+08 0.16586 0.251833 HZ ERG


NC_056054.1 271395001 2.71E+08 0.286602 0.227438 HZ ERG


NC_056054.1 271400001 2.71E+08 0.503065 0.223447 HZ ERG


NC_056079.1 595001 615001 0.045626 0.24172 HZ ERICH1







NC_056079.1 600001 620001 0.044454 0.220828 HZ ERICH1


NC_056079.1 610001 630001 0.067841 0.187391 HZ ERICH1


NC_056079.1 615001 635001 0.104605 0.155898 HZ ERICH1


NC_056060.1 74480001 74500001 0.475027 0.202865 HZ ESR2


NC_056060.1 74475001 74495001 0.360019 0.174628 HZ ESR2;SYNE2


NC_056065.1 19360001 19380001 0.381173 0.157684 HZ ESRRG


NC_056065.1 19505001 19525001 0.215654 0.223365 HZ ESRRG


NC_056065.1 19510001 19530001 0.200106 0.197243 HZ ESRRG


NC_056065.1 19515001 19535001 0.265817 0.16983 HZ ESRRG


NC_056059.1 104325001 1.04E+08 0.078037 0.228415 HZ EVC2


NC_056059.1 104330001 1.04E+08 0.099716 0.26458 HZ EVC2


NC_056059.1 104335001 1.04E+08 0.183673 0.251271 HZ EVC2


NC_056059.1 104340001 1.04E+08 0.242682 0.223854 HZ EVC2


NC_056054.1 69775001 69795001 0.489724 0.172511 HZ EVI5


NC_056054.1 69780001 69800001 0.427447 0.174961 HZ EVI5


NC_056054.1 69785001 69805001 0.371926 0.19154 HZ EVI5


NC_056054.1 69790001 69810001 0.325064 0.176407 HZ EVI5


NC_056054.1 69795001 69815001 0.306559 0.163113 HZ EVI5


NC_056054.1 69800001 69820001 0.344033 0.157084 HZ EVI5


NC_056054.1 69875001 69895001 0.347252 0.165652 HZ EVI5


NC_056054.1 69880001 69900001 0.355102 0.215159 HZ EVI5


NC_056054.1 69885001 69905001 0.362838 0.28004 HZ EVI5


NC_056054.1 69890001 69910001 0.364919 0.346179 HZ EVI5


NC_056054.1 69895001 69915001 0.279949 0.427532 HZ EVI5


NC_056054.1 69900001 69920001 0.228861 0.44893 HZ EVI5


NC_056054.1 69905001 69925001 0.154303 0.465001 HZ EVI5


NC_056054.1 69910001 69930001 0.221135 0.425795 HZ EVI5


NC_056054.1 69940001 69960001 0.338461 0.145417 HZ EVI5


NC_056054.1 69945001 69965001 0.304136 0.156273 HZ EVI5


NC_056054.1 69950001 69970001 0.388047 0.193487 HZ EVI5


NC_056054.1 69955001 69975001 0.430832 0.20899 HZ EVI5


NC_056057.1 98665001 98685001 0.401131 0.158806 HZ EXOC4


NC_056057.1 98670001 98690001 0.457862 0.146419 HZ EXOC4


NC_056057.1 99130001 99150001 0.440907 0.150382 HZ EXOC4


NC_056067.1 1685001 1705001 0.061538 0.147294 HZ FA2H


NC_056055.1 37115001 37135001 0.353527 0.248212 HZ FAM219A







NC_056055.1 37120001 37140001 0.244987 0.239166 HZ FAM219A


NC_056055.1 37125001 37145001 0.175871 0.250883 HZ FAM219A


NC_056055.1 37130001 37150001 0.234412 0.23445 HZ FAM219A


NC_056055.1 37135001 37155001 0.295425 0.26755 HZ FAM219A


NC_056055.1 37140001 37160001 0.317282 0.262397 HZ FAM219A


NC_056055.1 37145001 37165001 0.37814 0.269015 HZ FAM219A


NC_056060.1 58960001 58980001 0.116473 0.249486 HZ FAM227B;FGF7


NC_056059.1 13695001 13715001 0.242823 0.159997 HZ FAM241A


NC_056059.1 13700001 13720001 0.160389 0.197337 HZ FAM241A


NC_056059.1 13705001 13725001 0.243161 0.214071 HZ FAM241A


NC_056059.1 13710001 13730001 0.330176 0.20813 HZ FAM241A


NC_056059.1 13755001 13775001 0.447973 0.190207 HZ FAM241A


NC_056054.1 193675001 1.94E+08 0.5 0.145955 HZ FAM43A


NC_056054.1 193680001 1.94E+08 0.346226 0.208933 HZ FAM43A


NC_056054.1 193685001 1.94E+08 0.385119 0.195841 HZ FAM43A;LSG1


NC_056056.1 186000001 1.86E+08 0.465138 0.358575 HZ FAR2


NC_056056.1 186005001 1.86E+08 0.483766 0.320721 HZ FAR2


NC_056063.1 74790001 74810001 0.478803 0.199414 HZ FARP1;STK24


NC_056060.1 59775001 59795001 0.268162 0.145303 HZ FBN1


NC_056060.1 59780001 59800001 0.160742 0.200177 HZ FBN1


NC_056060.1 59785001 59805001 0.214136 0.177427 HZ FBN1


NC_056057.1 45780001 45800001 0.301436 0.156464 HZ FBXL13


NC_056058.1 104900001 1.05E+08 0.084521 0.165179 HZ FBXL17


NC_056058.1 104910001 1.05E+08 0.086242 0.153385 HZ FBXL17


NC_056064.1 39585001 39605001 0.471464 0.146168 HZ FBXL20;MED1


NC_056077.1 36385001 36405001 0.273134 0.151361 HZ FBXO24;LRCH4;PCOLCE


NC_056077.1 36390001 36410001 0.245371 0.152192 HZ FBXO24;LRCH4;PCOLCE


NC_056072.1 51515001 51535001 0.343104 0.28843 HZ FBXW12


NC_056072.1 51520001 51540001 0.308591 0.305258 HZ FBXW12


NC_056072.1 51525001 51545001 0.20185 0.369919 HZ FBXW12


NC_056054.1 110245001 1.1E+08 0.314562 0.204256 HZ FCER1A


NC_056054.1 110250001 1.1E+08 0.233103 0.279432 HZ FCER1A;LOC101122073


NC_056054.1 110255001 1.1E+08 0.363554 0.237967 HZ FCER1A;LOC101122073


NC_056054.1 110260001 1.1E+08 0.486999 0.17082 HZ FCER1A;LOC101122073


NC_056068.1 51140001 51160001 0.192725 0.152497 HZ FCHSD2


NC_056068.1 51145001 51165001 0.164203 0.15242 HZ FCHSD2







NC_056068.1 51270001 51290001 0.380736 0.147792 HZ FCHSD2


NC_056068.1 51275001 51295001 0.425177 0.172391 HZ FCHSD2


NC_056068.1 51280001 51300001 0.429135 0.202833 HZ FCHSD2


NC_056068.1 51285001 51305001 0.429699 0.188782 HZ FCHSD2


NC_056056.1 182840001 1.83E+08 0.297865 0.148644 HZ FGD4


NC_056069.1 30605001 30625001 0.487342 0.202929 HZ FGF10


NC_056069.1 30610001 30630001 0.372172 0.298287 HZ FGF10


NC_056069.1 30615001 30635001 0.313786 0.326925 HZ FGF10


NC_056069.1 30620001 30640001 0.239752 0.337388 HZ FGF10


NC_056069.1 30625001 30645001 0.433824 0.267778 HZ FGF10


NC_056069.1 30630001 30650001 0.355372 0.183249 HZ FGF10


NC_056069.1 30635001 30655001 0.274879 0.150352 HZ FGF10


NC_056059.1 117440001 1.17E+08 0.275213 0.183972 HZ FGFR3;LETM1


NC_056072.1 40465001 40485001 0.35619 0.227911 HZ FHIT


NC_056072.1 40470001 40490001 0.291808 0.277206 HZ FHIT


NC_056072.1 40475001 40495001 0.243635 0.321865 HZ FHIT


NC_056072.1 40480001 40500001 0.433295 0.275706 HZ FHIT


NC_056061.1 2305001 2325001 0.458309 0.155352 HZ FILIP1


NC_056061.1 2310001 2330001 0.456712 0.215809 HZ FILIP1


NC_056061.1 2315001 2335001 0.423883 0.257259 HZ FILIP1


NC_056061.1 2320001 2340001 0.392506 0.232199 HZ FILIP1


NC_056055.1 10535001 10555001 0.453806 0.15468 HZ FKBP15


NC_056054.1 102370001 1.02E+08 0.061415 0.165194 HZ FLG2


NC_056063.1 19060001 19080001 0.479676 0.199634 HZ FNDC3A


NC_056063.1 19065001 19085001 0.454547 0.209004 HZ FNDC3A


NC_056064.1 54885001 54905001 0.500213 0.190679 HZ FOXJ1;RNF157


NC_056060.1 99260001 99280001 0.380767 0.15489 HZ FOXN3


NC_056060.1 99265001 99285001 0.445266 0.23424 HZ FOXN3


NC_056072.1 30595001 30615001 0.142602 0.18095 HZ FOXP1


NC_056072.1 30635001 30655001 0.3 0.305743 HZ FOXP1


NC_056057.1 55935001 55955001 0.490804 0.170139 HZ FOXP2


NC_056057.1 55940001 55960001 0.240601 0.235958 HZ FOXP2


NC_056057.1 55945001 55965001 0.279616 0.230982 HZ FOXP2


NC_056057.1 55950001 55970001 0.317098 0.205248 HZ FOXP2


NC_056057.1 55955001 55975001 0.489807 0.163489 HZ FOXP2


NC_056078.1 41585001 41605001 0.488861 0.26288 HZ FRMPD2







NC_056059.1 67870001 67890001 0.31319 0.181282 HZ FRYL


NC_056059.1 67875001 67895001 0.265274 0.208443 HZ FRYL


NC_056059.1 67880001 67900001 0.254288 0.208817 HZ FRYL


NC_056077.1 27775001 27795001 0.270531 0.156984 HZ FUS


NC_056077.1 27780001 27800001 0.370009 0.184005 HZ FUS


NC_056077.1 27785001 27805001 0.427325 0.166827 HZ FUS;LOC101105208


NC_056078.1 13100001 13120001 0.454088 0.231873 HZ FXYD4


NC_056078.1 13105001 13125001 0.428741 0.2574 HZ FXYD4


NC_056078.1 13110001 13130001 0.451999 0.238883 HZ FXYD4


NC_056078.1 13115001 13135001 0.501564 0.236918 HZ FXYD4;HNRNPF


NC_056055.1 103010001 1.03E+08 0.327496 0.170638 HZ FZD3


NC_056055.1 103015001 1.03E+08 0.283396 0.191653 HZ FZD3


NC_056055.1 103020001 1.03E+08 0.273455 0.202036 HZ FZD3


NC_056055.1 103025001 1.03E+08 0.308642 0.166096 HZ FZD3


NC_056059.1 66665001 66685001 0.45977 0.150855 HZ GABRB1


NC_056059.1 66670001 66690001 0.472793 0.168219 HZ GABRB1


NC_056059.1 66675001 66695001 0.307693 0.19893 HZ GABRB1


NC_056059.1 66680001 66700001 0.236742 0.190921 HZ GABRB1


NC_056061.1 48200001 48220001 0.341559 0.149628 HZ GABRR2;UBE2J1


NC_056061.1 48205001 48225001 0.252724 0.156935 HZ GABRR2;UBE2J1


NC_056060.1 59105001 59125001 0.312415 0.1566 HZ GALK2


NC_056060.1 59110001 59130001 0.319599 0.157458 HZ GALK2


NC_056060.1 59115001 59135001 0.332648 0.149279 HZ GALK2


NC_056077.1 29965001 29985001 0.287906 0.16042 HZ GALNT17


NC_056077.1 29970001 29990001 0.113898 0.210669 HZ GALNT17


NC_056077.1 29975001 29995001 0.140292 0.218713 HZ GALNT17


NC_056077.1 29980001 30000001 0.26322 0.146062 HZ GALNT17


NC_056077.1 30000001 30020001 0.310254 0.158755 HZ GALNT17


NC_056077.1 30005001 30025001 0.261971 0.190679 HZ GALNT17


NC_056077.1 30010001 30030001 0.362675 0.182419 HZ GALNT17


NC_056077.1 30015001 30035001 0.498122 0.157386 HZ GALNT17


NC_056055.1 107510001 1.08E+08 0.470541 0.148509 HZ GALNT7


NC_056055.1 107515001 1.08E+08 0.44661 0.1815 HZ GALNT7


NC_056055.1 107520001 1.08E+08 0.41902 0.198857 HZ GALNT7


NC_056055.1 107525001 1.08E+08 0.420813 0.175994 HZ GALNT7


NC_056055.1 107810001 1.08E+08 0.07364 0.145893 HZ GALNTL6







NC_056056.1 8760001 8780001 0.251336 0.236572 HZ GARNL3


NC_056056.1 8765001 8785001 0.305857 0.259366 HZ GARNL3


NC_056056.1 8770001 8790001 0.320455 0.272628 HZ GARNL3


NC_056056.1 8775001 8795001 0.199152 0.305772 HZ GARNL3


NC_056056.1 8865001 8885001 0.198413 0.324118 HZ GARNL3


NC_056056.1 8870001 8890001 0.262963 0.317377 HZ GARNL3


NC_056056.1 8875001 8895001 0.321123 0.257873 HZ GARNL3


NC_056056.1 8880001 8900001 0.414932 0.228938 HZ GARNL3


NC_056056.1 8885001 8905001 0.431399 0.199048 HZ GARNL3


NC_056067.1 14340001 14360001 0.152717 0.45738 HZ GAS8


NC_056067.1 14345001 14365001 0.347269 0.399055 HZ GAS8


NC_056067.1 14325001 14345001 0.394052 0.339528 HZ GAS8;LOC101109035


NC_056067.1 14330001 14350001 0.273497 0.401357 HZ GAS8;LOC101109035


NC_056067.1 14335001 14355001 0.160247 0.463629 HZ GAS8;LOC101109035


NC_056059.1 87740001 87760001 0.112355 0.145599 HZ GC


NC_056059.1 87745001 87765001 0.095238 0.147394 HZ GC


NC_056059.1 87750001 87770001 0.143626 0.151445 HZ GC


NC_056070.1 62650001 62670001 0.464454 0.251754 HZ GCN1


NC_056070.1 62655001 62675001 0.422495 0.243152 HZ GCN1


NC_056070.1 62660001 62680001 0.402088 0.213797 HZ GCN1


NC_056070.1 62665001 62685001 0.425586 0.170898 HZ GCN1


NC_056070.1 62670001 62690001 0.442339 0.166876 HZ GCN1


NC_056070.1 62675001 62695001 0.44155 0.1631 HZ GCN1


NC_056070.1 62625001 62645001 0.451172 0.270248 HZ GCN1;RAB35


NC_056066.1 72650001 72670001 0.333333 0.192164 HZ GDAP1L1


NC_056062.1 80965001 80985001 0.396694 0.165569 HZ GDF6


NC_056062.1 80970001 80990001 0.407336 0.197014 HZ GDF6


NC_056062.1 80975001 80995001 0.468751 0.17192 HZ GDF6


NC_056058.1 42100001 42120001 0.329075 0.147105 HZ GDF9;LEAP2;LOC101121420


NC_056054.1 260180001 2.6E+08 0.45709 0.25455 HZ GET1


NC_056054.1 260185001 2.6E+08 0.269322 0.213204 HZ GET1


NC_056054.1 260190001 2.6E+08 0.136683 0.221779 HZ GET1


NC_056054.1 260195001 2.6E+08 0.048283 0.252916 HZ GET1;LCA5L


NC_056075.1 36130001 36150001 0.460193 0.151571 HZ GFRA1


NC_056066.1 53280001 53300001 0.408754 0.225606 HZ GINS1


NC_056066.1 53285001 53305001 0.460132 0.238603 HZ GINS1







NC_056055.1 186040001 1.86E+08 0.461876 0.292005 HZ GLI2


NC_056055.1 186045001 1.86E+08 0.430627 0.308373 HZ GLI2


NC_056055.1 186050001 1.86E+08 0.433628 0.289556 HZ GLI2


NC_056055.1 186055001 1.86E+08 0.450659 0.301702 HZ GLI2


NC_056055.1 186060001 1.86E+08 0.455479 0.31371 HZ GLI2


NC_056055.1 186065001 1.86E+08 0.435711 0.277984 HZ GLI2


NC_056055.1 186070001 1.86E+08 0.390661 0.228894 HZ GLI2


NC_056080.1 12895001 12915001 0.462809 0.162307 HZ GLRA2


NC_056055.1 105965001 1.06E+08 0.477563 0.15081 HZ GLRA3


NC_056055.1 105980001 1.06E+08 0.467363 0.285853 HZ GLRA3


NC_056055.1 105985001 1.06E+08 0.329906 0.211257 HZ GLRA3


NC_056056.1 3655001 3675001 0.274091 0.193167 HZ GLT6D1;PAEP


NC_056067.1 63140001 63160001 0.47714 0.158575 HZ GP6


NC_056080.1 101550001 1.02E+08 0.123195 0.175968 HZ GPC4


NC_056063.1 67640001 67660001 0.223066 0.153003 HZ GPC5


NC_056063.1 67645001 67665001 0.094587 0.17852 HZ GPC5


NC_056071.1 67165001 67185001 0.306563 0.233009 HZ GPR132


NC_056071.1 67170001 67190001 0.204158 0.2939 HZ GPR132


NC_056071.1 67175001 67195001 0.190512 0.30333 HZ GPR132


NC_056071.1 67180001 67200001 0.239281 0.282875 HZ GPR132


NC_056068.1 33785001 33805001 0.361314 0.16493 HZ GRAMD1B


NC_056056.1 20435001 20455001 0.31584 0.213265 HZ GREB1


NC_056056.1 20440001 20460001 0.357486 0.183894 HZ GREB1


NC_056056.1 20445001 20465001 0.428571 0.159016 HZ GREB1


NC_056056.1 20465001 20485001 0.244783 0.248381 HZ GREB1


NC_056056.1 20470001 20490001 0.137242 0.245008 HZ GREB1


NC_056056.1 20475001 20495001 0.147475 0.22952 HZ GREB1


NC_056062.1 75700001 75720001 0.315188 0.18001 HZ GRHL2


NC_056062.1 75705001 75725001 0.254582 0.211946 HZ GRHL2


NC_056062.1 75710001 75730001 0.305288 0.197938 HZ GRHL2


NC_056062.1 75715001 75735001 0.29483 0.200076 HZ GRHL2


NC_056062.1 75720001 75740001 0.388236 0.168632 HZ GRHL2


NC_056062.1 75725001 75745001 0.470116 0.162284 HZ GRHL2


NC_056062.1 75730001 75750001 0.470161 0.213556 HZ GRHL2


NC_056062.1 75735001 75755001 0.474426 0.167378 HZ GRHL2


NC_056062.1 75650001 75670001 0.269695 0.187345 HZ GRHL2;NCALD







NC_056059.1 31910001 31930001 0.256005 0.177485 HZ GRID2


NC_056059.1 31915001 31935001 0.284352 0.151051 HZ GRID2


NC_056054.1 11665001 11685001 0.361083 0.171256 HZ GRIK3


NC_056054.1 11670001 11690001 0.204943 0.221914 HZ GRIK3


NC_056054.1 11675001 11695001 0.056014 0.252221 HZ GRIK3


NC_056056.1 153465001 1.53E+08 0.265789 0.15452 HZ GRIP1


NC_056056.1 153470001 1.53E+08 0.345073 0.153718 HZ GRIP1


NC_056056.1 153475001 1.53E+08 0.385674 0.161969 HZ GRIP1


NC_056056.1 153480001 1.54E+08 0.420758 0.182511 HZ GRIP1


NC_056056.1 153495001 1.54E+08 0.475517 0.163435 HZ GRIP1


NC_056070.1 65560001 65580001 0.363169 0.506317 HZ GRK3


NC_056070.1 65565001 65585001 0.433733 0.594982 HZ GRK3


NC_056070.1 65570001 65590001 0.422004 0.559855 HZ GRK3


NC_056070.1 65595001 65615001 0.464561 0.392879 HZ GRK3


NC_056070.1 65600001 65620001 0.412137 0.267191 HZ GRK3


NC_056070.1 65605001 65625001 0.438035 0.23484 HZ GRK3


NC_056057.1 93030001 93050001 0.113691 0.157367 HZ GRM8


NC_056057.1 93035001 93055001 0.089888 0.166048 HZ GRM8


NC_056057.1 93040001 93060001 0.274232 0.150132 HZ GRM8


NC_056057.1 72710001 72730001 0.464802 0.208621 HZ GSDME


NC_056057.1 72715001 72735001 0.461664 0.199152 HZ GSDME


NC_056057.1 72720001 72740001 0.452739 0.183142 HZ GSDME


NC_056059.1 19675001 19695001 0.367231 0.168093 HZ GSTCD


NC_056057.1 107855001 1.08E+08 0.490393 0.195992 HZ GSTK1


NC_056063.1 32475001 32495001 0.4583 0.156288 HZ GSX1


NC_056063.1 32480001 32500001 0.462512 0.234652 HZ GSX1


NC_056063.1 32485001 32505001 0.455025 0.261154 HZ GSX1


NC_056063.1 32490001 32510001 0.456323 0.286677 HZ GSX1


NC_056072.1 28840001 28860001 0.291541 0.278771 HZ GXYLT2


NC_056072.1 28845001 28865001 0.313454 0.352254 HZ GXYLT2


NC_056072.1 28850001 28870001 0.32291 0.398684 HZ GXYLT2


NC_056072.1 28855001 28875001 0.38588 0.437607 HZ GXYLT2


NC_056072.1 28865001 28885001 0.498994 0.353059 HZ GXYLT2


NC_056072.1 28870001 28890001 0.468694 0.347546 HZ GXYLT2


NC_056072.1 28875001 28895001 0.484592 0.215023 HZ GXYLT2


NC_056055.1 107215001 1.07E+08 0.386159 0.28545 HZ HAND2







NC_056068.1 48030001 48050001 0.034139 0.315237 HZ HBB


NC_056068.1 48035001 48055001 0.096663 0.293364 HZ HBB;LOC101102671


NC_056068.1 47950001 47970001 0.009132 0.31525 HZ HBE1


NC_056068.1 47960001 47980001 0.008749 0.265277 HZ HBE1;LOC101105185


NC_056054.1 2115001 2135001 0.379523 0.151355 HZ HDAC4


NC_056054.1 2120001 2140001 0.410013 0.187557 HZ HDAC4


NC_056057.1 27795001 27815001 0.293181 0.197367 HZ HDAC9


NC_056057.1 27800001 27820001 0.373615 0.180384 HZ HDAC9


NC_056057.1 27805001 27825001 0.429059 0.155542 HZ HDAC9


NC_056057.1 27810001 27830001 0.465586 0.158144 HZ HDAC9


NC_056057.1 27820001 27840001 0.395217 0.166765 HZ HDAC9


NC_056057.1 27825001 27845001 0.410641 0.154753 HZ HDAC9


NC_056057.1 27850001 27870001 0.277851 0.159376 HZ HDAC9


NC_056057.1 27855001 27875001 0.297428 0.185428 HZ HDAC9


NC_056057.1 27860001 27880001 0.282806 0.195572 HZ HDAC9


NC_056057.1 27865001 27885001 0.355908 0.23394 HZ HDAC9


NC_056057.1 27870001 27890001 0.425278 0.245905 HZ HDAC9


NC_056057.1 27875001 27895001 0.340143 0.233901 HZ HDAC9


NC_056057.1 27880001 27900001 0.356109 0.213811 HZ HDAC9


NC_056057.1 27905001 27925001 0.429402 0.248648 HZ HDAC9


NC_056057.1 27910001 27930001 0.495344 0.268154 HZ HDAC9


NC_056070.1 62120001 62140001 0.420225 0.180939 HZ HECTD4


NC_056070.1 62125001 62145001 0.465632 0.154174 HZ HECTD4


NC_056055.1 198800001 1.99E+08 0.486101 0.146865 HZ HECW2


NC_056055.1 198865001 1.99E+08 0.414185 0.162405 HZ HECW2


NC_056055.1 198870001 1.99E+08 0.421186 0.207171 HZ HECW2


NC_056055.1 198875001 1.99E+08 0.484798 0.197608 HZ HECW2


NC_056055.1 198880001 1.99E+08 0.490036 0.175188 HZ HECW2


NC_056054.1 174050001 1.74E+08 0.461538 0.187088 HZ HHLA2


NC_056054.1 174120001 1.74E+08 0.380065 0.229957 HZ HHLA2


NC_056054.1 174125001 1.74E+08 0.145709 0.243069 HZ HHLA2


NC_056054.1 174130001 1.74E+08 0.210285 0.225354 HZ HHLA2;MYH15


NC_056054.1 174135001 1.74E+08 0.336905 0.188932 HZ HHLA2;MYH15


NC_056054.1 174140001 1.74E+08 0.47238 0.156043 HZ HHLA2;MYH15


NC_056074.1 8715001 8735001 0.098263 0.148437 HZ HIKESHI


NC_056074.1 8720001 8740001 0.079808 0.151481 HZ HIKESHI







NC_056074.1 8725001 8745001 0.086032 0.159219 HZ HIKESHI


NC_056074.1 8730001 8750001 0.179421 0.156106 HZ HIKESHI


NC_056074.1 8735001 8755001 0.416733 0.148612 HZ HIKESHI


NC_056059.1 115745001 1.16E+08 0.351364 0.183792 HZ HMX1


NC_056059.1 115750001 1.16E+08 0.347626 0.199782 HZ HMX1


NC_056070.1 63295001 63315001 0.167002 0.15619 HZ HNF1A


NC_056056.1 132570001 1.33E+08 0.495593 0.283953 HZ HOXC13


NC_056056.1 132445001 1.32E+08 0.444744 0.184179 HZ HOXC4


NC_056055.1 245610001 2.46E+08 0.274568 0.177481 HZ HP1BP3


NC_056075.1 19860001 19880001 0.478441 0.22039 HZ HPSE2


NC_056075.1 19865001 19885001 0.40338 0.217937 HZ HPSE2


NC_056075.1 19870001 19890001 0.300405 0.255536 HZ HPSE2


NC_056075.1 19875001 19895001 0.210624 0.27357 HZ HPSE2


NC_056075.1 19880001 19900001 0.168317 0.258931 HZ HPSE2


NC_056075.1 19885001 19905001 0.111302 0.281362 HZ HPSE2


NC_056075.1 19890001 19910001 0.205517 0.258427 HZ HPSE2


NC_056075.1 19895001 19915001 0.458731 0.244278 HZ HPSE2


NC_056077.1 23880001 23900001 0.401902 0.209155 HZ HS3ST4


NC_056077.1 23885001 23905001 0.358228 0.196965 HZ HS3ST4


NC_056077.1 23890001 23910001 0.352401 0.153833 HZ HS3ST4


NC_056077.1 23895001 23915001 0.371428 0.145449 HZ HS3ST4


NC_056063.1 72775001 72795001 0.497006 0.153448 HZ HS6ST3


NC_056063.1 72780001 72800001 0.497905 0.175335 HZ HS6ST3


NC_056067.1 55185001 55205001 0.136948 0.255695 HZ HSD17B14;PLEKHA4


NC_056055.1 244665001 2.45E+08 0.460817 0.178207 HZ HSPG2


NC_056055.1 244690001 2.45E+08 0.355463 0.166344 HZ HSPG2;LDLRAD2


NC_056055.1 244695001 2.45E+08 0.328842 0.159773 HZ HSPG2;LDLRAD2


NC_056080.1 119920001 1.2E+08 0.388619 0.168236 HZ HTR2C


NC_056080.1 119940001 1.2E+08 0.346513 0.1772 HZ HTR2C


NC_056080.1 119945001 1.2E+08 0.373105 0.163375 HZ HTR2C


NC_056080.1 119980001 1.2E+08 0.482782 0.177161 HZ HTR2C


NC_056080.1 119985001 1.2E+08 0.478163 0.162725 HZ HTR2C


NC_056080.1 119990001 1.2E+08 0.443497 0.154724 HZ HTR2C


NC_056054.1 122840001 1.23E+08 0.177474 0.261947 HZ IFNAR1


NC_056054.1 122845001 1.23E+08 0.285548 0.248384 HZ IFNAR1


NC_056054.1 122850001 1.23E+08 0.411582 0.219551 HZ IFNAR1







NC_056054.1 122855001 1.23E+08 0.423131 0.197623 HZ IFNAR1


NC_056054.1 227795001 2.28E+08 0.450128 0.259991 HZ IFT80


NC_056054.1 227800001 2.28E+08 0.305716 0.319082 HZ IFT80


NC_056054.1 227805001 2.28E+08 0.166815 0.319054 HZ IFT80


NC_056054.1 227810001 2.28E+08 0.181355 0.286898 HZ IFT80


NC_056054.1 227815001 2.28E+08 0.277191 0.223803 HZ IFT80


NC_056054.1 227820001 2.28E+08 0.348383 0.150787 HZ IFT80


NC_056064.1 40415001 40435001 0.473973 0.167816 HZ IGFBP4


NC_056065.1 4060001 4080001 0.306402 0.153774 HZ IKBKE;SRGAP2


NC_056070.1 35420001 35440001 0.461717 0.150869 HZ IL2


NC_056065.1 70985001 71005001 0.314659 0.154533 HZ INTS7


NC_056065.1 70990001 71010001 0.268261 0.187806 HZ INTS7


NC_056065.1 70995001 71015001 0.357197 0.158072 HZ INTS7


NC_056071.1 21460001 21480001 0.422535 0.176651 HZ IQGAP1


NC_056067.1 11370001 11390001 0.432614 0.194054 HZ IRF8


NC_056067.1 11375001 11395001 0.394509 0.196873 HZ IRF8


NC_056067.1 11380001 11400001 0.493404 0.197744 HZ IRF8


NC_056067.1 11385001 11405001 0.375598 0.234624 HZ IRF8


NC_056067.1 11390001 11410001 0.263842 0.231368 HZ IRF8


NC_056067.1 11395001 11415001 0.208882 0.25369 HZ IRF8


NC_056067.1 11400001 11420001 0.201531 0.257906 HZ IRF8


NC_056067.1 11405001 11425001 0.29313 0.244564 HZ IRF8


NC_056066.1 6620001 6640001 0.47698 0.23989 HZ ISM1


NC_056066.1 6650001 6670001 0.449781 0.211779 HZ ISM1


NC_056066.1 6655001 6675001 0.41009 0.223103 HZ ISM1


NC_056066.1 6660001 6680001 0.496441 0.216876 HZ ISM1


NC_056069.1 26195001 26215001 0.220457 0.148425 HZ ITGA2


NC_056069.1 26200001 26220001 0.361539 0.1467 HZ ITGA2


NC_056069.1 26205001 26225001 0.475617 0.178402 HZ ITGA2


NC_056069.1 26210001 26230001 0.407912 0.192354 HZ ITGA2


NC_056069.1 26215001 26235001 0.436664 0.182 HZ ITGA2


NC_056072.1 10995001 11015001 0.457628 0.285363 HZ ITGA9


NC_056072.1 11000001 11020001 0.314059 0.189423 HZ ITGA9


NC_056072.1 11005001 11025001 0.374333 0.27825 HZ ITGA9


NC_056077.1 27880001 27900001 0.320442 0.151797 HZ ITGAM


NC_056077.1 27885001 27905001 0.324324 0.149497 HZ ITGAM







NC_056077.1 27890001 27910001 0.337465 0.160838 HZ ITGAM


NC_056077.1 27895001 27915001 0.263811 0.241076 HZ ITGAM


NC_056077.1 27900001 27920001 0.378871 0.191148 HZ ITGAM


NC_056056.1 189000001 1.89E+08 0.398888 0.145308 HZ ITPR2


NC_056056.1 189030001 1.89E+08 0.121842 0.173837 HZ ITPR2


NC_056056.1 189035001 1.89E+08 0.114002 0.168558 HZ ITPR2


NC_056056.1 189040001 1.89E+08 0.248781 0.148159 HZ ITPR2


NC_056054.1 40510001 40530001 0.135429 0.149763 HZ JAK1


NC_056054.1 40530001 40550001 0.092087 0.229898 HZ JAK1


NC_056054.1 40535001 40555001 0.102818 0.227503 HZ JAK1


NC_056054.1 40540001 40560001 0.094803 0.258357 HZ JAK1


NC_056054.1 40545001 40565001 0.068113 0.304812 HZ JAK1


NC_056054.1 40575001 40595001 0.24822 0.219142 HZ JAK1


NC_056074.1 30400001 30420001 0.396888 0.194839 HZ JAM3


NC_056074.1 30405001 30425001 0.451906 0.207708 HZ JAM3


NC_056057.1 69640001 69660001 0.459003 0.185068 HZ JAZF1


NC_056057.1 69645001 69665001 0.310547 0.285104 HZ JAZF1


NC_056057.1 69650001 69670001 0.202412 0.35551 HZ JAZF1


NC_056057.1 69655001 69675001 0.269625 0.391814 HZ JAZF1


NC_056060.1 84730001 84750001 0.415985 0.303025 HZ JDP2


NC_056060.1 84735001 84755001 0.224129 0.270102 HZ JDP2


NC_056060.1 84740001 84760001 0.115457 0.270827 HZ JDP2


NC_056066.1 72610001 72630001 0.366681 0.152622 HZ JPH2;OSER1


NC_056066.1 72615001 72635001 0.240749 0.194736 HZ JPH2;OSER1


NC_056077.1 25700001 25720001 0.411817 0.182054 HZ KATNIP


NC_056077.1 25705001 25725001 0.313305 0.221684 HZ KATNIP


NC_056077.1 25710001 25730001 0.223235 0.252386 HZ KATNIP


NC_056077.1 25715001 25735001 0.262566 0.213588 HZ KATNIP


NC_056077.1 25720001 25740001 0.210722 0.217058 HZ KATNIP


NC_056077.1 25725001 25745001 0.274185 0.177087 HZ KATNIP


NC_056072.1 34570001 34590001 0.102022 0.155543 HZ KBTBD8


NC_056072.1 34575001 34595001 0.073401 0.195965 HZ KBTBD8


NC_056056.1 110990001 1.11E+08 0.219226 0.187449 HZ KCNC2


NC_056056.1 110995001 1.11E+08 0.15927 0.227614 HZ KCNC2


NC_056056.1 111000001 1.11E+08 0.325607 0.229057 HZ KCNC2


NC_056056.1 111005001 1.11E+08 0.467935 0.220311 HZ KCNC2







NC_056055.1 225200001 2.25E+08 0.345678 0.18487 HZ KCNE4


NC_056055.1 225205001 2.25E+08 0.17029 0.296898 HZ KCNE4


NC_056055.1 225210001 2.25E+08 0.069445 0.316182 HZ KCNE4


NC_056056.1 104370001 1.04E+08 0.498265 0.190217 HZ KCNIP3


NC_056056.1 104375001 1.04E+08 0.462231 0.175951 HZ KCNIP3


NC_056059.1 40865001 40885001 0.386611 0.236357 HZ KCNIP4


NC_056059.1 40870001 40890001 0.300311 0.152061 HZ KCNIP4


NC_056059.1 40875001 40895001 0.332052 0.161675 HZ KCNIP4


NC_056059.1 40880001 40900001 0.354452 0.208292 HZ KCNIP4


NC_056059.1 40885001 40905001 0.366414 0.218178 HZ KCNIP4


NC_056059.1 40890001 40910001 0.429649 0.335751 HZ KCNIP4


NC_056059.1 40895001 40915001 0.480431 0.425335 HZ KCNIP4


NC_056059.1 40900001 40920001 0.355478 0.382423 HZ KCNIP4


NC_056059.1 40905001 40925001 0.436604 0.368345 HZ KCNIP4


NC_056059.1 40910001 40930001 0.504174 0.352031 HZ KCNIP4


NC_056059.1 40915001 40935001 0.476999 0.255382 HZ KCNIP4


NC_056059.1 40940001 40960001 0.375127 0.157379 HZ KCNIP4


NC_056059.1 40945001 40965001 0.403999 0.176326 HZ KCNIP4


NC_056059.1 40845001 40865001 0.376185 0.209873 HZ KCNIP4;PACRGL


NC_056059.1 40850001 40870001 0.37797 0.218498 HZ KCNIP4;PACRGL


NC_056059.1 40855001 40875001 0.36645 0.244518 HZ KCNIP4;PACRGL


NC_056059.1 40860001 40880001 0.406417 0.257987 HZ KCNIP4;PACRGL


NC_056054.1 270420001 2.7E+08 0.164212 0.152104 HZ KCNJ6


NC_056054.1 270425001 2.7E+08 0.182762 0.192183 HZ KCNJ6


NC_056054.1 270430001 2.7E+08 0.205669 0.219516 HZ KCNJ6


NC_056054.1 270435001 2.7E+08 0.232866 0.20334 HZ KCNJ6


NC_056065.1 67960001 67980001 0.161621 0.154609 HZ KCNK2


NC_056065.1 67965001 67985001 0.075812 0.160433 HZ KCNK2


NC_056065.1 67970001 67990001 0.087116 0.160197 HZ KCNK2


NC_056054.1 208970001 2.09E+08 0.292317 0.170619 HZ KCNMB2


NC_056054.1 208975001 2.09E+08 0.346117 0.156255 HZ KCNMB2


NC_056074.1 45390001 45410001 0.413403 0.193698 HZ KCNQ1


NC_056074.1 45395001 45415001 0.380477 0.227503 HZ KCNQ1


NC_056074.1 45400001 45420001 0.3768 0.239385 HZ KCNQ1


NC_056074.1 45405001 45425001 0.445732 0.258415 HZ KCNQ1


NC_056062.1 21930001 21950001 0.493635 0.222444 HZ KCNQ3







NC_056062.1 21935001 21955001 0.414233 0.230134 HZ KCNQ3


NC_056062.1 21940001 21960001 0.440992 0.166526 HZ KCNQ3


NC_056056.1 215970001 2.16E+08 0.278386 0.145977 HZ KDELR3


NC_056056.1 58335001 58355001 0.075304 0.145786 HZ KDM3A


NC_056080.1 43955001 43975001 0.409057 0.25068 HZ KDM6A


NC_056080.1 43960001 43980001 0.371389 0.220667 HZ KDM6A


NC_056080.1 43965001 43985001 0.253639 0.213281 HZ KDM6A


NC_056080.1 43970001 43990001 0.256492 0.207447 HZ KDM6A


NC_056080.1 43975001 43995001 0.242897 0.177996 HZ KDM6A


NC_056080.1 43980001 44000001 0.175302 0.150666 HZ KDM6A


NC_056056.1 127465001 1.27E+08 0.387495 0.20837 HZ KERA


NC_056056.1 127470001 1.27E+08 0.259226 0.170235 HZ KERA


NC_056070.1 35555001 35575001 0.471428 0.280944 HZ KIAA1109


NC_056070.1 35560001 35580001 0.401174 0.237246 HZ KIAA1109


NC_056070.1 35565001 35585001 0.418439 0.228259 HZ KIAA1109


NC_056070.1 35570001 35590001 0.413186 0.23916 HZ KIAA1109


NC_056070.1 35575001 35595001 0.371937 0.194715 HZ KIAA1109


NC_056070.1 35580001 35600001 0.324444 0.175151 HZ KIAA1109


NC_056070.1 35585001 35605001 0.324955 0.161559 HZ KIAA1109


NC_056070.1 35590001 35610001 0.257576 0.162576 HZ KIAA1109


NC_056070.1 35595001 35615001 0.299108 0.204542 HZ KIAA1109


NC_056070.1 35600001 35620001 0.365123 0.277871 HZ KIAA1109


NC_056070.1 35605001 35625001 0.346821 0.36955 HZ KIAA1109


NC_056070.1 35610001 35630001 0.260443 0.413212 HZ KIAA1109


NC_056070.1 35615001 35635001 0.191983 0.419271 HZ KIAA1109


NC_056070.1 35620001 35640001 0.1417 0.427307 HZ KIAA1109


NC_056070.1 35650001 35670001 0.142857 0.439828 HZ KIAA1109


NC_056070.1 35655001 35675001 0.178117 0.375709 HZ KIAA1109


NC_056070.1 35660001 35680001 0.233244 0.338173 HZ KIAA1109


NC_056070.1 35665001 35685001 0.230392 0.324681 HZ KIAA1109


NC_056070.1 35670001 35690001 0.265193 0.290555 HZ KIAA1109


NC_056070.1 35675001 35695001 0.247962 0.239717 HZ KIAA1109


NC_056070.1 35680001 35700001 0.196181 0.263905 HZ KIAA1109


NC_056070.1 35685001 35705001 0.205633 0.227643 HZ KIAA1109


NC_056070.1 35690001 35710001 0.187079 0.194707 HZ KIAA1109


NC_056070.1 35695001 35715001 0.20797 0.212921 HZ KIAA1109







NC_056070.1 35700001 35720001 0.202945 0.229027 HZ KIAA1109


NC_056070.1 35705001 35725001 0.207569 0.22326 HZ KIAA1109


NC_056070.1 35710001 35730001 0.260321 0.266736 HZ KIAA1109


NC_056070.1 35715001 35735001 0.28932 0.319235 HZ KIAA1109


NC_056070.1 35720001 35740001 0.342465 0.296575 HZ KIAA1109


NC_056070.1 35725001 35745001 0.37037 0.339052 HZ KIAA1109


NC_056070.1 35730001 35750001 0.409735 0.246313 HZ KIAA1109


NC_056070.1 35735001 35755001 0.456512 0.258849 HZ KIAA1109


NC_056066.1 24715001 24735001 0.499366 0.300064 HZ KIAA1217


NC_056066.1 24720001 24740001 0.483853 0.302215 HZ KIAA1217


NC_056076.1 20530001 20550001 0.44134 0.154486 HZ KIAA1328


NC_056076.1 20535001 20555001 0.254975 0.174719 HZ KIAA1328


NC_056076.1 20540001 20560001 0.220476 0.174162 HZ KIAA1328


NC_056076.1 20545001 20565001 0.302112 0.17676 HZ KIAA1328


NC_056074.1 27730001 27750001 0.217001 0.155977 HZ KIRREL3


NC_056074.1 27735001 27755001 0.229358 0.164244 HZ KIRREL3


NC_056074.1 27740001 27760001 0.245154 0.149628 HZ KIRREL3


NC_056059.1 70850001 70870001 0.0657 0.256385 HZ KIT


NC_056059.1 70875001 70895001 0.102236 0.210434 HZ KIT


NC_056066.1 40025001 40045001 0.358757 0.166203 HZ KIZ


NC_056066.1 40030001 40050001 0.370153 0.201752 HZ KIZ


NC_056066.1 40035001 40055001 0.366959 0.184579 HZ KIZ


NC_056057.1 96165001 96185001 0.435664 0.205314 HZ KLF14


NC_056057.1 96170001 96190001 0.37763 0.196895 HZ KLF14


NC_056057.1 96175001 96195001 0.487268 0.174366 HZ KLF14


NC_056058.1 6450001 6470001 0.210621 0.24201 HZ KLF2


NC_056055.1 247835001 2.48E+08 0.387969 0.323313 HZ KLHDC7A


NC_056055.1 247840001 2.48E+08 0.333749 0.286221 HZ KLHDC7A


NC_056055.1 247845001 2.48E+08 0.297511 0.24987 HZ KLHDC7A


NC_056055.1 247850001 2.48E+08 0.340512 0.197855 HZ KLHDC7A


NC_056063.1 44710001 44730001 0.429307 0.145551 HZ KLHL1


NC_056070.1 580001 600001 0.464205 0.154406 HZ KLHL2


NC_056070.1 585001 605001 0.482114 0.156157 HZ KLHL2


NC_056080.1 118935001 1.19E+08 0.129304 0.152874 HZ KLHL4;LOC101110213


NC_056057.1 116205001 1.16E+08 0.320166 0.18054 HZ KMT2C


NC_056057.1 116210001 1.16E+08 0.222335 0.150573 HZ KMT2C







NC_056057.1 116215001 1.16E+08 0.211194 0.149385 HZ KMT2C


NC_056057.1 116220001 1.16E+08 0.210174 0.158839 HZ KMT2C


NC_056057.1 116225001 1.16E+08 0.229787 0.1667 HZ KMT2C


NC_056057.1 116230001 1.16E+08 0.450512 0.206622 HZ KMT2C


NC_056057.1 116250001 1.16E+08 0.402409 0.166295 HZ KMT2C


NC_056057.1 116255001 1.16E+08 0.414737 0.169573 HZ KMT2C


NC_056077.1 37555001 37575001 0.240727 0.205966 HZ KPNA7


NC_056077.1 37560001 37580001 0.19139 0.256897 HZ KPNA7


NC_056077.1 37565001 37585001 0.28068 0.185617 HZ KPNA7


NC_056057.1 50660001 50680001 0.43428 0.168156 HZ LAMB4


NC_056057.1 50695001 50715001 0.40569 0.153629 HZ LAMB4


NC_056057.1 50700001 50720001 0.315578 0.178268 HZ LAMB4


NC_056080.1 36905001 36925001 0.297571 0.276802 HZ LANCL3


NC_056080.1 36910001 36930001 0.389632 0.228855 HZ LANCL3


NC_056080.1 36915001 36935001 0.442773 0.208501 HZ LANCL3


NC_056054.1 260200001 2.6E+08 0.035441 0.258864 HZ LCA5L


NC_056054.1 260205001 2.6E+08 0.030069 0.25853 HZ LCA5L


NC_056054.1 260210001 2.6E+08 0.034529 0.242104 HZ LCA5L


NC_056054.1 260215001 2.6E+08 0.048531 0.230705 HZ LCA5L


NC_056054.1 260220001 2.6E+08 0.148821 0.210987 HZ LCA5L


NC_056054.1 260225001 2.6E+08 0.220019 0.252569 HZ LCA5L


NC_056054.1 260230001 2.6E+08 0.25635 0.277561 HZ LCA5L


NC_056054.1 260235001 2.6E+08 0.451983 0.213609 HZ LCA5L


NC_056059.1 38175001 38195001 0.467319 0.166658 HZ LCORL


NC_056059.1 38180001 38200001 0.316667 0.172677 HZ LCORL


NC_056059.1 38185001 38205001 0.259169 0.146698 HZ LCORL


NC_056059.1 38210001 38230001 0.465169 0.204364 HZ LCORL


NC_056059.1 38215001 38235001 0.432372 0.236551 HZ LCORL


NC_056054.1 41215001 41235001 0.089958 0.179001 HZ LEPR


NC_056059.1 117415001 1.17E+08 0.278316 0.173053 HZ LETM1


NC_056059.1 117420001 1.17E+08 0.234792 0.210869 HZ LETM1


NC_056059.1 117425001 1.17E+08 0.114644 0.245324 HZ LETM1


NC_056059.1 117430001 1.17E+08 0.091354 0.262715 HZ LETM1


NC_056074.1 38325001 38345001 0.326857 0.22336 HZ LGALS12


NC_056074.1 38330001 38350001 0.312501 0.232504 HZ LGALS12


NC_056074.1 38335001 38355001 0.31661 0.211097 HZ LGALS12







NC_056074.1 38340001 38360001 0.43351 0.175337 HZ LGALS12;LOC101120029


NC_056074.1 38315001 38335001 0.327377 0.193549 HZ LGALS12;PLAAT5


NC_056074.1 38320001 38340001 0.368262 0.223999 HZ LGALS12;PLAAT5


NC_056065.1 60800001 60820001 0.456842 0.216075 HZ LHX4


NC_056065.1 60805001 60825001 0.441391 0.234724 HZ LHX4


NC_056065.1 60810001 60830001 0.426923 0.229719 HZ LHX4


NC_056056.1 13680001 13700001 0.438598 0.15081 HZ LHX6;MORN5


NC_056056.1 13685001 13705001 0.437974 0.157847 HZ LHX6;MORN5


NC_056056.1 189845001 1.9E+08 0.34419 0.188716 HZ LMNTD1


NC_056056.1 189850001 1.9E+08 0.24064 0.185892 HZ LMNTD1


NC_056056.1 189855001 1.9E+08 0.397389 0.155893 HZ LMNTD1


NC_056055.1 134180001 1.34E+08 0.344635 0.158632 HZ LNPK


NC_056055.1 134185001 1.34E+08 0.340087 0.202617 HZ LNPK


NC_056055.1 134190001 1.34E+08 0.326955 0.2301 HZ LNPK


NC_056055.1 134195001 1.34E+08 0.317392 0.216435 HZ LNPK


NC_056055.1 134200001 1.34E+08 0.333911 0.233062 HZ LNPK


NC_056055.1 134205001 1.34E+08 0.335538 0.224871 HZ LNPK


NC_056055.1 134210001 1.34E+08 0.262059 0.207415 HZ LNPK


NC_056055.1 134215001 1.34E+08 0.248722 0.188923 HZ LNPK


NC_056055.1 134220001 1.34E+08 0.153118 0.156018 HZ LNPK


NC_056055.1 134225001 1.34E+08 0.07156 0.151484 HZ LNPK


NC_056068.1 47935001 47955001 0.014464 0.348658 HZ LOC101102421


NC_056073.1 30460001 30480001 0.45377 0.303399 HZ LOC101102521;ZNF322


NC_056073.1 29865001 29885001 0.229838 0.152374 HZ LOC101102593


NC_056068.1 48040001 48060001 0.112877 0.243787 HZ LOC101102671


NC_056068.1 48045001 48065001 0.191431 0.202157 HZ LOC101102671;LOC101105945


NC_056068.1 48050001 48070001 0.207236 0.180943 HZ LOC101102671;LOC101105945


NW_02459982 1190001 1210001 0.446064 0.16809 HZ LOC101103023;PAG3


NC_056056.1 150530001 1.51E+08 0.441217 0.16526 HZ LOC101103222


NC_056056.1 150535001 1.51E+08 0.323687 0.193755 HZ LOC101103222


NC_056056.1 150540001 1.51E+08 0.386693 0.190313 HZ LOC101103222;LOC443320


NC_056066.1 25650001 25670001 0.476109 0.1681 HZ LOC101103383


NC_056068.1 48055001 48075001 0.18392 0.190224 HZ LOC101105945


NC_056068.1 48060001 48080001 0.234235 0.152773 HZ LOC101105945


NC_056068.1 53055001 53075001 0.37973 0.14716 HZ LOC101106108


NC_056068.1 53060001 53080001 0.323156 0.153965 HZ LOC101106108;LOC101106361







NC_056068.1 53065001 53085001 0.298647 0.147172 HZ LOC101106108;LOC101106361


NC_056068.1 48065001 48085001 0.181531 0.169853 HZ LOC101106199


NC_056068.1 48070001 48090001 0.161729 0.181813 HZ LOC101106199


NC_056079.1 6275001 6295001 0.277101 0.149487 HZ LOC101106394;LOC105605118


NC_056056.1 7590001 7610001 0.168774 0.157057 HZ LOC101106416;LOC114113869


NC_056056.1 138375001 1.38E+08 0.480812 0.156197 HZ LOC101106764


NC_056063.1 70645001 70665001 0.475228 0.164086 HZ LOC101106781


NC_056080.1 116255001 1.16E+08 0.450348 0.157665 HZ LOC101108113


NC_056080.1 116260001 1.16E+08 0.436672 0.158937 HZ LOC101108113


NC_056080.1 116265001 1.16E+08 0.441607 0.161673 HZ LOC101108113


NC_056080.1 116270001 1.16E+08 0.443162 0.159337 HZ LOC101108113


NC_056080.1 116275001 1.16E+08 0.447326 0.159429 HZ LOC101108113


NC_056080.1 116280001 1.16E+08 0.467306 0.153664 HZ LOC101108113


NC_056054.1 108005001 1.08E+08 0.393439 0.255117 HZ LOC101108789


NC_056054.1 265225001 2.65E+08 0.283577 0.191604 HZ LOC101108798;LOC114110486;TSPEAR


NC_056054.1 265230001 2.65E+08 0.140933 0.194892 HZ LOC101108798;TSPEAR


NC_056054.1 265235001 2.65E+08 0.159057 0.160717 HZ LOC101108798;TSPEAR


NC_056054.1 166165001 1.66E+08 0.346041 0.170133 HZ LOC101108803


NC_056054.1 166170001 1.66E+08 0.245379 0.227357 HZ LOC101108803


NC_056054.1 166175001 1.66E+08 0.180274 0.257182 HZ LOC101108803


NC_056054.1 166180001 1.66E+08 0.092159 0.288881 HZ LOC101108803


NC_056054.1 166200001 1.66E+08 0.077296 0.196629 HZ LOC101108803


NC_056055.1 149840001 1.5E+08 0.216169 0.240775 HZ LOC101109941


NC_056055.1 149845001 1.5E+08 0.302112 0.268948 HZ LOC101109941


NC_056055.1 149850001 1.5E+08 0.355932 0.281771 HZ LOC101109941


NC_056055.1 149855001 1.5E+08 0.410511 0.294627 HZ LOC101109941


NC_056055.1 149860001 1.5E+08 0.396958 0.179471 HZ LOC101109941


NC_056055.1 149865001 1.5E+08 0.37234 0.164727 HZ LOC101109941


NC_056055.1 149880001 1.5E+08 0.065782 0.172051 HZ LOC101109941


NC_056055.1 149885001 1.5E+08 0.041934 0.172668 HZ LOC101109941


NC_056055.1 149890001 1.5E+08 0.062593 0.161363 HZ LOC101109941


NC_056055.1 149940001 1.5E+08 0.410975 0.147808 HZ LOC101109941;MARCHF7


NC_056055.1 149945001 1.5E+08 0.272962 0.213313 HZ LOC101109941;MARCHF7


NC_056055.1 149950001 1.5E+08 0.255135 0.201535 HZ LOC101109941;MARCHF7


NC_056055.1 149955001 1.5E+08 0.255135 0.220253 HZ LOC101109941;MARCHF7


NC_056072.1 51295001 51315001 0.488106 0.16117 HZ LOC101110095;SLC26A6;TMEM89







NC_056054.1 199390001 1.99E+08 0.5 0.25413 HZ LOC101110107


NC_056054.1 199395001 1.99E+08 0.340564 0.286534 HZ LOC101110107


NC_056054.1 199400001 1.99E+08 0.294376 0.302558 HZ LOC101110107


NC_056054.1 199405001 1.99E+08 0.275244 0.323412 HZ LOC101110107


NC_056054.1 199410001 1.99E+08 0.345574 0.36316 HZ LOC101110107


NC_056054.1 199415001 1.99E+08 0.341318 0.36118 HZ LOC101110107


NC_056054.1 199420001 1.99E+08 0.394124 0.305192 HZ LOC101110107


NC_056054.1 199425001 1.99E+08 0.398417 0.284488 HZ LOC101110107


NC_056054.1 199430001 1.99E+08 0.397873 0.233196 HZ LOC101110107


NC_056054.1 199435001 1.99E+08 0.391569 0.18394 HZ LOC101110107


NC_056054.1 199440001 1.99E+08 0.396367 0.178006 HZ LOC101110107


NC_056054.1 269915001 2.7E+08 0.053935 0.205705 HZ LOC101110116;LOC101110385;TTC3


NC_056054.1 250670001 2.51E+08 0.223361 0.150976 HZ LOC101110206


NC_056080.1 118940001 1.19E+08 0.120424 0.15908 HZ LOC101110213


NC_056080.1 118945001 1.19E+08 0.120354 0.159499 HZ LOC101110213


NC_056080.1 118950001 1.19E+08 0.172889 0.159084 HZ LOC101110213


NC_056080.1 119880001 1.2E+08 0.446535 0.176938 HZ LOC101110741


NC_056080.1 119885001 1.2E+08 0.464333 0.177491 HZ LOC101110741


NC_056080.1 119890001 1.2E+08 0.440171 0.162047 HZ LOC101110741


NC_056080.1 119895001 1.2E+08 0.433874 0.160884 HZ LOC101110741


NC_056080.1 119900001 1.2E+08 0.371022 0.182486 HZ LOC101110741


NC_056080.1 119905001 1.2E+08 0.266974 0.241562 HZ LOC101110741


NC_056064.1 14040001 14060001 0.353043 0.155688 HZ LOC101110777


NC_056080.1 26060001 26080001 0.393148 0.161804 HZ LOC101110823


NC_056055.1 27740001 27760001 0.466755 0.15307 HZ LOC101110824


NC_056067.1 61290001 61310001 0.439176 0.292328 HZ LOC101111046


NC_056067.1 61295001 61315001 0.446193 0.321927 HZ LOC101111046


NC_056055.1 149995001 1.5E+08 0.381285 0.174238 HZ LOC101111351;LOC121818516;MARCHF7


NC_056055.1 52515001 52535001 0.421053 0.226251 HZ LOC101111518


NC_056055.1 52520001 52540001 0.42155 0.213768 HZ LOC101111518


NC_056055.1 52525001 52545001 0.432123 0.181184 HZ LOC101111518


NC_056055.1 52530001 52550001 0.434734 0.159255 HZ LOC101111518;LOC101111773


NC_056055.1 220770001 2.21E+08 0.172414 0.163084 HZ LOC101111528


NC_056054.1 187245001 1.87E+08 0.048005 0.485847 HZ LOC101111847


NC_056054.1 187250001 1.87E+08 0.095145 0.468239 HZ LOC101111847


NC_056054.1 187255001 1.87E+08 0.14067 0.399063 HZ LOC101111847







NC_056054.1 187260001 1.87E+08 0.479756 0.263786 HZ LOC101111847


NC_056054.1 187225001 1.87E+08 0.103558 0.458633 HZ LOC101111847;SLC15A2


NC_056054.1 187230001 1.87E+08 0.090656 0.461022 HZ LOC101111847;SLC15A2


NC_056054.1 187235001 1.87E+08 0.07003 0.475994 HZ LOC101111847;SLC15A2


NC_056054.1 187240001 1.87E+08 0.040134 0.490728 HZ LOC101111847;SLC15A2


NC_056054.1 97210001 97230001 0.216511 0.158371 HZ LOC101112189


NC_056054.1 97215001 97235001 0.276392 0.15612 HZ LOC101112189


NC_056054.1 97220001 97240001 0.451851 0.149827 HZ LOC101112189


NC_056054.1 97735001 97755001 0.329262 0.305619 HZ LOC101112864


NC_056054.1 97760001 97780001 0.348916 0.350786 HZ LOC101112864


NC_056054.1 97765001 97785001 0.316143 0.315473 HZ LOC101112864


NC_056054.1 97770001 97790001 0.303636 0.267217 HZ LOC101112864


NC_056054.1 97775001 97795001 0.390877 0.205033 HZ LOC101112864


NC_056080.1 90365001 90385001 0.491151 0.282712 HZ LOC101112889


NC_056056.1 13405001 13425001 0.462996 0.185741 HZ LOC101112963;LOC101120070


NC_056070.1 45340001 45360001 0.136564 0.201037 HZ LOC101113101


NC_056070.1 45345001 45365001 0.10247 0.209805 HZ LOC101113101


NC_056070.1 45375001 45395001 0.086798 0.174595 HZ LOC101113101


NC_056070.1 45380001 45400001 0.135758 0.19592 HZ LOC101113101


NC_056070.1 45385001 45405001 0.209974 0.199638 HZ LOC101113101


NC_056070.1 45390001 45410001 0.277493 0.190535 HZ LOC101113101


NC_056059.1 103745001 1.04E+08 0.286036 0.159327 HZ LOC101113239


NC_056059.1 103750001 1.04E+08 0.345286 0.149166 HZ LOC101113239


NC_056059.1 103755001 1.04E+08 0.397885 0.16507 HZ LOC101113239


NC_056059.1 103780001 1.04E+08 0.226812 0.21643 HZ LOC101113239


NC_056059.1 103785001 1.04E+08 0.278085 0.194325 HZ LOC101113239


NC_056059.1 103790001 1.04E+08 0.268244 0.197277 HZ LOC101113239


NC_056059.1 103795001 1.04E+08 0.255109 0.205755 HZ LOC101113239


NC_056059.1 103800001 1.04E+08 0.273989 0.240774 HZ LOC101113239


NC_056059.1 103805001 1.04E+08 0.347996 0.27865 HZ LOC101113239


NC_056059.1 103825001 1.04E+08 0.461739 0.194633 HZ LOC101113239


NC_056059.1 103830001 1.04E+08 0.303074 0.211252 HZ LOC101113239


NC_056059.1 103835001 1.04E+08 0.253109 0.222468 HZ LOC101113239


NC_056059.1 103840001 1.04E+08 0.23852 0.20083 HZ LOC101113239


NC_056059.1 103845001 1.04E+08 0.213372 0.201281 HZ LOC101113239


NC_056059.1 103850001 1.04E+08 0.436735 0.14608 HZ LOC101113239







NC_056059.1 103855001 1.04E+08 0.436652 0.189736 HZ LOC101113239


NC_056059.1 103760001 1.04E+08 0.415987 0.146063 HZ LOC101113239;LOC114115340


NC_056059.1 103770001 1.04E+08 0.305165 0.180563 HZ LOC101113239;LOC114115340


NC_056059.1 103775001 1.04E+08 0.205107 0.217008 HZ LOC101113239;LOC114115340


NC_056059.1 103860001 1.04E+08 0.493425 0.184597 HZ LOC101113239;LOC121819790


NC_056073.1 28055001 28075001 0.246178 0.197085 HZ LOC101113705


NC_056073.1 28060001 28080001 0.323119 0.181187 HZ LOC101113705


NC_056073.1 28065001 28085001 0.336524 0.173351 HZ LOC101113705


NC_056072.1 12715001 12735001 0.383735 0.217466 HZ LOC101113800


NC_056072.1 12720001 12740001 0.314828 0.232302 HZ LOC101113800


NC_056072.1 12725001 12745001 0.253747 0.232343 HZ LOC101113800


NC_056072.1 12730001 12750001 0.19382 0.243763 HZ LOC101113800


NC_056072.1 12735001 12755001 0.07305 0.277962 HZ LOC101113800


NC_056072.1 12755001 12775001 0.121662 0.191108 HZ LOC101113800


NC_056072.1 12760001 12780001 0.431472 0.158443 HZ LOC101113800


NC_056057.1 107715001 1.08E+08 0.374956 0.146641 HZ LOC101114011


NC_056057.1 107720001 1.08E+08 0.306319 0.196176 HZ LOC101114011;LOC101122595


NC_056071.1 23735001 23755001 0.148233 0.175835 HZ LOC101114310


NC_056061.1 50075001 50095001 0.353663 0.177761 HZ LOC101114528;ZNF292


NC_056061.1 50080001 50100001 0.386986 0.17668 HZ LOC101114528;ZNF292


NC_056061.1 50085001 50105001 0.480904 0.147643 HZ LOC101114528;ZNF292


NC_056057.1 41750001 41770001 0.103081 0.160842 HZ LOC101114861


NC_056063.1 18995001 19015001 0.44256 0.232633 HZ LOC101114879


NC_056063.1 19000001 19020001 0.434624 0.231746 HZ LOC101114879


NC_056063.1 19005001 19025001 0.436907 0.235491 HZ LOC101114879


NC_056063.1 19010001 19030001 0.44657 0.231211 HZ LOC101114879


NC_056067.1 65495001 65515001 0.388033 0.16736 HZ LOC101115059


NC_056067.1 65500001 65520001 0.440426 0.204754 HZ LOC101115059


NC_056067.1 65505001 65525001 0.438904 0.21227 HZ LOC101115059


NC_056057.1 12865001 12885001 0.449648 0.149405 HZ LOC101115117


NC_056057.1 12880001 12900001 0.324457 0.216682 HZ LOC101115117


NC_056057.1 12885001 12905001 0.334773 0.206953 HZ LOC101115117


NC_056054.1 109025001 1.09E+08 0.374193 0.158645 HZ LOC101115176


NC_056054.1 109030001 1.09E+08 0.350424 0.176213 HZ LOC101115176


NC_056067.1 62120001 62140001 0.352862 0.417233 HZ LOC101115398


NC_056067.1 62125001 62145001 0.240094 0.327411 HZ LOC101115398







NC_056067.1 62130001 62150001 0.317801 0.268065 HZ LOC101115398


NC_056054.1 99945001 99965001 0.178011 0.15003 HZ LOC101115753;LOC101121387;LOC101121643;LOC1141131


NC_056057.1 108310001 1.08E+08 0.423327 0.287127 HZ LOC101116648


NC_056080.1 68920001 68940001 0.479299 0.14896 HZ LOC101116886;MAGT1


NC_056066.1 34850001 34870001 0.139463 0.163177 HZ LOC101117350


NC_056066.1 34855001 34875001 0.129897 0.169348 HZ LOC101117350


NC_056056.1 165245001 1.65E+08 0.216889 0.248257 HZ LOC101117494


NC_056056.1 165250001 1.65E+08 0.286695 0.218406 HZ LOC101117494


NC_056056.1 165255001 1.65E+08 0.35877 0.199668 HZ LOC101117494


NC_056064.1 18980001 19000001 0.488784 0.150387 HZ LOC101117683


NC_056072.1 53210001 53230001 0.449777 0.213636 HZ LOC101117971


NC_056072.1 53215001 53235001 0.447039 0.205812 HZ LOC101117971


NC_056074.1 38020001 38040001 0.301305 0.145549 HZ LOC101118318


NC_056074.1 38025001 38045001 0.237113 0.184488 HZ LOC101118318


NC_056074.1 38030001 38050001 0.197733 0.201338 HZ LOC101118318


NC_056074.1 38035001 38055001 0.187345 0.195244 HZ LOC101118318


NC_056080.1 2775001 2795001 0.344248 0.150523 HZ LOC101118336


NC_056080.1 2780001 2800001 0.336242 0.160805 HZ LOC101118336


NC_056068.1 79035001 79055001 0.484312 0.145327 HZ LOC101118639


NC_056074.1 38275001 38295001 0.288877 0.292399 HZ LOC101119087


NC_056074.1 38280001 38300001 0.38777 0.239921 HZ LOC101119087


NC_056074.1 38245001 38265001 0.354143 0.147747 HZ LOC101119087;LOC101119346


NC_056074.1 38250001 38270001 0.304885 0.194645 HZ LOC101119087;LOC101119346


NC_056074.1 38255001 38275001 0.240325 0.257626 HZ LOC101119087;LOC101119346;LOC121817564


NC_056074.1 38260001 38280001 0.190562 0.314451 HZ LOC101119087;LOC101119346;LOC121817564


NC_056074.1 38265001 38285001 0.194496 0.318952 HZ LOC101119087;LOC121817564


NC_056074.1 38270001 38290001 0.14389 0.3555 HZ LOC101119087;LOC121817564


NC_056074.1 38285001 38305001 0.361963 0.220378 HZ LOC101119087;PLAAT5


NC_056054.1 66245001 66265001 0.418597 0.154408 HZ LOC101119517


NC_056054.1 66260001 66280001 0.167739 0.176766 HZ LOC101119773


NC_056074.1 38345001 38365001 0.446359 0.193338 HZ LOC101120029


NC_056074.1 38350001 38370001 0.460488 0.21712 HZ LOC101120029


NC_056074.1 38355001 38375001 0.372587 0.243818 HZ LOC101120029


NC_056074.1 38360001 38380001 0.324095 0.26393 HZ LOC101120029


NC_056074.1 38365001 38385001 0.329482 0.255676 HZ LOC101120029


NC_056074.1 38370001 38390001 0.250954 0.240577 HZ LOC101120029







NC_056074.1 38375001 38395001 0.345558 0.193995 HZ LOC101120029


NC_056074.1 38380001 38400001 0.230137 0.147992 HZ LOC101120029


NC_056054.1 50465001 50485001 0.265496 0.178114 HZ LOC101120030


NC_056054.1 50470001 50490001 0.29045 0.176089 HZ LOC101120030


NC_056054.1 50475001 50495001 0.333445 0.15814 HZ LOC101120030


NC_056054.1 50480001 50500001 0.364085 0.15499 HZ LOC101120030


NC_056056.1 13410001 13430001 0.41871 0.225972 HZ LOC101120070


NC_056059.1 85985001 86005001 0.468918 0.148628 HZ LOC101120084


NC_056056.1 194515001 1.95E+08 0.480244 0.196919 HZ LOC101120653


NC_056067.1 61785001 61805001 0.280406 0.257293 HZ LOC101120904;LOC121816560


NC_056067.1 61795001 61815001 0.458647 0.272794 HZ LOC101121159;LOC121816560


NC_056067.1 61800001 61820001 0.460914 0.297996 HZ LOC101121159;LOC121816560


NC_056056.1 50480001 50500001 0.408515 0.205685 HZ LOC101122016


NC_056065.1 60460001 60480001 0.489756 0.234054 HZ LOC101122123;LOC101122372


NC_056065.1 60465001 60485001 0.360336 0.145883 HZ LOC101122123;LOC101122372;TOR1AIP1


NC_056071.1 45655001 45675001 0.283301 0.185906 HZ LOC101122138


NC_056071.1 45660001 45680001 0.318752 0.17097 HZ LOC101122138


NC_056071.1 45665001 45685001 0.279607 0.156674 HZ LOC101122138


NC_056063.1 22885001 22905001 0.296712 0.225445 HZ LOC101122286


NC_056063.1 22890001 22910001 0.198425 0.223041 HZ LOC101122286


NC_056063.1 22895001 22915001 0.304509 0.191136 HZ LOC101122286


NC_056057.1 107690001 1.08E+08 0.072586 0.153989 HZ LOC101122351


NC_056074.1 34885001 34905001 0.434595 0.202211 HZ LOC101122563


NC_056057.1 107725001 1.08E+08 0.223212 0.265103 HZ LOC101122595


NC_056057.1 107730001 1.08E+08 0.239562 0.268489 HZ LOC101122595


NC_056057.1 107735001 1.08E+08 0.446701 0.30682 HZ LOC101122595


NC_056073.1 49900001 49920001 0.406582 0.146329 HZ LOC101123244


NC_056073.1 49895001 49915001 0.488427 0.171287 HZ LOC101123244;LOC114109592


NC_056055.1 48360001 48380001 0.387229 0.248266 HZ LOC101123268


NC_056072.1 43495001 43515001 0.466731 0.164554 HZ LOC101123588


NC_056072.1 43500001 43520001 0.342308 0.228169 HZ LOC101123588


NC_056072.1 43505001 43525001 0.303259 0.243282 HZ LOC101123588


NC_056072.1 43510001 43530001 0.235548 0.278214 HZ LOC101123588


NC_056072.1 43515001 43535001 0.231264 0.283115 HZ LOC101123588


NC_056072.1 43520001 43540001 0.276986 0.262751 HZ LOC101123588


NC_056072.1 43525001 43545001 0.237936 0.281915 HZ LOC101123588







NC_056072.1 43530001 43550001 0.21988 0.284296 HZ LOC101123588


NC_056072.1 43535001 43555001 0.240277 0.273999 HZ LOC101123588


NC_056072.1 43540001 43560001 0.209258 0.259222 HZ LOC101123588


NC_056072.1 43545001 43565001 0.171098 0.224773 HZ LOC101123588


NC_056072.1 43550001 43570001 0.270379 0.170129 HZ LOC101123588


NC_056068.1 81570001 81590001 0.173043 0.151509 HZ LOC105602398;MRPL16;STX3


NC_056070.1 71515001 71535001 0.422192 0.177899 HZ LOC105603000


NC_056054.1 265240001 2.65E+08 0.318879 0.161501 HZ LOC105604734;TSPEAR


NC_056079.1 6260001 6280001 0.28432 0.150863 HZ LOC105605118


NC_056079.1 6265001 6285001 0.274957 0.147815 HZ LOC105605118


NC_056079.1 6270001 6290001 0.258427 0.162619 HZ LOC105605118


NC_056064.1 19135001 19155001 0.453274 0.221532 HZ LOC105605807


NC_056064.1 19140001 19160001 0.454128 0.220009 HZ LOC105605807


NC_056064.1 19145001 19165001 0.475996 0.21176 HZ LOC105605807


NC_056064.1 19150001 19170001 0.492827 0.203717 HZ LOC105605807


NC_056055.1 73490001 73510001 0.468368 0.332101 HZ LOC105608024


NC_056064.1 12450001 12470001 0.278753 0.258351 HZ LOC105616451;USP32


NC_056064.1 12455001 12475001 0.360814 0.197669 HZ LOC105616451;USP32


NC_056073.1 26850001 26870001 0.201188 0.178108 HZ LOC106990117


NC_056073.1 26855001 26875001 0.108021 0.176622 HZ LOC106990117


NC_056073.1 26860001 26880001 0.374077 0.146372 HZ LOC106990117


NC_056059.1 80940001 80960001 0.041815 0.169693 HZ LOC106991226


NC_056059.1 80945001 80965001 0.035512 0.229927 HZ LOC106991226


NC_056073.1 47800001 47820001 0.279164 0.281007 HZ LOC106991797


NC_056073.1 47805001 47825001 0.467419 0.204956 HZ LOC106991797


NC_056067.1 48590001 48610001 0.103987 0.145533 HZ LOC114108603


NC_056056.1 7535001 7555001 0.256594 0.300474 HZ LOC114108697


NC_056056.1 7540001 7560001 0.394207 0.235977 HZ LOC114108697


NC_056070.1 71105001 71125001 0.227542 0.185029 HZ LOC114108841


NC_056073.1 28115001 28135001 0.111854 0.157063 HZ LOC114109563


NC_056073.1 28120001 28140001 0.119669 0.183665 HZ LOC114109563


NC_056073.1 28125001 28145001 0.479052 0.164917 HZ LOC114109563;LOC114109564


NC_056080.1 90335001 90355001 0.502786 0.267849 HZ LOC114111370


NC_056080.1 90340001 90360001 0.486603 0.265264 HZ LOC114111370


NC_056080.1 90350001 90370001 0.501026 0.266267 HZ LOC114111370


NC_056055.1 89530001 89550001 0.070237 0.147248 HZ LOC114112818;LOC114112819







NC_056055.1 89525001 89545001 0.061423 0.150723 HZ LOC114112818;LOC114112819;LOC114113084


NC_056055.1 89515001 89535001 0.04875 0.153817 HZ LOC114112818;LOC114113084


NC_056055.1 89520001 89540001 0.047853 0.15486 HZ LOC114112818;LOC114113084


NC_056055.1 172940001 1.73E+08 0.493679 0.272483 HZ LOC114112873


NC_056055.1 172945001 1.73E+08 0.341616 0.340418 HZ LOC114112873


NC_056056.1 13345001 13365001 0.482066 0.15379 HZ LOC114113885


NC_056057.1 107550001 1.08E+08 0.079939 0.171758 HZ LOC114114618


NC_056057.1 107555001 1.08E+08 0.084284 0.159037 HZ LOC114114618


NC_056063.1 36930001 36950001 0.052783 0.200466 HZ LOC114116652


NC_056063.1 36935001 36955001 0.066691 0.18906 HZ LOC114116652


NC_056063.1 36940001 36960001 0.212961 0.154804 HZ LOC114116652


NC_056064.1 19170001 19190001 0.487336 0.178469 HZ LOC114117017


NC_056064.1 19175001 19195001 0.488337 0.178203 HZ LOC114117017


NC_056064.1 19180001 19200001 0.49394 0.17723 HZ LOC114117017


NC_056064.1 19185001 19205001 0.466355 0.213511 HZ LOC114117017


NC_056064.1 19090001 19110001 0.461348 0.156319 HZ LOC114117018


NC_056064.1 19095001 19115001 0.4417 0.185785 HZ LOC114117018


NC_056064.1 19100001 19120001 0.46642 0.205906 HZ LOC114117018


NC_056064.1 19105001 19125001 0.484603 0.209537 HZ LOC114117018


NC_056064.1 19110001 19130001 0.451587 0.224339 HZ LOC114117018


NC_056065.1 43970001 43990001 0.407206 0.216295 HZ LOC114117228;RERE


NC_056065.1 7370001 7390001 0.459267 0.194716 HZ LOC114117326


NC_056067.1 48630001 48650001 0.440618 0.163928 HZ LOC114117809


NC_056067.1 48640001 48660001 0.428375 0.210766 HZ LOC114117809


NC_056067.1 62480001 62500001 0.142373 0.167135 HZ LOC114117836


NC_056065.1 53845001 53865001 0.49319 0.14586 HZ LOC121816074


NC_056065.1 53850001 53870001 0.329009 0.227623 HZ LOC121816074


NC_056065.1 53855001 53875001 0.308656 0.236481 HZ LOC121816074


NC_056065.1 53860001 53880001 0.385064 0.19188 HZ LOC121816074


NC_056067.1 61790001 61810001 0.354608 0.295621 HZ LOC121816560


NC_056070.1 71650001 71670001 0.312565 0.183288 HZ LOC121816897;SPECC1L


NC_056080.1 66455001 66475001 0.141039 0.15549 HZ LOC121818183


NC_056080.1 14775001 14795001 0.449541 0.168181 HZ LOC121818210


NC_056055.1 149990001 1.5E+08 0.289814 0.195803 HZ LOC121818516;MARCHF7


NC_056059.1 103865001 1.04E+08 0.445033 0.170693 HZ LOC121819790


NC_056062.1 64010001 64030001 0.352677 0.192389 HZ LOC121820346







NC_056062.1 64015001 64035001 0.450335 0.170525 HZ LOC121820346


NC_056062.1 64020001 64040001 0.445303 0.217734 HZ LOC121820346


NC_056062.1 64025001 64045001 0.450918 0.230984 HZ LOC121820346


NC_056062.1 64030001 64050001 0.446478 0.228188 HZ LOC121820346


NC_056062.1 64035001 64055001 0.447914 0.236087 HZ LOC121820346


NC_056062.1 64040001 64060001 0.448066 0.235037 HZ LOC121820346


NC_056062.1 64045001 64065001 0.428338 0.204204 HZ LOC121820346


NC_056062.1 64050001 64070001 0.403156 0.17392 HZ LOC121820346


NC_056064.1 26420001 26440001 0.39514 0.235029 HZ LOC121820578;PLD2


NC_056064.1 26425001 26445001 0.436544 0.226859 HZ LOC121820578;PLD2;PSMB6


NC_056057.1 94150001 94170001 0.393776 0.15302 HZ LOC443534


NC_056055.1 12485001 12505001 0.458464 0.305441 HZ LPAR1


NC_056055.1 12495001 12515001 0.492436 0.174956 HZ LPAR1


NC_056068.1 80645001 80665001 0.491687 0.189674 HZ LPXN;ZFP91


NC_056070.1 7295001 7315001 0.377546 0.149406 HZ LRBA


NC_056070.1 7635001 7655001 0.059398 0.172591 HZ LRBA


NC_056070.1 7645001 7665001 0.117859 0.164293 HZ LRBA


NC_056070.1 7650001 7670001 0.119623 0.17093 HZ LRBA


NC_056070.1 7660001 7680001 0.192171 0.17079 HZ LRBA


NC_056055.1 168345001 1.68E+08 0.344066 0.17245 HZ LRP1B


NC_056055.1 168350001 1.68E+08 0.409805 0.160362 HZ LRP1B


NC_056071.1 6775001 6795001 0.427699 0.165334 HZ LRRC28


NC_056071.1 6780001 6800001 0.433296 0.212452 HZ LRRC28


NC_056054.1 67270001 67290001 0.440141 0.153452 HZ LRRC8D


NC_056056.1 121240001 1.21E+08 0.221489 0.159414 HZ LRRIQ1;TSPAN19


NC_056056.1 127500001 1.28E+08 0.393323 0.166099 HZ LUM


NC_056059.1 105490001 1.06E+08 0.436161 0.156411 HZ LYAR;ZBTB49


NC_056077.1 19185001 19205001 0.460531 0.270444 HZ LYRM1


NC_056077.1 19190001 19210001 0.438627 0.289437 HZ LYRM1


NC_056077.1 19195001 19215001 0.356612 0.316425 HZ LYRM1


NC_056072.1 53485001 53505001 0.452913 0.190009 HZ LZTFL1;SLC6A20


NC_056080.1 53685001 53705001 0.175563 0.188626 HZ MAGED1


NC_056080.1 53690001 53710001 0.416765 0.267584 HZ MAGED1


NC_056057.1 44120001 44140001 0.418949 0.151784 HZ MAGI2


NC_056057.1 44145001 44165001 0.431752 0.161896 HZ MAGI2


NC_056057.1 44285001 44305001 0.257313 0.156743 HZ MAGI2







NC_056057.1 44290001 44310001 0.128395 0.174779 HZ MAGI2


NC_056080.1 68900001 68920001 0.486239 0.164318 HZ MAGT1


NC_056080.1 68910001 68930001 0.431519 0.161217 HZ MAGT1


NC_056080.1 68915001 68935001 0.468687 0.155623 HZ MAGT1


NC_056080.1 42880001 42900001 0.319715 0.156803 HZ MAOB


NC_056080.1 42885001 42905001 0.179245 0.22013 HZ MAOB


NC_056069.1 9610001 9630001 0.500002 0.163716 HZ MAP1B


NC_056055.1 211260001 2.11E+08 0.259555 0.233567 HZ MAP2


NC_056054.1 202560001 2.03E+08 0.070252 0.165788 HZ MAP3K13


NC_056054.1 202565001 2.03E+08 0.101297 0.191859 HZ MAP3K13


NC_056054.1 202570001 2.03E+08 0.182902 0.170433 HZ MAP3K13


NC_056055.1 118105001 1.18E+08 0.149282 0.252767 HZ MAP3K2


NC_056055.1 118110001 1.18E+08 0.258137 0.21362 HZ MAP3K2


NC_056055.1 118115001 1.18E+08 0.452407 0.150096 HZ MAP3K2


NC_056055.1 239655001 2.4E+08 0.412594 0.203495 HZ MAP3K6;SYTL1;TMEM222


NC_056055.1 239660001 2.4E+08 0.393734 0.216621 HZ MAP3K6;SYTL1;TMEM222


NC_056056.1 99960001 99980001 0.350042 0.156173 HZ MAP4K4


NC_056056.1 99965001 99985001 0.278765 0.189445 HZ MAP4K4


NC_056056.1 99970001 99990001 0.28593 0.189932 HZ MAP4K4


NC_056056.1 99975001 99995001 0.286874 0.187453 HZ MAP4K4


NC_056073.1 10110001 10130001 0.38267 0.157867 HZ MAPK14


NC_056073.1 10115001 10135001 0.38888 0.193798 HZ MAPK14


NC_056073.1 10120001 10140001 0.422727 0.174967 HZ MAPK14


NC_056076.1 50495001 50515001 0.19363 0.175251 HZ MAPK4


NC_056076.1 50560001 50580001 0.02674 0.214737 HZ MAPK4


NC_056076.1 50590001 50610001 0.039853 0.24273 HZ MAPK4


NC_056076.1 50595001 50615001 0.244068 0.150744 HZ MAPK4


NC_056076.1 50605001 50625001 0.248891 0.161911 HZ MAPK4


NC_056064.1 45680001 45700001 0.303973 0.150358 HZ MAPT


NC_056055.1 149960001 1.5E+08 0.254347 0.198871 HZ MARCHF7


NC_056055.1 149965001 1.5E+08 0.297484 0.190695 HZ MARCHF7


NC_056055.1 149970001 1.5E+08 0.307172 0.19413 HZ MARCHF7


NC_056055.1 149975001 1.5E+08 0.297408 0.174906 HZ MARCHF7


NC_056055.1 149980001 1.5E+08 0.271409 0.201943 HZ MARCHF7


NC_056055.1 149985001 1.5E+08 0.259029 0.221822 HZ MARCHF7


NC_056054.1 200795001 2.01E+08 0.132938 0.304047 HZ MASP1







NC_056054.1 200800001 2.01E+08 0.402625 0.169469 HZ MASP1


NC_056067.1 14235001 14255001 0.462612 0.185577 HZ MC1R;TCF25


NC_056067.1 14240001 14260001 0.431308 0.255598 HZ MC1R;TCF25


NC_056067.1 14245001 14265001 0.320666 0.266863 HZ MC1R;TCF25


NC_056055.1 174980001 1.75E+08 0.184942 0.166711 HZ MCM6


NC_056055.1 174985001 1.75E+08 0.391791 0.165261 HZ MCM6


NC_056079.1 5770001 5790001 0.438858 0.21964 HZ MCPH1


NC_056079.1 5775001 5795001 0.45076 0.190308 HZ MCPH1


NC_056058.1 91710001 91730001 0.068908 0.14557 HZ MCTP1


NC_056058.1 91975001 91995001 0.406325 0.342422 HZ MCTP1


NC_056058.1 91980001 92000001 0.262987 0.418457 HZ MCTP1


NC_056058.1 91985001 92005001 0.435654 0.352598 HZ MCTP1


NC_056078.1 27945001 27965001 0.145891 0.232447 HZ MCU


NC_056078.1 27950001 27970001 0.304133 0.171055 HZ MCU


NC_056060.1 38315001 38335001 0.480011 0.236763 HZ MDGA2


NC_056060.1 38320001 38340001 0.47726 0.241188 HZ MDGA2


NC_056064.1 39590001 39610001 0.429234 0.159739 HZ MED1


NC_056064.1 39595001 39615001 0.450397 0.16594 HZ MED1


NC_056064.1 39600001 39620001 0.496469 0.161219 HZ MED1


NC_056070.1 58865001 58885001 0.266436 0.28556 HZ MED13L


NC_056070.1 58870001 58890001 0.336 0.203576 HZ MED13L


NC_056070.1 58875001 58895001 0.340558 0.190226 HZ MED13L


NC_056070.1 58880001 58900001 0.353847 0.192564 HZ MED13L


NC_056070.1 58885001 58905001 0.349334 0.190985 HZ MED13L


NC_056070.1 58890001 58910001 0.370845 0.205853 HZ MED13L


NC_056070.1 58895001 58915001 0.360606 0.220279 HZ MED13L


NC_056070.1 58900001 58920001 0.355932 0.186865 HZ MED13L


NC_056070.1 58910001 58930001 0.384439 0.156091 HZ MED13L


NC_056070.1 58915001 58935001 0.375566 0.15993 HZ MED13L


NC_056070.1 58920001 58940001 0.384127 0.185809 HZ MED13L


NC_056056.1 4750001 4770001 0.10757 0.162063 HZ MED27


NC_056063.1 30290001 30310001 0.163748 0.352234 HZ MEDAG


NC_056063.1 30295001 30315001 0.090855 0.406901 HZ MEDAG


NC_056063.1 30305001 30325001 0.207926 0.33525 HZ MEDAG


NC_056065.1 48870001 48890001 0.364414 0.191558 HZ MEGF6


NC_056056.1 122985001 1.23E+08 0.495771 0.273618 HZ MGAT4C







NC_056080.1 38300001 38320001 0.199755 0.15737 HZ MID1IP1


NC_056071.1 45145001 45165001 0.368973 0.189163 HZ MIPOL1


NC_056072.1 31725001 31745001 0.46079 0.330635 HZ MITF


NC_056072.1 31730001 31750001 0.301016 0.368777 HZ MITF


NC_056072.1 31735001 31755001 0.335416 0.26811 HZ MITF


NC_056072.1 31740001 31760001 0.387879 0.208609 HZ MITF


NC_056072.1 31745001 31765001 0.434103 0.165165 HZ MITF


NC_056072.1 31750001 31770001 0.358261 0.18256 HZ MITF


NC_056072.1 31860001 31880001 0.39046 0.22312 HZ MITF


NC_056072.1 31865001 31885001 0.374933 0.230032 HZ MITF


NC_056072.1 31870001 31890001 0.383508 0.216367 HZ MITF


NC_056072.1 31875001 31895001 0.389951 0.214981 HZ MITF


NC_056072.1 31880001 31900001 0.419432 0.201225 HZ MITF


NC_056072.1 31885001 31905001 0.478667 0.196032 HZ MITF


NC_056055.1 88815001 88835001 0.434999 0.204718 HZ MLLT3


NC_056055.1 88820001 88840001 0.44778 0.18441 HZ MLLT3


NC_056066.1 64485001 64505001 0.456329 0.148814 HZ MMP24


NC_056066.1 64490001 64510001 0.404752 0.180016 HZ MMP24


NC_056056.1 225445001 2.25E+08 0.4437 0.181231 HZ MOV10L1


NC_056056.1 225450001 2.25E+08 0.365686 0.181654 HZ MOV10L1;PANX2


NC_056056.1 225455001 2.25E+08 0.285978 0.187071 HZ MOV10L1;PANX2


NC_056056.1 225460001 2.25E+08 0.350454 0.19269 HZ MOV10L1;PANX2;TRABD


NC_056070.1 52425001 52445001 0.331688 0.16228 HZ MPHOSPH9;PITPNM2


NC_056070.1 52430001 52450001 0.19656 0.197899 HZ MPHOSPH9;PITPNM2


NC_056064.1 43435001 43455001 0.341916 0.149902 HZ MPP3


NC_056066.1 35840001 35860001 0.306868 0.146369 HZ MPP7


NC_056066.1 35845001 35865001 0.300339 0.15044 HZ MPP7


NC_056066.1 66060001 66080001 0.380691 0.209459 HZ MROH8


NC_056066.1 66065001 66085001 0.31139 0.216049 HZ MROH8


NC_056066.1 66070001 66090001 0.403367 0.221053 HZ MROH8


NC_056066.1 66055001 66075001 0.31987 0.196296 HZ MROH8;RBL1


NC_056080.1 84810001 84830001 0.482033 0.167549 HZ MTMR1


NC_056065.1 41650001 41670001 0.318133 0.305592 HZ MTOR


NC_056065.1 41675001 41695001 0.130273 0.325739 HZ MTOR


NC_056065.1 41680001 41700001 0.195707 0.302394 HZ MTOR


NC_056065.1 41685001 41705001 0.220072 0.287944 HZ MTOR







NC_056065.1 41720001 41740001 0.393444 0.225899 HZ MTOR


NC_056065.1 41725001 41745001 0.364912 0.235739 HZ MTOR


NC_056065.1 41730001 41750001 0.382765 0.223079 HZ MTOR


NC_056065.1 41735001 41755001 0.476386 0.192198 HZ MTOR


NC_056065.1 41740001 41760001 0.50334 0.181826 HZ MTOR


NC_056065.1 41755001 41775001 0.480953 0.194801 HZ MTOR


NC_056065.1 41760001 41780001 0.436938 0.214378 HZ MTOR


NC_056065.1 41765001 41785001 0.454546 0.213131 HZ MTOR


NC_056079.1 18605001 18625001 0.446947 0.188409 HZ MTUS1


NC_056055.1 133845001 1.34E+08 0.410605 0.220737 HZ MTX2


NC_056061.1 2720001 2740001 0.207243 0.165413 HZ MYO6


NC_056054.1 179330001 1.79E+08 0.472957 0.145662 HZ NAA50;USF3


NC_056054.1 212320001 2.12E+08 0.235658 0.198732 HZ NAALADL2


NC_056054.1 212325001 2.12E+08 0.193182 0.257764 HZ NAALADL2


NC_056054.1 212330001 2.12E+08 0.153578 0.314339 HZ NAALADL2


NC_056054.1 212335001 2.12E+08 0.250854 0.267333 HZ NAALADL2


NC_056054.1 212340001 2.12E+08 0.346644 0.229731 HZ NAALADL2


NC_056054.1 212345001 2.12E+08 0.398701 0.1966 HZ NAALADL2


NC_056054.1 212350001 2.12E+08 0.425538 0.197557 HZ NAALADL2


NC_056054.1 212355001 2.12E+08 0.406786 0.212451 HZ NAALADL2


NC_056054.1 212560001 2.13E+08 0.500001 0.172163 HZ NAALADL2


NC_056054.1 212565001 2.13E+08 0.375604 0.158748 HZ NAALADL2


NC_056054.1 212570001 2.13E+08 0.345553 0.189535 HZ NAALADL2


NC_056054.1 212915001 2.13E+08 0.485374 0.162693 HZ NAALADL2


NC_056076.1 42680001 42700001 0.079738 0.252143 HZ NAPG


NC_056076.1 42685001 42705001 0.075254 0.232209 HZ NAPG


NC_056076.1 42695001 42715001 0.136715 0.232103 HZ NAPG;PIEZO2


NC_056076.1 42700001 42720001 0.411086 0.241377 HZ NAPG;PIEZO2


NC_056074.1 22685001 22705001 0.383179 0.154841 HZ NAV2


NC_056074.1 22690001 22710001 0.332808 0.155273 HZ NAV2


NC_056074.1 22700001 22720001 0.221374 0.145202 HZ NAV2


NC_056074.1 22715001 22735001 0.180382 0.151331 HZ NAV2


NC_056074.1 22720001 22740001 0.275375 0.14801 HZ NAV2


NC_056056.1 113965001 1.14E+08 0.484012 0.166209 HZ NAV3


NC_056063.1 26105001 26125001 0.038336 0.296303 HZ NBEA


NC_056063.1 26130001 26150001 0.26603 0.243373 HZ NBEA







NC_056062.1 75640001 75660001 0.283932 0.206827 HZ NCALD


NC_056062.1 75645001 75665001 0.237072 0.208719 HZ NCALD


NC_056069.1 18445001 18465001 0.088335 0.162874 HZ NDUFAF2


NC_056069.1 18450001 18470001 0.120311 0.15313 HZ NDUFAF2


NC_056076.1 57490001 57510001 0.445118 0.147437 HZ NEDD4L


NC_056073.1 44180001 44200001 0.457011 0.163863 HZ NEDD9


NC_056073.1 44185001 44205001 0.285876 0.194086 HZ NEDD9


NC_056073.1 44190001 44210001 0.217704 0.195695 HZ NEDD9


NC_056073.1 44195001 44215001 0.108133 0.227103 HZ NEDD9


NC_056054.1 259290001 2.59E+08 0.414089 0.145736 HZ NEK11


NC_056054.1 259295001 2.59E+08 0.414696 0.183642 HZ NEK11


NC_056054.1 259300001 2.59E+08 0.436251 0.181538 HZ NEK11


NC_056063.1 21755001 21775001 0.463662 0.145325 HZ NEK5


NC_056064.1 18590001 18610001 0.488235 0.150591 HZ NF1


NC_056076.1 925001 945001 0.432288 0.172947 HZ NFATC1


NC_056076.1 930001 950001 0.45679 0.169278 HZ NFATC1


NC_056054.1 36310001 36330001 0.484895 0.27127 HZ NFIA


NC_056054.1 36315001 36335001 0.371089 0.242854 HZ NFIA


NC_056054.1 36350001 36370001 0.495845 0.168588 HZ NFIA


NC_056060.1 43160001 43180001 0.477632 0.214704 HZ NID2


NC_056061.1 14545001 14565001 0.129742 0.147306 HZ NKAIN2


NC_056061.1 14550001 14570001 0.108466 0.151721 HZ NKAIN2


NC_056054.1 97350001 97370001 0.461599 0.170767 HZ NOTCH2


NC_056071.1 41135001 41155001 0.378728 0.307861 HZ NPAS3


NC_056071.1 41140001 41160001 0.270361 0.362734 HZ NPAS3


NC_056071.1 41145001 41165001 0.327813 0.307982 HZ NPAS3


NC_056059.1 19605001 19625001 0.421653 0.163097 HZ NPNT


NC_056059.1 19610001 19630001 0.458057 0.153908 HZ NPNT


NC_056059.1 19615001 19635001 0.352702 0.156492 HZ NPNT


NC_056070.1 9835001 9855001 0.390894 0.171666 HZ NR3C2


NC_056070.1 9840001 9860001 0.184994 0.194878 HZ NR3C2


NC_056070.1 9925001 9945001 0.497118 0.1607 HZ NR3C2


NC_056056.1 74275001 74295001 0.458188 0.199438 HZ NRXN1


NC_056056.1 74280001 74300001 0.396535 0.191172 HZ NRXN1


NC_056056.1 74285001 74305001 0.362175 0.177812 HZ NRXN1


NC_056056.1 74460001 74480001 0.312039 0.16018 HZ NRXN1







NC_056056.1 74465001 74485001 0.315915 0.171738 HZ NRXN1


NC_056056.1 74470001 74490001 0.433346 0.17871 HZ NRXN1


NC_056056.1 74475001 74495001 0.497908 0.148808 HZ NRXN1


NC_056060.1 89175001 89195001 0.3684 0.249041 HZ NRXN3


NC_056060.1 89180001 89200001 0.426466 0.244037 HZ NRXN3


NC_056054.1 259260001 2.59E+08 0.441359 0.1578 HZ NUDT16


NC_056054.1 259265001 2.59E+08 0.385812 0.150269 HZ NUDT16


NC_056057.1 100830001 1.01E+08 0.3309 0.211834 HZ NUP205


NC_056057.1 100835001 1.01E+08 0.457404 0.233847 HZ NUP205


NC_056055.1 227630001 2.28E+08 0.370385 0.157018 HZ NYAP2


NC_056055.1 227635001 2.28E+08 0.334848 0.174186 HZ NYAP2


NC_056055.1 227735001 2.28E+08 0.485948 0.146594 HZ NYAP2


NC_056055.1 227740001 2.28E+08 0.435037 0.16178 HZ NYAP2


NC_056055.1 227745001 2.28E+08 0.429882 0.189085 HZ NYAP2


NC_056055.1 227750001 2.28E+08 0.415045 0.173969 HZ NYAP2


NC_056054.1 26000001 26020001 0.200766 0.163423 HZ OSBPL9


NC_056054.1 26005001 26025001 0.185115 0.240492 HZ OSBPL9


NC_056054.1 26010001 26030001 0.289854 0.24858 HZ OSBPL9


NC_056054.1 26015001 26035001 0.308544 0.202008 HZ OSBPL9


NC_056054.1 26020001 26040001 0.398751 0.174204 HZ OSBPL9


NC_056066.1 72620001 72640001 0.183018 0.188938 HZ OSER1


NC_056066.1 72635001 72655001 0.336607 0.182759 HZ OSER1


NC_056071.1 27670001 27690001 0.355014 0.252023 HZ OTUD7A


NC_056069.1 32930001 32950001 0.378048 0.172496 HZ OXCT1


NC_056069.1 32935001 32955001 0.386418 0.157119 HZ OXCT1


NC_056068.1 52355001 52375001 0.177298 0.149984 HZ P4HA3


NC_056068.1 52360001 52380001 0.190944 0.152802 HZ P4HA3


NC_056068.1 52075001 52095001 0.372602 0.145531 HZ PAAF1


NC_056059.1 40835001 40855001 0.377694 0.194402 HZ PACRGL


NC_056059.1 40840001 40860001 0.373841 0.200339 HZ PACRGL


NC_056056.1 3660001 3680001 0.185081 0.237384 HZ PAEP


NC_056056.1 3665001 3685001 0.319177 0.209708 HZ PAEP


NW_02459982 1155001 1175001 0.369085 0.188809 HZ PAG3


NW_02459982 1160001 1180001 0.225076 0.246413 HZ PAG3


NW_02459982 1165001 1185001 0.163116 0.266567 HZ PAG3


NW_02459982 1170001 1190001 0.098056 0.277499 HZ PAG3







NW_02459982 1175001 1195001 0.209133 0.238646 HZ PAG3


NW_02459982 1180001 1200001 0.354367 0.196021 HZ PAG3


NW_02459982 1185001 1205001 0.462581 0.166854 HZ PAG3


NC_056073.1 44610001 44630001 0.108305 0.171377 HZ PAK1IP1;TMEM14C


NC_056060.1 77235001 77255001 0.472044 0.220006 HZ PALS1


NC_056060.1 77240001 77260001 0.391649 0.240385 HZ PALS1


NC_056060.1 77245001 77265001 0.386161 0.247917 HZ PALS1


NC_056060.1 77250001 77270001 0.38277 0.247537 HZ PALS1


NC_056060.1 77255001 77275001 0.430968 0.249819 HZ PALS1


NC_056063.1 32150001 32170001 0.435197 0.27459 HZ PAN3


NC_056063.1 32155001 32175001 0.417661 0.268382 HZ PAN3


NC_056063.1 32160001 32180001 0.410225 0.266414 HZ PAN3


NC_056056.1 225465001 2.25E+08 0.390845 0.196148 HZ PANX2;TRABD


NC_056056.1 225470001 2.25E+08 0.417866 0.205207 HZ PANX2;TRABD


NC_056074.1 25545001 25565001 0.350974 0.15966 HZ PANX3;TBRG1


NC_056074.1 25550001 25570001 0.46282 0.156458 HZ PANX3;TBRG1


NC_056059.1 17835001 17855001 0.503068 0.146758 HZ PAPSS1


NC_056054.1 37360001 37380001 0.150325 0.173254 HZ PATJ


NC_056054.1 253645001 2.54E+08 0.488763 0.207897 HZ PCCB


NC_056057.1 39170001 39190001 0.492063 0.24031 HZ PCLO


NC_056054.1 112680001 1.13E+08 0.300107 0.23811 HZ PCP4L1


NC_056054.1 112685001 1.13E+08 0.350976 0.218038 HZ PCP4L1


NC_056054.1 112690001 1.13E+08 0.406823 0.17407 HZ PCP4L1


NC_056075.1 30935001 30955001 0.370076 0.187179 HZ PDCD4


NC_056075.1 30940001 30960001 0.331296 0.218509 HZ PDCD4


NC_056075.1 30945001 30965001 0.44536 0.163865 HZ PDCD4


NC_056068.1 50915001 50935001 0.434272 0.16159 HZ PDE2A


NC_056068.1 50920001 50940001 0.474173 0.152115 HZ PDE2A


NC_056070.1 42635001 42655001 0.473836 0.225754 HZ PDGFC


NC_056068.1 4155001 4175001 0.16729 0.145526 HZ PDGFD


NC_056068.1 4160001 4180001 0.188561 0.171007 HZ PDGFD


NC_056068.1 4165001 4185001 0.150936 0.175525 HZ PDGFD


NC_056068.1 4170001 4190001 0.209077 0.174549 HZ PDGFD


NC_056068.1 4205001 4225001 0.269312 0.168255 HZ PDGFD


NC_056077.1 18480001 18500001 0.37166 0.163709 HZ PDILT;UMOD


NC_056080.1 22730001 22750001 0.416167 0.160237 HZ PDK3







NC_056080.1 22735001 22755001 0.453084 0.178687 HZ PDK3


NC_056080.1 22740001 22760001 0.368588 0.173904 HZ PDK3


NC_056080.1 22745001 22765001 0.401099 0.182425 HZ PDK3


NC_056080.1 22750001 22770001 0.214026 0.204551 HZ PDK3


NC_056080.1 22755001 22775001 0.316436 0.228068 HZ PDK3


NC_056080.1 22760001 22780001 0.301222 0.236383 HZ PDK3


NC_056080.1 22765001 22785001 0.312018 0.23518 HZ PDK3


NC_056080.1 22770001 22790001 0.325701 0.174777 HZ PDK3


NC_056061.1 29905001 29925001 0.395759 0.234781 HZ PDSS2


NC_056061.1 30155001 30175001 0.45799 0.313752 HZ PDSS2


NC_056061.1 30160001 30180001 0.302808 0.310363 HZ PDSS2


NC_056061.1 30165001 30185001 0.374709 0.263444 HZ PDSS2


NC_056061.1 30170001 30190001 0.462326 0.287385 HZ PDSS2


NC_056069.1 41910001 41930001 0.451642 0.148237 HZ PDZD2


NC_056069.1 41915001 41935001 0.417043 0.149306 HZ PDZD2


NC_056069.1 41920001 41940001 0.346007 0.171474 HZ PDZD2


NC_056069.1 41925001 41945001 0.273345 0.168396 HZ PDZD2


NC_056069.1 41930001 41950001 0.244024 0.180286 HZ PDZD2


NC_056056.1 145780001 1.46E+08 0.485813 0.16648 HZ PDZRN4


NC_056065.1 44955001 44975001 0.428229 0.148122 HZ PER3;VAMP3


NC_056054.1 111290001 1.11E+08 0.356985 0.146804 HZ PEX19


NC_056055.1 68265001 68285001 0.479306 0.230074 HZ PGM5


NC_056061.1 68235001 68255001 0.333518 0.225414 HZ PHACTR2


NC_056061.1 68240001 68260001 0.47199 0.242656 HZ PHACTR2


NC_056061.1 68245001 68265001 0.395121 0.239962 HZ PHACTR2


NC_056061.1 68250001 68270001 0.459447 0.189499 HZ PHACTR2


NC_056080.1 20410001 20430001 0.147614 0.231121 HZ PHEX


NC_056080.1 20435001 20455001 0.335371 0.215697 HZ PHEX


NC_056080.1 20440001 20460001 0.441667 0.170586 HZ PHEX


NC_056070.1 72240001 72260001 0.451268 0.156388 HZ PI4KA;TMEM191C


NC_056055.1 231135001 2.31E+08 0.203281 0.15385 HZ PID1


NC_056055.1 231140001 2.31E+08 0.387611 0.155007 HZ PID1


NC_056055.1 231145001 2.31E+08 0.489669 0.148718 HZ PID1


NC_056055.1 231170001 2.31E+08 0.488487 0.158222 HZ PID1


NC_056055.1 231175001 2.31E+08 0.375959 0.158571 HZ PID1


NC_056055.1 231180001 2.31E+08 0.212808 0.17832 HZ PID1







NC_056055.1 231185001 2.31E+08 0.08089 0.229633 HZ PID1


NC_056055.1 231190001 2.31E+08 0.059881 0.215789 HZ PID1


NC_056055.1 231195001 2.31E+08 0.036764 0.234269 HZ PID1


NC_056055.1 231200001 2.31E+08 0.021385 0.218652 HZ PID1


NC_056076.1 42800001 42820001 0.209123 0.159452 HZ PIEZO2


NC_056076.1 42805001 42825001 0.154229 0.162778 HZ PIEZO2


NC_056076.1 42810001 42830001 0.124131 0.173013 HZ PIEZO2


NC_056076.1 42815001 42835001 0.163082 0.15791 HZ PIEZO2


NC_056076.1 42820001 42840001 0.202015 0.149724 HZ PIEZO2


NC_056060.1 53120001 53140001 0.484904 0.260997 HZ PIGB;PIGBOS1


NC_056070.1 52450001 52470001 0.185784 0.181717 HZ PITPNM2


NC_056064.1 25230001 25250001 0.494308 0.152714 HZ PITPNM3


NC_056058.1 106005001 1.06E+08 0.253547 0.166864 HZ PJA2


NC_056055.1 246175001 2.46E+08 0.164308 0.231525 HZ PLA2G2C;UBXN10


NC_056055.1 246180001 2.46E+08 0.169286 0.226829 HZ PLA2G2C;UBXN10


NC_056055.1 246185001 2.46E+08 0.290533 0.148979 HZ PLA2G2C;UBXN10


NC_056055.1 246295001 2.46E+08 0.429223 0.234382 HZ PLA2G2D


NC_056055.1 246300001 2.46E+08 0.33114 0.239017 HZ PLA2G2D


NC_056055.1 246305001 2.46E+08 0.318998 0.225793 HZ PLA2G2D


NC_056074.1 38395001 38415001 0.178594 0.251114 HZ PLAAT3


NC_056074.1 38400001 38420001 0.245154 0.264729 HZ PLAAT3


NC_056074.1 38405001 38425001 0.37951 0.280201 HZ PLAAT3


NC_056074.1 38290001 38310001 0.429829 0.181401 HZ PLAAT5


NC_056074.1 38295001 38315001 0.380853 0.195779 HZ PLAAT5


NC_056074.1 38300001 38320001 0.313894 0.166721 HZ PLAAT5


NC_056074.1 38305001 38325001 0.353782 0.182466 HZ PLAAT5


NC_056074.1 38310001 38330001 0.335487 0.199604 HZ PLAAT5


NC_056065.1 33735001 33755001 0.47416 0.216887 HZ PLD5


NC_056067.1 55190001 55210001 0.096001 0.288187 HZ PLEKHA4


NC_056067.1 55200001 55220001 0.483293 0.332289 HZ PLEKHA4;PPP1R15A;TULP2


NC_056055.1 73510001 73530001 0.486898 0.35058 HZ PLGRKT


NC_056054.1 76280001 76300001 0.460756 0.165749 HZ PLPPR5


NC_056054.1 76285001 76305001 0.492146 0.169596 HZ PLPPR5


NC_056054.1 76315001 76335001 0.494023 0.336717 HZ PLPPR5


NC_056054.1 76320001 76340001 0.499547 0.317116 HZ PLPPR5


NC_056054.1 76325001 76345001 0.488244 0.320945 HZ PLPPR5







NC_056054.1 76330001 76350001 0.417845 0.355927 HZ PLPPR5


NC_056054.1 76335001 76355001 0.498918 0.358123 HZ PLPPR5


NC_056060.1 50675001 50695001 0.342421 0.155346 HZ POLR2M


NC_056077.1 20510001 20530001 0.105601 0.168341 HZ POLR3E


NC_056077.1 20515001 20535001 0.06925 0.167534 HZ POLR3E


NC_056054.1 253840001 2.54E+08 0.396977 0.220348 HZ PPP2R3A


NC_056054.1 253845001 2.54E+08 0.259762 0.260041 HZ PPP2R3A


NC_056054.1 253850001 2.54E+08 0.204418 0.271841 HZ PPP2R3A


NC_056054.1 253855001 2.54E+08 0.216902 0.276679 HZ PPP2R3A


NC_056054.1 253860001 2.54E+08 0.253439 0.260283 HZ PPP2R3A


NC_056054.1 253865001 2.54E+08 0.226514 0.262741 HZ PPP2R3A


NC_056054.1 253870001 2.54E+08 0.255848 0.252396 HZ PPP2R3A


NC_056054.1 253875001 2.54E+08 0.299897 0.236731 HZ PPP2R3A


NC_056054.1 253880001 2.54E+08 0.282898 0.234741 HZ PPP2R3A


NC_056054.1 253885001 2.54E+08 0.31465 0.222197 HZ PPP2R3A


NC_056054.1 253890001 2.54E+08 0.417969 0.189903 HZ PPP2R3A


NC_056054.1 253895001 2.54E+08 0.41918 0.179272 HZ PPP2R3A


NC_056054.1 253920001 2.54E+08 0.263316 0.219819 HZ PPP2R3A


NC_056054.1 253925001 2.54E+08 0.142458 0.274633 HZ PPP2R3A


NC_056054.1 253930001 2.54E+08 0.141674 0.282367 HZ PPP2R3A


NC_056054.1 253935001 2.54E+08 0.172186 0.260416 HZ PPP2R3A


NC_056054.1 253940001 2.54E+08 0.182576 0.269096 HZ PPP2R3A


NC_056054.1 253945001 2.54E+08 0.169697 0.273096 HZ PPP2R3A


NC_056054.1 253950001 2.54E+08 0.155228 0.278073 HZ PPP2R3A


NC_056054.1 253955001 2.54E+08 0.261718 0.25959 HZ PPP2R3A


NC_056054.1 253960001 2.54E+08 0.46061 0.183334 HZ PPP2R3A


NC_056059.1 23745001 23765001 0.166917 0.244729 HZ PPP3CA


NC_056071.1 38015001 38035001 0.424836 0.193371 HZ PRKD1


NC_056071.1 38020001 38040001 0.178818 0.276928 HZ PRKD1


NC_056071.1 38030001 38050001 0.180622 0.33477 HZ PRKD1


NC_056071.1 38035001 38055001 0.342336 0.267943 HZ PRKD1


NC_056071.1 38135001 38155001 0.421172 0.148262 HZ PRKD1


NC_056071.1 38140001 38160001 0.38404 0.196721 HZ PRKD1


NC_056062.1 32535001 32555001 0.036939 0.1454 HZ PRKDC


NC_056062.1 32550001 32570001 0.064122 0.162952 HZ PRKDC


NC_056075.1 7340001 7360001 0.423666 0.1496 HZ PRKG1







NC_056075.1 7705001 7725001 0.16337 0.17951 HZ PRKG1


NC_056075.1 7710001 7730001 0.051621 0.195276 HZ PRKG1


NC_056075.1 7715001 7735001 0.060665 0.191599 HZ PRKG1


NC_056075.1 7720001 7740001 0.054036 0.188602 HZ PRKG1


NC_056075.1 7730001 7750001 0.130259 0.22306 HZ PRKG1


NC_056054.1 267030001 2.67E+08 0.437555 0.179989 HZ PRMT2


NC_056054.1 267035001 2.67E+08 0.428679 0.153896 HZ PRMT2


NC_056055.1 118090001 1.18E+08 0.376628 0.213868 HZ PROC


NC_056080.1 10885001 10905001 0.192053 0.178307 HZ PRPS2


NC_056058.1 3050001 3070001 0.185927 0.149753 HZ PRSS38


NC_056058.1 3060001 3080001 0.120612 0.153532 HZ PRSS38


NC_056055.1 58580001 58600001 0.237218 0.190299 HZ PSAT1


NC_056055.1 58595001 58615001 0.13002 0.234729 HZ PSAT1


NC_056055.1 58600001 58620001 0.237358 0.227469 HZ PSAT1


NC_056055.1 58605001 58625001 0.489184 0.153239 HZ PSAT1


NC_056054.1 54955001 54975001 0.496017 0.206132 HZ PTGFR


NC_056054.1 54960001 54980001 0.42509 0.18792 HZ PTGFR


NC_056066.1 77630001 77650001 0.414407 0.168249 HZ PTGIS


NC_056066.1 77645001 77665001 0.179436 0.195548 HZ PTGIS


NC_056070.1 61895001 61915001 0.411765 0.184106 HZ PTPN11


NC_056070.1 61900001 61920001 0.365671 0.243201 HZ PTPN11


NC_056070.1 61905001 61925001 0.397352 0.299491 HZ PTPN11


NC_056070.1 61910001 61930001 0.433365 0.258216 HZ PTPN11


NC_056055.1 13955001 13975001 0.087699 0.155743 HZ PTPN3


NC_056055.1 77125001 77145001 0.459589 0.176105 HZ PTPRD


NC_056055.1 77130001 77150001 0.395298 0.209516 HZ PTPRD


NC_056055.1 78295001 78315001 0.248708 0.198589 HZ PTPRD


NC_056055.1 78300001 78320001 0.180677 0.24172 HZ PTPRD


NC_056055.1 78305001 78325001 0.300982 0.225649 HZ PTPRD


NC_056076.1 41315001 41335001 0.322868 0.159801 HZ PTPRM


NC_056076.1 41320001 41340001 0.405159 0.182958 HZ PTPRM


NC_056057.1 87945001 87965001 0.452494 0.182236 HZ PTPRZ1


NC_056056.1 28180001 28200001 0.347032 0.146831 HZ PUM2


NC_056056.1 28195001 28215001 0.317227 0.147995 HZ PUM2


NC_056080.1 131820001 1.32E+08 0.377115 0.289902 HZ PWWP3B


NC_056080.1 131825001 1.32E+08 0.412802 0.265037 HZ PWWP3B







NC_056080.1 131830001 1.32E+08 0.504116 0.219635 HZ PWWP3B


NC_056075.1 37810001 37830001 0.228013 0.221868 HZ RAB11FIP2


NC_056075.1 37815001 37835001 0.125 0.341495 HZ RAB11FIP2


NC_056075.1 37820001 37840001 0.089465 0.383067 HZ RAB11FIP2


NC_056075.1 37825001 37845001 0.064914 0.362195 HZ RAB11FIP2


NC_056076.1 42355001 42375001 0.500844 0.151861 HZ RAB31


NC_056070.1 62615001 62635001 0.435796 0.296509 HZ RAB35


NC_056070.1 62620001 62640001 0.444312 0.285653 HZ RAB35


NC_056072.1 59065001 59085001 0.417712 0.166079 HZ RAB7A


NC_056072.1 59070001 59090001 0.419081 0.195378 HZ RAB7A


NC_056072.1 59075001 59095001 0.396544 0.17 HZ RAB7A


NC_056072.1 59080001 59100001 0.386068 0.149095 HZ RAB7A


NC_056080.1 11835001 11855001 0.309577 0.147393 HZ RAB9A;TRAPPC2


NC_056065.1 55180001 55200001 0.315201 0.148351 HZ RABGAP1L


NC_056056.1 225950001 2.26E+08 0.123703 0.152354 HZ RABL2B


NC_056056.1 225955001 2.26E+08 0.221597 0.147495 HZ RABL2B


NC_056060.1 34485001 34505001 0.411886 0.190463 HZ RAD51;RMDN3


NC_056060.1 34490001 34510001 0.312406 0.2014 HZ RAD51;RMDN3


NC_056060.1 34495001 34515001 0.310848 0.175274 HZ RAD51;RMDN3


NC_056062.1 82755001 82775001 0.437132 0.14921 HZ RAD54B


NC_056062.1 82770001 82790001 0.488487 0.173455 HZ RAD54B


NC_056072.1 49290001 49310001 0.278319 0.151362 HZ RAD54L2


NC_056056.1 8925001 8945001 0.087882 0.187489 HZ RALGPS1


NC_056056.1 8965001 8985001 0.114433 0.211019 HZ RALGPS1


NC_056056.1 8970001 8990001 0.180151 0.235633 HZ RALGPS1


NC_056054.1 3345001 3365001 0.459459 0.181705 HZ RAMP1


NC_056054.1 3350001 3370001 0.41112 0.150337 HZ RAMP1


NC_056054.1 3355001 3375001 0.330342 0.153659 HZ RAMP1


NC_056077.1 5635001 5655001 0.411324 0.18153 HZ RBFOX1


NC_056077.1 6830001 6850001 0.35294 0.223124 HZ RBFOX1


NC_056077.1 6835001 6855001 0.310234 0.220075 HZ RBFOX1


NC_056077.1 6840001 6860001 0.355103 0.209809 HZ RBFOX1


NC_056077.1 6845001 6865001 0.305468 0.187148 HZ RBFOX1


NC_056064.1 52220001 52240001 0.167902 0.148865 HZ RBFOX3


NC_056064.1 52240001 52260001 0.072311 0.150962 HZ RBFOX3


NC_056064.1 52515001 52535001 0.463263 0.22511 HZ RBFOX3







NC_056064.1 52520001 52540001 0.273561 0.394619 HZ RBFOX3


NC_056064.1 52525001 52545001 0.389517 0.329358 HZ RBFOX3


NC_056064.1 52530001 52550001 0.418945 0.314431 HZ RBFOX3


NC_056070.1 60805001 60825001 0.402232 0.168535 HZ RBM19


NC_056070.1 60810001 60830001 0.276953 0.176976 HZ RBM19


NC_056070.1 60815001 60835001 0.212821 0.190334 HZ RBM19


NC_056063.1 18590001 18610001 0.420142 0.218399 HZ RCBTB2


NC_056063.1 18595001 18615001 0.227598 0.254102 HZ RCBTB2


NC_056063.1 18600001 18620001 0.300905 0.360405 HZ RCBTB2


NC_056055.1 52420001 52440001 0.443232 0.184669 HZ RECK


NC_056055.1 52425001 52445001 0.435131 0.182316 HZ RECK


NC_056055.1 52455001 52475001 0.467181 0.146683 HZ RECK


NC_056055.1 52460001 52480001 0.455349 0.20658 HZ RECK


NC_056055.1 52465001 52485001 0.443446 0.219417 HZ RECK


NC_056055.1 52470001 52490001 0.418239 0.255052 HZ RECK


NC_056055.1 52475001 52495001 0.448426 0.228496 HZ RECK


NC_056055.1 52480001 52500001 0.422514 0.192053 HZ RECK


NC_056055.1 52495001 52515001 0.419104 0.160669 HZ RECK


NC_056055.1 52500001 52520001 0.432432 0.205164 HZ RECK


NC_056055.1 52505001 52525001 0.417374 0.224128 HZ RECK


NC_056055.1 52510001 52530001 0.412121 0.214878 HZ RECK


NC_056056.1 200280001 2E+08 0.050677 0.171569 HZ RERG


NC_056056.1 200290001 2E+08 0.075101 0.164994 HZ RERG


NC_056064.1 42405001 42425001 0.143671 0.163753 HZ RETREG3;TUBG1


NC_056055.1 71855001 71875001 0.335483 0.167679 HZ RFX3


NC_056055.1 71860001 71880001 0.29451 0.185681 HZ RFX3


NC_056056.1 175655001 1.76E+08 0.373189 0.214061 HZ RFX4;RIC8B


NC_056060.1 52395001 52415001 0.284569 0.146181 HZ RFX7


NC_056060.1 52425001 52445001 0.128015 0.154195 HZ RFX7


NC_056060.1 52430001 52450001 0.079815 0.192043 HZ RFX7


NC_056065.1 34690001 34710001 0.251801 0.146958 HZ RGS7


NC_056065.1 34695001 34715001 0.293095 0.148604 HZ RGS7


NC_056065.1 34785001 34805001 0.482657 0.30554 HZ RGS7


NC_056073.1 22020001 22040001 0.131647 0.178954 HZ RHAG


NC_056073.1 22025001 22045001 0.184065 0.157222 HZ RHAG


NC_056071.1 20240001 20260001 0.477184 0.156718 HZ RHCG







NC_056055.1 73755001 73775001 0.472004 0.254659 HZ RIC1


NC_056062.1 1795001 1815001 0.350617 0.152612 HZ RIMS1


NC_056062.1 73880001 73900001 0.498085 0.18249 HZ RIMS2


NC_056062.1 73885001 73905001 0.427613 0.236481 HZ RIMS2


NC_056061.1 76265001 76285001 0.302077 0.146503 HZ RMND1


NC_056061.1 76270001 76290001 0.186536 0.199907 HZ RMND1


NC_056060.1 49365001 49385001 0.390369 0.208713 HZ RNF111


NC_056060.1 49370001 49390001 0.380293 0.238637 HZ RNF111


NC_056060.1 49375001 49395001 0.27685 0.280694 HZ RNF111


NC_056060.1 49380001 49400001 0.255952 0.308219 HZ RNF111


NC_056060.1 49385001 49405001 0.322148 0.28721 HZ RNF111


NC_056060.1 49390001 49410001 0.319946 0.286894 HZ RNF111


NC_056060.1 49395001 49415001 0.473304 0.245409 HZ RNF111


NC_056066.1 78020001 78040001 0.353825 0.216033 HZ RNF114


NC_056066.1 78025001 78045001 0.198276 0.248694 HZ RNF114


NC_056066.1 78030001 78050001 0.25341 0.279031 HZ RNF114


NC_056066.1 78035001 78055001 0.303195 0.278238 HZ RNF114;SNAI1


NC_056054.1 238995001 2.39E+08 0.046413 0.167414 HZ RNF13


NC_056054.1 239000001 2.39E+08 0.038781 0.163958 HZ RNF13


NC_056075.1 9920001 9940001 0.137427 0.194032 HZ RNLS


NC_056066.1 66155001 66175001 0.297182 0.152887 HZ RPN2


NC_056054.1 100460001 1E+08 0.492288 0.33316 HZ RPRD2


NC_056054.1 100465001 1E+08 0.485665 0.31287 HZ RPRD2


NC_056054.1 100470001 1E+08 0.412133 0.277172 HZ RPRD2


NC_056054.1 100475001 1E+08 0.390603 0.250298 HZ RPRD2


NC_056054.1 100480001 1.01E+08 0.417077 0.205248 HZ RPRD2


NC_056054.1 100485001 1.01E+08 0.454281 0.180289 HZ RPRD2


NC_056074.1 15845001 15865001 0.473474 0.147638 HZ RSF1


NC_056074.1 15850001 15870001 0.460813 0.16201 HZ RSF1


NC_056074.1 15855001 15875001 0.424502 0.191001 HZ RSF1


NC_056074.1 15860001 15880001 0.402895 0.155638 HZ RSF1


NC_056074.1 15865001 15885001 0.3912 0.160504 HZ RSF1


NC_056074.1 15915001 15935001 0.361213 0.205967 HZ RSF1


NC_056068.1 79540001 79560001 0.305625 0.193753 HZ RTN4RL2;SLC43A1


NC_056068.1 79545001 79565001 0.149723 0.276271 HZ RTN4RL2;SLC43A1


NC_056068.1 79550001 79570001 0.083966 0.293814 HZ RTN4RL2;SLC43A1







NC_056079.1 13555001 13575001 0.379766 0.163456 HZ RWDD4;TRAPPC11


NC_056079.1 13560001 13580001 0.410586 0.162443 HZ RWDD4;TRAPPC11


NC_056079.1 13565001 13585001 0.391305 0.158396 HZ RWDD4;TRAPPC11


NC_056054.1 78585001 78605001 0.196131 0.174933 HZ S1PR1


NC_056054.1 78590001 78610001 0.213184 0.189187 HZ S1PR1


NC_056054.1 124440001 1.24E+08 0.501096 0.241048 HZ SCAF4


NC_056054.1 124465001 1.24E+08 0.294279 0.169251 HZ SCAF4


NC_056054.1 124470001 1.24E+08 0.310042 0.20458 HZ SCAF4


NC_056054.1 124475001 1.24E+08 0.313043 0.207818 HZ SCAF4


NC_056054.1 124480001 1.25E+08 0.329182 0.206677 HZ SCAF4


NC_056054.1 124485001 1.25E+08 0.335664 0.185884 HZ SCAF4


NC_056054.1 124490001 1.25E+08 0.359244 0.16002 HZ SCAF4


NC_056054.1 124495001 1.25E+08 0.401886 0.186268 HZ SCAF4


NC_056054.1 124500001 1.25E+08 0.451681 0.266088 HZ SCAF4;SOD1


NC_056054.1 124510001 1.25E+08 0.478049 0.326948 HZ SCAF4;SOD1


NC_056054.1 124515001 1.25E+08 0.446377 0.298453 HZ SCAF4;SOD1


NC_056071.1 29630001 29650001 0.455203 0.204864 HZ SCAPER


NC_056070.1 29070001 29090001 0.324496 0.170513 HZ SCLT1


NC_056070.1 29075001 29095001 0.25088 0.186576 HZ SCLT1


NC_056055.1 236420001 2.36E+08 0.465952 0.199467 HZ SDC3


NC_056055.1 236425001 2.36E+08 0.401624 0.298868 HZ SDC3


NC_056055.1 236430001 2.36E+08 0.344545 0.284964 HZ SDC3


NC_056055.1 236435001 2.36E+08 0.399172 0.21942 HZ SDC3


NC_056077.1 39890001 39910001 0.292752 0.217648 HZ SDK1


NC_056077.1 39895001 39915001 0.247037 0.26015 HZ SDK1


NC_056077.1 39900001 39920001 0.385391 0.187142 HZ SDK1


NC_056077.1 39910001 39930001 0.498093 0.180013 HZ SDK1


NC_056077.1 39915001 39935001 0.485615 0.161465 HZ SDK1


NC_056077.1 39920001 39940001 0.431424 0.182232 HZ SDK1


NC_056077.1 39925001 39945001 0.268211 0.22973 HZ SDK1


NC_056077.1 39930001 39950001 0.236987 0.223875 HZ SDK1


NC_056077.1 39935001 39955001 0.381095 0.178099 HZ SDK1


NC_056077.1 39940001 39960001 0.43956 0.167866 HZ SDK1


NC_056062.1 36420001 36440001 0.402038 0.175509 HZ SDR16C5


NC_056062.1 36425001 36445001 0.405797 0.184287 HZ SDR16C5


NC_056062.1 36430001 36450001 0.400784 0.193317 HZ SDR16C5







NC_056062.1 36435001 36455001 0.387755 0.16329 HZ SDR16C5


NC_056054.1 188085001 1.88E+08 0.418801 0.285661 HZ SEMA5B


NC_056054.1 188090001 1.88E+08 0.4201 0.248394 HZ SEMA5B


NC_056060.1 61185001 61205001 0.460784 0.21425 HZ SEMA6D


NC_056061.1 2460001 2480001 0.413342 0.165591 HZ SENP6


NC_056061.1 2465001 2485001 0.379174 0.214113 HZ SENP6


NC_056061.1 2470001 2490001 0.35294 0.228329 HZ SENP6


NC_056061.1 2475001 2495001 0.338765 0.206808 HZ SENP6


NC_056061.1 2480001 2500001 0.368645 0.17249 HZ SENP6


NC_056061.1 2485001 2505001 0.40299 0.162651 HZ SENP6


NC_056061.1 2500001 2520001 0.379333 0.164313 HZ SENP6


NC_056061.1 2505001 2525001 0.328339 0.18221 HZ SENP6


NC_056061.1 2510001 2530001 0.286974 0.209514 HZ SENP6


NC_056061.1 2515001 2535001 0.292963 0.254136 HZ SENP6


NC_056061.1 2520001 2540001 0.269931 0.253 HZ SENP6


NC_056061.1 2525001 2545001 0.30838 0.198821 HZ SENP6


NC_056073.1 49925001 49945001 0.443402 0.161117 HZ SERPINB1


NC_056073.1 49930001 49950001 0.456011 0.184254 HZ SERPINB1


NC_056070.1 66050001 66070001 0.486594 0.225074 HZ SEZ6L


NC_056055.1 224590001 2.25E+08 0.483304 0.162142 HZ SGPP2


NC_056055.1 224595001 2.25E+08 0.447036 0.164606 HZ SGPP2


NC_056055.1 224600001 2.25E+08 0.431832 0.163763 HZ SGPP2


NC_056071.1 28285001 28305001 0.476716 0.150144 HZ SH2D7


NC_056059.1 115185001 1.15E+08 0.37224 0.286285 HZ SH3TC1


NC_056077.1 12420001 12440001 0.35572 0.155318 HZ SHISA9


NC_056077.1 12425001 12445001 0.354561 0.163839 HZ SHISA9


NC_056077.1 12430001 12450001 0.387849 0.147416 HZ SHISA9


NC_056061.1 70360001 70380001 0.406399 0.164945 HZ SHPRH


NC_056061.1 70365001 70385001 0.388793 0.171759 HZ SHPRH


NC_056061.1 70370001 70390001 0.306898 0.186621 HZ SHPRH


NC_056061.1 70375001 70395001 0.254456 0.187053 HZ SHPRH


NC_056061.1 70400001 70420001 0.446414 0.146258 HZ SHPRH


NC_056061.1 70405001 70425001 0.482959 0.14748 HZ SHPRH


NC_056054.1 222940001 2.23E+08 0.351917 0.193315 HZ SI


NC_056054.1 222945001 2.23E+08 0.316156 0.20887 HZ SI


NC_056054.1 222950001 2.23E+08 0.374507 0.21316 HZ SI







NC_056054.1 222955001 2.23E+08 0.385241 0.234217 HZ SI


NC_056060.1 80970001 80990001 0.334317 0.290726 HZ SIPA1L1


NC_056060.1 80975001 80995001 0.394039 0.281024 HZ SIPA1L1


NC_056060.1 81255001 81275001 0.197611 0.152446 HZ SIPA1L1


NC_056060.1 81260001 81280001 0.257323 0.180371 HZ SIPA1L1


NC_056057.1 70705001 70725001 0.402404 0.270214 HZ SKAP2


NC_056057.1 70710001 70730001 0.413462 0.322955 HZ SKAP2


NC_056057.1 70715001 70735001 0.422297 0.349317 HZ SKAP2


NC_056057.1 70720001 70740001 0.458255 0.373913 HZ SKAP2


NC_056057.1 70725001 70745001 0.377594 0.29854 HZ SKAP2


NC_056057.1 70730001 70750001 0.319036 0.27319 HZ SKAP2


NC_056057.1 70735001 70755001 0.335616 0.264197 HZ SKAP2


NC_056057.1 70740001 70760001 0.330471 0.246677 HZ SKAP2


NC_056057.1 70745001 70765001 0.333665 0.271543 HZ SKAP2


NC_056057.1 70750001 70770001 0.411871 0.237022 HZ SKAP2


NC_056057.1 70755001 70775001 0.447836 0.190768 HZ SKAP2


NC_056057.1 70760001 70780001 0.484377 0.16295 HZ SKAP2


NC_056057.1 70795001 70815001 0.445525 0.31517 HZ SKAP2


NC_056057.1 70800001 70820001 0.335542 0.368937 HZ SKAP2


NC_056057.1 70805001 70825001 0.393052 0.333113 HZ SKAP2


NC_056070.1 12090001 12110001 0.114683 0.233841 HZ SLC10A7


NC_056070.1 12095001 12115001 0.055226 0.295025 HZ SLC10A7


NC_056070.1 12100001 12120001 0.113328 0.290208 HZ SLC10A7


NC_056070.1 12105001 12125001 0.195473 0.265443 HZ SLC10A7


NC_056070.1 12110001 12130001 0.341651 0.198004 HZ SLC10A7


NC_056054.1 187195001 1.87E+08 0.175732 0.383301 HZ SLC15A2


NC_056054.1 187220001 1.87E+08 0.087965 0.464938 HZ SLC15A2


NC_056074.1 19950001 19970001 0.110345 0.250098 HZ SLC17A6


NC_056066.1 38510001 38530001 0.337091 0.185185 HZ SLC24A3


NC_056066.1 38515001 38535001 0.20181 0.193246 HZ SLC24A3


NC_056066.1 38520001 38540001 0.19493 0.192913 HZ SLC24A3


NC_056066.1 38525001 38545001 0.223077 0.180556 HZ SLC24A3


NC_056066.1 38530001 38550001 0.470163 0.201099 HZ SLC24A3


NC_056066.1 38545001 38565001 0.397598 0.25922 HZ SLC24A3


NC_056066.1 38550001 38570001 0.26174 0.285285 HZ SLC24A3


NC_056066.1 38555001 38575001 0.266735 0.284707 HZ SLC24A3







NC_056066.1 38560001 38580001 0.324335 0.263114 HZ SLC24A3


NC_056071.1 45140001 45160001 0.297302 0.19142 HZ SLC25A21


NC_056062.1 74015001 74035001 0.308209 0.189116 HZ SLC25A32


NC_056069.1 10630001 10650001 0.461953 0.198763 HZ SLC30A5


NC_056069.1 10645001 10665001 0.401392 0.37375 HZ SLC30A5


NC_056069.1 10650001 10670001 0.382392 0.377286 HZ SLC30A5


NC_056069.1 10655001 10675001 0.352518 0.396364 HZ SLC30A5


NC_056069.1 10660001 10680001 0.30044 0.354084 HZ SLC30A5


NC_056069.1 10665001 10685001 0.464527 0.268849 HZ SLC30A5


NC_056055.1 119795001 1.2E+08 0.499325 0.198262 HZ SLC40A1


NC_056055.1 119800001 1.2E+08 0.416277 0.239924 HZ SLC40A1


NC_056068.1 79555001 79575001 0.116444 0.279583 HZ SLC43A1


NC_056068.1 79560001 79580001 0.138982 0.250336 HZ SLC43A1


NC_056068.1 79565001 79585001 0.328656 0.213487 HZ SLC43A1


NC_056055.1 148010001 1.48E+08 0.35476 0.18898 HZ SLC4A10


NC_056055.1 148015001 1.48E+08 0.364773 0.256349 HZ SLC4A10


NC_056055.1 148020001 1.48E+08 0.452418 0.271365 HZ SLC4A10


NC_056055.1 148160001 1.48E+08 0.408174 0.145788 HZ SLC4A10


NC_056072.1 1885001 1905001 0.387919 0.188468 HZ SLC4A7


NC_056072.1 1890001 1910001 0.384248 0.209712 HZ SLC4A7


NC_056072.1 53490001 53510001 0.303812 0.26428 HZ SLC6A20


NC_056072.1 53495001 53515001 0.435478 0.201566 HZ SLC6A20


NC_056080.1 99190001 99210001 0.428571 0.148498 HZ SLC9A6


NC_056066.1 77905001 77925001 0.484243 0.269032 HZ SLC9A8


NC_056054.1 245955001 2.46E+08 0.430283 0.149176 HZ SLC9A9


NC_056071.1 14370001 14390001 0.30899 0.18541 HZ SLCO3A1


NC_056071.1 14375001 14395001 0.371829 0.205652 HZ SLCO3A1


NC_056071.1 14380001 14400001 0.460951 0.181828 HZ SLCO3A1


NC_056059.1 40800001 40820001 0.476191 0.256655 HZ SLIT2


NC_056076.1 50830001 50850001 0.501198 0.169858 HZ SMAD4


NC_056076.1 50835001 50855001 0.47136 0.202278 HZ SMAD4


NC_056077.1 17010001 17030001 0.354757 0.156146 HZ SMG1


NC_056066.1 78040001 78060001 0.370755 0.312825 HZ SNAI1


NC_056066.1 78045001 78065001 0.434713 0.328977 HZ SNAI1


NC_056066.1 78050001 78070001 0.500807 0.282716 HZ SNAI1


NC_056062.1 94870001 94890001 0.423401 0.289056 HZ SNTB1







NC_056077.1 11385001 11405001 0.310093 0.202943 HZ SNX29


NC_056077.1 11390001 11410001 0.190704 0.214203 HZ SNX29


NC_056077.1 11395001 11415001 0.202096 0.176865 HZ SNX29


NC_056077.1 11400001 11420001 0.272216 0.153165 HZ SNX29


NC_056077.1 11410001 11430001 0.250869 0.153741 HZ SNX29


NC_056077.1 11415001 11435001 0.284208 0.247986 HZ SNX29


NC_056077.1 11420001 11440001 0.26948 0.305554 HZ SNX29


NC_056077.1 11425001 11445001 0.355282 0.407171 HZ SNX29


NC_056071.1 42745001 42765001 0.290433 0.171123 HZ SNX6


NC_056071.1 42750001 42770001 0.144616 0.258555 HZ SNX6


NC_056071.1 42755001 42775001 0.255213 0.202596 HZ SNX6


NC_056071.1 42760001 42780001 0.313465 0.170314 HZ SNX6


NC_056054.1 124520001 1.25E+08 0.452308 0.161852 HZ SOD1


NC_056054.1 124525001 1.25E+08 0.246377 0.145259 HZ SOD1


NC_056075.1 25250001 25270001 0.494611 0.195587 HZ SORCS3


NC_056075.1 25415001 25435001 0.36926 0.17339 HZ SORCS3


NC_056075.1 25420001 25440001 0.225564 0.227041 HZ SORCS3


NC_056075.1 25425001 25445001 0.213023 0.231237 HZ SORCS3


NC_056075.1 25430001 25450001 0.235893 0.217281 HZ SORCS3


NC_056075.1 25435001 25455001 0.333163 0.174703 HZ SORCS3


NC_056075.1 25505001 25525001 0.449896 0.158159 HZ SORCS3


NC_056060.1 41300001 41320001 0.175576 0.241326 HZ SOS2


NC_056060.1 41305001 41325001 0.260889 0.264503 HZ SOS2


NC_056060.1 41310001 41330001 0.325617 0.293961 HZ SOS2


NC_056060.1 41315001 41335001 0.335822 0.252649 HZ SOS2


NC_056060.1 41320001 41340001 0.271967 0.247345 HZ SOS2


NC_056060.1 41325001 41345001 0.247081 0.217538 HZ SOS2


NC_056060.1 41330001 41350001 0.222268 0.178679 HZ SOS2


NC_056060.1 41335001 41355001 0.14433 0.207006 HZ SOS2


NC_056060.1 41340001 41360001 0.210272 0.173056 HZ SOS2


NC_056060.1 41280001 41300001 0.11593 0.253538 HZ SOS2;VCPKMT


NC_056060.1 41285001 41305001 0.0714 0.267188 HZ SOS2;VCPKMT


NC_056060.1 41290001 41310001 0.055933 0.243939 HZ SOS2;VCPKMT


NC_056060.1 41295001 41315001 0.094017 0.222281 HZ SOS2;VCPKMT


NC_056056.1 191280001 1.91E+08 0.451592 0.398825 HZ SOX5


NC_056056.1 191285001 1.91E+08 0.404448 0.40104 HZ SOX5







NC_056056.1 191290001 1.91E+08 0.295825 0.367299 HZ SOX5


NC_056056.1 191295001 1.91E+08 0.358125 0.278162 HZ SOX5


NC_056068.1 35760001 35780001 0.209368 0.200025 HZ SOX6


NC_056068.1 35765001 35785001 0.222064 0.188539 HZ SOX6


NC_056068.1 35770001 35790001 0.250836 0.173516 HZ SOX6


NC_056068.1 35775001 35795001 0.218086 0.206892 HZ SOX6


NC_056068.1 35860001 35880001 0.066667 0.157165 HZ SOX6


NC_056068.1 35865001 35885001 0.080769 0.185609 HZ SOX6


NC_056056.1 91770001 91790001 0.21641 0.171466 HZ SPAST


NC_056056.1 91775001 91795001 0.187786 0.196561 HZ SPAST


NC_056056.1 91780001 91800001 0.216028 0.196797 HZ SPAST


NC_056056.1 91785001 91805001 0.302586 0.158316 HZ SPAST


NC_056070.1 71655001 71675001 0.333486 0.175244 HZ SPECC1L


NC_056070.1 71660001 71680001 0.391855 0.158256 HZ SPECC1L


NC_056060.1 15745001 15765001 0.337546 0.316528 HZ SPESP1


NC_056060.1 15750001 15770001 0.207989 0.286025 HZ SPESP1


NC_056060.1 15755001 15775001 0.15497 0.287423 HZ SPESP1


NC_056060.1 15760001 15780001 0.142815 0.294909 HZ SPESP1


NC_056060.1 15765001 15785001 0.218229 0.269882 HZ SPESP1


NC_056060.1 15770001 15790001 0.420009 0.351618 HZ SPESP1


NC_056062.1 32370001 32390001 0.107774 0.148427 HZ SPIDR


NC_056066.1 66275001 66295001 0.50407 0.253509 HZ SRC


NC_056066.1 66285001 66305001 0.422676 0.23508 HZ SRC


NC_056066.1 66290001 66310001 0.408228 0.226896 HZ SRC


NC_056066.1 66295001 66315001 0.470507 0.231361 HZ SRC


NC_056066.1 66315001 66335001 0.474895 0.146359 HZ SRC


NC_056069.1 13570001 13590001 0.352942 0.179435 HZ SREK1


NC_056058.1 29550001 29570001 0.273784 0.151905 HZ SRFBP1


NC_056058.1 29555001 29575001 0.217216 0.153167 HZ SRFBP1


NC_056058.1 29560001 29580001 0.218886 0.157953 HZ SRFBP1


NC_056054.1 28740001 28760001 0.469276 0.240835 HZ SSBP3


NC_056054.1 28745001 28765001 0.452147 0.243458 HZ SSBP3


NC_056054.1 28750001 28770001 0.439145 0.255379 HZ SSBP3


NC_056054.1 28755001 28775001 0.424065 0.283112 HZ SSBP3


NC_056054.1 28760001 28780001 0.366545 0.286382 HZ SSBP3


NC_056054.1 28765001 28785001 0.364807 0.323602 HZ SSBP3







NC_056054.1 28770001 28790001 0.350963 0.352824 HZ SSBP3


NC_056054.1 28775001 28795001 0.334621 0.268426 HZ SSBP3


NC_056054.1 28780001 28800001 0.451409 0.205427 HZ SSBP3


NC_056054.1 28785001 28805001 0.44914 0.175364 HZ SSBP3


NC_056064.1 20835001 20855001 0.173848 0.179917 HZ SSH2


NC_056056.1 104145001 1.04E+08 0.255396 0.163742 HZ STARD7


NC_056062.1 49830001 49850001 0.475669 0.168958 HZ STAU2


NC_056062.1 49835001 49855001 0.471336 0.191875 HZ STAU2


NC_056062.1 49840001 49860001 0.447481 0.212894 HZ STAU2


NC_056062.1 49845001 49865001 0.435556 0.214204 HZ STAU2


NC_056062.1 49930001 49950001 0.216955 0.252989 HZ STAU2


NC_056062.1 49935001 49955001 0.100077 0.32781 HZ STAU2


NC_056062.1 49940001 49960001 0.111901 0.357788 HZ STAU2


NC_056062.1 49945001 49965001 0.075284 0.375266 HZ STAU2


NC_056062.1 49950001 49970001 0.080244 0.349127 HZ STAU2


NC_056062.1 49955001 49975001 0.102767 0.314829 HZ STAU2


NC_056062.1 49960001 49980001 0.136677 0.276396 HZ STAU2


NC_056062.1 49965001 49985001 0.262379 0.187131 HZ STAU2


NC_056079.1 13635001 13655001 0.29447 0.197036 HZ STOX2


NC_056079.1 13640001 13660001 0.273647 0.215162 HZ STOX2


NC_056079.1 13645001 13665001 0.27971 0.204566 HZ STOX2


NC_056079.1 13650001 13670001 0.214189 0.189326 HZ STOX2


NC_056079.1 13655001 13675001 0.261921 0.167808 HZ STOX2


NC_056079.1 13660001 13680001 0.289689 0.160359 HZ STOX2


NC_056079.1 13710001 13730001 0.28125 0.149639 HZ STOX2


NC_056079.1 13815001 13835001 0.421034 0.183784 HZ STOX2


NC_056079.1 13820001 13840001 0.42837 0.197509 HZ STOX2


NC_056079.1 13825001 13845001 0.438633 0.212491 HZ STOX2


NC_056079.1 13830001 13850001 0.499998 0.220826 HZ STOX2


NC_056064.1 28535001 28555001 0.183701 0.150696 HZ STX8


NC_056064.1 28540001 28560001 0.192863 0.152892 HZ STX8


NC_056064.1 28545001 28565001 0.182397 0.149669 HZ STX8


NC_056064.1 28550001 28570001 0.230532 0.148608 HZ STX8


NC_056061.1 71770001 71790001 0.479122 0.147171 HZ STXBP5


NC_056054.1 236720001 2.37E+08 0.335854 0.202305 HZ SUCNR1


NC_056054.1 236725001 2.37E+08 0.190527 0.205114 HZ SUCNR1







NC_056054.1 236730001 2.37E+08 0.225659 0.184323 HZ SUCNR1


NC_056054.1 100010001 1E+08 0.477254 0.243471 HZ SV2A


NC_056065.1 65600001 65620001 0.355858 0.206387 HZ SWT1


NC_056065.1 65605001 65625001 0.277392 0.260105 HZ SWT1


NC_056065.1 65610001 65630001 0.28137 0.288559 HZ SWT1


NC_056065.1 65615001 65635001 0.329528 0.29446 HZ SWT1


NC_056065.1 65620001 65640001 0.469017 0.266583 HZ SWT1


NC_056056.1 176830001 1.77E+08 0.383669 0.158859 HZ SYN3


NC_056056.1 176835001 1.77E+08 0.444201 0.209213 HZ SYN3


NC_056056.1 176840001 1.77E+08 0.468919 0.214091 HZ SYN3


NC_056057.1 48665001 48685001 0.436363 0.194308 HZ SYPL1


NC_056057.1 48670001 48690001 0.474802 0.168222 HZ SYPL1


NC_056056.1 114970001 1.15E+08 0.461539 0.191633 HZ SYT1


NC_056056.1 114975001 1.15E+08 0.399373 0.189365 HZ SYT1


NC_056056.1 115000001 1.15E+08 0.363221 0.287617 HZ SYT1


NC_056056.1 115035001 1.15E+08 0.434866 0.293294 HZ SYT1


NC_056056.1 115040001 1.15E+08 0.483065 0.263664 HZ SYT1


NC_056056.1 115045001 1.15E+08 0.490633 0.219979 HZ SYT1


NC_056056.1 115065001 1.15E+08 0.455202 0.239382 HZ SYT1


NC_056065.1 72770001 72790001 0.472705 0.215236 HZ SYT14


NC_056065.1 72775001 72795001 0.456378 0.238005 HZ SYT14


NC_056065.1 72795001 72815001 0.455539 0.207843 HZ SYT14


NC_056065.1 72800001 72820001 0.301465 0.219802 HZ SYT14


NC_056065.1 72805001 72825001 0.299298 0.180565 HZ SYT14


NC_056065.1 72810001 72830001 0.267216 0.189921 HZ SYT14


NC_056065.1 72815001 72835001 0.242844 0.224894 HZ SYT14


NC_056065.1 72820001 72840001 0.298371 0.220974 HZ SYT14


NC_056055.1 239665001 2.4E+08 0.38706 0.231117 HZ SYTL1;TMEM222


NC_056055.1 239670001 2.4E+08 0.406143 0.240738 HZ SYTL1;TMEM222


NC_056056.1 157500001 1.58E+08 0.449251 0.181048 HZ TAFA2


NC_056056.1 157505001 1.58E+08 0.35938 0.183983 HZ TAFA2


NC_056069.1 40460001 40480001 0.501731 0.322269 HZ TARS1


NC_056057.1 107780001 1.08E+08 0.289573 0.164861 HZ TAS2R39


NC_056057.1 107785001 1.08E+08 0.327112 0.153713 HZ TAS2R39


NC_056057.1 107790001 1.08E+08 0.345401 0.145952 HZ TAS2R39


NC_056064.1 51945001 51965001 0.205507 0.217593 HZ TBC1D16







NC_056064.1 51950001 51970001 0.127659 0.245754 HZ TBC1D16


NC_056064.1 51955001 51975001 0.133535 0.213617 HZ TBC1D16


NC_056064.1 51960001 51980001 0.129197 0.164372 HZ TBC1D16


NC_056063.1 51110001 51130001 0.103013 0.145784 HZ TBC1D4


NC_056063.1 51120001 51140001 0.063492 0.237983 HZ TBC1D4


NC_056054.1 28590001 28610001 0.395167 0.364956 HZ TCEANC2


NC_056054.1 28595001 28615001 0.172797 0.404629 HZ TCEANC2


NC_056054.1 28600001 28620001 0.145544 0.4082 HZ TCEANC2


NC_056054.1 28605001 28625001 0.412484 0.254534 HZ TCEANC2


NC_056060.1 51245001 51265001 0.315192 0.151515 HZ TCF12


NC_056056.1 28925001 28945001 0.48069 0.168816 HZ TDRD15


NC_056056.1 28930001 28950001 0.47367 0.170887 HZ TDRD15


NC_056056.1 28935001 28955001 0.486605 0.159997 HZ TDRD15


NC_056059.1 80535001 80555001 0.419564 0.150031 HZ TECRL


NC_056059.1 80540001 80560001 0.26077 0.204849 HZ TECRL


NC_056059.1 80545001 80565001 0.3199 0.174874 HZ TECRL


NC_056059.1 80550001 80570001 0.177636 0.236004 HZ TECRL


NC_056059.1 80555001 80575001 0.207889 0.204024 HZ TECRL


NC_056059.1 80600001 80620001 0.214359 0.147056 HZ TECRL


NC_056059.1 80605001 80625001 0.106565 0.163199 HZ TECRL


NC_056059.1 80610001 80630001 0.101367 0.167761 HZ TECRL


NC_056059.1 80615001 80635001 0.116879 0.151069 HZ TECRL


NC_056059.1 80635001 80655001 0.236535 0.149892 HZ TECRL


NC_056059.1 80640001 80660001 0.211225 0.177407 HZ TECRL


NC_056059.1 80645001 80665001 0.193697 0.185081 HZ TECRL


NC_056080.1 109165001 1.09E+08 0.493528 0.172729 HZ TENM1


NC_056080.1 109170001 1.09E+08 0.370725 0.221157 HZ TENM1


NC_056080.1 109175001 1.09E+08 0.166667 0.306346 HZ TENM1


NC_056080.1 109180001 1.09E+08 0.091653 0.320773 HZ TENM1


NC_056080.1 109185001 1.09E+08 0.123529 0.289187 HZ TENM1


NC_056080.1 109190001 1.09E+08 0.131603 0.279862 HZ TENM1


NC_056080.1 109195001 1.09E+08 0.365953 0.195008 HZ TENM1


NC_056054.1 95035001 95055001 0.419145 0.217314 HZ TENT5C


NC_056060.1 18250001 18270001 0.230045 0.170133 HZ THSD4


NC_056060.1 18255001 18275001 0.11712 0.275486 HZ THSD4


NC_056060.1 18260001 18280001 0.07741 0.340641 HZ THSD4







NC_056060.1 18265001 18285001 0.079153 0.369153 HZ THSD4


NC_056060.1 18270001 18290001 0.104976 0.34945 HZ THSD4


NC_056060.1 18275001 18295001 0.188363 0.298496 HZ THSD4


NC_056060.1 18280001 18300001 0.232883 0.247011 HZ THSD4


NC_056060.1 18285001 18305001 0.441728 0.160013 HZ THSD4


NC_056054.1 124840001 1.25E+08 0.475472 0.213154 HZ TIAM1


NC_056054.1 124880001 1.25E+08 0.225534 0.178616 HZ TIAM1


NC_056054.1 124885001 1.25E+08 0.214992 0.220322 HZ TIAM1


NC_056054.1 124890001 1.25E+08 0.088271 0.201387 HZ TIAM1


NC_056061.1 79495001 79515001 0.445896 0.157835 HZ TIAM2


NC_056061.1 79545001 79565001 0.286699 0.167484 HZ TIAM2


NC_056061.1 79550001 79570001 0.335641 0.180744 HZ TIAM2


NC_056061.1 79555001 79575001 0.449691 0.211106 HZ TIAM2


NC_056061.1 79560001 79580001 0.486161 0.179783 HZ TIAM2


NC_056077.1 3270001 3290001 0.457256 0.299319 HZ TIGD7;ZNF263;ZNF75A


NC_056077.1 3275001 3295001 0.46246 0.217941 HZ TIGD7;ZNF263;ZNF75A


NC_056060.1 45885001 45905001 0.458805 0.231583 HZ TLN2


NC_056060.1 45890001 45910001 0.339201 0.26486 HZ TLN2


NC_056060.1 45895001 45915001 0.463122 0.238099 HZ TLN2


NC_056055.1 194395001 1.94E+08 0.178073 0.205899 HZ TMEFF2


NC_056055.1 194400001 1.94E+08 0.117912 0.241907 HZ TMEFF2


NC_056055.1 194405001 1.94E+08 0.131368 0.221632 HZ TMEFF2


NC_056055.1 194410001 1.94E+08 0.143786 0.207061 HZ TMEFF2


NC_056055.1 194415001 1.94E+08 0.165794 0.160138 HZ TMEFF2


NC_056055.1 194420001 1.94E+08 0.150805 0.150274 HZ TMEFF2


NC_056056.1 142580001 1.43E+08 0.427699 0.202265 HZ TMEM117


NC_056056.1 142585001 1.43E+08 0.364418 0.244877 HZ TMEM117


NC_056056.1 142590001 1.43E+08 0.490211 0.233998 HZ TMEM117


NC_056070.1 50490001 50510001 0.133515 0.199053 HZ TMEM132B


NC_056070.1 50530001 50550001 0.133394 0.202055 HZ TMEM132B


NC_056070.1 50535001 50555001 0.226969 0.269742 HZ TMEM132B


NC_056070.1 50540001 50560001 0.295095 0.306376 HZ TMEM132B


NC_056070.1 50545001 50565001 0.371113 0.326155 HZ TMEM132B


NC_056070.1 50550001 50570001 0.414511 0.343427 HZ TMEM132B


NC_056070.1 50555001 50575001 0.458915 0.255654 HZ TMEM132B


NC_056070.1 50560001 50580001 0.423496 0.149018 HZ TMEM132B







NC_056070.1 50580001 50600001 0.252619 0.182366 HZ TMEM132B


NC_056070.1 50585001 50605001 0.20059 0.237117 HZ TMEM132B


NC_056070.1 50590001 50610001 0.117004 0.236558 HZ TMEM132B


NC_056070.1 50595001 50615001 0.101848 0.208632 HZ TMEM132B


NC_056070.1 50600001 50620001 0.072007 0.176662 HZ TMEM132B


NC_056070.1 50605001 50625001 0.048741 0.17928 HZ TMEM132B


NC_056070.1 50610001 50630001 0.036842 0.171028 HZ TMEM132B


NC_056070.1 50720001 50740001 0.10246 0.154944 HZ TMEM132B


NC_056061.1 82750001 82770001 0.336968 0.183499 HZ TMEM181


NC_056061.1 82755001 82775001 0.244869 0.225714 HZ TMEM181


NC_056061.1 82760001 82780001 0.219512 0.228868 HZ TMEM181


NC_056061.1 82765001 82785001 0.285112 0.201516 HZ TMEM181


NC_056055.1 101875001 1.02E+08 0.1875 0.20927 HZ TMEM215


NC_056055.1 101880001 1.02E+08 0.189545 0.204423 HZ TMEM215


NC_056074.1 25980001 26000001 0.069798 0.154803 HZ TMEM218


NC_056061.1 55465001 55485001 0.391608 0.24232 HZ TMEM244


NC_056061.1 55470001 55490001 0.31175 0.255209 HZ TMEM244


NC_056061.1 55475001 55495001 0.232633 0.271917 HZ TMEM244


NC_056061.1 55480001 55500001 0.481295 0.204153 HZ TMEM244


NC_056060.1 56640001 56660001 0.070678 0.169464 HZ TMOD3


NC_056060.1 56645001 56665001 0.078386 0.168836 HZ TMOD3


NC_056056.1 118835001 1.19E+08 0.337099 0.217609 HZ TMTC2


NC_056056.1 118840001 1.19E+08 0.145911 0.264562 HZ TMTC2


NC_056056.1 118845001 1.19E+08 0.168142 0.16815 HZ TMTC2


NC_056056.1 118930001 1.19E+08 0.371731 0.147771 HZ TMTC2


NC_056056.1 118980001 1.19E+08 0.327387 0.157615 HZ TMTC2


NC_056056.1 118985001 1.19E+08 0.366834 0.14898 HZ TMTC2


NC_056056.1 118990001 1.19E+08 0.330705 0.150879 HZ TMTC2


NC_056065.1 56140001 56160001 0.373052 0.148259 HZ TNR


NC_056065.1 56145001 56165001 0.277127 0.2175 HZ TNR


NC_056065.1 56150001 56170001 0.265702 0.226477 HZ TNR


NC_056065.1 56155001 56175001 0.301907 0.234333 HZ TNR


NC_056065.1 56180001 56200001 0.35151 0.145931 HZ TNR


NC_056065.1 56185001 56205001 0.270996 0.192999 HZ TNR


NC_056065.1 56190001 56210001 0.411673 0.177473 HZ TNR


NC_056065.1 56195001 56215001 0.484606 0.186068 HZ TNR







NC_056077.1 22795001 22815001 0.488565 0.375608 HZ TNRC6A


NC_056064.1 40435001 40455001 0.423822 0.155747 HZ TNS4


NC_056064.1 40440001 40460001 0.39645 0.170513 HZ TNS4


NC_056064.1 40445001 40465001 0.418503 0.191176 HZ TNS4


NC_056064.1 40450001 40470001 0.377934 0.211111 HZ TNS4


NC_056064.1 40455001 40475001 0.500001 0.188657 HZ TNS4


NC_056064.1 34320001 34340001 0.323233 0.159135 HZ TOM1L2


NC_056066.1 72375001 72395001 0.357481 0.162759 HZ TOX2


NC_056054.1 198440001 1.98E+08 0.498447 0.186389 HZ TP63


NC_056054.1 198445001 1.98E+08 0.492775 0.211719 HZ TP63


NC_056054.1 198450001 1.98E+08 0.474257 0.225001 HZ TP63


NC_056054.1 198455001 1.98E+08 0.460634 0.230953 HZ TP63


NC_056054.1 198460001 1.98E+08 0.455267 0.237508 HZ TP63


NC_056054.1 198465001 1.98E+08 0.465242 0.233826 HZ TP63


NC_056057.1 108870001 1.09E+08 0.412627 0.149086 HZ TPK1


NC_056057.1 108875001 1.09E+08 0.40034 0.169352 HZ TPK1


NC_056057.1 108880001 1.09E+08 0.405525 0.145434 HZ TPK1


NC_056057.1 108885001 1.09E+08 0.456372 0.147631 HZ TPK1


NC_056057.1 108890001 1.09E+08 0.33184 0.202344 HZ TPK1


NC_056057.1 108895001 1.09E+08 0.328704 0.220829 HZ TPK1


NC_056057.1 108900001 1.09E+08 0.298898 0.241627 HZ TPK1


NC_056057.1 108905001 1.09E+08 0.275207 0.215866 HZ TPK1


NC_056057.1 108910001 1.09E+08 0.2838 0.205618 HZ TPK1


NC_056057.1 108915001 1.09E+08 0.257153 0.190582 HZ TPK1


NC_056057.1 108920001 1.09E+08 0.252779 0.22538 HZ TPK1


NC_056057.1 108925001 1.09E+08 0.241623 0.264879 HZ TPK1


NC_056057.1 108930001 1.09E+08 0.323959 0.225906 HZ TPK1


NC_056057.1 108935001 1.09E+08 0.307957 0.234423 HZ TPK1


NC_056057.1 108940001 1.09E+08 0.361646 0.181102 HZ TPK1


NC_056057.1 108945001 1.09E+08 0.3704 0.164392 HZ TPK1


NC_056057.1 108950001 1.09E+08 0.367746 0.147395 HZ TPK1


NC_056079.1 13595001 13615001 0.329644 0.169403 HZ TRAPPC11


NC_056079.1 13600001 13620001 0.204546 0.231499 HZ TRAPPC11


NC_056079.1 13605001 13625001 0.365349 0.171673 HZ TRAPPC11


NC_056073.1 29125001 29145001 0.433164 0.234081 HZ TRIM27


NC_056073.1 29130001 29150001 0.21317 0.291881 HZ TRIM27







NC_056077.1 27805001 27825001 0.398936 0.502688 HZ TRIM72


NC_056077.1 27810001 27830001 0.279639 0.559368 HZ TRIM72


NC_056077.1 27815001 27835001 0.183974 0.580505 HZ TRIM72


NC_056077.1 27820001 27840001 0.30719 0.408228 HZ TRIM72


NC_056060.1 42170001 42190001 0.46352 0.156001 HZ TRIM9


NC_056060.1 42175001 42195001 0.354086 0.181446 HZ TRIM9


NC_056060.1 42180001 42200001 0.403398 0.191119 HZ TRIM9


NC_056069.1 58940001 58960001 0.382387 0.181342 HZ TRIO


NC_056069.1 58945001 58965001 0.435945 0.17694 HZ TRIO


NC_056079.1 23195001 23215001 0.451299 0.18123 HZ TRMT9B


NC_056062.1 48590001 48610001 0.389664 0.205332 HZ TRPA1


NC_056062.1 48595001 48615001 0.474013 0.181922 HZ TRPA1


NC_056074.1 23750001 23770001 0.113583 0.14671 HZ TSG101


NC_056057.1 96095001 96115001 0.425263 0.234292 HZ TSGA13


NC_056057.1 86915001 86935001 0.460526 0.157891 HZ TSPAN12


NC_056057.1 86950001 86970001 0.411734 0.181013 HZ TSPAN12


NC_056057.1 86955001 86975001 0.441386 0.199347 HZ TSPAN12


NC_056057.1 86960001 86980001 0.441409 0.245892 HZ TSPAN12


NC_056057.1 26235001 26255001 0.425219 0.154595 HZ TSPAN13


NC_056070.1 11550001 11570001 0.300974 0.184557 HZ TTC29


NC_056070.1 11555001 11575001 0.384449 0.176369 HZ TTC29


NC_056070.1 11560001 11580001 0.40289 0.179283 HZ TTC29


NC_056060.1 98560001 98580001 0.356043 0.19458 HZ TTC8


NC_056060.1 98565001 98585001 0.285005 0.302965 HZ TTC8


NC_056060.1 98570001 98590001 0.424838 0.376669 HZ TTC8


NC_056060.1 98590001 98610001 0.478879 0.242357 HZ TTC8


NC_056056.1 60465001 60485001 0.459005 0.187784 HZ TTL


NC_056056.1 60470001 60490001 0.340612 0.221616 HZ TTL


NC_056056.1 60475001 60495001 0.38763 0.175758 HZ TTL


NC_056060.1 85125001 85145001 0.36843 0.358888 HZ TTLL5


NC_056060.1 85130001 85150001 0.344681 0.376602 HZ TTLL5


NC_056060.1 85135001 85155001 0.301459 0.38708 HZ TTLL5


NC_056060.1 85140001 85160001 0.404391 0.336016 HZ TTLL5


NC_056060.1 85145001 85165001 0.386009 0.327455 HZ TTLL5


NC_056060.1 85150001 85170001 0.25815 0.365616 HZ TTLL5


NC_056060.1 85155001 85175001 0.20353 0.376729 HZ TTLL5







NC_056060.1 85160001 85180001 0.144698 0.330913 HZ TTLL5


NC_056060.1 85165001 85185001 0.198576 0.222684 HZ TTLL5


NC_056060.1 85170001 85190001 0.226973 0.208994 HZ TTLL5


NC_056060.1 85175001 85195001 0.286347 0.19127 HZ TTLL5


NC_056060.1 85180001 85200001 0.399999 0.209128 HZ TTLL5


NC_056056.1 225320001 2.25E+08 0.440898 0.201319 HZ TTLL8


NC_056059.1 67485001 67505001 0.497027 0.371379 HZ TXK


NC_056061.1 48175001 48195001 0.205148 0.205744 HZ UBE2J1


NC_056061.1 48180001 48200001 0.151324 0.189474 HZ UBE2J1


NC_056061.1 48185001 48205001 0.355226 0.167348 HZ UBE2J1


NC_056061.1 48190001 48210001 0.410209 0.152544 HZ UBE2J1


NC_056061.1 48195001 48215001 0.377709 0.146446 HZ UBE2J1


NC_056055.1 246170001 2.46E+08 0.273132 0.188727 HZ UBXN10


NC_056063.1 51190001 51210001 0.316729 0.181834 HZ UCHL3


NC_056063.1 51195001 51215001 0.313035 0.182211 HZ UCHL3


NC_056063.1 51200001 51220001 0.326624 0.170847 HZ UCHL3


NC_056068.1 52135001 52155001 0.046429 0.152281 HZ UCP3


NC_056068.1 52145001 52165001 0.082267 0.146749 HZ UCP3


NC_056056.1 44370001 44390001 0.411085 0.14798 HZ UGP2;VPS54


NC_056072.1 13965001 13985001 0.453624 0.196125 HZ ULK4


NC_056072.1 13975001 13995001 0.419269 0.272003 HZ ULK4


NC_056072.1 13980001 14000001 0.354232 0.311777 HZ ULK4


NC_056072.1 13985001 14005001 0.274751 0.366252 HZ ULK4


NC_056072.1 13990001 14010001 0.080871 0.444897 HZ ULK4


NC_056072.1 13995001 14015001 0.146325 0.38715 HZ ULK4


NC_056072.1 14000001 14020001 0.258412 0.247232 HZ ULK4


NC_056059.1 29675001 29695001 0.480199 0.16101 HZ UNC5C


NC_056059.1 29680001 29700001 0.452067 0.173169 HZ UNC5C


NC_056079.1 30210001 30230001 0.497729 0.175891 HZ UNC5D


NC_056079.1 30215001 30235001 0.480119 0.207524 HZ UNC5D


NC_056066.1 16030001 16050001 0.457984 0.157995 HZ UPF2


NC_056054.1 142090001 1.42E+08 0.477826 0.221366 HZ USP25


NC_056054.1 142095001 1.42E+08 0.481146 0.19782 HZ USP25


NC_056064.1 12425001 12445001 0.470162 0.167219 HZ USP32


NC_056064.1 12430001 12450001 0.467238 0.165704 HZ USP32


NC_056064.1 12435001 12455001 0.463507 0.175197 HZ USP32







NC_056064.1 12440001 12460001 0.352434 0.223424 HZ USP32


NC_056064.1 12445001 12465001 0.285549 0.247322 HZ USP32


NC_056078.1 28715001 28735001 0.501706 0.198767 HZ USP54


NC_056078.1 28720001 28740001 0.434397 0.182292 HZ USP54


NC_056061.1 73175001 73195001 0.412343 0.24427 HZ UST


NC_056061.1 73180001 73200001 0.488787 0.174727 HZ UST


NC_056060.1 41260001 41280001 0.300534 0.161766 HZ VCPKMT


NC_056060.1 41265001 41285001 0.117799 0.250501 HZ VCPKMT


NC_056060.1 41270001 41290001 0.132067 0.252182 HZ VCPKMT


NC_056060.1 41275001 41295001 0.122141 0.263724 HZ VCPKMT


NC_056057.1 121265001 1.21E+08 0.435306 0.290353 HZ VIPR2


NC_056057.1 121270001 1.21E+08 0.359219 0.277991 HZ VIPR2


NC_056057.1 121275001 1.21E+08 0.403439 0.238999 HZ VIPR2


NC_056062.1 82745001 82765001 0.495624 0.149807 HZ VIRMA


NC_056062.1 82750001 82770001 0.356573 0.184561 HZ VIRMA


NC_056062.1 77815001 77835001 0.465642 0.149935 HZ VPS13B


NC_056062.1 77820001 77840001 0.35566 0.185057 HZ VPS13B


NC_056062.1 77825001 77845001 0.303669 0.195109 HZ VPS13B


NC_056062.1 77830001 77850001 0.326885 0.209444 HZ VPS13B


NC_056062.1 77835001 77855001 0.448779 0.218 HZ VPS13B


NC_056057.1 83665001 83685001 0.416386 0.16179 HZ VPS41


NC_056056.1 44280001 44300001 0.458285 0.164146 HZ VPS54


NC_056056.1 44285001 44305001 0.43554 0.175994 HZ VPS54


NC_056056.1 44290001 44310001 0.459219 0.162988 HZ VPS54


NC_056056.1 44295001 44315001 0.460878 0.168276 HZ VPS54


NC_056056.1 44300001 44320001 0.472495 0.165236 HZ VPS54


NC_056056.1 44305001 44325001 0.431176 0.17674 HZ VPS54


NC_056056.1 44310001 44330001 0.366943 0.191968 HZ VPS54


NC_056056.1 44315001 44335001 0.47546 0.168378 HZ VPS54


NC_056059.1 100280001 1E+08 0.500651 0.20103 HZ WDFY3


NC_056059.1 100285001 1E+08 0.502391 0.205863 HZ WDFY3


NC_056059.1 100290001 1E+08 0.5028 0.180114 HZ WDFY3


NC_056075.1 40390001 40410001 0.123071 0.149453 HZ WDR11


NC_056075.1 40395001 40415001 0.114808 0.152668 HZ WDR11


NC_056075.1 40400001 40420001 0.11071 0.151034 HZ WDR11


NC_056075.1 40405001 40425001 0.079371 0.154076 HZ WDR11







NC_056075.1 40410001 40430001 0.134588 0.147472 HZ WDR11


NC_056080.1 116440001 1.16E+08 0.425686 0.193414 HZ WDR44


NC_056080.1 116445001 1.16E+08 0.235593 0.285187 HZ WDR44


NC_056080.1 116450001 1.16E+08 0.281837 0.303756 HZ WDR44


NC_056080.1 116455001 1.16E+08 0.168385 0.277126 HZ WDR44


NC_056080.1 116460001 1.16E+08 0.17012 0.235047 HZ WDR44


NC_056080.1 116465001 1.16E+08 0.283442 0.162096 HZ WDR44


NC_056065.1 34310001 34330001 0.372421 0.16888 HZ WDR64


NC_056055.1 239735001 2.4E+08 0.378048 0.192207 HZ WDTC1


NC_056055.1 239740001 2.4E+08 0.437373 0.248899 HZ WDTC1


NC_056055.1 239745001 2.4E+08 0.29207 0.281792 HZ WDTC1


NC_056055.1 239750001 2.4E+08 0.248515 0.30079 HZ WDTC1


NC_056055.1 239755001 2.4E+08 0.220682 0.259632 HZ WDTC1


NC_056055.1 239760001 2.4E+08 0.266348 0.230234 HZ WDTC1


NC_056071.1 22395001 22415001 0.340226 0.168545 HZ WHAMM


NC_056071.1 22400001 22420001 0.345949 0.152672 HZ WHAMM


NC_056056.1 213430001 2.13E+08 0.474213 0.160315 HZ WNK1


NC_056056.1 213435001 2.13E+08 0.366652 0.20326 HZ WNK1


NC_056056.1 213440001 2.13E+08 0.338049 0.220413 HZ WNK1


NC_056056.1 213445001 2.13E+08 0.419425 0.174918 HZ WNK1


NC_056079.1 13345001 13365001 0.491204 0.170028 HZ WWC2


NC_056062.1 35900001 35920001 0.440702 0.243419 HZ XKR4


NC_056062.1 35905001 35925001 0.44086 0.243098 HZ XKR4


NC_056057.1 116665001 1.17E+08 0.493656 0.15543 HZ XRCC2


NC_056057.1 82940001 82960001 0.293969 0.179325 HZ YAE1


NC_056057.1 82945001 82965001 0.296909 0.174831 HZ YAE1


NC_056057.1 82950001 82970001 0.274062 0.18611 HZ YAE1


NC_056054.1 179900001 1.8E+08 0.446655 0.238155 HZ ZBTB20


NC_056054.1 179905001 1.8E+08 0.472636 0.231408 HZ ZBTB20


NC_056077.1 10965001 10985001 0.162237 0.15873 HZ ZC3H7A


NC_056077.1 10995001 11015001 0.222967 0.153649 HZ ZC3H7A


NC_056059.1 45420001 45440001 0.360257 0.191606 HZ ZCCHC4


NC_056059.1 45425001 45445001 0.378273 0.212675 HZ ZCCHC4


NC_056059.1 45430001 45450001 0.39808 0.252866 HZ ZCCHC4


NC_056059.1 45435001 45455001 0.42168 0.239199 HZ ZCCHC4


NC_056059.1 45440001 45460001 0.45988 0.173104 HZ ZCCHC4







NC_056062.1 20285001 20305001 0.305146 0.14852 HZ ZFAT


NC_056062.1 20290001 20310001 0.249137 0.186983 HZ ZFAT


NC_056067.1 13250001 13270001 0.482331 0.210637 HZ ZFPM1;ZNF469


NC_056059.1 117020001 1.17E+08 0.270788 0.146791 HZ ZFYVE28


NC_056059.1 117025001 1.17E+08 0.347676 0.155585 HZ ZFYVE28


NC_056059.1 117030001 1.17E+08 0.349053 0.153986 HZ ZFYVE28


NC_056079.1 35295001 35315001 0.503067 0.155938 HZ ZMAT4


NC_056054.1 14850001 14870001 0.411675 0.176129 HZ ZMPSTE24


NC_056054.1 14855001 14875001 0.319141 0.227978 HZ ZMPSTE24


NC_056054.1 14860001 14880001 0.290421 0.215694 HZ ZMPSTE24


NC_056054.1 14865001 14885001 0.314748 0.181871 HZ ZMPSTE24


NC_056054.1 14870001 14890001 0.319403 0.170219 HZ ZMPSTE24


NC_056061.1 50000001 50020001 0.435308 0.199054 HZ ZNF292


NC_056061.1 50005001 50025001 0.336927 0.229981 HZ ZNF292


NC_056061.1 50010001 50030001 0.214439 0.286259 HZ ZNF292


NC_056061.1 50015001 50035001 0.083272 0.310657 HZ ZNF292


NC_056061.1 50020001 50040001 0.078401 0.26057 HZ ZNF292


NC_056061.1 50025001 50045001 0.243735 0.19519 HZ ZNF292


NC_056073.1 30435001 30455001 0.260624 0.300037 HZ ZNF322


NC_056073.1 30440001 30460001 0.226683 0.292583 HZ ZNF322


NC_056073.1 30445001 30465001 0.22398 0.2735 HZ ZNF322


NC_056073.1 30450001 30470001 0.291188 0.313341 HZ ZNF322


NC_056073.1 30455001 30475001 0.413289 0.31247 HZ ZNF322


NC_056079.1 43055001 43075001 0.479193 0.154451 HZ ZNF385D


NC_056080.1 57375001 57395001 0.435838 0.149139 HZ ZNF41


NC_056080.1 57400001 57420001 0.135376 0.17341 HZ ZNF41


NC_056067.1 13085001 13105001 0.295842 0.370395 HZ ZNF469


NC_056067.1 13090001 13110001 0.095808 0.435003 HZ ZNF469


NC_056067.1 13240001 13260001 0.099384 0.462505 HZ ZNF469


NC_056067.1 13245001 13265001 0.347066 0.258303 HZ ZNF469


NC_056055.1 29390001 29410001 0.430128 0.17128 HZ ZNF782


NC_056075.1 43995001 44015001 0.375 0.18548 HZ ZRANB1


NC_056075.1 44000001 44020001 0.377111 0.191515 HZ ZRANB1


NC_056075.1 44005001 44025001 0.272222 0.182497 HZ ZRANB1


NC_056075.1 44010001 44030001 0.295773 0.198392 HZ ZRANB1


NC_056075.1 44015001 44035001 0.323078 0.168247 HZ ZRANB1







NC_056055.1 175495001 1.76E+08 0.357936 0.199926 HZ ZRANB3


NC_056055.1 175500001 1.76E+08 0.363797 0.189958 HZ ZRANB3


NC_056055.1 175505001 1.76E+08 0.48628 0.15594 HZ ZRANB3
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OL vs GY
OL vs ZK


CHROM Start end Pi Fst Region Gene CHROM Start end Pi


NC_056068. 1180001 1200001 1.88552 0.307907 OL AASDHPPT
NC_056066.1 65355001 65375001 1.95682


NC_056068. 1185001 1205001 2.39952 0.354136 OL AASDHPPT
NC_056066.1 65360001 65380001 2.09816


NC_056068. 1190001 1210001 3.07207 0.374246 OL AASDHPPT;KBTBD3
NC_056073.1 16970001 16990001 16.6238


NC_056068. 1195001 1215001 3.48163 0.366194 OL AASDHPPT;KBTBD3
NC_056067.1 16035001 16055001 21.7895


NC_056068. 1200001 1220001 2.67955 0.29716 OL AASDHPPT;KBTBD3
NC_056067.1 16040001 16060001 5.44584


NC_056073. 16980001 17000001 2.87123 0.14394 OL ABCC10
NC_056067.1 16045001 16065001 3.93412


NC_056073. 16985001 17005001 3.21824 0.14846 OL ABCC10
NC_056067.1 16050001 16070001 2.98867


NC_056073. 16990001 17010001 2.66129 0.211714 OL ABCC10;DLK2
NC_056067.1 16055001 16075001 2.72374


NC_056073. 16995001 17015001 3.35196 0.244826 OL ABCC10;DLK2
NC_056067.1 16060001 16080001 2.91005


NC_056073. 17000001 17020001 3.07693 0.232305 OL ABCC10;DLK2
NC_056067.1 16065001 16085001 4.67008


NC_056073. 17005001 17025001 3.14337 0.251372 OL ABCC10;DLK2
NC_056067.1 16070001 16090001 7.08573


NC_056068. 34770001 34790001 10.0306 0.145139 OL ABCC8
NC_056067.1 16075001 16095001 7.01731


NC_056068. 34775001 34795001 17.9347 0.160907 OL ABCC8
NC_056054.1 71530001 71550001 2.32085


NC_056068. 34780001 34800001 16.2971 0.202367 OL ABCC8
NC_056054.1 71535001 71555001 2.62033


NC_056068. 34785001 34805001 16.4276 0.207817 OL ABCC8
NC_056054.1 71540001 71560001 2.67992


NC_056068. 34790001 34810001 21.5797 0.205606 OL ABCC8
NC_056054.1 71545001 71565001 2.64457


NC_056068. 34765001 34785001 2.59255 0.150045 OL ABCC8;USH1C
NC_056054.1 71550001 71570001 2.31017


NC_056058. 58285001 58305001 9.03604 0.188932 OL ABLIM3
NC_056054.1 71555001 71575001 2.12049


NC_056058. 58325001 58345001 20.7866 0.197786 OL ABLIM3
NC_056054.1 71575001 71595001 2.29035


NC_056058. 58330001 58350001 20.5466 0.197971 OL ABLIM3
NC_056054.1 71580001 71600001 2.35537


NC_056058. 58335001 58355001 17.2462 0.195475 OL ABLIM3
NC_056059.1 37190001 37210001 2.40915


NC_056054. 192965001 1.93E+08 9.25983 0.174332 OL ACAP2
NC_056059.1 37195001 37215001 3.34052


NC_056054. 192970001 1.93E+08 8.25161 0.145551 OL ACAP2
NC_056058.1 58400001 58420001 3.0099


NC_056054. 192975001 1.93E+08 7.03589 0.160659 OL ACAP2
NC_056064.1 21620001 21640001 2.15964


NC_056054. 192985001 1.93E+08 7.05761 0.142312 OL ACAP2
NC_056064.1 21625001 21645001 2.19721


NC_056054. 192990001 1.93E+08 4.93354 0.156065 OL ACAP2
NC_056064.1 21670001 21690001 2.11389


NC_056054. 192995001 1.93E+08 2.01617 0.159397 OL ACAP2
NC_056059.1 98950001 98970001 3.21148


NC_056065. 28430001 28450001 2.35646 0.319231 OL ACBD3
NC_056061.1 83760001 83780001 2.23246


Supplementary Table10.Putative selection regions associated with wool traits among different breeds







NC_056067. 34765001 34785001 3.11344 0.361757 OL ACD;C14H16orf86;CARM
NC_056067.1 34765001 34785001 3.87957


NC_056067. 34760001 34780001 4.26148 0.413338 OL ACD;C14H16orf86;CARM
NC_056067.1 34760001 34780001 5.31277


NC_056067. 34770001 34790001 1.87053 0.27485 OL ACD;C14H16orf86;ENKD
NC_056067.1 34770001 34790001 2.25269


NC_056067. 34750001 34770001 6.88649 0.457766 OL ACD;CARMIL2
NC_056067.1 34750001 34770001 7.86419


NC_056067. 34755001 34775001 6.57642 0.441258 OL ACD;CARMIL2;ENKD1;P
NC_056067.1 34755001 34775001 8.41342


NC_056058. 15980001 16000001 1.82108 0.142135 OL ACER1
NC_056079.1 14370001 14390001 2.10325


NC_056068. 55075001 55095001 1.87468 0.175473 OL ACER3
NC_056077.1 18755001 18775001 3.5618


NC_056068. 55080001 55100001 1.90258 0.196096 OL ACER3
NC_056077.1 18760001 18780001 7.7381


NC_056068. 55085001 55105001 1.95665 0.211785 OL ACER3
NC_056056.1 134345001 1.34E+08 2.26003


NC_056068. 55090001 55110001 1.8199 0.192558 OL ACER3
NC_056056.1 134350001 1.34E+08 2.81324


NC_056060. 83140001 83160001 3.13305 0.20742 OL ACOT6
NC_056056.1 134355001 1.34E+08 2.61924


NC_056060. 83155001 83175001 2.69719 0.201714 OL ACOT6;DNAL1;LOC1011
NC_056060.1 84395001 84415001 2.96939


NC_056060. 83145001 83165001 3.6175 0.224188 OL ACOT6;LOC101118736
NC_056064.1 44220001 44240001 4.60067


NC_056060. 83150001 83170001 3.57621 0.221837 OL ACOT6;LOC101118736
NC_056064.1 44225001 44245001 3.71571


NC_056060. 83135001 83155001 2.67281 0.179657 OL ACOT6;LOC106990150
NC_056064.1 44215001 44235001 5.0736


NC_056057. 116755001 1.17E+08 2.43412 0.159584 OL ACTR3B
NC_056071.1 5920001 5940001 2.25956


NC_056057. 116760001 1.17E+08 3.50437 0.185605 OL ACTR3B
NC_056058.1 1805001 1825001 1.97785


NC_056057. 116765001 1.17E+08 4.02097 0.161359 OL ACTR3B
NC_056058.1 1810001 1830001 4.25203


NC_056064. 44220001 44240001 5.73663 0.234278 OL ADAM11
NC_056058.1 1815001 1835001 9.2411


NC_056064. 44225001 44245001 4.59876 0.205417 OL ADAM11
NC_056058.1 1820001 1840001 17.6198


NC_056064. 44205001 44225001 2.32359 0.172043 OL ADAM11;DBF4B
NC_056058.1 1825001 1845001 23.9921


NC_056064. 44210001 44230001 5.48326 0.219893 OL ADAM11;DBF4B
NC_056058.1 1830001 1850001 23.9083


NC_056064. 44215001 44235001 6.13614 0.247115 OL ADAM11;DBF4B
NC_056058.1 1835001 1855001 9.12172


NC_056069. 14150001 14170001 2.97328 0.156429 OL ADAMTS6
NC_056058.1 1840001 1860001 5.15334


NC_056069. 14155001 14175001 2.76453 0.151341 OL ADAMTS6
NC_056058.1 1845001 1865001 2.91477


NC_056069. 14140001 14160001 2.28431 0.177891 OL ADAMTS6;CENPK
NC_056058.1 1850001 1870001 2.22082


NC_056069. 14145001 14165001 2.73809 0.164179 OL ADAMTS6;CENPK
NC_056058.1 1855001 1875001 2.13598


NC_056072. 37010001 37030001 1.94958 0.165298 OL ADAMTS9
NC_056058.1 1860001 1880001 2.03712


NC_056072. 37015001 37035001 1.90455 0.15038 OL ADAMTS9
NC_056058.1 1870001 1890001 1.96552


NC_056058. 41565001 41585001 2.52852 0.224889 OL ADAMTSL5;PCSK4;REEP
NC_056058.1 1875001 1895001 2.04701


NC_056058. 41585001 41605001 2.93176 0.240601 OL ADAMTSL5;PLK5
NC_056058.1 1880001 1900001 2.19721







NC_056066. 45775001 45795001 1.94041 0.156563 OL ADARB2
NC_056058.1 1885001 1905001 2.11367


NC_056060. 87080001 87100001 1.98941 0.21028 OL ADCK1
NC_056058.1 1890001 1910001 2.37225


NC_056060. 87085001 87105001 2.2068 0.195262 OL ADCK1
NC_056058.1 1895001 1915001 2.57341


NC_056054. 120025001 1.2E+08 2.14371 0.157135 OL ADCY10
NC_056058.1 1900001 1920001 3.18232


NC_056054. 120030001 1.2E+08 2.87379 0.163064 OL ADCY10
NC_056054.1 100560001 1.01E+08 2.84676


NC_056054. 120035001 1.2E+08 3.49348 0.162516 OL ADCY10
NC_056054.1 100565001 1.01E+08 2.32278


NC_056054. 120040001 1.2E+08 4.29495 0.159411 OL ADCY10
NC_056054.1 120025001 1.2E+08 9.29869


NC_056054. 188655001 1.89E+08 11.7545 0.145002 OL ADCY5
NC_056054.1 120030001 1.2E+08 9.83059


NC_056077. 3870001 3890001 2.24804 0.160657 OL ADCY9
NC_056054.1 120035001 1.2E+08 9.70589


NC_056077. 3875001 3895001 2.17683 0.203185 OL ADCY9
NC_056054.1 120040001 1.2E+08 9.39313


NC_056075. 30100001 30120001 1.93785 0.278446 OL ADD3
NC_056060.1 20670001 20690001 1.95518


NC_056075. 30105001 30125001 1.99032 0.296472 OL ADD3
NC_056060.1 20660001 20680001 3.15253


NC_056075. 30110001 30130001 2.22141 0.367484 OL ADD3
NC_056060.1 20665001 20685001 2.669


NC_056075. 30115001 30135001 2.05263 0.300015 OL ADD3
NC_056060.1 20655001 20675001 3.58198


NC_056075. 30120001 30140001 3.0102 0.261107 OL ADD3
NC_056075.1 30130001 30150001 2.20209


NC_056075. 30125001 30145001 6.08332 0.316593 OL ADD3
NC_056075.1 30135001 30155001 2.13988


NC_056075. 30130001 30150001 8.60236 0.30693 OL ADD3
NC_056075.1 30140001 30160001 2.14448


NC_056075. 30135001 30155001 10.3 0.313212 OL ADD3
NC_056061.1 71100001 71120001 2.57513


NC_056075. 30140001 30160001 15.1839 0.342526 OL ADD3
NC_056061.1 71105001 71125001 2.42837


NC_056075. 30145001 30165001 5.66918 0.282298 OL ADD3
NC_056061.1 71110001 71130001 2.72826


NC_056075. 30150001 30170001 3.30612 0.281541 OL ADD3
NC_056054.1 55410001 55430001 2.19577


NC_056075. 30155001 30175001 3.70748 0.333278 OL ADD3
NC_056054.1 55415001 55435001 3.71901


NC_056075. 30160001 30180001 2.23529 0.226011 OL ADD3
NC_056054.1 55420001 55440001 7.87178


NC_056075. 30165001 30185001 2.27877 0.218579 OL ADD3
NC_056054.1 55425001 55445001 6.6618


NC_056075. 30170001 30190001 1.95669 0.155511 OL ADD3
NC_056054.1 55430001 55450001 4.41666


NC_056062. 5150001 5170001 2.38649 0.149855 OL ADGRB3
NC_056054.1 55435001 55455001 2.46355


NC_056062. 5160001 5180001 2.99007 0.175162 OL ADGRB3
NC_056058.1 88015001 88035001 2.34596


NC_056062. 5165001 5185001 2.61505 0.160009 OL ADGRB3
NC_056058.1 88020001 88040001 2.00222


NC_056062. 5170001 5190001 2.05562 0.171488 OL ADGRB3
NC_056078.1 29275001 29295001 2.26174


NC_056054. 55360001 55380001 3.57114 0.189124 OL ADGRL4
NC_056078.1 29280001 29300001 2.17078


NC_056054. 55365001 55385001 4.45731 0.196489 OL ADGRL4
NC_056078.1 29285001 29305001 2.1199







NC_056054. 55370001 55390001 3.26035 0.170952 OL ADGRL4
NC_056078.1 29330001 29350001 3.15955


NC_056054. 55425001 55445001 1.82818 0.293922 OL ADGRL4
NC_056078.1 29335001 29355001 2.94085


NC_056067. 55805001 55825001 2.5646 0.150562 OL ADM5;BCL2L12;CPT1C;P
NC_056078.1 29340001 29360001 3.37136


NC_056067. 55810001 55830001 2.29458 0.175186 OL ADM5;CPT1C;PRMT1
NC_056078.1 29345001 29365001 3.80122


NC_056067. 55815001 55835001 2.1841 0.18209 OL ADM5;CPT1C;PRMT1
NC_056078.1 29350001 29370001 6.9496


NC_056067. 55820001 55840001 2.03383 0.141309 OL ADM5;CPT1C;PRMT1
NC_056078.1 29355001 29375001 7.70716


NC_056080. 86810001 86830001 2.07662 0.177806 OL AFF2
NC_056078.1 29360001 29380001 9.01864


NC_056080. 86815001 86835001 1.88071 0.238514 OL AFF2
NC_056078.1 29365001 29385001 5.37877


NC_056080. 86820001 86840001 2.07231 0.278143 OL AFF2
NC_056078.1 29765001 29785001 2.28759


NC_056064. 53305001 53325001 2.52723 0.183564 OL AFMID;SYNGR2;TK1
NC_056071.1 16980001 17000001 1.95458


NC_056064. 53295001 53315001 2.40508 0.149801 OL AFMID;TK1
NC_056079.1 5900001 5920001 3.56895


NC_056064. 53300001 53320001 2.37852 0.167647 OL AFMID;TK1
NC_056069.1 39310001 39330001 2.28593


NC_056054. 5145001 5165001 1.86731 0.341098 OL AGAP1
NC_056069.1 39315001 39335001 3.1209


NC_056054. 5155001 5175001 1.86428 0.357955 OL AGAP1
NC_056069.1 39320001 39340001 3.42558


NC_056079. 5900001 5920001 3.09849 0.165815 OL AGPAT5
NC_056069.1 39325001 39345001 4.65384


NC_056079. 5925001 5945001 3.03156 0.170817 OL AGPAT5
NC_056069.1 39330001 39350001 3.15854


NC_056079. 5930001 5950001 4.30502 0.211562 OL AGPAT5
NC_056069.1 39335001 39355001 1.95838


NC_056079. 5935001 5955001 3.93177 0.200615 OL AGPAT5
NC_056054.1 87280001 87300001 2.50205


NC_056079. 5940001 5960001 2.84906 0.169002 OL AGPAT5
NC_056054.1 87285001 87305001 2.38889


NC_056069. 39315001 39335001 2.17449 0.184151 OL AGXT2
NC_056054.1 87310001 87330001 1.94253


NC_056069. 39320001 39340001 2.35947 0.203735 OL AGXT2
NC_056065.1 47940001 47960001 2.74135


NC_056069. 39325001 39345001 2.38355 0.262127 OL AGXT2
NC_056065.1 47945001 47965001 3.59245


NC_056054. 201370001 2.01E+08 2.15691 0.175813 OL AHSG
NC_056065.1 47950001 47970001 3.88038


NC_056054. 201375001 2.01E+08 2.03823 0.249025 OL AHSG
NC_056065.1 47955001 47975001 2.72061


NC_056056. 8340001 8360001 4.48333 0.172022 OL AK1
NC_056055.1 234625001 2.35E+08 2.26316


NC_056056. 8345001 8365001 4.65355 0.196548 OL AK1;ENG
NC_056061.1 76170001 76190001 2.31466


NC_056056. 8350001 8370001 4.86755 0.290469 OL AK1;ENG
NC_056061.1 76175001 76195001 2.81757


NC_056071. 15735001 15755001 1.92432 0.161957 OL AKAP13
NC_056061.1 76180001 76200001 2.06653


NC_056061. 56655001 56675001 2.62207 0.153157 OL AKAP7
NC_056056.1 36170001 36190001 1.96826


NC_056061. 49600001 49620001 3.34374 0.201371 OL AKIRIN2
NC_056056.1 133075001 1.33E+08 5.72222


NC_056061. 49605001 49625001 3.63563 0.197507 OL AKIRIN2
NC_056056.1 133085001 1.33E+08 3.64286







NC_056061. 49610001 49630001 2.75546 0.174174 OL AKIRIN2
NC_056060.1 86220001 86240001 2.13258


NC_056060. 50360001 50380001 14.6785 0.144598 OL ALDH1A2
NC_056060.1 86225001 86245001 6.07144


NC_056060. 50365001 50385001 17.6667 0.147444 OL ALDH1A2
NC_056060.1 86230001 86250001 4.79999


NC_056060. 50370001 50390001 18.9286 0.148875 OL ALDH1A2
NC_056065.1 70055001 70075001 4.32212


NC_056060. 50375001 50395001 17.1633 0.146085 OL ALDH1A2
NC_056060.1 7015001 7035001 2.08726


NC_056060. 50410001 50430001 2.37534 0.150716 OL ALDH1A2
NC_056060.1 7020001 7040001 2.13754


NC_056060. 50415001 50435001 2.30434 0.18158 OL ALDH1A2
NC_056060.1 7025001 7045001 1.99519


NC_056060. 50420001 50440001 2.30351 0.204905 OL ALDH1A2
NC_056060.1 7040001 7060001 1.94643


NC_056060. 50425001 50445001 2.67287 0.249437 OL ALDH1A2
NC_056060.1 7045001 7065001 2.30951


NC_056060. 50430001 50450001 3.13131 0.255848 OL ALDH1A2
NC_056060.1 7050001 7070001 2.344


NC_056060. 50435001 50455001 5.91304 0.261111 OL ALDH1A2
NC_056060.1 7055001 7075001 2.18821


NC_056060. 50450001 50470001 11.4821 0.22619 OL ALDH1A2
NC_056069.1 62695001 62715001 2.31945


NC_056060. 50455001 50475001 16.0803 0.230108 OL ALDH1A2
NC_056055.1 199590001 2E+08 2.25294


NC_056054. 38800001 38820001 3.18007 0.165112 OL ALG6
NC_056055.1 199595001 2E+08 2.25756


NC_056054. 38805001 38825001 3.32534 0.174665 OL ALG6
NC_056061.1 48015001 48035001 2.02612


NC_056054. 38810001 38830001 4.05739 0.163805 OL ALG6
NC_056061.1 48020001 48040001 2.50281


NC_056054. 38815001 38835001 3.12464 0.155177 OL ALG6;LOC101108702
NC_056061.1 48025001 48045001 3.19005


NC_056069. 39920001 39940001 2.78246 0.196814 OL AMACR
NC_056077.1 4370001 4390001 2.78989


NC_056069. 39925001 39945001 2.45934 0.143853 OL AMACR;SLC45A2
NC_056077.1 4375001 4395001 4.40001


NC_056054. 86725001 86745001 2.78214 0.20092 OL AMIGO1;ATXN7L2;LOC1
NC_056077.1 4380001 4400001 13.618


NC_056054. 86730001 86750001 2.12647 0.206899 OL AMIGO1;ATXN7L2;LOC1
NC_056077.1 4350001 4370001 4.74444


NC_056072. 50515001 50535001 2.04184 0.159252 OL AMIGO3;GMPPB;IP6K1;R
NC_056077.1 4355001 4375001 2.60801


NC_056054. 92060001 92080001 4.60497 0.22614 OL AMPD1
NC_056057.1 62435001 62455001 1.96334


NC_056054. 92035001 92055001 3.73041 0.147496 OL AMPD1;DENND2C
NC_056057.1 62440001 62460001 2.92428


NC_056070. 53870001 53890001 7.72222 0.146119 OL ANAPC5
NC_056057.1 62445001 62465001 3.64318


NC_056065. 70060001 70080001 3.33094 0.155529 OL ANGEL2;VASH2
NC_056057.1 62450001 62470001 2.91112


NC_056065. 70065001 70085001 4.87857 0.207248 OL ANGEL2;VASH2
NC_056057.1 62455001 62475001 3.07634


NC_056055. 199620001 2E+08 2.83495 0.152297 OL ANKRD44
NC_056057.1 62460001 62480001 3.76875


NC_056055. 199625001 2E+08 2.88666 0.16356 OL ANKRD44
NC_056057.1 62465001 62485001 3.78542


NC_056056. 168885001 1.69E+08 1.84279 0.323366 OL ANKS1B
NC_056057.1 62470001 62490001 3.50001


NC_056077. 4375001 4395001 2.7986 0.163192 OL ANKS3;DNAAF8
NC_056068.1 55680001 55700001 3.01838







NC_056077. 4380001 4400001 2.92049 0.180566 OL ANKS3;DNAAF8;ZNF500
NC_056068.1 55685001 55705001 3.95614


NC_056056. 170400001 1.7E+08 5.85151 0.166446 OL ANO4
NC_056068.1 55690001 55710001 2.59771


NC_056056. 170410001 1.7E+08 4.43307 0.164693 OL ANO4
NC_056068.1 55725001 55745001 2.33651


NC_056056. 170415001 1.7E+08 2.62069 0.150179 OL ANO4
NC_056056.1 141135001 1.41E+08 7.53001


NC_056056. 38545001 38565001 4.63175 0.177135 OL ANXA4
NC_056056.1 141155001 1.41E+08 5.49075


NC_056056. 38550001 38570001 3.81987 0.171194 OL ANXA4
NC_056077.1 1155001 1175001 7.69389


NC_056056. 38555001 38575001 3.43151 0.153846 OL ANXA4
NC_056077.1 1140001 1160001 5.27819


NC_056056. 38560001 38580001 3.83651 0.183061 OL ANXA4
NC_056059.1 94010001 94030001 2.21631


NC_056056. 38565001 38585001 3.65473 0.194895 OL ANXA4
NC_056059.1 94015001 94035001 2.09157


NC_056056. 38570001 38590001 2.44311 0.149548 OL ANXA4
NC_056059.1 94005001 94025001 2.20058


NC_056056. 38530001 38550001 6.19594 0.197932 OL ANXA4;GMCL1
NC_056059.1 13635001 13655001 3.19126


NC_056056. 38535001 38555001 5.90122 0.227719 OL ANXA4;GMCL1
NC_056079.1 36360001 36380001 2.87889


NC_056056. 38540001 38560001 3.82728 0.210993 OL ANXA4;GMCL1
NC_056079.1 36365001 36385001 2.51256


NC_056055. 31265001 31285001 3.13676 0.186306 OL AOPEP
NC_056076.1 42635001 42655001 3.46059


NC_056055. 31270001 31290001 2.14002 0.177819 OL AOPEP
NC_056076.1 42640001 42660001 5.2864


NC_056055. 31260001 31280001 2.30137 0.176739 OL AOPEP;FANCC
NC_056076.1 42645001 42665001 6.2513


NC_056058. 41525001 41545001 2.12556 0.185269 OL APC2
NC_056076.1 42650001 42670001 8.78528


NC_056058. 41530001 41550001 2.22831 0.1743 OL APC2
NC_056056.1 216355001 2.16E+08 4.53935


NC_056058. 41535001 41555001 2.10732 0.152173 OL APC2;C5H19orf25
NC_056056.1 216365001 2.16E+08 15.4369


NC_056058. 41520001 41540001 2.29386 0.174805 OL APC2;RPS15
NC_056056.1 216370001 2.16E+08 14.2187


NC_056056. 219530001 2.2E+08 2.44631 0.198171 OL ARFGAP3
NC_056056.1 216375001 2.16E+08 17.5324


NC_056056. 219535001 2.2E+08 3.88931 0.209081 OL ARFGAP3
NC_056070.1 5030001 5050001 2.21727


NC_056056. 219540001 2.2E+08 5.50332 0.217581 OL ARFGAP3
NC_056055.1 166640001 1.67E+08 10.0202


NC_056056. 219545001 2.2E+08 7.11169 0.213681 OL ARFGAP3
NC_056055.1 166645001 1.67E+08 6.05513


NC_056056. 219550001 2.2E+08 4.23995 0.189452 OL ARFGAP3
NC_056055.1 166910001 1.67E+08 2.2334


NC_056056. 219555001 2.2E+08 2.55097 0.151367 OL ARFGAP3
NC_056055.1 166915001 1.67E+08 2.44934


NC_056055. 166805001 1.67E+08 1.86425 0.143332 OL ARHGAP15
NC_056064.1 38855001 38875001 2.28696


NC_056078. 41890001 41910001 1.84407 0.180936 OL ARHGAP22
NC_056064.1 38860001 38880001 2.01206


NC_056078. 41895001 41915001 1.81011 0.182877 OL ARHGAP22
NC_056061.1 81250001 81270001 2.45349


NC_056068. 7855001 7875001 2.04868 0.142318 OL ARHGAP42
NC_056061.1 81280001 81300001 3.01481


NC_056068. 7860001 7880001 2.48359 0.196841 OL ARHGAP42
NC_056061.1 81285001 81305001 2.08621







NC_056069. 25015001 25035001 3.71112 0.144166 OL ARL15
NC_056054.1 159280001 1.59E+08 5.94782


NC_056069. 25020001 25040001 7.2417 0.217844 OL ARL15
NC_056054.1 159285001 1.59E+08 9.14075


NC_056069. 25025001 25045001 3.19953 0.164862 OL ARL15
NC_056054.1 159290001 1.59E+08 7.82823


NC_056064. 55645001 55665001 6.41748 0.147486 OL ARMC7;JPT1;NT5C
NC_056072.1 21245001 21265001 1.96208


NC_056055. 232945001 2.33E+08 2.20536 0.161804 OL ARMC9
NC_056073.1 9835001 9855001 2.73463


NC_056055. 233005001 2.33E+08 1.92762 0.183347 OL ARMC9
NC_056079.1 32360001 32380001 3.04023


NC_056055. 233010001 2.33E+08 1.87523 0.157846 OL ARMC9
NC_056079.1 32365001 32385001 2.48132


NC_056077. 37460001 37480001 5.78046 0.310032 OL ARPC1A
NC_056079.1 32370001 32390001 2.55817


NC_056077. 37465001 37485001 5.62581 0.369027 OL ARPC1A
NC_056079.1 32375001 32395001 2.59497


NC_056077. 37470001 37490001 3.39839 0.296733 OL ARPC1A
NC_056060.1 41715001 41735001 2.72256


NC_056077. 37475001 37495001 2.18334 0.175331 OL ARPC1A
NC_056060.1 41720001 41740001 2.69736


NC_056077. 37450001 37470001 4.42104 0.224956 OL ARPC1A;ARPC1B
NC_056060.1 41725001 41745001 2.45951


NC_056077. 37455001 37475001 5.08652 0.27478 OL ARPC1A;ARPC1B
NC_056060.1 41730001 41750001 2.17241


NC_056058. 92490001 92510001 3.23247 0.303677 OL ARSK;TTC37
NC_056060.1 41735001 41755001 2.14858


NC_056058. 92495001 92515001 2.29302 0.258123 OL ARSK;TTC37
NC_056060.1 41670001 41690001 2.5127


NC_056057. 13570001 13590001 2.13157 0.175742 OL ASB4
NC_056060.1 41740001 41760001 1.94282


NC_056057. 13575001 13595001 2.50487 0.208388 OL ASB4
NC_056060.1 41745001 41765001 2.03866


NC_056057. 13580001 13600001 2.40479 0.184478 OL ASB4
NC_056060.1 41750001 41770001 1.95007


NC_056060. 65900001 65920001 1.93333 0.163091 OL ATG14
NC_056054.1 93750001 93770001 2.17065


NC_056060. 41730001 41750001 2.33562 0.154527 OL ATL1
NC_056067.1 10170001 10190001 2.71789


NC_056060. 41735001 41755001 2.38614 0.169126 OL ATL1
NC_056067.1 10175001 10195001 2.22427


NC_056060. 41740001 41760001 2.69557 0.214553 OL ATL1;SAV1
NC_056067.1 10180001 10200001 2.15309


NC_056060. 41745001 41765001 3.46712 0.235261 OL ATL1;SAV1
NC_056056.1 221975001 2.22E+08 9.23418


NC_056060. 41750001 41770001 4.38006 0.284717 OL ATL1;SAV1
NC_056077.1 30355001 30375001 2.2187


NC_056068. 17560001 17580001 8.33163 0.160185 OL ATM
NC_056077.1 30360001 30380001 4.33423


NC_056068. 17590001 17610001 3.17365 0.17478 OL ATM
NC_056077.1 30365001 30385001 3.85308


NC_056068. 17595001 17615001 3.91516 0.214556 OL ATM
NC_056077.1 30370001 30390001 3.32608


NC_056068. 17600001 17620001 5.89817 0.257755 OL ATM
NC_056060.1 26855001 26875001 2.1439


NC_056068. 17605001 17625001 7.91826 0.288417 OL ATM
NC_056060.1 26860001 26880001 2.15434


NC_056068. 17610001 17630001 5.53726 0.267549 OL ATM
NC_056054.1 227040001 2.27E+08 2.12884


NC_056063. 85690001 85710001 1.95595 0.200857 OL ATP11A
NC_056054.1 227045001 2.27E+08 2.13712







NC_056063. 85695001 85715001 1.81811 0.200182 OL ATP11A
NC_056054.1 227050001 2.27E+08 2.16655


NC_056060. 77315001 77335001 5.95596 0.159951 OL ATP6V1D;EIF2S1
NC_056054.1 227055001 2.27E+08 2.42305


NC_056054. 21175001 21195001 2.03069 0.274828 OL ATPAF1
NC_056068.1 27710001 27730001 2.21333


NC_056054. 21180001 21200001 2.07772 0.279395 OL ATPAF1
NC_056068.1 27715001 27735001 2.1948


NC_056054. 21185001 21205001 2.05329 0.279395 OL ATPAF1
NC_056068.1 27720001 27740001 2.02198


NC_056054. 21190001 21210001 1.99598 0.259251 OL ATPAF1
NC_056068.1 27725001 27745001 2.71159


NC_056054. 21195001 21215001 2.03874 0.259875 OL ATPAF1
NC_056068.1 27685001 27705001 4.97221


NC_056054. 21200001 21220001 1.87321 0.239055 OL ATPAF1
NC_056068.1 27690001 27710001 4.65833


NC_056054. 21210001 21230001 1.81461 0.222852 OL ATPAF1;EFCAB14;TEX3
NC_056068.1 27695001 27715001 2.71584


NC_056054. 21215001 21235001 1.84211 0.234943 OL ATPAF1;EFCAB14;TEX3
NC_056068.1 27700001 27720001 3.11583


NC_056054. 21220001 21240001 2.02119 0.248271 OL ATPAF1;EFCAB14;TEX3
NC_056068.1 27705001 27725001 2.31056


NC_056054. 21205001 21225001 1.83854 0.228335 OL ATPAF1;TEX38
NC_056060.1 84820001 84840001 2.17008


NC_056056. 222060001 2.22E+08 2.2594 0.184199 OL ATXN10
NC_056057.1 64845001 64865001 2.05618


NC_056056. 222065001 2.22E+08 2.51854 0.158673 OL ATXN10
NC_056057.1 65065001 65085001 2.81616


NC_056054. 86720001 86740001 2.8339 0.173817 OL ATXN7L2;LOC101105614
NC_056055.1 85020001 85040001 3.48166


NC_056056. 35130001 35150001 2.64706 0.152222 OL BABAM2
NC_056055.1 85025001 85045001 5.63844


NC_056056. 35240001 35260001 3.06144 0.183899 OL BABAM2
NC_056055.1 85030001 85050001 2.27322


NC_056056. 35245001 35265001 3.6233 0.218287 OL BABAM2
NC_056059.1 109440001 1.09E+08 2.61617


NC_056056. 35250001 35270001 3.33172 0.210961 OL BABAM2
NC_056059.1 109445001 1.09E+08 2.66666


NC_056056. 35255001 35275001 4.00858 0.227365 OL BABAM2
NC_056063.1 48095001 48115001 6.45341


NC_056056. 35260001 35280001 3.07298 0.209209 OL BABAM2
NC_056063.1 48100001 48120001 12.8293


NC_056056. 35265001 35285001 2.73104 0.166499 OL BABAM2
NC_056056.1 176640001 1.77E+08 3.831


NC_056056. 35270001 35290001 3.66557 0.146716 OL BABAM2
NC_056055.1 4305001 4325001 2.31364


NC_056068. 27710001 27730001 2.41747 0.354403 OL BACE1
NC_056055.1 4310001 4330001 2.62355


NC_056068. 27715001 27735001 2.19956 0.352354 OL BACE1;CEP164
NC_056055.1 4315001 4335001 2.73577


NC_056068. 27720001 27740001 2.29284 0.314441 OL BACE1;CEP164
NC_056067.1 17370001 17390001 3.2954


NC_056068. 27725001 27745001 2.24054 0.343331 OL BACE1;CEP164
NC_056067.1 17375001 17395001 2.88286


NC_056068. 27685001 27705001 1.85013 0.326858 OL BACE1;RNF214
NC_056054.1 102650001 1.03E+08 2.69956


NC_056068. 27690001 27710001 2.00358 0.365462 OL BACE1;RNF214
NC_056054.1 102655001 1.03E+08 2.28635


NC_056068. 27695001 27715001 2.43627 0.339049 OL BACE1;RNF214
NC_056073.1 44620001 44640001 23.2649


NC_056068. 27700001 27720001 2.50621 0.369442 OL BACE1;RNF214
NC_056073.1 44625001 44645001 9.93147







NC_056068. 27705001 27725001 2.54794 0.34738 OL BACE1;RNF214
NC_056073.1 44630001 44650001 3.74252


NC_056061. 47500001 47520001 2.05191 0.177778 OL BACH2
NC_056068.1 52200001 52220001 2.25634


NC_056060. 84790001 84810001 2.09342 0.18316 OL BATF
NC_056068.1 52205001 52225001 2.20467


NC_056057. 64930001 64950001 2.18759 0.169341 OL BBS9
NC_056068.1 52210001 52230001 2.26092


NC_056057. 64935001 64955001 2.23391 0.153975 OL BBS9
NC_056068.1 52215001 52235001 2.29133


NC_056057. 50155001 50175001 4.24075 0.256604 OL BCAP29
NC_056068.1 52220001 52240001 2.31978


NC_056071. 23770001 23790001 1.88106 0.172556 OL BCL2A1;LOC101114310
NC_056068.1 52225001 52245001 2.3164


NC_056067. 55795001 55815001 4.0072 0.192279 OL BCL2L12;IRF3;PRMT1
NC_056068.1 52230001 52250001 2.3563


NC_056067. 55800001 55820001 3.57713 0.188867 OL BCL2L12;IRF3;PRMT1
NC_056068.1 52235001 52255001 2.37986


NC_056067. 55790001 55810001 4.13214 0.163669 OL BCL2L12;IRF3;SCAF1
NC_056068.1 52240001 52260001 2.36965


NC_056054. 200380001 2E+08 3.27439 0.158642 OL BCL6
NC_056068.1 52245001 52265001 2.38904


NC_056054. 200385001 2E+08 2.17709 0.142235 OL BCL6
NC_056068.1 52250001 52270001 2.34259


NC_056056. 91350001 91370001 1.93662 0.193221 OL BIRC6
NC_056060.1 34505001 34525001 2.36783


NC_056056. 91360001 91380001 1.95122 0.174586 OL BIRC6
NC_056062.1 45395001 45415001 2.24491


NC_056056. 91400001 91420001 10.7723 0.300203 OL BIRC6
NC_056062.1 49545001 49565001 5.78022


NC_056056. 91405001 91425001 9.81248 0.2873 OL BIRC6
NC_056062.1 49550001 49570001 6.47252


NC_056056. 91410001 91430001 9.92105 0.280075 OL BIRC6
NC_056062.1 49555001 49575001 6.13903


NC_056056. 91415001 91435001 9.06123 0.27406 OL BIRC6
NC_056062.1 49560001 49580001 4.98021


NC_056056. 91420001 91440001 6.237 0.242712 OL BIRC6
NC_056062.1 49565001 49585001 3.92822


NC_056056. 91425001 91445001 8.66664 0.266043 OL BIRC6
NC_056056.1 85001 105001 2.74733


NC_056056. 91445001 91465001 5.86894 0.263441 OL BIRC6
NC_056056.1 90001 110001 2.40319


NC_056056. 91450001 91470001 6.33792 0.266169 OL BIRC6
NC_056056.1 95001 115001 3.01605


NC_056056. 91455001 91475001 5.88313 0.270202 OL BIRC6
NC_056056.1 100001 120001 3.01626


NC_056056. 91460001 91480001 5.84566 0.30914 OL BIRC6
NC_056056.1 105001 125001 2.47324


NC_056056. 91485001 91505001 2.03508 0.23636 OL BIRC6
NC_056056.1 110001 130001 2.83784


NC_056055. 204705001 2.05E+08 7.60158 0.143263 OL BMPR2
NC_056056.1 115001 135001 2.58065


NC_056055. 204710001 2.05E+08 7.35383 0.143407 OL BMPR2
NC_056056.1 120001 140001 2.64872


NC_056075. 50245001 50265001 1.95222 0.225242 OL BNIP3
NC_056056.1 125001 145001 2.36667


NC_056075. 50250001 50270001 3.21071 0.248774 OL BNIP3
NC_056056.1 130001 150001 2.91719


NC_056064. 48825001 48845001 1.86532 0.14584 OL BPTF
NC_056056.1 135001 155001 3.50496


NC_056065. 57830001 57850001 1.91244 0.143493 OL BRINP2
NC_056056.1 140001 160001 2.76858







NC_056074. 46430001 46450001 2.57454 0.210034 OL BRSK2;MOB2
NC_056056.1 145001 165001 2.73415


NC_056074. 46435001 46455001 2.59213 0.204348 OL BRSK2;MOB2
NC_056056.1 150001 170001 2.1988


NC_056074. 46440001 46460001 2.31985 0.167465 OL BRSK2;MOB2
NC_056056.1 160001 180001 2.05726


NC_056058. 5520001 5540001 6.5893 0.21359 OL BST-2A;CCDC194
NC_056056.1 165001 185001 2.06687


NC_056058. 5525001 5545001 4.4799 0.207984 OL BST-2A;CCDC194;LOC10
NC_056056.1 214155001 2.14E+08 4.2864


NC_056068. 38965001 38985001 2.39712 0.150441 OL BTBD10
NC_056056.1 214160001 2.14E+08 2.55534


NC_056068. 38970001 38990001 2.78448 0.173937 OL BTBD10
NC_056056.1 214165001 2.14E+08 1.94017


NC_056068. 38975001 38995001 2.72268 0.177915 OL BTBD10
NC_056056.1 216790001 2.17E+08 2.56483


NC_056068. 38980001 39000001 2.24115 0.150419 OL BTBD10
NC_056057.1 39555001 39575001 6.95626


NC_056066. 60385001 60405001 3.11509 0.282433 OL C13H20orf96
NC_056072.1 46720001 46740001 6.33197


NC_056066. 60390001 60410001 9.6928 0.41662 OL C13H20orf96
NC_056066.1 32085001 32105001 2.84751


NC_056066. 60395001 60415001 7.66054 0.407472 OL C13H20orf96
NC_056066.1 32090001 32110001 3.86789


NC_056066. 60400001 60420001 3.2694 0.340744 OL C13H20orf96
NC_056066.1 32095001 32115001 2.8494


NC_056066. 60405001 60425001 2.24661 0.293372 OL C13H20orf96
NC_056068.1 25780001 25800001 2.04519


NC_056066. 60380001 60400001 1.91111 0.171581 OL C13H20orf96;ZCCHC3
NC_056068.1 25785001 25805001 2.16837


NC_056068. 63120001 63140001 3.96836 0.205094 OL C15H11orf91
NC_056054.1 154570001 1.55E+08 2.03859


NC_056068. 63125001 63145001 3.37255 0.191121 OL C15H11orf91
NC_056054.1 154955001 1.55E+08 2.16632


NC_056068. 63130001 63150001 2.86003 0.196977 OL C15H11orf91
NC_056054.1 154960001 1.55E+08 2.08733


NC_056068. 63135001 63155001 2.81517 0.194786 OL C15H11orf91;CD59
NC_056054.1 154965001 1.55E+08 2.04883


NC_056068. 63140001 63160001 2.72621 0.194972 OL C15H11orf91;CD59
NC_056057.1 88770001 88790001 2.03707


NC_056068. 63145001 63165001 2.84701 0.185395 OL C15H11orf91;CD59
NC_056056.1 132810001 1.33E+08 3.20001


NC_056068. 63150001 63170001 2.75051 0.168051 OL C15H11orf91;CD59
NC_056056.1 132815001 1.33E+08 3.83606


NC_056054. 113530001 1.14E+08 2.43672 0.150061 OL C1H1orf226
NC_056056.1 132820001 1.33E+08 3.39409


NC_056054. 113535001 1.14E+08 2.34179 0.167309 OL C1H1orf226
NC_056056.1 132825001 1.33E+08 2.6265


NC_056055. 37150001 37170001 2.28407 0.289843 OL C2H9orf24;FAM219A
NC_056066.1 16600001 16620001 1.94509


NC_056055. 37155001 37175001 1.98961 0.208892 OL C2H9orf24;FAM219A
NC_056078.1 28960001 28980001 2.14642


NC_056055. 37160001 37180001 2.07534 0.181353 OL C2H9orf24;FAM219A
NC_056078.1 28965001 28985001 2.76502


NC_056055. 37165001 37185001 1.84416 0.142295 OL C2H9orf24;FAM219A
NC_056056.1 3485001 3505001 4.19334


NC_056058. 10680001 10700001 2.37405 0.159023 OL CACNA1A
NC_056056.1 3490001 3510001 16.72


NC_056056. 60001 80001 2.91294 0.145862 OL CACNA1B
NC_056067.1 34735001 34755001 10.241


NC_056056. 65001 85001 2.84431 0.232646 OL CACNA1B
NC_056067.1 34740001 34760001 10.3277







NC_056056. 70001 90001 2.54938 0.240317 OL CACNA1B
NC_056067.1 34745001 34765001 7.21604


NC_056056. 75001 95001 2.40104 0.233876 OL CACNA1B
NC_056054.1 171425001 1.71E+08 11.4135


NC_056056. 80001 100001 2.99297 0.256779 OL CACNA1B
NC_056054.1 171430001 1.71E+08 5.0376


NC_056056. 85001 105001 4.57079 0.252535 OL CACNA1B
NC_056057.1 71275001 71295001 2.88012


NC_056056. 90001 110001 4.02675 0.238839 OL CACNA1B
NC_056056.1 216400001 2.16E+08 19.0224


NC_056056. 95001 115001 5.22224 0.249245 OL CACNA1B
NC_056056.1 216405001 2.16E+08 5.17646


NC_056056. 100001 120001 4.77683 0.240812 OL CACNA1B
NC_056056.1 216410001 2.16E+08 2.08904


NC_056056. 105001 125001 4.10281 0.231479 OL CACNA1B
NC_056055.1 84145001 84165001 2.10248


NC_056056. 110001 130001 3.57954 0.219235 OL CACNA1B
NC_056055.1 84150001 84170001 2.10013


NC_056056. 115001 135001 2.59587 0.190974 OL CACNA1B
NC_056064.1 15485001 15505001 2.70906


NC_056056. 120001 140001 1.98936 0.148418 OL CACNA1B
NC_056064.1 15490001 15510001 2.51544


NC_056080. 55930001 55950001 1.89103 0.181569 OL CACNA1F;LOC101112034
NC_056064.1 15495001 15515001 2.44417


NC_056057. 39760001 39780001 1.84502 0.188724 OL CACNA2D1
NC_056064.1 15500001 15520001 2.56052


NC_056057. 39765001 39785001 4.00177 0.337215 OL CACNA2D1
NC_056075.1 17255001 17275001 3.33703


NC_056057. 39770001 39790001 3.88714 0.416075 OL CACNA2D1
NC_056075.1 17260001 17280001 4.8174


NC_056057. 39775001 39795001 3.38211 0.329686 OL CACNA2D1
NC_056059.1 33685001 33705001 2.93969


NC_056057. 39780001 39800001 2.72929 0.225751 OL CACNA2D1
NC_056059.1 33690001 33710001 5.58112


NC_056057. 39785001 39805001 3.13599 0.181427 OL CACNA2D1
NC_056059.1 33695001 33715001 5.97368


NC_056057. 39790001 39810001 5.35982 0.156452 OL CACNA2D1
NC_056059.1 33700001 33720001 6.47967


NC_056057. 39795001 39815001 3.64456 0.158695 OL CACNA2D1
NC_056059.1 33845001 33865001 4.73852


NC_056057. 39800001 39820001 2.68813 0.154653 OL CACNA2D1
NC_056059.1 33850001 33870001 8.31087


NC_056057. 39835001 39855001 2.51676 0.148603 OL CACNA2D1
NC_056059.1 33855001 33875001 12.7992


NC_056057. 39840001 39860001 2.88874 0.197898 OL CACNA2D1
NC_056059.1 33860001 33880001 12.0542


NC_056057. 39845001 39865001 2.12866 0.152733 OL CACNA2D1
NC_056059.1 33865001 33885001 5.48768


NC_056072. 46720001 46740001 4.66768 0.164815 OL CACNA2D3
NC_056059.1 34445001 34465001 2.3759


NC_056066. 32080001 32100001 2.17863 0.209903 OL CACNB2
NC_056059.1 34450001 34470001 3.90551


NC_056066. 32085001 32105001 3.45137 0.241056 OL CACNB2
NC_056059.1 34455001 34475001 4.30737


NC_056066. 32090001 32110001 4.54421 0.226424 OL CACNB2
NC_056059.1 34460001 34480001 3.70994


NC_056066. 32095001 32115001 4.04274 0.220613 OL CACNB2
NC_056059.1 34465001 34485001 2.26468


NC_056066. 32100001 32120001 2.32316 0.150639 OL CACNB2
NC_056059.1 34470001 34490001 1.95315


NC_056064. 62140001 62160001 2.02742 0.157574 OL CACNG5
NC_056056.1 46255001 46275001 3.25324







NC_056064. 62145001 62165001 2.01535 0.145595 OL CACNG5
NC_056054.1 177265001 1.77E+08 2.12936


NC_056064. 62150001 62170001 2.03777 0.149541 OL CACNG5
NC_056054.1 177270001 1.77E+08 2.86045


NC_056064. 62155001 62175001 2.03478 0.15109 OL CACNG5
NC_056055.1 40105001 40125001 2.61044


NC_056064. 62160001 62180001 2.0615 0.15076 OL CACNG5
NC_056067.1 8770001 8790001 3.52667


NC_056064. 62165001 62185001 1.99214 0.150031 OL CACNG5
NC_056069.1 53780001 53800001 2.10615


NC_056064. 62170001 62190001 1.92786 0.143649 OL CACNG5
NC_056069.1 53785001 53805001 2.15263


NC_056064. 62175001 62195001 2.10657 0.157127 OL CACNG5
NC_056069.1 53790001 53810001 2.18912


NC_056056. 132825001 1.33E+08 2.22061 0.14431 OL CALCOCO1
NC_056069.1 54045001 54065001 3.79171


NC_056057. 94380001 94400001 5.27514 0.155895 OL CALU
NC_056069.1 54050001 54070001 4.26429


NC_056065. 73155001 73175001 2.63479 0.160462 OL CAMK1G;LAMB3
NC_056069.1 54055001 54075001 3.85115


NC_056065. 73160001 73180001 2.08734 0.164389 OL CAMK1G;LAMB3
NC_056069.1 54060001 54080001 2.44991


NC_056054. 273260001 2.73E+08 2.36753 0.170539 OL CAPN7
NC_056069.1 54065001 54085001 2.14917


NC_056054. 273265001 2.73E+08 2.27129 0.191175 OL CAPN7
NC_056076.1 29215001 29235001 3.53419


NC_056054. 273270001 2.73E+08 2.15626 0.171809 OL CAPN7
NC_056076.1 29220001 29240001 5.12574


NC_056067. 34735001 34755001 8.75569 0.47704 OL CARMIL2;CTCF
NC_056076.1 60320001 60340001 3.03291


NC_056067. 34740001 34760001 8.47584 0.457069 OL CARMIL2;CTCF
NC_056076.1 60325001 60345001 4.69748


NC_056067. 34745001 34765001 6.31892 0.444143 OL CARMIL2;CTCF
NC_056076.1 60330001 60350001 4.7658


NC_056064. 40185001 40205001 2.52785 0.148493 OL CASC3
NC_056078.1 27180001 27200001 2.32044


NC_056064. 40190001 40210001 2.98193 0.174087 OL CASC3;RAPGEFL1
NC_056078.1 27185001 27205001 2.00616


NC_056064. 40195001 40215001 3.47422 0.201282 OL CASC3;RAPGEFL1
NC_056066.1 54910001 54930001 2.05496


NC_056054. 93035001 93055001 3.454 0.16334 OL CASQ2
NC_056066.1 54915001 54935001 1.96266


NC_056054. 93040001 93060001 6.24932 0.182053 OL CASQ2
NC_056061.1 26940001 26960001 2.42191


NC_056054. 93045001 93065001 5.22131 0.183402 OL CASQ2
NC_056060.1 41515001 41535001 2.07277


NC_056067. 47505001 47525001 5.93548 0.225808 OL CATSPERG;KCNK6
NC_056060.1 41520001 41540001 2.6058


NC_056067. 47510001 47530001 3.45239 0.189601 OL CATSPERG;KCNK6
NC_056060.1 65015001 65035001 2.34289


NC_056067. 47515001 47535001 1.99416 0.160618 OL CATSPERG;KCNK6
NC_056060.1 65020001 65040001 2.49336


NC_056054. 171375001 1.71E+08 2.27304 0.167499 OL CBLB
NC_056060.1 65025001 65045001 2.40423


NC_056054. 171400001 1.71E+08 2.01218 0.22445 OL CBLB
NC_056077.1 20540001 20560001 17.6743


NC_056054. 171405001 1.71E+08 2.08387 0.236579 OL CBLB
NC_056060.1 90080001 90100001 2.04911


NC_056054. 171410001 1.71E+08 1.98251 0.252683 OL CBLB
NC_056060.1 90085001 90105001 2.09664


NC_056054. 171425001 1.71E+08 2.04032 0.144271 OL CBLB
NC_056060.1 90090001 90110001 2.0969







NC_056057. 71290001 71310001 1.99672 0.153074 OL CBX3;HNRNPA2B1
NC_056068.1 27730001 27750001 2.66885


NC_056076. 8630001 8650001 3.03545 0.301868 OL CCDC102B
NC_056068.1 27785001 27805001 2.77865


NC_056076. 8635001 8655001 5.26008 0.34717 OL CCDC102B
NC_056068.1 27790001 27810001 4.68019


NC_056060. 69880001 69900001 2.70424 0.193263 OL CCDC175
NC_056068.1 27795001 27815001 3.76217


NC_056060. 69885001 69905001 2.71549 0.194865 OL CCDC175
NC_056068.1 27800001 27820001 4.339


NC_056060. 69890001 69910001 2.71532 0.177001 OL CCDC175
NC_056066.1 64675001 64695001 3.28571


NC_056060. 69895001 69915001 2.72141 0.204176 OL CCDC175
NC_056066.1 64680001 64700001 2.04814


NC_056060. 69900001 69920001 2.66534 0.1915 OL CCDC175;RTN1
NC_056066.1 64685001 64705001 2.55453


NC_056060. 69905001 69925001 2.52049 0.183361 OL CCDC175;RTN1
NC_056066.1 64670001 64690001 3.08465


NC_056058. 5530001 5550001 3.61661 0.173957 OL CCDC194;LOC101111878
NC_056056.1 130630001 1.31E+08 2.00137


NC_056078. 14895001 14915001 1.84589 0.165969 OL CCDC6
NC_056061.1 19665001 19685001 2.20099


NC_056078. 14900001 14920001 3.15529 0.219372 OL CCDC6
NC_056061.1 19670001 19690001 2.1969


NC_056078. 14905001 14925001 3.41101 0.220543 OL CCDC6
NC_056061.1 19675001 19695001 2.0526


NC_056070. 55950001 55970001 3.18536 0.189587 OL CCDC60
NC_056061.1 19650001 19670001 2.46054


NC_056070. 55955001 55975001 4.7038 0.229101 OL CCDC60
NC_056061.1 19655001 19675001 2.35308


NC_056054. 178320001 1.78E+08 1.85029 0.171906 OL CCDC80
NC_056061.1 19660001 19680001 2.21218


NC_056054. 178325001 1.78E+08 2.252 0.194713 OL CCDC80
NC_056071.1 5495001 5515001 2.17738


NC_056056. 68680001 68700001 4.69059 0.214974 OL CCDC88A
NC_056071.1 5500001 5520001 2.19742


NC_056056. 68685001 68705001 4.2 0.219627 OL CCDC88A
NC_056071.1 5510001 5530001 2.74817


NC_056056. 68690001 68710001 3.25696 0.21712 OL CCDC88A
NC_056071.1 5515001 5535001 3.02627


NC_056080. 55130001 55150001 1.81383 0.364794 OL CCNB3
NC_056071.1 5520001 5540001 2.71791


NC_056075. 17260001 17280001 2.16971 0.178896 OL CCNJ
NC_056060.1 6910001 6930001 3.19214


NC_056066. 17425001 17445001 2.36554 0.240868 OL CCNY
NC_056060.1 6915001 6935001 8.1263


NC_056066. 17430001 17450001 2.23137 0.230496 OL CCNY
NC_056059.1 95815001 95835001 3.25893


NC_056066. 17435001 17455001 2.21781 0.23221 OL CCNY
NC_056059.1 95820001 95840001 9.37096


NC_056066. 17440001 17460001 2.18329 0.227273 OL CCNY
NC_056059.1 95825001 95845001 6.66465


NC_056066. 17445001 17465001 2.17718 0.225904 OL CCNY
NC_056068.1 6350001 6370001 2.6133


NC_056066. 17450001 17470001 2.29545 0.237319 OL CCNY
NC_056080.1 35360001 35380001 2.0679


NC_056066. 17455001 17475001 2.32234 0.230159 OL CCNY
NC_056054.1 185335001 1.85E+08 3.74141


NC_056066. 17460001 17480001 2.23936 0.227679 OL CCNY
NC_056054.1 185340001 1.85E+08 3.26972


NC_056066. 17465001 17485001 2.0896 0.217803 OL CCNY
NC_056054.1 185345001 1.85E+08 2.60795







NC_056066. 17470001 17490001 1.97422 0.209333 OL CCNY
NC_056064.1 43400001 43420001 4.31537


NC_056066. 17475001 17495001 1.86319 0.201258 OL CCNY
NC_056060.1 50915001 50935001 2.02073


NC_056066. 17480001 17500001 1.83127 0.19494 OL CCNY
NC_056060.1 50945001 50965001 2.18352


NC_056066. 17410001 17430001 1.90894 0.144132 OL CCNY;LOC121816286
NC_056060.1 50950001 50970001 3.29439


NC_056066. 17415001 17435001 4.03236 0.211051 OL CCNY;LOC121816286
NC_056060.1 50955001 50975001 2.70364


NC_056066. 17420001 17440001 3.41398 0.21978 OL CCNY;LOC121816286
NC_056060.1 50960001 50980001 2.71885


NC_056055. 209820001 2.1E+08 3.81818 0.201604 OL CCNYL1;FZD5;LOC1218
NC_056055.1 135210001 1.35E+08 2.19239


NC_056056. 46255001 46275001 2.29915 0.159507 OL CCT4;COMMD1
NC_056055.1 135215001 1.35E+08 1.97065


NC_056056. 209475001 2.09E+08 2.60081 0.163503 OL CD4
NC_056068.1 52730001 52750001 3.09367


NC_056056. 209485001 2.1E+08 2.57028 0.159441 OL CD4
NC_056077.1 1160001 1180001 4.3408


NC_056056. 209490001 2.1E+08 2.46458 0.165936 OL CD4;LAG3
NC_056077.1 1165001 1185001 2.61951


NC_056054. 88200001 88220001 3.07814 0.213772 OL CD53;LOC101105715
NC_056055.1 186650001 1.87E+08 2.47033


NC_056054. 88205001 88225001 3.01411 0.207575 OL CD53;LOC101105715
NC_056055.1 186655001 1.87E+08 2.72864


NC_056054. 88210001 88230001 2.13526 0.155874 OL CD53;LOC101105715
NC_056055.1 186660001 1.87E+08 2.30172


NC_056068. 63155001 63175001 3.46553 0.189961 OL CD59
NC_056055.1 186665001 1.87E+08 2.37584


NC_056068. 63160001 63180001 2.89796 0.173141 OL CD59
NC_056080.1 8125001 8145001 5.80576


NC_056068. 63165001 63185001 3.13937 0.183022 OL CD59
NC_056055.1 208295001 2.08E+08 9.59312


NC_056068. 63170001 63190001 2.59484 0.175677 OL CD59;FBXO3
NC_056055.1 208300001 2.08E+08 5.80902


NC_056058. 47350001 47370001 2.03789 0.222681 OL CDC25C;GFRA3
NC_056055.1 208275001 2.08E+08 23.4524


NC_056058. 47355001 47375001 1.81984 0.227836 OL CDC25C;GFRA3
NC_056080.1 83975001 83995001 2.99999


NC_056065. 29270001 29290001 2.02936 0.170295 OL CDC42BPA
NC_056080.1 83980001 84000001 4.80393


NC_056065. 29275001 29295001 2.31144 0.200154 OL CDC42BPA
NC_056080.1 83985001 84005001 6.91506


NC_056065. 29280001 29300001 3.16667 0.171002 OL CDC42BPA
NC_056080.1 83990001 84010001 10.6725


NC_056065. 29285001 29305001 4.24253 0.15718 OL CDC42BPA
NC_056080.1 83995001 84015001 5.92491


NC_056065. 29290001 29310001 5.38392 0.144265 OL CDC42BPA
NC_056054.1 71980001 72000001 2.14464


NC_056065. 29300001 29320001 3.25511 0.180494 OL CDC42BPA
NC_056054.1 71985001 72005001 3.73258


NC_056065. 29305001 29325001 2.7198 0.161469 OL CDC42BPA
NC_056055.1 85775001 85795001 2.25823


NC_056065. 29310001 29330001 3.17082 0.191322 OL CDC42BPA
NC_056072.1 24050001 24070001 2.44419


NC_056065. 29315001 29335001 4.92985 0.267307 OL CDC42BPA
NC_056068.1 8875001 8895001 1.95317


NC_056065. 29320001 29340001 6.43243 0.252658 OL CDC42BPA
NC_056068.1 10040001 10060001 1.98433


NC_056065. 29325001 29345001 9.08384 0.269048 OL CDC42BPA
NC_056068.1 10045001 10065001 2.52008







NC_056065. 29330001 29350001 9.0474 0.254065 OL CDC42BPA
NC_056057.1 110555001 1.11E+08 3.62543


NC_056065. 29340001 29360001 6.33077 0.22659 OL CDC42BPA
NC_056057.1 111705001 1.12E+08 1.9961


NC_056065. 29345001 29365001 9.70641 0.327093 OL CDC42BPA
NC_056055.1 189690001 1.9E+08 2.13862


NC_056065. 29350001 29370001 11.8128 0.378269 OL CDC42BPA
NC_056055.1 189695001 1.9E+08 3.78235


NC_056065. 29355001 29375001 9.89861 0.436281 OL CDC42BPA
NC_056055.1 189700001 1.9E+08 4.10513


NC_056065. 29360001 29380001 6.43543 0.375571 OL CDC42BPA
NC_056055.1 189705001 1.9E+08 2.40038


NC_056065. 29365001 29385001 4.47005 0.289922 OL CDC42BPA
NC_056063.1 84465001 84485001 1.97729


NC_056065. 29370001 29390001 3.5909 0.208084 OL CDC42BPA
NC_056063.1 84470001 84490001 2.45243


NC_056065. 29375001 29395001 5.49371 0.214234 OL CDC42BPA
NC_056063.1 84475001 84495001 2.36454


NC_056065. 29380001 29400001 4.60428 0.200604 OL CDC42BPA
NC_056063.1 84480001 84500001 2.61302


NC_056065. 29385001 29405001 3.46809 0.145797 OL CDC42BPA
NC_056063.1 84485001 84505001 2.596


NC_056055. 136585001 1.37E+08 3.11674 0.149977 OL CDCA7
NC_056063.1 84490001 84510001 4.15696


NC_056055. 136590001 1.37E+08 3.62679 0.190099 OL CDCA7
NC_056063.1 84495001 84515001 3.6381


NC_056055. 136595001 1.37E+08 3.47163 0.154843 OL CDCA7
NC_056063.1 84500001 84520001 2.54413


NC_056067. 9610001 9630001 1.84401 0.26976 OL CDH13
NC_056063.1 84505001 84525001 2.38182


NC_056067. 9615001 9635001 1.82252 0.254942 OL CDH13
NC_056080.1 126475001 1.26E+08 2.14326


NC_056076. 29165001 29185001 1.89775 0.230975 OL CDH2
NC_056080.1 126680001 1.27E+08 1.98655


NC_056076. 29170001 29190001 1.90685 0.228923 OL CDH2
NC_056080.1 126685001 1.27E+08 2.76159


NC_056076. 29175001 29195001 1.9201 0.233151 OL CDH2
NC_056080.1 126690001 1.27E+08 2.88707


NC_056078. 27180001 27200001 3.05667 0.319049 OL CDH23;PSAP
NC_056080.1 126695001 1.27E+08 2.32847


NC_056078. 27185001 27205001 3.99692 0.32393 OL CDH23;PSAP
NC_056080.1 126805001 1.27E+08 2.93228


NC_056078. 27190001 27210001 2.12652 0.217651 OL CDH23;PSAP
NC_056080.1 126810001 1.27E+08 2.25038


NC_056060. 21620001 21640001 1.86742 0.143816 OL CDH24;PSMB11;PSMB5
NC_056056.1 1680001 1700001 2.01734


NC_056056. 166160001 1.66E+08 1.86322 0.204755 OL CDK17
NC_056056.1 46240001 46260001 2.66666


NC_056056. 166165001 1.66E+08 1.81513 0.263056 OL CDK17
NC_056056.1 46245001 46265001 3.29348


NC_056056. 166170001 1.66E+08 1.80946 0.268806 OL CDK17
NC_056056.1 46250001 46270001 3.48508


NC_056060. 41525001 41545001 2.71664 0.144514 OL CDKL1
NC_056057.1 87195001 87215001 8.80132


NC_056063. 32370001 32390001 18.5795 0.23742 OL CDX2
NC_056057.1 87200001 87220001 3.64985


NC_056059. 84060001 84080001 3.97626 0.146954 OL CENPC
NC_056057.1 87095001 87115001 6.80673


NC_056059. 84065001 84085001 3.76294 0.156818 OL CENPC
NC_056057.1 87100001 87120001 7.74436


NC_056059. 84070001 84090001 3.72 0.161422 OL CENPC
NC_056071.1 31500001 31520001 2.0775







NC_056059. 84075001 84095001 2.52917 0.156059 OL CENPC
NC_056056.1 151090001 1.51E+08 2.61758


NC_056059. 84080001 84100001 2.10204 0.15957 OL CENPC
NC_056056.1 151095001 1.51E+08 3.64043


NC_056080. 132865001 1.33E+08 1.89372 0.360578 OL CENPI
NC_056056.1 151100001 1.51E+08 3.64916


NC_056080. 132870001 1.33E+08 3.30711 0.349692 OL CENPI
NC_056056.1 151105001 1.51E+08 2.8931


NC_056080. 132875001 1.33E+08 5.27154 0.341638 OL CENPI
NC_056055.1 212195001 2.12E+08 2.16586


NC_056080. 132880001 1.33E+08 3.85512 0.320688 OL CENPI
NC_056055.1 212200001 2.12E+08 3.14498


NC_056080. 132885001 1.33E+08 1.858 0.237441 OL CENPI
NC_056055.1 212205001 2.12E+08 2.7034


NC_056069. 14135001 14155001 2.28846 0.159333 OL CENPK
NC_056055.1 212210001 2.12E+08 2.31265


NC_056073. 21895001 21915001 1.96864 0.148834 OL CENPQ;MMUT
NC_056055.1 212235001 2.12E+08 2.45104


NC_056064. 61765001 61785001 1.87486 0.175032 OL CEP112
NC_056055.1 212240001 2.12E+08 3.38075


NC_056064. 61770001 61790001 2.17696 0.233377 OL CEP112
NC_056055.1 212245001 2.12E+08 3.85168


NC_056064. 61775001 61795001 2.0175 0.222665 OL CEP112
NC_056055.1 212250001 2.12E+08 4.34114


NC_056068. 6445001 6465001 2.56005 0.183058 OL CEP126
NC_056055.1 212255001 2.12E+08 4.12969


NC_056068. 6450001 6470001 2.68837 0.159373 OL CEP126
NC_056055.1 212260001 2.12E+08 2.31707


NC_056068. 27730001 27750001 2.1202 0.395253 OL CEP164
NC_056056.1 130135001 1.3E+08 4.30804


NC_056068. 27800001 27820001 2.44192 0.354404 OL CEP164
NC_056056.1 130140001 1.3E+08 8.25354


NC_056068. 14115001 14135001 4.22981 0.171753 OL CEP57;FAM76B
NC_056056.1 130145001 1.3E+08 8.74999


NC_056068. 14120001 14140001 5.48614 0.207018 OL CEP57;FAM76B
NC_056056.1 130150001 1.3E+08 3.69377


NC_056055. 58670001 58690001 1.87285 0.187015 OL CEP78
NC_056056.1 130155001 1.3E+08 3.09231


NC_056055. 58680001 58700001 1.93298 0.293537 OL CEP78
NC_056056.1 130160001 1.3E+08 2.51954


NC_056055. 58685001 58705001 1.82036 0.284679 OL CEP78
NC_056073.1 22070001 22090001 2.3808


NC_056059. 96240001 96260001 2.14301 0.291144 OL CFAP299
NC_056073.1 22075001 22095001 2.01632


NC_056068. 6350001 6370001 2.7101 0.269313 OL CFAP300
NC_056058.1 4390001 4410001 3.60556


NC_056056. 68545001 68565001 1.95947 0.163014 OL CFAP36
NC_056057.1 25795001 25815001 2.29507


NC_056080. 35295001 35315001 2.47518 0.186193 OL CFAP47
NC_056057.1 25800001 25820001 3.09971


NC_056080. 35320001 35340001 2.57085 0.150558 OL CFAP47
NC_056057.1 25805001 25825001 3.69324


NC_056080. 35325001 35345001 3.19837 0.17503 OL CFAP47
NC_056056.1 180960001 1.81E+08 6.15151


NC_056080. 35330001 35350001 2.66881 0.15569 OL CFAP47
NC_056056.1 180965001 1.81E+08 6.73735


NC_056075. 24655001 24675001 2.31167 0.150622 OL CFAP58
NC_056056.1 180970001 1.81E+08 4.58501


NC_056075. 24660001 24680001 2.77217 0.175332 OL CFAP58
NC_056071.1 31530001 31550001 1.95822


NC_056075. 24665001 24685001 4.45592 0.22186 OL CFAP58
NC_056071.1 31550001 31570001 1.99443







NC_056060. 50955001 50975001 2.07496 0.151185 OL CGNL1
NC_056054.1 8805001 8825001 2.23042


NC_056060. 50960001 50980001 2.07561 0.159201 OL CGNL1
NC_056054.1 8810001 8830001 2.55145


NC_056066. 47745001 47765001 2.49365 0.142343 OL CHGB
NC_056075.1 44065001 44085001 2.70923


NC_056057. 68420001 68440001 2.43109 0.502254 OL CHN2
NC_056075.1 44070001 44090001 2.2031


NC_056057. 68425001 68445001 5.13206 0.6057 OL CHN2
NC_056067.1 34695001 34715001 4.05065


NC_056057. 68430001 68450001 3.07624 0.500192 OL CHN2
NC_056067.1 34700001 34720001 4.47546


NC_056078. 11645001 11665001 2.13491 0.237297 OL CHRM3
NC_056067.1 34705001 34725001 5.09468


NC_056078. 11650001 11670001 2.31999 0.256978 OL CHRM3
NC_056067.1 34710001 34730001 5.29238


NC_056078. 11655001 11675001 2.44988 0.198652 OL CHRM3
NC_056067.1 34715001 34735001 5.42028


NC_056078. 11665001 11685001 2.06214 0.156639 OL CHRM3
NC_056067.1 34720001 34740001 6.29084


NC_056055. 135330001 1.35E+08 3.87965 0.1556 OL CHRNA1
NC_056067.1 34725001 34745001 8.14645


NC_056067. 43615001 43635001 2.57485 0.153263 OL CHST8
NC_056067.1 34730001 34750001 7.56807


NC_056067. 43625001 43645001 5.73435 0.197457 OL CHST8
NC_056067.1 34690001 34710001 3.81531


NC_056067. 43630001 43650001 5.31429 0.214586 OL CHST8
NC_056055.1 205840001 2.06E+08 2.62295


NC_056067. 43635001 43655001 3.61337 0.16307 OL CHST8
NC_056055.1 205845001 2.06E+08 2.16687


NC_056067. 43640001 43660001 3.17461 0.154026 OL CHST8
NC_056078.1 22495001 22515001 1.98141


NC_056067. 10735001 10755001 3.90756 0.201111 OL CIBAR2
NC_056071.1 22950001 22970001 2.21136


NC_056067. 10740001 10760001 3.21622 0.177451 OL CIBAR2
NC_056071.1 22955001 22975001 2.36015


NC_056056. 207255001 2.07E+08 2.86292 0.181456 OL CLEC6A
NC_056071.1 22960001 22980001 2.45681


NC_056056. 207260001 2.07E+08 4.53351 0.256785 OL CLEC6A
NC_056075.1 20480001 20500001 2.80935


NC_056056. 35940001 35960001 2.44697 0.228621 OL CLIP4
NC_056075.1 20485001 20505001 3.91307


NC_056059. 71595001 71615001 1.81913 0.142057 OL CLOCK
NC_056075.1 20490001 20510001 4.49855


NC_056059. 71600001 71620001 3.09474 0.208244 OL CLOCK
NC_056075.1 20495001 20515001 4.02154


NC_056059. 71605001 71625001 4.74027 0.253141 OL CLOCK
NC_056075.1 20500001 20520001 2.28885


NC_056059. 71610001 71630001 12.0714 0.334099 OL CLOCK
NC_056075.1 15640001 15660001 2.21376


NC_056059. 71615001 71635001 7.82469 0.328853 OL CLOCK
NC_056080.1 78045001 78065001 3.44952


NC_056059. 71620001 71640001 5.94582 0.31446 OL CLOCK
NC_056080.1 78050001 78070001 4.58521


NC_056059. 71625001 71645001 6.91429 0.305126 OL CLOCK
NC_056080.1 78055001 78075001 5.06809


NC_056059. 71630001 71650001 6.73529 0.27549 OL CLOCK
NC_056080.1 78060001 78080001 4.14179


NC_056059. 71635001 71655001 6.6653 0.281081 OL CLOCK
NC_056080.1 78065001 78085001 4.47908


NC_056059. 71640001 71660001 5.73928 0.270872 OL CLOCK
NC_056080.1 78070001 78090001 4.52701







NC_056059. 71645001 71665001 4.68955 0.258431 OL CLOCK
NC_056080.1 78075001 78095001 3.69897


NC_056059. 71650001 71670001 3.32653 0.251365 OL CLOCK
NC_056080.1 78080001 78100001 4.37751


NC_056059. 71655001 71675001 3.08964 0.255298 OL CLOCK
NC_056080.1 78085001 78105001 3.48084


NC_056059. 71660001 71680001 2.9144 0.274439 OL CLOCK
NC_056080.1 78090001 78110001 3.20243


NC_056059. 71665001 71685001 2.48832 0.28771 OL CLOCK
NC_056080.1 78095001 78115001 3.71682


NC_056059. 71670001 71690001 2.61559 0.294512 OL CLOCK
NC_056080.1 78100001 78120001 3.01145


NC_056059. 71675001 71695001 2.35692 0.341057 OL CLOCK
NC_056080.1 78210001 78230001 4.61207


NC_056059. 71680001 71700001 1.93646 0.322834 OL CLOCK
NC_056080.1 78215001 78235001 4.38329


NC_056059. 71685001 71705001 2.89796 0.410103 OL CLOCK
NC_056080.1 78220001 78240001 5.3633


NC_056059. 71690001 71710001 2.98286 0.381337 OL CLOCK;PDCL2
NC_056080.1 78225001 78245001 4.45887


NC_056059. 71695001 71715001 2.85748 0.304525 OL CLOCK;PDCL2
NC_056080.1 78230001 78250001 3.93262


NC_056059. 71700001 71720001 2.77927 0.262049 OL CLOCK;PDCL2
NC_056080.1 78235001 78255001 4.45355


NC_056059. 71560001 71580001 1.875 0.22449 OL CLOCK;TMEM165
NC_056080.1 78240001 78260001 4.03859


NC_056054. 71980001 72000001 2.60033 0.284396 OL CNN3;SLC44A3
NC_056080.1 78245001 78265001 3.51898


NC_056054. 71985001 72005001 7.22174 0.379782 OL CNN3;SLC44A3
NC_056080.1 78250001 78270001 3.81238


NC_056054. 71990001 72010001 2.50546 0.190938 OL CNN3;SLC44A3
NC_056080.1 78255001 78275001 3.51445


NC_056058. 63840001 63860001 3.80422 0.146712 OL CNOT8;GEMIN5
NC_056080.1 78260001 78280001 3.93396


NC_056068. 9865001 9885001 2.3902 0.190583 OL CNTN5
NC_056080.1 78265001 78285001 4.13481


NC_056068. 9870001 9890001 2.77952 0.195457 OL CNTN5
NC_056080.1 78270001 78290001 3.76262


NC_056068. 9875001 9895001 1.80867 0.157526 OL CNTN5
NC_056080.1 78275001 78295001 3.51732


NC_056057. 112495001 1.13E+08 1.80935 0.221012 OL CNTNAP2
NC_056080.1 78280001 78300001 3.19328


NC_056057. 112500001 1.13E+08 1.97289 0.22009 OL CNTNAP2
NC_056080.1 78285001 78305001 2.88214


NC_056057. 112505001 1.13E+08 2.03465 0.203807 OL CNTNAP2
NC_056080.1 78295001 78315001 2.97376


NC_056067. 3045001 3065001 1.92062 0.227242 OL CNTNAP4
NC_056080.1 78300001 78320001 3.17972


NC_056055. 189690001 1.9E+08 2.67448 0.226074 OL CNTNAP5
NC_056080.1 78305001 78325001 3.05253


NC_056055. 189695001 1.9E+08 4.58255 0.286408 OL CNTNAP5
NC_056080.1 78310001 78330001 2.91588


NC_056055. 189700001 1.9E+08 4.15208 0.253136 OL CNTNAP5
NC_056055.1 174910001 1.75E+08 2.04324


NC_056055. 189705001 1.9E+08 2.2193 0.17065 OL CNTNAP5
NC_056055.1 174915001 1.75E+08 1.96821


NC_056054. 80245001 80265001 2.56628 0.194373 OL COL11A1
NC_056055.1 174925001 1.75E+08 2.27419


NC_056054. 80250001 80270001 3.77788 0.227176 OL COL11A1
NC_056076.1 52625001 52645001 3.45289


NC_056054. 80255001 80275001 1.84448 0.26218 OL COL11A1
NC_056076.1 52630001 52650001 3.04922







NC_056077. 35635001 35655001 2.11563 0.211499 OL COL26A1
NC_056076.1 52635001 52655001 2.18598


NC_056077. 35640001 35660001 2.07789 0.203556 OL COL26A1
NC_056066.1 28935001 28955001 3.14621


NC_056077. 35645001 35665001 2.03303 0.20235 OL COL26A1
NC_056056.1 214145001 2.14E+08 2.28022


NC_056077. 35650001 35670001 2.07555 0.205366 OL COL26A1
NC_056056.1 214150001 2.14E+08 2.46513


NC_056077. 35655001 35675001 2.12996 0.165458 OL COL26A1
NC_056059.1 68430001 68450001 2.94203


NC_056063. 84410001 84430001 1.90849 0.178582 OL COL4A2
NC_056059.1 68435001 68455001 4.62574


NC_056063. 84465001 84485001 2.10318 0.231466 OL COL4A2
NC_056059.1 68440001 68460001 7.89566


NC_056063. 84470001 84490001 2.84038 0.22881 OL COL4A2
NC_056059.1 68445001 68465001 21.4616


NC_056063. 84475001 84495001 2.79195 0.228443 OL COL4A2
NC_056059.1 68450001 68470001 21.2184


NC_056063. 84480001 84500001 3.12749 0.231726 OL COL4A2
NC_056054.1 62400001 62420001 2.22783


NC_056063. 84485001 84505001 3.31305 0.221055 OL COL4A2
NC_056057.1 6185001 6205001 2.22824


NC_056063. 84490001 84510001 2.63468 0.149612 OL COL4A2
NC_056056.1 215995001 2.16E+08 2.25625


NC_056062. 58180001 58200001 2.38504 0.144641 OL COLEC10
NC_056056.1 216000001 2.16E+08 2.28727


NC_056055. 49570001 49590001 2.12355 0.144957 OL CORO2A
NC_056056.1 216005001 2.16E+08 2.80082


NC_056071. 31420001 31440001 2.28097 0.224447 OL COX5A
NC_056056.1 215980001 2.16E+08 3.08198


NC_056071. 31425001 31445001 2.31035 0.210378 OL COX5A
NC_056056.1 215985001 2.16E+08 2.66522


NC_056071. 31430001 31450001 2.2 0.200837 OL COX5A;FAM219B
NC_056056.1 215990001 2.16E+08 2.41088


NC_056071. 31435001 31455001 2.16327 0.209052 OL COX5A;FAM219B
NC_056067.1 35040001 35060001 2.28513


NC_056071. 31410001 31430001 2.27856 0.246096 OL COX5A;RPP25
NC_056068.1 29100001 29120001 2.07692


NC_056071. 31415001 31435001 2.25803 0.242073 OL COX5A;RPP25
NC_056068.1 29105001 29125001 2.29395


NC_056054. 239720001 2.4E+08 2.78518 0.158674 OL CP
NC_056068.1 29110001 29130001 2.50888


NC_056054. 239725001 2.4E+08 2.9465 0.15669 OL CP
NC_056065.1 76095001 76115001 2.02365


NC_056062. 44615001 44635001 1.84778 0.224236 OL CPA6
NC_056065.1 76165001 76185001 2.52445


NC_056057. 87165001 87185001 2.32956 0.149185 OL CPED1
NC_056065.1 76170001 76190001 2.86732


NC_056057. 87170001 87190001 2.42616 0.153928 OL CPED1
NC_056065.1 76175001 76195001 3.49147


NC_056057. 87175001 87195001 2.91854 0.169991 OL CPED1
NC_056065.1 76180001 76200001 2.64436


NC_056071. 31515001 31535001 2.39319 0.243074 OL CPLX3;CSK;LMAN1L
NC_056070.1 53175001 53195001 3.43651


NC_056071. 31510001 31530001 2.36916 0.24536 OL CPLX3;LMAN1L
NC_056070.1 53180001 53200001 3.52233


NC_056071. 31500001 31520001 2.27536 0.223058 OL CPLX3;LMAN1L;ULK3
NC_056070.1 53185001 53205001 3.05548


NC_056071. 31505001 31525001 2.29236 0.225855 OL CPLX3;LMAN1L;ULK3
NC_056080.1 137815001 1.38E+08 9.86231


NC_056071. 31495001 31515001 2.18207 0.210526 OL CPLX3;SCAMP2;ULK3
NC_056080.1 137820001 1.38E+08 11.2088







NC_056062. 80410001 80430001 2.61714 0.187244 OL CPQ
NC_056080.1 137825001 1.38E+08 12.8609


NC_056057. 68575001 68595001 2.14337 0.326135 OL CPVL
NC_056080.1 137830001 1.38E+08 14.5827


NC_056057. 68580001 68600001 2.60637 0.330044 OL CPVL
NC_056080.1 137835001 1.38E+08 8.05672


NC_056057. 68585001 68605001 2.90621 0.268681 OL CPVL
NC_056080.1 137840001 1.38E+08 4.85056


NC_056057. 68590001 68610001 3.5114 0.250416 OL CPVL
NC_056080.1 137845001 1.38E+08 3.35873


NC_056057. 68595001 68615001 3.20351 0.224937 OL CPVL
NC_056080.1 137850001 1.38E+08 2.87571


NC_056057. 68600001 68620001 2.26695 0.274426 OL CPVL
NC_056080.1 137855001 1.38E+08 2.99641


NC_056057. 68605001 68625001 2.01453 0.26845 OL CPVL
NC_056080.1 137860001 1.38E+08 2.40386


NC_056057. 68705001 68725001 2.14725 0.226498 OL CPVL
NC_056080.1 137865001 1.38E+08 2.44192


NC_056065. 75650001 75670001 1.86377 0.146409 OL CRB1
NC_056080.1 137870001 1.38E+08 2.40921


NC_056065. 75655001 75675001 2.46338 0.175055 OL CRB1
NC_056080.1 137875001 1.38E+08 2.56971


NC_056065. 75660001 75680001 2.95235 0.194543 OL CRB1
NC_056080.1 137880001 1.38E+08 4.45563


NC_056065. 75665001 75685001 3.06488 0.164078 OL CRB1
NC_056080.1 137885001 1.38E+08 3.74731


NC_056056. 180950001 1.81E+08 5.17552 0.16733 OL CSF2RB
NC_056054.1 70120001 70140001 2.87665


NC_056056. 180955001 1.81E+08 6.54188 0.195085 OL CSF2RB
NC_056054.1 70125001 70145001 2.39742


NC_056056. 180960001 1.81E+08 7.25 0.200529 OL CSF2RB
NC_056063.1 48115001 48135001 5.87318


NC_056056. 180965001 1.81E+08 9.94861 0.209053 OL CSF2RB
NC_056079.1 22795001 22815001 2.51215


NC_056056. 180970001 1.81E+08 33.4399 0.24152 OL CSF2RB
NC_056079.1 22800001 22820001 2.78509


NC_056056. 180975001 1.81E+08 33.7732 0.229163 OL CSF2RB
NC_056079.1 22830001 22850001 2.22407


NC_056071. 31530001 31550001 2.07869 0.202185 OL CSK
NC_056079.1 22835001 22855001 2.35067


NC_056071. 31535001 31555001 1.86626 0.183465 OL CSK
NC_056079.1 22840001 22860001 2.08169


NC_056071. 31540001 31560001 1.84788 0.186489 OL CSK
NC_056066.1 65540001 65560001 1.94622


NC_056071. 31545001 31565001 1.87529 0.1844 OL CSK
NC_056060.1 65710001 65730001 2.35644


NC_056071. 31550001 31570001 1.82412 0.184008 OL CSK
NC_056056.1 216010001 2.16E+08 3.58728


NC_056071. 31520001 31540001 2.26617 0.231598 OL CSK;LMAN1L
NC_056056.1 216015001 2.16E+08 4.71727


NC_056071. 31525001 31545001 2.20577 0.223191 OL CSK;LMAN1L
NC_056056.1 216020001 2.16E+08 6.44118


NC_056079. 3165001 3185001 4.46099 0.203564 OL CSMD1
NC_056056.1 216025001 2.16E+08 5.3613


NC_056079. 3170001 3190001 3.06904 0.197886 OL CSMD1
NC_056080.1 31695001 31715001 2.03733


NC_056080. 99840001 99860001 1.83707 0.164571 OL CT55;LOC114111389
NC_056080.1 31700001 31720001 1.96256


NC_056067. 34695001 34715001 3.42858 0.341669 OL CTCF
NC_056060.1 10040001 10060001 3.27158


NC_056067. 34700001 34720001 3.6475 0.38747 OL CTCF
NC_056060.1 10045001 10065001 3.79203







NC_056067. 34705001 34725001 4.05176 0.397213 OL CTCF
NC_056060.1 10050001 10070001 2.29782


NC_056067. 34710001 34730001 4.07183 0.407076 OL CTCF
NC_056062.1 21705001 21725001 2.46302


NC_056067. 34715001 34735001 4.24196 0.425516 OL CTCF
NC_056062.1 21710001 21730001 2.44239


NC_056067. 34720001 34740001 4.88579 0.445288 OL CTCF
NC_056077.1 4390001 4410001 4.2725


NC_056067. 34725001 34745001 6.14197 0.468334 OL CTCF
NC_056077.1 19200001 19220001 2.69382


NC_056067. 34730001 34750001 5.90476 0.45952 OL CTCF
NC_056077.1 19205001 19225001 2


NC_056067. 34690001 34710001 3.27027 0.272596 OL CTCF;RIPOR1
NC_056067.1 14930001 14950001 3.28295


NC_056078. 22035001 22055001 2.69799 0.208749 OL CTNNA3
NC_056054.1 257775001 2.58E+08 2.29138


NC_056078. 22040001 22060001 2.42355 0.204216 OL CTNNA3
NC_056054.1 257780001 2.58E+08 4.56943


NC_056078. 22045001 22065001 1.84787 0.149732 OL CTNNA3
NC_056054.1 257785001 2.58E+08 3.48478


NC_056071. 22965001 22985001 1.85728 0.175075 OL CTSH
NC_056054.1 257790001 2.58E+08 2.00602


NC_056071. 22970001 22990001 1.94294 0.189864 OL CTSH
NC_056065.1 38590001 38610001 2.31687


NC_056071. 22985001 23005001 2.04173 0.188023 OL CTSH
NC_056065.1 38595001 38615001 2.98213


NC_056071. 22955001 22975001 2.59237 0.223234 OL CTSH;MORF4L1
NC_056065.1 38600001 38620001 2.20265


NC_056071. 22960001 22980001 2.53253 0.208451 OL CTSH;MORF4L1
NC_056065.1 38745001 38765001 2.4317


NC_056068. 17355001 17375001 2.99155 0.145683 OL CUL5
NC_056065.1 38750001 38770001 2.09158


NC_056078. 43900001 43920001 2.25719 0.164118 OL CXCL12
NC_056065.1 38755001 38775001 2.1058


NC_056078. 43905001 43925001 1.83274 0.162277 OL CXCL12
NC_056065.1 38760001 38780001 2.24357


NC_056059. 93015001 93035001 1.92065 0.240704 OL CXCL13
NC_056065.1 38765001 38785001 2.30654


NC_056054. 130510001 1.31E+08 1.81583 0.368734 OL CYYR1
NC_056054.1 38040001 38060001 4.11267


NC_056060. 69655001 69675001 2.01935 0.147284 OL DAAM1;L3HYPDH
NC_056054.1 38045001 38065001 10.3581


NC_056060. 69685001 69705001 2.2227 0.185371 OL DAAM1;L3HYPDH
NC_056054.1 38050001 38070001 4.60995


NC_056060. 69690001 69710001 2.4798 0.210394 OL DAAM1;L3HYPDH
NC_056054.1 38055001 38075001 2.96154


NC_056060. 69695001 69715001 2.00406 0.190914 OL DAAM1;L3HYPDH
NC_056064.1 22950001 22970001 2.27148


NC_056060. 69710001 69730001 1.94882 0.172697 OL DAAM1;L3HYPDH
NC_056062.1 82470001 82490001 2.0423


NC_056060. 44155001 44175001 1.87706 0.237905 OL DAPK2
NC_056062.1 82475001 82495001 3.36803


NC_056056. 134990001 1.35E+08 1.82268 0.232474 OL DAZAP2
NC_056062.1 82480001 82500001 3.79923


NC_056057. 33190001 33210001 2.14393 0.279371 OL DBF4
NC_056062.1 82485001 82505001 2.9606


NC_056057. 33195001 33215001 3.01737 0.34972 OL DBF4
NC_056062.1 82490001 82510001 2.16994


NC_056057. 33200001 33220001 3.05677 0.34595 OL DBF4;SLC25A40
NC_056059.1 56460001 56480001 1.99471


NC_056057. 33205001 33225001 2.51116 0.332222 OL DBF4;SLC25A40
NC_056067.1 35045001 35065001 3.22413







NC_056057. 33210001 33230001 2.26951 0.299098 OL DBF4;SLC25A40
NC_056067.1 35050001 35070001 2.48


NC_056076. 52340001 52360001 1.93736 0.181465 OL DCC
NC_056067.1 35070001 35090001 2.40571


NC_056076. 52345001 52365001 2.57517 0.203689 OL DCC
NC_056064.1 43390001 43410001 2.66445


NC_056058. 59835001 59855001 2.25385 0.145044 OL DCTN4
NC_056064.1 43395001 43415001 3.70221


NC_056068. 18215001 18235001 2.48529 0.151674 OL DDX10
NC_056072.1 48890001 48910001 2.42553


NC_056068. 18220001 18240001 2.6032 0.155868 OL DDX10
NC_056068.1 4850001 4870001 2.23135


NC_056068. 18225001 18245001 2.48779 0.144231 OL DDX10
NC_056068.1 4880001 4900001 2.22577


NC_056064. 13600001 13620001 2.84788 0.257784 OL DDX52
NC_056068.1 4885001 4905001 1.9418


NC_056064. 13585001 13605001 4.27262 0.209797 OL DDX52;SYNRG
NC_056056.1 93355001 93375001 2.9255


NC_056064. 13590001 13610001 8.11428 0.285339 OL DDX52;SYNRG
NC_056056.1 93345001 93365001 2.60465


NC_056064. 13595001 13615001 5.39137 0.303789 OL DDX52;SYNRG
NC_056056.1 93350001 93370001 3.37205


NC_056075. 38810001 38830001 1.9059 0.143852 OL DENND10
NC_056054.1 187190001 1.87E+08 3.11556


NC_056069. 18730001 18750001 2.60151 0.157587 OL DEPDC1B
NC_056055.1 245135001 2.45E+08 2.41323


NC_056069. 18735001 18755001 3.38667 0.207663 OL DEPDC1B
NC_056055.1 245140001 2.45E+08 3.12062


NC_056069. 18740001 18760001 5.06727 0.267543 OL DEPDC1B
NC_056055.1 245145001 2.45E+08 3.42542


NC_056069. 18745001 18765001 6.04556 0.302819 OL DEPDC1B
NC_056055.1 245150001 2.45E+08 3.61528


NC_056069. 18750001 18770001 9.06783 0.333591 OL DEPDC1B
NC_056067.1 47915001 47935001 4.23932


NC_056069. 18755001 18775001 9.91413 0.345241 OL DEPDC1B
NC_056067.1 47920001 47940001 4.13461


NC_056069. 18760001 18780001 4.28223 0.289919 OL DEPDC1B
NC_056067.1 47910001 47930001 6.87176


NC_056069. 18765001 18785001 2.41095 0.203953 OL DEPDC1B
NC_056061.1 63890001 63910001 11.7671


NC_056057. 102475001 1.02E+08 6.85169 0.162541 OL DGKI
NC_056061.1 63895001 63915001 8.29349


NC_056057. 102480001 1.03E+08 6.14147 0.162581 OL DGKI
NC_056061.1 63900001 63920001 8.41176


NC_056057. 102900001 1.03E+08 3.30929 0.168738 OL DGKI
NC_056061.1 63905001 63925001 12.9078


NC_056057. 102905001 1.03E+08 2.81987 0.189414 OL DGKI
NC_056061.1 63925001 63945001 15.7066


NC_056057. 102910001 1.03E+08 2.51613 0.225206 OL DGKI
NC_056080.1 62670001 62690001 2.61712


NC_056057. 102915001 1.03E+08 2.40817 0.310104 OL DGKI
NC_056080.1 62675001 62695001 3.68841


NC_056064. 10245001 10265001 2.45462 0.154029 OL DHX40
NC_056080.1 62680001 62700001 3.03309


NC_056064. 10250001 10270001 2.63227 0.153685 OL DHX40
NC_056080.1 62685001 62705001 2.52194


NC_056064. 10255001 10275001 2.33919 0.143949 OL DHX40
NC_056065.1 65180001 65200001 2.90747


NC_056065. 63340001 63360001 6.75472 0.174069 OL DHX9
NC_056065.1 65185001 65205001 3.08833


NC_056065. 63335001 63355001 5.42069 0.144665 OL DHX9;NPL
NC_056065.1 65190001 65210001 3.0283







NC_056063. 2910001 2930001 2.12543 0.169986 OL DIAPH3
NC_056065.1 65195001 65215001 2.04786


NC_056063. 2915001 2935001 2.46881 0.194046 OL DIAPH3
NC_056065.1 65210001 65230001 2.18025


NC_056063. 2920001 2940001 3.1825 0.232134 OL DIAPH3
NC_056065.1 65215001 65235001 1.93806


NC_056063. 2925001 2945001 2.92297 0.216561 OL DIAPH3
NC_056055.1 208265001 2.08E+08 18.8426


NC_056063. 2930001 2950001 2.56649 0.185788 OL DIAPH3
NC_056057.1 62670001 62690001 3.22505


NC_056063. 2970001 2990001 2.61502 0.17541 OL DIAPH3
NC_056077.1 41245001 41265001 2.16098


NC_056063. 2975001 2995001 2.76574 0.226344 OL DIAPH3
NC_056072.1 29945001 29965001 6.43183


NC_056063. 2980001 3000001 3.44124 0.252708 OL DIAPH3
NC_056055.1 92480001 92500001 2.07608


NC_056063. 2985001 3005001 2.6993 0.250629 OL DIAPH3
NC_056056.1 181435001 1.81E+08 2.10792


NC_056063. 2990001 3010001 2.06287 0.162952 OL DIAPH3
NC_056056.1 181440001 1.81E+08 2.3171


NC_056054. 70105001 70125001 1.89084 0.18781 OL DIPK1A
NC_056056.1 181445001 1.81E+08 2.31888


NC_056054. 70110001 70130001 1.90777 0.155464 OL DIPK1A
NC_056056.1 181450001 1.81E+08 2.30876


NC_056073. 17010001 17030001 3.63218 0.181693 OL DLK2;TJAP1
NC_056056.1 181455001 1.81E+08 2.33732


NC_056080. 31895001 31915001 5.98261 0.14387 OL DMD
NC_056057.1 61530001 61550001 2.78572


NC_056058. 32345001 32365001 2.29748 0.158867 OL DMXL1
NC_056072.1 52135001 52155001 14.1604


NC_056058. 32350001 32370001 2.33069 0.15933 OL DMXL1
NC_056072.1 52140001 52160001 19.6717


NC_056056. 40180001 40200001 2.50486 0.143688 OL DNAAF10
NC_056072.1 52150001 52170001 4.64414


NC_056062. 21690001 21710001 1.88377 0.1977 OL DNAAF11
NC_056072.1 52155001 52175001 3.12852


NC_056062. 21695001 21715001 1.94883 0.205661 OL DNAAF11
NC_056072.1 52160001 52180001 2.33245


NC_056062. 21700001 21720001 2.4616 0.241615 OL DNAAF11
NC_056076.1 37570001 37590001 2.01811


NC_056062. 21705001 21725001 2.56736 0.184357 OL DNAAF11
NC_056060.1 98485001 98505001 3.62141


NC_056077. 4385001 4405001 2.67143 0.173859 OL DNAAF8;ZNF500
NC_056060.1 98490001 98510001 6.53652


NC_056065. 27665001 27685001 1.87716 0.164644 OL DNAH14
NC_056060.1 98495001 98515001 4.34883


NC_056055. 198130001 1.98E+08 2.65049 0.166667 OL DNAH7
NC_056060.1 98500001 98520001 3.07822


NC_056055. 198135001 1.98E+08 2.06533 0.193586 OL DNAH7
NC_056056.1 69145001 69165001 7.49612


NC_056055. 198150001 1.98E+08 4.17382 0.193162 OL DNAH7
NC_056056.1 69150001 69170001 8.21923


NC_056055. 198155001 1.98E+08 8.78755 0.25974 OL DNAH7
NC_056056.1 69155001 69175001 8.15441


NC_056055. 198160001 1.98E+08 11.8318 0.326693 OL DNAH7
NC_056056.1 69165001 69185001 8.68201


NC_056055. 198165001 1.98E+08 14.5987 0.319101 OL DNAH7
NC_056056.1 69170001 69190001 6.53134


NC_056055. 198170001 1.98E+08 7.30641 0.278606 OL DNAH7
NC_056080.1 104050001 1.04E+08 2.52534


NC_056055. 198175001 1.98E+08 6.54347 0.254351 OL DNAH7
NC_056080.1 104055001 1.04E+08 2.54245







NC_056055. 198180001 1.98E+08 4.97821 0.211307 OL DNAH7
NC_056080.1 104060001 1.04E+08 2.62691


NC_056055. 198185001 1.98E+08 5.58209 0.229211 OL DNAH7
NC_056080.1 104070001 1.04E+08 3.05987


NC_056055. 198190001 1.98E+08 13.4286 0.276094 OL DNAH7
NC_056080.1 104075001 1.04E+08 4.30701


NC_056055. 198195001 1.98E+08 12.2557 0.241507 OL DNAH7
NC_056080.1 104080001 1.04E+08 5.97342


NC_056055. 198200001 1.98E+08 8.10752 0.215357 OL DNAH7
NC_056080.1 104130001 1.04E+08 9.41667


NC_056055. 198205001 1.98E+08 3.76738 0.246291 OL DNAH7
NC_056080.1 104135001 1.04E+08 7.61046


NC_056055. 198210001 1.98E+08 3.37733 0.197534 OL DNAH7
NC_056080.1 104045001 1.04E+08 2.569


NC_056055. 198215001 1.98E+08 2.89073 0.186031 OL DNAH7
NC_056058.1 6355001 6375001 6.00862


NC_056055. 198220001 1.98E+08 2.26764 0.164333 OL DNAH7
NC_056058.1 6360001 6380001 11.4749


NC_056055. 37095001 37115001 3.24224 0.15404 OL DNAI1;FAM219A
NC_056058.1 6365001 6385001 16.6373


NC_056055. 37100001 37120001 2.88341 0.194292 OL DNAI1;FAM219A
NC_056058.1 6370001 6390001 29.8437


NC_056055. 37105001 37125001 2.68845 0.215051 OL DNAI1;FAM219A
NC_056058.1 6375001 6395001 11.4081


NC_056054. 257835001 2.58E+08 2.63004 0.223333 OL DNAJC13
NC_056056.1 199845001 2E+08 2.04544


NC_056054. 257840001 2.58E+08 2.41674 0.239575 OL DNAJC13;LOC101119869
NC_056056.1 199850001 2E+08 3.87498


NC_056054. 257845001 2.58E+08 2.6565 0.293251 OL DNAJC13;LOC101119869
NC_056056.1 199855001 2E+08 5.63298


NC_056054. 257850001 2.58E+08 2.67876 0.30364 OL DNAJC13;LOC101119869
NC_056056.1 199860001 2E+08 4.06804


NC_056060. 83160001 83180001 1.96059 0.153088 OL DNAL1;LOC101118736
NC_056056.1 199865001 2E+08 3.01636


NC_056065. 39000001 39020001 2.15625 0.159178 OL DNM3
NC_056056.1 199870001 2E+08 2.81797


NC_056065. 39005001 39025001 2.3328 0.182999 OL DNM3
NC_056056.1 199875001 2E+08 2.6514


NC_056065. 39010001 39030001 2.01117 0.172172 OL DNM3
NC_056056.1 199880001 2E+08 2.55468


NC_056054. 71010001 71030001 1.82468 0.204351 OL DNTTIP2
NC_056056.1 199885001 2E+08 2.66023


NC_056054. 71015001 71035001 2.21613 0.228347 OL DNTTIP2
NC_056056.1 199920001 2E+08 2.51153


NC_056054. 71020001 71040001 2.22185 0.207739 OL DNTTIP2
NC_056056.1 199925001 2E+08 4.62093


NC_056054. 71025001 71045001 2.13972 0.201071 OL DNTTIP2;GCLM
NC_056056.1 199930001 2E+08 3.56043


NC_056054. 71030001 71050001 2.22304 0.212323 OL DNTTIP2;GCLM
NC_056054.1 87080001 87100001 2.47707


NC_056054. 71035001 71055001 2.06309 0.187978 OL DNTTIP2;GCLM
NC_056054.1 87075001 87095001 2.6273


NC_056063. 75050001 75070001 1.99585 0.21285 OL DOCK9
NC_056055.1 213890001 2.14E+08 2.98346


NC_056061. 10315001 10335001 2.03494 0.148196 OL DOP1A
NC_056055.1 213895001 2.14E+08 2.86239


NC_056061. 10215001 10235001 2.93103 0.193609 OL DOP1A;UBE3D
NC_056055.1 213900001 2.14E+08 2.9013


NC_056061. 10225001 10245001 2.2884 0.146549 OL DOP1A;UBE3D
NC_056056.1 213705001 2.14E+08 1.95495


NC_056064. 22950001 22970001 3.61203 0.276606 OL DPH1;HIC1;OVCA2
NC_056056.1 213785001 2.14E+08 2.79555







NC_056064. 22955001 22975001 2.28937 0.244583 OL DPH1;HIC1;OVCA2;SMG
NC_056056.1 213805001 2.14E+08 2.23089


NC_056064. 22945001 22965001 2.44094 0.267105 OL DPH1;OVCA2
NC_056056.1 213810001 2.14E+08 3.85867


NC_056064. 22940001 22960001 1.82781 0.260032 OL DPH1;OVCA2;RTN4RL1
NC_056056.1 213815001 2.14E+08 2.28838


NC_056080. 132970001 1.33E+08 1.98631 0.283452 OL DRP2;TAF7L
NC_056072.1 44815001 44835001 7.81904


NC_056068. 27810001 27830001 2.31163 0.261026 OL DSCAML1
NC_056072.1 45445001 45465001 3.69354


NC_056066. 38220001 38240001 1.98232 0.161187 OL DTD1
NC_056072.1 45450001 45470001 2.0641


NC_056055. 245165001 2.45E+08 2.36407 0.195533 OL ECE1
NC_056072.1 45470001 45490001 2.24315


NC_056055. 245170001 2.45E+08 2.70659 0.204816 OL ECE1
NC_056055.1 47750001 47770001 2.14425


NC_056055. 245175001 2.45E+08 3.13925 0.228327 OL ECE1
NC_056060.1 74475001 74495001 2.60057


NC_056055. 245180001 2.45E+08 2.57535 0.185386 OL ECE1
NC_056074.1 29335001 29355001 3.25095


NC_056055. 12075001 12095001 2.04661 0.193611 OL ECPAS
NC_056059.1 104320001 1.04E+08 9.54946


NC_056055. 12080001 12100001 2.17128 0.198256 OL ECPAS
NC_056059.1 104325001 1.04E+08 14.1288


NC_056055. 12105001 12125001 2.71809 0.180867 OL ECPAS
NC_056065.1 41770001 41790001 2.1


NC_056055. 12110001 12130001 6.38848 0.368285 OL ECPAS
NC_056065.1 41775001 41795001 2.02666


NC_056055. 12115001 12135001 7.12605 0.376989 OL ECPAS;LOC101112627
NC_056065.1 41780001 41800001 1.94323


NC_056056. 60905001 60925001 2.79386 0.25763 OL ECRG4
NC_056062.1 59380001 59400001 1.9705


NC_056056. 60910001 60930001 3.26647 0.156644 OL ECRG4
NC_056071.1 23900001 23920001 2.52654


NC_056058. 81815001 81835001 3.36655 0.144716 OL EDIL3
NC_056080.1 140845001 1.41E+08 2.60515


NC_056058. 81820001 81840001 3.03439 0.143912 OL EDIL3
NC_056080.1 140855001 1.41E+08 2.73053


NC_056054. 21225001 21245001 2.0369 0.254847 OL EFCAB14
NC_056080.1 140860001 1.41E+08 2.70213


NC_056054. 21230001 21250001 2.03409 0.253674 OL EFCAB14
NC_056080.1 140870001 1.41E+08 2.55556


NC_056054. 21235001 21255001 2.05556 0.276773 OL EFCAB14
NC_056080.1 140885001 1.41E+08 2.37947


NC_056054. 21240001 21260001 2.0689 0.286203 OL EFCAB14
NC_056058.1 90840001 90860001 3.01377


NC_056054. 21245001 21265001 2.05901 0.285266 OL EFCAB14
NC_056058.1 90845001 90865001 3.1865


NC_056054. 21250001 21270001 2.04338 0.283431 OL EFCAB14
NC_056055.1 67295001 67315001 1.94625


NC_056054. 21255001 21275001 1.98276 0.272799 OL EFCAB14
NC_056055.1 67300001 67320001 5.31178


NC_056054. 21260001 21280001 1.93561 0.252012 OL EFCAB14
NC_056055.1 67315001 67335001 34.4286


NC_056060. 33790001 33810001 2.84921 0.219508 OL EIF2AK4
NC_056055.1 67320001 67340001 4.46829


NC_056060. 33795001 33815001 3.32296 0.2448 OL EIF2AK4
NC_056071.1 31450001 31470001 2.00135


NC_056060. 33800001 33820001 3.51286 0.252689 OL EIF2AK4
NC_056056.1 185995001 1.86E+08 1.9454


NC_056060. 33805001 33825001 3.15191 0.260083 OL EIF2AK4
NC_056056.1 186000001 1.86E+08 2.45735







NC_056060. 77320001 77340001 4.90355 0.187886 OL EIF2S1
NC_056056.1 186005001 1.86E+08 2.35831


NC_056060. 77325001 77345001 3.73121 0.252526 OL EIF2S1;PLEK2
NC_056080.1 84000001 84020001 4.52631


NC_056060. 77330001 77350001 3.35167 0.246619 OL EIF2S1;PLEK2
NC_056080.1 84005001 84025001 3.48735


NC_056060. 77335001 77355001 2.2754 0.175248 OL EIF2S1;PLEK2
NC_056080.1 84015001 84035001 2.55721


NC_056062. 69180001 69200001 1.90926 0.169031 OL EIF3E
NC_056058.1 104900001 1.05E+08 16.5302


NC_056062. 69185001 69205001 2.07216 0.233061 OL EIF3E
NC_056058.1 104910001 1.05E+08 14.1429


NC_056062. 69190001 69210001 1.8387 0.258663 OL EIF3E
NC_056058.1 104915001 1.05E+08 11.1191


NC_056062. 60720001 60740001 3.02555 0.181636 OL EIF3H
NC_056058.1 104920001 1.05E+08 7.88889


NC_056062. 60725001 60745001 3.15899 0.21115 OL EIF3H
NC_056058.1 104925001 1.05E+08 5.08


NC_056062. 60730001 60750001 3.36704 0.248871 OL EIF3H
NC_056058.1 104930001 1.05E+08 3.84837


NC_056062. 60735001 60755001 2.01942 0.164202 OL EIF3H
NC_056058.1 104935001 1.05E+08 2.80526


NC_056055. 184150001 1.84E+08 2.14783 0.147057 OL EN1
NC_056069.1 57585001 57605001 2.74384


NC_056055. 184155001 1.84E+08 2.10856 0.155838 OL EN1
NC_056069.1 57590001 57610001 2.85401


NC_056056. 8355001 8375001 4.66896 0.296372 OL ENG
NC_056062.1 77145001 77165001 1.95072


NC_056056. 8360001 8380001 2.05607 0.19663 OL ENG
NC_056070.1 5390001 5410001 2.07683


NC_056059. 97930001 97950001 2.15446 0.185685 OL ENOPH1
NC_056070.1 5395001 5415001 2.17407


NC_056059. 97935001 97955001 2.28152 0.240159 OL ENOPH1
NC_056054.1 110245001 1.1E+08 2.94408


NC_056059. 97940001 97960001 2.82555 0.282527 OL ENOPH1
NC_056054.1 110250001 1.1E+08 4.10045


NC_056059. 97945001 97965001 2.71608 0.306466 OL ENOPH1
NC_056054.1 110255001 1.1E+08 2.47995


NC_056059. 97950001 97970001 2.71255 0.301991 OL ENOPH1
NC_056080.1 52480001 52500001 2.37298


NC_056059. 97955001 97975001 2.81177 0.30841 OL ENOPH1
NC_056069.1 30605001 30625001 2.09524


NC_056059. 97960001 97980001 2.17688 0.32209 OL ENOPH1
NC_056069.1 30610001 30630001 3.00466


NC_056059. 97915001 97935001 2.22525 0.175747 OL ENOPH1;HNRNPDL
NC_056069.1 30615001 30635001 3.53536


NC_056059. 97920001 97940001 2.22916 0.169056 OL ENOPH1;HNRNPDL
NC_056069.1 30620001 30640001 4.53368


NC_056059. 97925001 97945001 2.04724 0.15892 OL ENOPH1;HNRNPDL
NC_056069.1 30625001 30645001 2.76553


NC_056059. 97965001 97985001 2.10597 0.274324 OL ENOPH1;TMEM150C
NC_056070.1 35060001 35080001 10.042


NC_056062. 93910001 93930001 1.81722 0.294056 OL ENPP2
NC_056075.1 41045001 41065001 2.23801


NC_056062. 93950001 93970001 1.93604 0.297029 OL ENPP2
NC_056054.1 34635001 34655001 2.2552


NC_056062. 93955001 93975001 2.05571 0.30595 OL ENPP2
NC_056076.1 20765001 20785001 2.17666


NC_056062. 93960001 93980001 2.59238 0.30778 OL ENPP2
NC_056076.1 20770001 20790001 1.9438


NC_056062. 93990001 94010001 2.71542 0.301136 OL ENPP2
NC_056076.1 21030001 21050001 2.18622







NC_056062. 93995001 94015001 3.06442 0.31675 OL ENPP2
NC_056061.1 2305001 2325001 2.41085


NC_056062. 94000001 94020001 1.8959 0.26989 OL ENPP2
NC_056061.1 2310001 2330001 2.29967


NC_056072. 2125001 2145001 1.84504 0.287402 OL EOMES
NC_056061.1 2315001 2335001 2.4797


NC_056077. 36235001 36255001 2.28735 0.194059 OL EPHB4
NC_056061.1 2320001 2340001 2.4463


NC_056077. 36240001 36260001 3.85115 0.412356 OL EPHB4
NC_056066.1 72685001 72705001 2.06342


NC_056077. 36245001 36265001 1.93217 0.377997 OL EPHB4;ZAN
NC_056066.1 72690001 72710001 2.45342


NC_056061. 70225001 70245001 2.07343 0.141323 OL EPM2A
NC_056064.1 34680001 34700001 2.72549


NC_056056. 199870001 2E+08 2.61325 0.16856 OL EPS8
NC_056064.1 34675001 34695001 3.24009


NC_056056. 199875001 2E+08 2.42566 0.166442 OL EPS8
NC_056063.1 32330001 32350001 18.9389


NC_056056. 199880001 2E+08 2.46304 0.176255 OL EPS8
NC_056058.1 335001 355001 3.94189


NC_056056. 199885001 2E+08 2.5363 0.177516 OL EPS8
NC_056058.1 340001 360001 3.72557


NC_056056. 199915001 2E+08 2.64963 0.174259 OL EPS8
NC_056058.1 345001 365001 3.09278


NC_056056. 199920001 2E+08 3.32316 0.194908 OL EPS8
NC_056058.1 350001 370001 2.74451


NC_056056. 199925001 2E+08 4.83662 0.227314 OL EPS8
NC_056060.1 27815001 27835001 1.95945


NC_056056. 199930001 2E+08 3.79549 0.210072 OL EPS8
NC_056055.1 157040001 1.57E+08 2.09297


NC_056056. 199935001 2E+08 2.37276 0.167157 OL EPS8
NC_056055.1 157045001 1.57E+08 2.80386


NC_056072. 44815001 44835001 5.13124 0.178208 OL ERC2
NC_056061.1 83270001 83290001 2.24835


NC_056072. 44820001 44840001 2.82338 0.150588 OL ERC2
NC_056061.1 83275001 83295001 5.62131


NC_056061. 76890001 76910001 3.30104 0.164122 OL ESR1;SYNE1
NC_056061.1 83280001 83300001 9.06836


NC_056056. 40890001 40910001 11.4378 0.288645 OL ETAA1
NC_056061.1 83285001 83305001 6.91697


NC_056056. 40895001 40915001 17.062 0.338992 OL ETAA1
NC_056061.1 83290001 83310001 4.03811


NC_056056. 40900001 40920001 18.2204 0.315374 OL ETAA1
NC_056055.1 89310001 89330001 5.65192


NC_056056. 40905001 40925001 14.1934 0.295324 OL ETAA1
NC_056055.1 89315001 89335001 3.29833


NC_056054. 123655001 1.24E+08 14.7989 0.19401 OL EVA1C
NC_056060.1 98960001 98980001 2.11701


NC_056054. 123660001 1.24E+08 14.0601 0.227253 OL EVA1C
NC_056072.1 30195001 30215001 2.68585


NC_056054. 123665001 1.24E+08 11.7381 0.244324 OL EVA1C
NC_056057.1 55315001 55335001 2.08361


NC_056054. 123670001 1.24E+08 8.92783 0.228138 OL EVA1C
NC_056057.1 55320001 55340001 2.25025


NC_056054. 123675001 1.24E+08 7.00393 0.193104 OL EVA1C
NC_056057.1 55325001 55345001 2.03372


NC_056054. 123755001 1.24E+08 8.30834 0.155864 OL EVA1C
NC_056057.1 55330001 55350001 1.93705


NC_056065. 41785001 41805001 2.84479 0.408954 OL EXOSC10
NC_056057.1 55545001 55565001 2.24969


NC_056065. 41770001 41790001 2.08981 0.424653 OL EXOSC10;MTOR
NC_056057.1 55555001 55575001 3.15265







NC_056065. 41775001 41795001 3.59056 0.441105 OL EXOSC10;MTOR
NC_056057.1 55560001 55580001 3.03291


NC_056065. 41780001 41800001 4.21849 0.425531 OL EXOSC10;MTOR
NC_056059.1 93975001 93995001 3.3218


NC_056064. 55830001 55850001 2.37328 0.168034 OL FADS6;USH1G
NC_056059.1 93980001 94000001 3.83442


NC_056062. 37420001 37440001 3.86297 0.142015 OL FAM110B
NC_056059.1 93985001 94005001 5.06129


NC_056062. 37425001 37445001 3.61393 0.165661 OL FAM110B
NC_056071.1 53320001 53340001 2.13849


NC_056057. 32645001 32665001 1.85071 0.154314 OL FAM126A
NC_056071.1 53325001 53345001 2.11989


NC_056059. 36460001 36480001 2.98398 0.189552 OL FAM13A
NC_056071.1 53330001 53350001 2.1705


NC_056059. 36465001 36485001 2.90697 0.221046 OL FAM13A
NC_056071.1 53305001 53325001 2.22613


NC_056059. 36470001 36490001 2.4281 0.196645 OL FAM13A
NC_056071.1 53310001 53330001 2.18738


NC_056054. 17820001 17840001 9.54921 0.283783 OL FAM183A
NC_056071.1 53315001 53335001 2.22192


NC_056054. 17825001 17845001 5.40425 0.266477 OL FAM183A
NC_056060.1 42805001 42825001 2.04293


NC_056054. 17830001 17850001 1.90246 0.244756 OL FAM183A
NC_056063.1 29145001 29165001 2.26936


NC_056058. 36730001 36750001 2.64929 0.169757 OL FAM193B
NC_056077.1 27765001 27785001 6.07371


NC_056058. 36735001 36755001 3.90863 0.23264 OL FAM193B
NC_056077.1 27770001 27790001 8.83693


NC_056058. 36740001 36760001 4.11112 0.271294 OL FAM193B
NC_056077.1 27775001 27795001 4.29563


NC_056058. 36745001 36765001 4.66502 0.284556 OL FAM193B
NC_056077.1 27780001 27800001 3.11579


NC_056058. 36750001 36770001 3.44194 0.294109 OL FAM193B
NC_056077.1 27785001 27805001 2.79456


NC_056058. 36755001 36775001 4.85047 0.289253 OL FAM193B
NC_056077.1 27790001 27810001 2.30927


NC_056055. 37110001 37130001 2.31688 0.289727 OL FAM219A
NC_056068.1 15595001 15615001 3.1182


NC_056055. 37115001 37135001 2.16642 0.330737 OL FAM219A
NC_056055.1 103005001 1.03E+08 2.32839


NC_056055. 37120001 37140001 2.05495 0.360368 OL FAM219A
NC_056055.1 103010001 1.03E+08 2.87238


NC_056055. 37125001 37145001 1.86156 0.3961 OL FAM219A
NC_056071.1 3290001 3310001 9.60265


NC_056055. 37130001 37150001 1.92233 0.378993 OL FAM219A
NC_056071.1 3295001 3315001 6.44851


NC_056055. 37135001 37155001 2.01732 0.363752 OL FAM219A
NC_056061.1 48200001 48220001 2.55993


NC_056055. 37140001 37160001 2.04413 0.354809 OL FAM219A
NC_056061.1 48205001 48225001 2.50069


NC_056055. 37145001 37165001 2.17316 0.334494 OL FAM219A
NC_056061.1 48210001 48230001 2.36742


NC_056071. 31440001 31460001 2.13687 0.236136 OL FAM219B;MPI
NC_056068.1 40880001 40900001 2.16807


NC_056071. 31445001 31465001 2.03631 0.223361 OL FAM219B;MPI
NC_056068.1 40885001 40905001 1.99117


NC_056071. 31450001 31470001 2.07758 0.21668 OL FAM219B;MPI
NC_056055.1 107405001 1.07E+08 2.23361


NC_056068. 14125001 14145001 4.19879 0.189274 OL FAM76B
NC_056055.1 107410001 1.07E+08 2.17336


NC_056068. 14130001 14150001 3.34291 0.143362 OL FAM76B
NC_056060.1 34500001 34520001 3.00951







NC_056056. 217160001 2.17E+08 1.99842 0.156864 OL FAM83F
NC_056056.1 34545001 34565001 2.05264


NC_056056. 217165001 2.17E+08 2.16028 0.159733 OL FAM83F
NC_056056.1 34550001 34570001 3.16588


NC_056056. 217170001 2.17E+08 2.05235 0.166836 OL FAM83F
NC_056056.1 34555001 34575001 2.85204


NC_056055. 30945001 30965001 2.8282 0.150585 OL FANCC
NC_056055.1 64415001 64435001 3


NC_056077. 27300001 27320001 1.91459 0.225809 OL FBRS
NC_056055.1 64420001 64440001 2.83779


NC_056077. 27285001 27305001 3.10781 0.150964 OL FBRS;PRR14
NC_056066.1 72650001 72670001 2.98032


NC_056077. 27290001 27310001 1.95397 0.217452 OL FBRS;PRR14
NC_056066.1 72655001 72675001 2.56262


NC_056077. 27295001 27315001 1.97908 0.214548 OL FBRS;PRR14
NC_056066.1 72660001 72680001 2.78053


NC_056064. 39490001 39510001 1.89803 0.155063 OL FBXL20
NC_056066.1 72665001 72685001 2.43766


NC_056064. 39495001 39515001 2.39615 0.163994 OL FBXL20
NC_056066.1 72670001 72690001 1.9843


NC_056064. 39500001 39520001 2.11487 0.153253 OL FBXL20
NC_056066.1 64665001 64685001 2.32258


NC_056064. 39485001 39505001 2.10656 0.154737 OL FBXL20;LOC101103335
NC_056064.1 40350001 40370001 2.10145


NC_056061. 70255001 70275001 3.00577 0.170893 OL FBXO30
NC_056067.1 1460001 1480001 2.18512


NC_056058. 105360001 1.05E+08 1.85949 0.222909 OL FER
NC_056055.1 186165001 1.86E+08 24.2024


NC_056058. 105365001 1.05E+08 2.18565 0.166819 OL FER
NC_056070.1 42285001 42305001 5.33968


NC_056056. 103845001 1.04E+08 2.37812 0.155981 OL FER1L5;KANSL3
NC_056070.1 42290001 42310001 7.03997


NC_056056. 103850001 1.04E+08 2.35593 0.155269 OL FER1L5;KANSL3
NC_056070.1 42295001 42315001 11.8614


NC_056056. 103855001 1.04E+08 2.35567 0.157407 OL FER1L5;KANSL3
NC_056055.1 59170001 59190001 2.89394


NC_056074. 26370001 26390001 2.19118 0.169437 OL FEZ1
NC_056055.1 59175001 59195001 2.54564


NC_056074. 26375001 26395001 2.37405 0.192978 OL FEZ1
NC_056055.1 59240001 59260001 4.43666


NC_056074. 26380001 26400001 2.40107 0.223507 OL FEZ1
NC_056055.1 59245001 59265001 3.97332


NC_056074. 26385001 26405001 1.9192 0.246151 OL FEZ1
NC_056055.1 59250001 59270001 2.82298


NC_056073. 11000001 11020001 2.94232 0.319814 OL FGD2
NC_056054.1 86790001 86810001 2.68302


NC_056073. 11005001 11025001 7.40714 0.422718 OL FGD2
NC_056054.1 86795001 86815001 2.88291


NC_056073. 11010001 11030001 8.88744 0.41818 OL FGD2
NC_056054.1 86800001 86820001 3.02004


NC_056073. 11015001 11035001 3.64259 0.3063 OL FGD2
NC_056054.1 86805001 86825001 2.12441


NC_056073. 11020001 11040001 1.98863 0.160154 OL FGD2
NC_056055.1 59165001 59185001 2.86332


NC_056054. 34190001 34210001 1.94678 0.270062 OL FGGY
NC_056055.1 52275001 52295001 3.70235


NC_056054. 34195001 34215001 2.2521 0.294186 OL FGGY
NC_056055.1 52280001 52300001 3.35019


NC_056054. 34200001 34220001 3.20998 0.335891 OL FGGY
NC_056055.1 52285001 52305001 3.11237


NC_056054. 34205001 34225001 4.57592 0.360968 OL FGGY
NC_056055.1 52290001 52310001 2.4375







NC_056054. 34210001 34230001 3.50092 0.320498 OL FGGY
NC_056055.1 52295001 52315001 2.4557


NC_056054. 34215001 34235001 3.51823 0.271287 OL FGGY
NC_056055.1 52300001 52320001 3.07054


NC_056054. 34220001 34240001 2.73145 0.221972 OL FGGY
NC_056055.1 52305001 52325001 3.13333


NC_056054. 34225001 34245001 2.99033 0.193803 OL FGGY
NC_056075.1 18820001 18840001 2.18567


NC_056054. 34230001 34250001 2.82143 0.167264 OL FGGY
NC_056054.1 187050001 1.87E+08 2.40469


NC_056080. 99045001 99065001 1.97845 0.144429 OL FHL1
NC_056054.1 187055001 1.87E+08 1.98277


NC_056061. 40430001 40450001 2.66481 0.225303 OL FHL5
NC_056061.1 20405001 20425001 2.44573


NC_056061. 40435001 40455001 3.83377 0.279086 OL FHL5
NC_056061.1 20410001 20430001 2.14719


NC_056061. 40440001 40460001 6.10137 0.317099 OL FHL5
NC_056061.1 20395001 20415001 2.18865


NC_056061. 40445001 40465001 8.31054 0.350044 OL FHL5
NC_056061.1 20400001 20420001 2.53975


NC_056061. 40450001 40470001 6.2973 0.318114 OL FHL5
NC_056059.1 98975001 98995001 4.14902


NC_056061. 40455001 40475001 3.3063 0.229432 OL FHL5
NC_056059.1 98980001 99000001 3.69453


NC_056076. 20755001 20775001 3.43294 0.200471 OL FHOD3
NC_056059.1 98985001 99005001 3.2032


NC_056076. 20760001 20780001 10.2338 0.259919 OL FHOD3
NC_056065.1 20135001 20155001 2.24789


NC_056076. 20765001 20785001 13.06 0.264848 OL FHOD3
NC_056065.1 20140001 20160001 2.87284


NC_056076. 20770001 20790001 6.83721 0.245683 OL FHOD3
NC_056065.1 20145001 20165001 2.23122


NC_056076. 20775001 20795001 3.04868 0.167987 OL FHOD3
NC_056080.1 101550001 1.02E+08 7.11724


NC_056054. 102305001 1.02E+08 2.09429 0.16825 OL FLG;LOC105614079
NC_056080.1 101555001 1.02E+08 5.57143


NC_056063. 32310001 32330001 2.63515 0.146474 OL FLT3
NC_056063.1 67635001 67655001 3.08586


NC_056063. 32315001 32335001 3.06484 0.149086 OL FLT3
NC_056063.1 67640001 67660001 5.07021


NC_056063. 32320001 32340001 5.1685 0.142501 OL FLT3
NC_056063.1 67645001 67665001 14.3333


NC_056063. 32325001 32345001 11.5774 0.157765 OL FLT3
NC_056063.1 67675001 67695001 8.08116


NC_056060. 28005001 28025001 6.21532 0.159504 OL FMN1
NC_056063.1 67680001 67700001 7.03794


NC_056058. 20465001 20485001 1.91121 0.157691 OL FNIP1;MEIKIN
NC_056063.1 67685001 67705001 6.98773


NC_056055. 89300001 89320001 2.68031 0.176439 OL FOCAD
NC_056063.1 67710001 67730001 3.57695


NC_056055. 89305001 89325001 2.65249 0.152342 OL FOCAD
NC_056063.1 67715001 67735001 3.28506


NC_056073. 50685001 50705001 2.05947 0.237544 OL FOXC1
NC_056063.1 67720001 67740001 4.1718


NC_056073. 50680001 50700001 1.82159 0.235082 OL FOXC1;GMDS
NC_056063.1 67725001 67745001 6.3969


NC_056072. 30180001 30200001 1.83739 0.176749 OL FOXP1
NC_056063.1 67730001 67750001 19.7238


NC_056072. 30215001 30235001 1.91248 0.241736 OL FOXP1
NC_056063.1 67735001 67755001 23.3445


NC_056072. 30220001 30240001 2.21079 0.26489 OL FOXP1
NC_056063.1 67740001 67760001 7.35979







NC_056072. 30225001 30245001 1.8858 0.203306 OL FOXP1
NC_056054.1 86205001 86225001 2.02944


NC_056057. 55755001 55775001 1.86018 0.18346 OL FOXP2
NC_056054.1 86210001 86230001 2.47462


NC_056057. 55760001 55780001 2.2173 0.16515 OL FOXP2
NC_056056.1 20430001 20450001 2.10326


NC_056057. 55765001 55785001 2.80965 0.148363 OL FOXP2
NC_056056.1 20435001 20455001 3.03891


NC_056057. 55770001 55790001 3.11245 0.141883 OL FOXP2
NC_056056.1 20465001 20485001 4.38689


NC_056055. 83495001 83515001 3.41664 0.152082 OL FREM1
NC_056056.1 20470001 20490001 7.71362


NC_056055. 83500001 83520001 3.52324 0.177008 OL FREM1
NC_056062.1 75825001 75845001 2.12294


NC_056055. 83505001 83525001 2.85497 0.194934 OL FREM1
NC_056062.1 75830001 75850001 2.91369


NC_056055. 83510001 83530001 2.53927 0.196773 OL FREM1
NC_056062.1 75835001 75855001 2.89814


NC_056063. 29145001 29165001 2.02402 0.15685 OL FRY
NC_056062.1 75840001 75860001 2.86115


NC_056063. 29185001 29205001 1.86861 0.144598 OL FRY
NC_056080.1 107505001 1.08E+08 3.34711


NC_056060. 33605001 33625001 2.70069 0.185105 OL FSIP1
NC_056068.1 1740001 1760001 7.32485


NC_056060. 33610001 33630001 2.73281 0.264379 OL FSIP1
NC_056068.1 1745001 1765001 7.37484


NC_056055. 202225001 2.02E+08 2.50125 0.148999 OL FTCDNL1
NC_056068.1 1750001 1770001 7.25317


NC_056055. 202230001 2.02E+08 3.63173 0.159852 OL FTCDNL1
NC_056068.1 1755001 1775001 5.66166


NC_056055. 202235001 2.02E+08 5.69957 0.17269 OL FTCDNL1
NC_056054.1 126960001 1.27E+08 6.79637


NC_056068. 15595001 15615001 3.00202 0.177078 OL FUT4
NC_056054.1 11660001 11680001 2.17759


NC_056068. 15600001 15620001 6.5658 0.173521 OL FUT4
NC_056054.1 11665001 11685001 3.23057


NC_056061. 26050001 26070001 1.8983 0.228103 OL FYN
NC_056054.1 11670001 11690001 6.46011


NC_056061. 26065001 26085001 1.82674 0.209021 OL FYN
NC_056054.1 11675001 11695001 34.1052


NC_056061. 26070001 26090001 1.99727 0.22205 OL FYN
NC_056056.1 153455001 1.53E+08 2.51241


NC_056061. 26075001 26095001 2.27696 0.218819 OL FYN
NC_056056.1 153460001 1.53E+08 3.23914


NC_056061. 26080001 26100001 1.88841 0.183168 OL FYN
NC_056056.1 153465001 1.53E+08 4.72985


NC_056055. 209830001 2.1E+08 3.62338 0.227795 OL FZD5;LOC121818740
NC_056056.1 153470001 1.53E+08 3.75001


NC_056055. 209835001 2.1E+08 2.49429 0.331642 OL FZD5;LOC121818740
NC_056056.1 153475001 1.53E+08 3.29274


NC_056064. 42700001 42720001 1.8914 0.164933 OL G6PC1
NC_056056.1 153480001 1.54E+08 2.70873


NC_056064. 42695001 42715001 2.14253 0.173462 OL G6PC1;LOC101113086
NC_056056.1 153495001 1.54E+08 2.08436


NC_056061. 48310001 48330001 2.3483 0.141784 OL GABRR1;PM20D2
NC_056070.1 65560001 65580001 3.78635


NC_056061. 48230001 48250001 1.89271 0.392229 OL GABRR2
NC_056070.1 65565001 65585001 4.53471


NC_056061. 48240001 48260001 2.12396 0.204303 OL GABRR2
NC_056060.1 90675001 90695001 10.1867


NC_056061. 48245001 48265001 2.19286 0.207012 OL GABRR2
NC_056056.1 75880001 75900001 2.17272







NC_056061. 48250001 48270001 1.85553 0.189912 OL GABRR2
NC_056072.1 28845001 28865001 3.58649


NC_056061. 48255001 48275001 1.93888 0.205424 OL GABRR2
NC_056072.1 28850001 28870001 3.4899


NC_056068. 40865001 40885001 1.80863 0.152204 OL GALNT18
NC_056072.1 28855001 28875001 3.04257


NC_056056. 33390001 33410001 1.91971 0.311572 OL GAREM2
NC_056072.1 28860001 28880001 2.11154


NC_056054. 71040001 71060001 2.0504 0.146187 OL GCLM
NC_056072.1 28865001 28885001 2.07358


NC_056058. 63845001 63865001 3.6632 0.145461 OL GEMIN5
NC_056072.1 28870001 28890001 2.20324


NC_056069. 6960001 6980001 1.81894 0.28526 OL GFM2;LOC101111906
NC_056068.1 48030001 48050001 26.5468


NC_056055. 43860001 43880001 1.97008 0.190912 OL GFRA2
NC_056068.1 48035001 48055001 9.37746


NC_056057. 67335001 67355001 1.81831 0.259699 OL GGCT
NC_056068.1 47950001 47970001 94.9591


NC_056057. 67340001 67360001 2.1491 0.236662 OL GGCT;NOD1
NC_056068.1 47960001 47980001 95.6288


NC_056057. 67345001 67365001 2.57843 0.189844 OL GGCT;NOD1
NC_056056.1 225535001 2.26E+08 3.16743


NC_056057. 67350001 67370001 2.83204 0.147664 OL GGCT;NOD1
NC_056056.1 225530001 2.26E+08 2.56392


NC_056067. 47560001 47580001 4.87887 0.187539 OL GGN;PSMD8;SPRED3
NC_056061.1 23730001 23750001 1.93912


NC_056063. 36335001 36355001 2.22055 0.195829 OL GJA3
NC_056061.1 23735001 23755001 2.43857


NC_056063. 36340001 36360001 2.23881 0.243095 OL GJA3
NC_056061.1 23740001 23760001 2.57334


NC_056063. 36345001 36365001 2.12276 0.293624 OL GJA3
NC_056061.1 23745001 23765001 2.60982


NC_056063. 36275001 36295001 2.2639 0.154473 OL GJB6
NC_056061.1 23750001 23770001 2.53952


NC_056063. 36280001 36300001 2.37004 0.18598 OL GJB6
NC_056061.1 23755001 23775001 2.35801


NC_056064. 40340001 40360001 2.10833 0.168607 OL GJD3;RARA
NC_056061.1 23760001 23780001 2.29179


NC_056064. 40345001 40365001 3.41489 0.278656 OL GJD3;RARA
NC_056061.1 23765001 23785001 2.33654


NC_056055. 35915001 35935001 2.43219 0.189815 OL GKAP1
NC_056054.1 2110001 2130001 2.12225


NC_056055. 35920001 35940001 4.05756 0.209163 OL GKAP1
NC_056054.1 2115001 2135001 2.42649


NC_056055. 35925001 35945001 3.40188 0.197242 OL GKAP1
NC_056054.1 2120001 2140001 2.42194


NC_056055. 35930001 35950001 3.08035 0.205909 OL GKAP1
NC_056057.1 27585001 27605001 2.83014


NC_056055. 35935001 35955001 3.12355 0.190662 OL GKAP1
NC_056057.1 27590001 27610001 5.25326


NC_056055. 35940001 35960001 3.00253 0.193063 OL GKAP1
NC_056057.1 27595001 27615001 13.5


NC_056055. 35945001 35965001 3.33497 0.203522 OL GKAP1
NC_056057.1 27615001 27635001 8.3801


NC_056055. 35950001 35970001 3.94326 0.20919 OL GKAP1
NC_056057.1 27620001 27640001 5.22673


NC_056055. 35955001 35975001 4.34371 0.224373 OL GKAP1
NC_056057.1 27625001 27645001 2.35063


NC_056055. 35960001 35980001 4.69765 0.234022 OL GKAP1
NC_056057.1 27685001 27705001 2.76896


NC_056055. 35965001 35985001 4.7426 0.239949 OL GKAP1
NC_056057.1 27690001 27710001 2.93881







NC_056055. 35970001 35990001 5.09214 0.245179 OL GKAP1
NC_056057.1 27695001 27715001 2.77652


NC_056055. 35975001 35995001 4.13526 0.225415 OL GKAP1
NC_056057.1 27700001 27720001 2.09505


NC_056055. 35980001 36000001 4.65659 0.226134 OL GKAP1
NC_056055.1 198775001 1.99E+08 2.47007


NC_056055. 35985001 36005001 4.134 0.220551 OL GKAP1
NC_056055.1 198780001 1.99E+08 3.35022


NC_056055. 35990001 36010001 3.40729 0.211685 OL GKAP1
NC_056055.1 198785001 1.99E+08 2.68276


NC_056055. 35995001 36015001 3.0966 0.230202 OL GKAP1
NC_056055.1 198790001 1.99E+08 2.45802


NC_056055. 36000001 36020001 2.64771 0.223226 OL GKAP1
NC_056055.1 198795001 1.99E+08 2.1927


NC_056055. 72435001 72455001 1.85656 0.234395 OL GLIS3
NC_056054.1 174050001 1.74E+08 2.19302


NC_056056. 38525001 38545001 4.94194 0.155568 OL GMCL1
NC_056054.1 174120001 1.74E+08 2.60981


NC_056060. 65070001 65090001 2.21456 0.287013 OL GMFB
NC_056054.1 174125001 1.74E+08 6.80547


NC_056060. 65075001 65095001 2.22382 0.306098 OL GMFB
NC_056054.1 174130001 1.74E+08 4.65327


NC_056060. 65080001 65100001 2.27397 0.327794 OL GMFB
NC_056054.1 174135001 1.74E+08 2.90833


NC_056055. 59170001 59190001 2.91285 0.146807 OL GNA14
NC_056054.1 174140001 1.74E+08 2.03969


NC_056055. 59175001 59195001 2.7146 0.14884 OL GNA14
NC_056074.1 8715001 8735001 10.9681


NC_056055. 59255001 59275001 2.62353 0.187858 OL GNA14
NC_056074.1 8720001 8740001 13.7947


NC_056055. 59260001 59280001 4.82543 0.294921 OL GNA14
NC_056074.1 8725001 8745001 12.7968


NC_056055. 59300001 59320001 2.42223 0.266603 OL GNA14
NC_056074.1 8730001 8750001 6.15905


NC_056055. 59165001 59185001 2.88303 0.14987 OL GNAQ
NC_056074.1 8735001 8755001 2.81351


NC_056070. 72865001 72885001 4.07281 0.22492 OL GNB1L
NC_056074.1 8750001 8770001 1.96504


NC_056070. 72870001 72890001 7.03472 0.256847 OL GNB1L
NC_056074.1 8755001 8775001 2.02044


NC_056070. 72875001 72895001 7.11515 0.260788 OL GNB1L;RTL10
NC_056074.1 8760001 8780001 2.32959


NC_056070. 72880001 72900001 5.29743 0.245042 OL GNB1L;RTL10
NC_056054.1 91255001 91275001 4.85281


NC_056055. 52290001 52310001 3.28421 0.149667 OL GNE
NC_056054.1 91260001 91280001 9.65708


NC_056055. 52295001 52315001 4.64362 0.188115 OL GNE
NC_056054.1 91265001 91285001 12.0273


NC_056055. 52300001 52320001 5.22969 0.215125 OL GNE
NC_056054.1 91270001 91290001 12.3357


NC_056055. 52305001 52325001 3.74638 0.202824 OL GNE
NC_056054.1 91275001 91295001 10.7041


NC_056055. 52310001 52330001 2.57276 0.164658 OL GNE
NC_056055.1 103560001 1.04E+08 2.02031


NC_056075. 18805001 18825001 2.15377 0.218881 OL GOLGA7B
NC_056055.1 103565001 1.04E+08 2.09612


NC_056055. 135555001 1.36E+08 3.09011 0.433273 OL GPR155
NC_056060.1 6735001 6755001 1.95434


NC_056055. 135560001 1.36E+08 5.97986 0.496567 OL GPR155
NC_056059.1 115730001 1.16E+08 10.1152


NC_056055. 135565001 1.36E+08 2.28538 0.377867 OL GPR155
NC_056059.1 115735001 1.16E+08 24.302







NC_056057. 5905001 5925001 3.77242 0.217308 OL GRB10
NC_056059.1 115740001 1.16E+08 5.68669


NC_056057. 5910001 5930001 4.86521 0.188293 OL GRB10
NC_056059.1 115745001 1.16E+08 3.60382


NC_056057. 5915001 5935001 3.12255 0.146723 OL GRB10
NC_056059.1 115750001 1.16E+08 3.44452


NC_056057. 6030001 6050001 3.975 0.291728 OL GRB10
NC_056067.1 47925001 47945001 4.83485


NC_056057. 6035001 6055001 10.4573 0.355147 OL GRB10
NC_056067.1 47930001 47950001 2.73111


NC_056057. 6040001 6060001 7.04407 0.336146 OL GRB10
NC_056056.1 132485001 1.33E+08 2.2199


NC_056057. 6045001 6065001 2.22172 0.299304 OL GRB10
NC_056056.1 132490001 1.33E+08 2.28236


NC_056062. 75735001 75755001 2.18919 0.175237 OL GRHL2
NC_056056.1 132495001 1.33E+08 2.28038


NC_056055. 242295001 2.42E+08 2.23463 0.14844 OL GRHL3;STPG1
NC_056056.1 132500001 1.33E+08 2.42857


NC_056059. 32515001 32535001 2.65566 0.202914 OL GRID2
NC_056061.1 23535001 23555001 2.14596


NC_056059. 32520001 32540001 4.73786 0.278455 OL GRID2
NC_056061.1 23540001 23560001 2.41359


NC_056059. 32525001 32545001 6.75953 0.312 OL GRID2
NC_056061.1 23545001 23565001 3.41476


NC_056059. 32530001 32550001 6.22717 0.304308 OL GRID2
NC_056061.1 23550001 23570001 3.46145


NC_056059. 32535001 32555001 3.83383 0.247149 OL GRID2
NC_056073.1 17715001 17735001 3.15493


NC_056059. 32540001 32560001 2.26099 0.164746 OL GRID2
NC_056073.1 17720001 17740001 2.48966


NC_056059. 32545001 32565001 2.16278 0.166162 OL GRID2
NC_056073.1 17725001 17745001 2.28189


NC_056059. 32550001 32570001 2.24566 0.173521 OL GRID2
NC_056080.1 119920001 1.2E+08 2.04673


NC_056059. 33010001 33030001 1.92672 0.175538 OL GRID2
NC_056080.1 119935001 1.2E+08 2.26845


NC_056059. 33045001 33065001 1.83477 0.223816 OL GRID2
NC_056080.1 119940001 1.2E+08 2.60402


NC_056061. 35875001 35895001 2.66012 0.178304 OL GRIK2
NC_056080.1 119945001 1.2E+08 2.55014


NC_056068. 31035001 31055001 2.99689 0.209085 OL GRIK4
NC_056080.1 119950001 1.2E+08 2.042


NC_056068. 31040001 31060001 6.19651 0.21452 OL GRIK4
NC_056080.1 119955001 1.2E+08 2.01973


NC_056068. 31120001 31140001 2.08543 0.194471 OL GRIK4
NC_056058.1 57840001 57860001 3.41311


NC_056056. 153460001 1.53E+08 2.85629 0.15554 OL GRIP1
NC_056058.1 57845001 57865001 2.88017


NC_056056. 153465001 1.53E+08 4.77714 0.220388 OL GRIP1
NC_056058.1 57850001 57870001 2.69217


NC_056056. 153470001 1.53E+08 3.69491 0.195606 OL GRIP1
NC_056058.1 57855001 57875001 2.47312


NC_056056. 153475001 1.53E+08 3.2331 0.157934 OL GRIP1
NC_056057.1 118565001 1.19E+08 3.15217


NC_056056. 153480001 1.54E+08 2.55139 0.161 OL GRIP1
NC_056057.1 118570001 1.19E+08 4.59598


NC_056075. 38970001 38990001 2.41013 0.147282 OL GRK5
NC_056057.1 118575001 1.19E+08 6.85872


NC_056075. 38975001 38995001 2.5543 0.141999 OL GRK5
NC_056057.1 118580001 1.19E+08 2.48105


NC_056061. 70545001 70565001 1.90485 0.145588 OL GRM1
NC_056064.1 40405001 40425001 2.10679







NC_056074. 6135001 6155001 1.85143 0.190456 OL GRM5
NC_056064.1 40425001 40445001 1.94578


NC_056074. 6140001 6160001 1.82676 0.174368 OL GRM5
NC_056056.1 99455001 99475001 2.17558


NC_056057. 93065001 93085001 1.84813 0.145998 OL GRM8
NC_056056.1 99460001 99480001 2.222


NC_056067. 10785001 10805001 2.31541 0.162286 OL GSE1
NC_056056.1 99465001 99485001 2.47535


NC_056060. 86695001 86715001 2.28149 0.174505 OL GSTZ1;TMED8
NC_056056.1 99470001 99490001 3.41981


NC_056054. 66115001 66135001 2.52785 0.199215 OL GTF2B
NC_056056.1 99475001 99495001 5.03389


NC_056054. 66120001 66140001 2.3085 0.264866 OL GTF2B
NC_056056.1 99480001 99500001 2.78399


NC_056054. 66125001 66145001 2.27633 0.283405 OL GTF2B
NC_056061.1 2755001 2775001 2.07295


NC_056063. 32750001 32770001 3.29674 0.61214 OL GTF3A;MTIF3
NC_056061.1 2760001 2780001 1.97645


NC_056063. 32755001 32775001 1.84742 0.547669 OL GTF3A;MTIF3
NC_056054.1 166630001 1.67E+08 2.83457


NC_056080. 125835001 1.26E+08 7.23324 0.168947 OL GUCY2F
NC_056057.1 87070001 87090001 4.07792


NC_056072. 28830001 28850001 3.66234 0.176872 OL GXYLT2
NC_056057.1 87075001 87095001 4.3908


NC_056072. 28835001 28855001 8.93169 0.150843 OL GXYLT2
NC_056057.1 87080001 87100001 4.11398


NC_056072. 28845001 28865001 3.13324 0.158017 OL GXYLT2
NC_056057.1 87085001 87105001 4.56085


NC_056072. 28850001 28870001 2.94872 0.192096 OL GXYLT2
NC_056057.1 87090001 87110001 6.36207


NC_056072. 28855001 28875001 2.6493 0.231763 OL GXYLT2
NC_056055.1 185655001 1.86E+08 3.26549


NC_056072. 28860001 28880001 3.14184 0.27527 OL GXYLT2
NC_056055.1 185660001 1.86E+08 2.31919


NC_056072. 28865001 28885001 3.13566 0.291509 OL GXYLT2
NC_056080.1 99390001 99410001 3.76568


NC_056072. 28870001 28890001 3.24297 0.270366 OL GXYLT2
NC_056055.1 103325001 1.03E+08 1.99123


NC_056072. 28875001 28895001 2.95216 0.170923 OL GXYLT2
NC_056055.1 103330001 1.03E+08 2.18181


NC_056073. 30895001 30915001 2.50559 0.165177 OL H1-1;LOC101113369;LOC
NC_056055.1 47680001 47700001 3.86195


NC_056073. 30900001 30920001 2.34352 0.200659 OL H1-1;TRIM38
NC_056055.1 47685001 47705001 4.60479


NC_056073. 30820001 30840001 2.01094 0.17398 OL H1-6;LOC101105290;LOC
NC_056055.1 47690001 47710001 4.01336


NC_056073. 30810001 30830001 2.64208 0.184079 OL H1-6;LOC101111669;LOC
NC_056055.1 47695001 47715001 3.99999


NC_056073. 30815001 30835001 2.25527 0.173289 OL H1-6;LOC101111669;LOC
NC_056055.1 47700001 47720001 3.21693


NC_056069. 29580001 29600001 6.5498 0.2 OL HCN1
NC_056055.1 47705001 47725001 2.91668


NC_056069. 29585001 29605001 8.53571 0.218756 OL HCN1
NC_056055.1 47710001 47730001 2.10825


NC_056069. 29590001 29610001 8.92064 0.220045 OL HCN1
NC_056060.1 7875001 7895001 1.96859


NC_056069. 29595001 29615001 8.59047 0.230987 OL HCN1
NC_056072.1 16630001 16650001 2.02824


NC_056069. 29600001 29620001 7.35874 0.173686 OL HCN1
NC_056072.1 16635001 16655001 1.96475


NC_056069. 29605001 29625001 8.22858 0.174864 OL HCN1
NC_056072.1 16640001 16660001 2.40035







NC_056069. 29610001 29630001 3.52815 0.14297 OL HCN1
NC_056080.1 126420001 1.26E+08 2.30837


NC_056057. 27580001 27600001 2.24359 0.160381 OL HDAC9
NC_056055.1 128300001 1.28E+08 2.10754


NC_056061. 13200001 13220001 1.92165 0.143146 OL HDDC2
NC_056066.1 29445001 29465001 1.96408


NC_056061. 13205001 13225001 2.60488 0.176467 OL HDDC2;TPD52L1
NC_056066.1 29450001 29470001 2.02245


NC_056061. 13210001 13230001 4.07709 0.216606 OL HDDC2;TPD52L1
NC_056066.1 29455001 29475001 2.04162


NC_056061. 13215001 13235001 3.15718 0.222376 OL HDDC2;TPD52L1
NC_056072.1 10975001 10995001 3.06975


NC_056054. 174125001 1.74E+08 2.29575 0.16882 OL HHLA2
NC_056072.1 10980001 11000001 2.97783


NC_056057. 70085001 70105001 1.97013 0.164767 OL HIBADH
NC_056077.1 27845001 27865001 3.2207


NC_056057. 70090001 70110001 2.22326 0.182092 OL HIBADH
NC_056077.1 27850001 27870001 3.07349


NC_056057. 70095001 70115001 2.10483 0.216968 OL HIBADH
NC_056077.1 27855001 27875001 2.37006


NC_056064. 22960001 22980001 2.01333 0.220323 OL HIC1;SMG6
NC_056077.1 27860001 27880001 1.94576


NC_056057. 94330001 94350001 3.61931 0.194585 OL HILPDA
NC_056077.1 27870001 27890001 2.14675


NC_056057. 94335001 94355001 3.40541 0.163316 OL HILPDA
NC_056077.1 27875001 27895001 2.79497


NC_056054. 16320001 16340001 2.14281 0.173132 OL HIVEP3
NC_056077.1 27880001 27900001 3.24397


NC_056056. 153970001 1.54E+08 2.03738 0.199771 OL HMGA2
NC_056077.1 27885001 27905001 3.34523


NC_056056. 153975001 1.54E+08 2.23883 0.253984 OL HMGA2
NC_056077.1 27890001 27910001 3.22857


NC_056056. 154010001 1.54E+08 2.053 0.223985 OL HMGA2
NC_056077.1 27895001 27915001 4.18353


NC_056056. 154035001 1.54E+08 2.49492 0.437365 OL HMGA2
NC_056077.1 27900001 27920001 3.25044


NC_056056. 154040001 1.54E+08 2.51922 0.445972 OL HMGA2
NC_056077.1 27905001 27925001 2.26497


NC_056056. 154045001 1.54E+08 4.22414 0.418558 OL HMGA2
NC_056054.1 112305001 1.12E+08 1.97518


NC_056056. 154050001 1.54E+08 4.23853 0.513959 OL HMGA2
NC_056054.1 112310001 1.12E+08 1.94935


NC_056056. 154055001 1.54E+08 2.48947 0.566719 OL HMGA2
NC_056057.1 66430001 66450001 3.59189


NC_056056. 154060001 1.54E+08 1.93006 0.644566 OL HMGA2
NC_056057.1 66435001 66455001 5.6576


NC_056056. 154075001 1.54E+08 1.9145 0.688249 OL HMGA2
NC_056057.1 66465001 66485001 1.99629


NC_056078. 23980001 24000001 3.30459 0.152946 OL HNRNPH3;RUFY2
NC_056057.1 66470001 66490001 2.04533


NC_056078. 23985001 24005001 4.5433 0.167575 OL HNRNPH3;RUFY2
NC_056057.1 66475001 66495001 3.16078


NC_056078. 23990001 24010001 2.53905 0.196194 OL HNRNPH3;RUFY2
NC_056057.1 66480001 66500001 3.33332


NC_056060. 10420001 10440001 2.00847 0.158322 OL HOMER1
NC_056057.1 66490001 66510001 4.89333


NC_056057. 70525001 70545001 2.37303 0.153085 OL HOXA1
NC_056054.1 40510001 40530001 5.53125


NC_056063. 73285001 73305001 2.23511 0.151821 OL HS6ST3
NC_056058.1 56575001 56595001 2.56034


NC_056065. 73025001 73045001 3.943 0.155143 OL HSD11B1;LAMB3
NC_056058.1 56580001 56600001 2.52987







NC_056065. 73030001 73050001 10.1913 0.213825 OL HSD11B1;LAMB3
NC_056074.1 30385001 30405001 2.08149


NC_056065. 73035001 73055001 9.207 0.209355 OL HSD11B1;LAMB3
NC_056074.1 30390001 30410001 2.34528


NC_056068. 65850001 65870001 1.82153 0.161852 OL IFTAP
NC_056074.1 30395001 30415001 2.4235


NC_056064. 39870001 39890001 2.70777 0.170426 OL IKZF3
NC_056074.1 30400001 30420001 2.4242


NC_056064. 39875001 39895001 1.96417 0.182435 OL IKZF3
NC_056060.1 84730001 84750001 2.62847


NC_056067. 48465001 48485001 2.06705 0.374478 OL IL-15L;PLEKHG2;RPS16
NC_056066.1 72610001 72630001 2.60126


NC_056067. 48470001 48490001 2.18095 0.352113 OL IL-15L;PLEKHG2;RPS16;
NC_056066.1 72615001 72635001 4.00973


NC_056067. 1010001 1030001 1.80735 0.175543 OL IL34
NC_056054.1 33475001 33495001 10.878


NC_056067. 1015001 1035001 2.06113 0.164365 OL IL34
NC_056058.1 11020001 11040001 2.22897


NC_056067. 1020001 1040001 2.20923 0.172379 OL IL34
NC_056078.1 29830001 29850001 6.01219


NC_056067. 1025001 1045001 2.1469 0.154377 OL IL34
NC_056078.1 29835001 29855001 3.70504


NC_056067. 1030001 1050001 2.44721 0.167885 OL IL34
NC_056078.1 29840001 29860001 2.05178


NC_056067. 1035001 1055001 2.30785 0.164437 OL IL34
NC_056078.1 29900001 29920001 2.87045


NC_056067. 990001 1010001 2.55265 0.154971 OL IL34;MTSS2
NC_056078.1 29905001 29925001 2.80571


NC_056067. 995001 1015001 2.41466 0.164622 OL IL34;MTSS2
NC_056078.1 29910001 29930001 3.6266


NC_056067. 1000001 1020001 2.43872 0.167046 OL IL34;MTSS2
NC_056078.1 29915001 29935001 2.49671


NC_056067. 1005001 1025001 2.20965 0.190341 OL IL34;MTSS2
NC_056056.1 211075001 2.11E+08 2.23292


NC_056057. 58550001 58570001 1.85435 0.244004 OL IMMP2L
NC_056056.1 211080001 2.11E+08 2.04613


NC_056057. 58555001 58575001 2.00387 0.247843 OL IMMP2L
NC_056056.1 211090001 2.11E+08 2.2449


NC_056057. 58560001 58580001 1.89087 0.263329 OL IMMP2L
NC_056056.1 211095001 2.11E+08 2.03282


NC_056057. 58565001 58585001 1.84917 0.267753 OL IMMP2L
NC_056056.1 211100001 2.11E+08 2.97927


NC_056057. 58570001 58590001 2.16609 0.307558 OL IMMP2L
NC_056057.1 86650001 86670001 1.96108


NC_056057. 58575001 58595001 2.54056 0.351811 OL IMMP2L
NC_056054.1 89195001 89215001 3.30735


NC_056057. 58580001 58600001 2.40179 0.35006 OL IMMP2L
NC_056054.1 89200001 89220001 3.09131


NC_056057. 58585001 58605001 2.68934 0.336282 OL IMMP2L
NC_056054.1 89205001 89225001 2.6363


NC_056057. 58590001 58610001 2.9 0.307029 OL IMMP2L
NC_056054.1 89210001 89230001 2.73519


NC_056057. 58600001 58620001 1.98008 0.25916 OL IMMP2L
NC_056054.1 89215001 89235001 2.98127


NC_056057. 58605001 58625001 2.08571 0.25242 OL IMMP2L
NC_056054.1 89220001 89240001 3.10595


NC_056070. 15495001 15515001 2.15496 0.162053 OL INPP4B
NC_056054.1 89225001 89245001 3.67116


NC_056070. 15500001 15520001 2.64582 0.183109 OL INPP4B
NC_056055.1 225200001 2.25E+08 2.9442


NC_056070. 15505001 15525001 3.37145 0.209929 OL INPP4B
NC_056055.1 225205001 2.25E+08 5.51914







NC_056070. 15510001 15530001 5.22203 0.238037 OL INPP4B
NC_056055.1 225210001 2.25E+08 13.4091


NC_056070. 15515001 15535001 3.76357 0.182326 OL INPP4B
NC_056054.1 277365001 2.77E+08 2.1116


NC_056070. 15520001 15540001 3.391 0.150847 OL INPP4B
NC_056059.1 41730001 41750001 1.97259


NC_056070. 15550001 15570001 1.86846 0.142733 OL INPP4B
NC_056060.1 99750001 99770001 6.94139


NC_056070. 69875001 69895001 2.17616 0.154908 OL INPP5J;SELENOM;SMTN
NC_056060.1 99755001 99775001 6.70079


NC_056070. 69880001 69900001 2.23207 0.174802 OL INPP5J;SELENOM;SMTN
NC_056060.1 99760001 99780001 4.07667


NC_056054. 106765001 1.07E+08 2.41795 0.184706 OL INSRR
NC_056060.1 99765001 99785001 4.59355


NC_056054. 106770001 1.07E+08 8.53937 0.197856 OL INSRR
NC_056060.1 99770001 99790001 3.33443


NC_056056. 184425001 1.84E+08 2.32815 0.151185 OL IPO8
NC_056060.1 99775001 99795001 2.89934


NC_056060. 14075001 14095001 2.10233 0.143577 OL IQCH
NC_056065.1 67945001 67965001 3.09654


NC_056080. 126420001 1.26E+08 2.37104 0.18734 OL IRS4
NC_056065.1 67950001 67970001 4.24771


NC_056080. 126425001 1.26E+08 2.15116 0.220117 OL IRS4
NC_056065.1 67955001 67975001 5.6253


NC_056080. 126430001 1.26E+08 1.91233 0.231373 OL IRS4
NC_056065.1 67960001 67980001 7.79684


NC_056080. 126440001 1.26E+08 1.82549 0.183562 OL IRS4
NC_056065.1 67965001 67985001 20.2619


NC_056080. 126445001 1.26E+08 2.43015 0.170335 OL IRS4
NC_056065.1 67970001 67990001 25.1933


NC_056080. 126450001 1.26E+08 3.12209 0.157023 OL IRS4
NC_056065.1 67975001 67995001 3.65935


NC_056060. 15110001 15130001 1.86044 0.167547 OL ITGA11
NC_056056.1 33870001 33890001 3.07692


NC_056060. 15115001 15135001 2.85968 0.196322 OL ITGA11
NC_056065.1 61440001 61460001 2.82655


NC_056060. 15120001 15140001 4.43271 0.234315 OL ITGA11
NC_056065.1 61445001 61465001 2.71375


NC_056060. 15125001 15145001 3.64596 0.193528 OL ITGA11
NC_056055.1 247845001 2.48E+08 3.74533


NC_056060. 15200001 15220001 1.94595 0.190961 OL ITGA11
NC_056055.1 247855001 2.48E+08 3.51602


NC_056060. 15205001 15225001 1.93988 0.183834 OL ITGA11
NC_056063.1 44775001 44795001 2.61161


NC_056064. 24255001 24275001 1.9209 0.155069 OL ITGAE;P2RX5
NC_056063.1 44780001 44800001 2.69601


NC_056056. 188925001 1.89E+08 2.2337 0.142876 OL ITPR2
NC_056063.1 44785001 44805001 2.44208


NC_056057. 66475001 66495001 2.75799 0.163519 OL ITPRID1
NC_056063.1 44790001 44810001 2.38453


NC_056057. 66480001 66500001 3.20567 0.166143 OL ITPRID1
NC_056063.1 44795001 44815001 2.33304


NC_056054. 40510001 40530001 1.8114 0.172327 OL JAK1
NC_056063.1 44800001 44820001 2.26464


NC_056054. 40515001 40535001 2.22544 0.244421 OL JAK1
NC_056063.1 44805001 44825001 2.37478


NC_056054. 40520001 40540001 2.30272 0.251806 OL JAK1
NC_056063.1 44810001 44830001 2.41349


NC_056054. 40525001 40545001 2.28378 0.227773 OL JAK1
NC_056063.1 44815001 44835001 2.39267


NC_056067. 12670001 12690001 2.59612 0.150589 OL JPH3
NC_056063.1 44820001 44840001 2.36478







NC_056054. 189790001 1.9E+08 1.89968 0.204122 OL KALRN
NC_056063.1 44825001 44845001 2.32551


NC_056054. 189795001 1.9E+08 2.42145 0.234743 OL KALRN
NC_056063.1 44830001 44850001 2.25496


NC_056055. 211740001 2.12E+08 2.16666 0.14369 OL KANSL1L
NC_056063.1 44835001 44855001 2.14649


NC_056066. 37930001 37950001 3.72377 0.149752 OL KAT14
NC_056063.1 44840001 44860001 2.12238


NC_056066. 37935001 37955001 3.89551 0.154473 OL KAT14
NC_056063.1 44845001 44865001 2.10487


NC_056078. 29830001 29850001 1.81028 0.154826 OL KAT6B
NC_056063.1 44850001 44870001 2.13824


NC_056078. 29950001 29970001 1.82138 0.232122 OL KAT6B
NC_056063.1 44855001 44875001 2.15644


NC_056078. 29955001 29975001 1.83945 0.244706 OL KAT6B
NC_056063.1 44860001 44880001 2.1822


NC_056054. 87905001 87925001 2.60236 0.220837 OL KCNA2
NC_056063.1 44865001 44885001 2.19209


NC_056054. 87910001 87930001 3.07277 0.246766 OL KCNA2
NC_056063.1 44870001 44890001 2.19459


NC_056054. 232130001 2.32E+08 2.19452 0.196697 OL KCNAB1
NC_056063.1 44875001 44895001 2.23284


NC_056054. 232135001 2.32E+08 2.07417 0.152072 OL KCNAB1
NC_056063.1 44880001 44900001 2.26379


NC_056066. 77495001 77515001 2.00173 0.162974 OL KCNB1
NC_056071.1 15975001 15995001 6.09245


NC_056066. 77500001 77520001 1.94927 0.149365 OL KCNB1
NC_056058.1 4355001 4375001 17.4147


NC_056066. 77510001 77530001 2.04155 0.164255 OL KCNB1
NC_056057.1 104405001 1.04E+08 3.24608


NC_056055. 225195001 2.25E+08 2.36589 0.145602 OL KCNE4
NC_056057.1 104410001 1.04E+08 3.18566


NC_056055. 225200001 2.25E+08 2.8989 0.254781 OL KCNE4
NC_056056.1 133700001 1.34E+08 2.20896


NC_056055. 225205001 2.25E+08 2.6255 0.310834 OL KCNE4
NC_056056.1 134210001 1.34E+08 2.06935


NC_056055. 225210001 2.25E+08 2.75187 0.335566 OL KCNE4
NC_056056.1 134215001 1.34E+08 2.0664


NC_056065. 71985001 72005001 2.88259 0.147456 OL KCNH1
NC_056061.1 55660001 55680001 2.00625


NC_056069. 2575001 2595001 2.96182 0.158128 OL KCNIP1
NC_056061.1 55665001 55685001 4.57586


NC_056069. 2580001 2600001 7.05152 0.185627 OL KCNIP1
NC_056061.1 55670001 55690001 8.08294


NC_056069. 2585001 2605001 17.4405 0.228836 OL KCNIP1
NC_056061.1 55675001 55695001 8.69407


NC_056069. 2590001 2610001 4.43071 0.167588 OL KCNIP1
NC_056061.1 55680001 55700001 11.0706


NC_056060. 99760001 99780001 2.17787 0.157906 OL KCNK13
NC_056061.1 55685001 55705001 2.92561


NC_056060. 99765001 99785001 1.96307 0.192991 OL KCNK13
NC_056076.1 33110001 33130001 2.27548


NC_056065. 67965001 67985001 2.07056 0.181589 OL KCNK2
NC_056076.1 33115001 33135001 2.97388


NC_056065. 67970001 67990001 3.001 0.177673 OL KCNK2
NC_056076.1 33120001 33140001 2.81488


NC_056067. 47495001 47515001 2.51211 0.205227 OL KCNK6;YIF1B
NC_056076.1 33125001 33145001 2.69126


NC_056067. 47500001 47520001 3.96154 0.204577 OL KCNK6;YIF1B
NC_056076.1 33175001 33195001 2.8213


NC_056074. 45370001 45390001 1.92857 0.150237 OL KCNQ1
NC_056076.1 33180001 33200001 3.29471







NC_056074. 45375001 45395001 1.92724 0.165063 OL KCNQ1
NC_056076.1 33185001 33205001 2.6023


NC_056062. 595001 615001 1.95711 0.202524 OL KCNQ5
NC_056057.1 50675001 50695001 2.77339


NC_056062. 600001 620001 2.30213 0.205666 OL KCNQ5
NC_056057.1 50685001 50705001 2.60261


NC_056062. 605001 625001 2.43182 0.181913 OL KCNQ5
NC_056057.1 50690001 50710001 2.48946


NC_056073. 38680001 38700001 2.72566 0.192537 OL KDM1B;TPMT
NC_056057.1 50695001 50715001 2.67149


NC_056073. 38685001 38705001 3.62602 0.228211 OL KDM1B;TPMT
NC_056057.1 50700001 50720001 2.88731


NC_056073. 38690001 38710001 2.97692 0.224302 OL KDM1B;TPMT
NC_056065.1 63485001 63505001 2.04808


NC_056070. 53770001 53790001 2.52381 0.152941 OL KDM2B
NC_056059.1 38175001 38195001 2.85665


NC_056070. 53775001 53795001 2.24026 0.174359 OL KDM2B
NC_056059.1 38180001 38200001 4.76691


NC_056070. 53780001 53800001 2.2521 0.202193 OL KDM2B
NC_056059.1 38185001 38205001 6.60376


NC_056070. 53785001 53805001 2.1777 0.208712 OL KDM2B;RNF34
NC_056059.1 38190001 38210001 7.47058


NC_056070. 53790001 53810001 2.41667 0.230556 OL KDM2B;RNF34
NC_056059.1 38195001 38215001 4.96946


NC_056070. 53795001 53815001 2.98942 0.275641 OL KDM2B;RNF34
NC_056059.1 38200001 38220001 3.17087


NC_056055. 74730001 74750001 3.71578 0.216411 OL KDM4C
NC_056059.1 38205001 38225001 3.03933


NC_056055. 74735001 74755001 2.01633 0.143413 OL KDM4C
NC_056059.1 38210001 38230001 3.06279


NC_056055. 74780001 74800001 3.19603 0.141591 OL KDM4C
NC_056059.1 38215001 38235001 2.83077


NC_056055. 74785001 74805001 8.84103 0.215184 OL KDM4C
NC_056059.1 38220001 38240001 2.13393


NC_056058. 12860001 12880001 2.90176 0.144089 OL KEAP1;S1PR5
NC_056055.1 244715001 2.45E+08 7.26843


NC_056058. 91370001 91390001 2.35556 0.173455 OL KIAA0825
NC_056054.1 41180001 41200001 3.39872


NC_056058. 91375001 91395001 3.84586 0.237177 OL KIAA0825
NC_056054.1 41185001 41205001 7.83453


NC_056058. 91380001 91400001 6.05647 0.25554 OL KIAA0825
NC_056054.1 41190001 41210001 11.2023


NC_056058. 91385001 91405001 3.81796 0.197021 OL KIAA0825
NC_056054.1 41195001 41215001 12.4224


NC_056058. 91390001 91410001 3.26134 0.170251 OL KIAA0825
NC_056054.1 41200001 41220001 8.52096


NC_056058. 91545001 91565001 1.86083 0.147487 OL KIAA0825
NC_056054.1 41205001 41225001 3.96372


NC_056058. 91550001 91570001 2.31363 0.202506 OL KIAA0825
NC_056054.1 41210001 41230001 3.95857


NC_056066. 24735001 24755001 1.81536 0.171301 OL KIAA1217
NC_056054.1 41215001 41235001 8.06201


NC_056068. 63090001 63110001 3.38462 0.213146 OL KIAA1549L
NC_056060.1 9685001 9705001 2.41891


NC_056068. 63095001 63115001 4.29019 0.20956 OL KIAA1549L
NC_056060.1 9690001 9710001 2.78025


NC_056068. 63100001 63120001 3.09102 0.173495 OL KIAA1549L
NC_056060.1 9695001 9715001 3.33389


NC_056068. 63105001 63125001 3.59005 0.191413 OL KIAA1549L
NC_056060.1 9700001 9720001 2.92952


NC_056068. 63110001 63130001 3.1899 0.170115 OL KIAA1549L
NC_056065.1 60810001 60830001 1.9568







NC_056068. 63115001 63135001 2.96672 0.169547 OL KIAA1549L
NC_056065.1 60815001 60835001 2.13475


NC_056055. 11070001 11090001 1.93505 0.149014 OL KIAA1958
NC_056070.1 69970001 69990001 2.0849


NC_056055. 11075001 11095001 3.91609 0.193643 OL KIAA1958
NC_056070.1 69975001 69995001 2.55212


NC_056055. 11080001 11100001 5.01632 0.204207 OL KIAA1958
NC_056070.1 69980001 70000001 3.28937


NC_056055. 11085001 11105001 3.57102 0.150759 OL KIAA1958
NC_056070.1 69985001 70005001 4.64077


NC_056055. 103780001 1.04E+08 2.63433 0.208094 OL KIF13B
NC_056055.1 98070001 98090001 2.90011


NC_056066. 9930001 9950001 1.93064 0.165794 OL KIF16B
NC_056055.1 98075001 98095001 3.32772


NC_056059. 70940001 70960001 1.91033 0.181101 OL KIT
NC_056055.1 98080001 98100001 2.54835


NC_056059. 70945001 70965001 2.21835 0.195899 OL KIT
NC_056072.1 32490001 32510001 2.473


NC_056063. 28365001 28385001 2.01941 0.162392 OL KL
NC_056056.1 26560001 26580001 2.11367


NC_056070. 52235001 52255001 2.11945 0.146429 OL KMT5A;RILPL2
NC_056068.1 47935001 47955001 61.1021


NC_056070. 52240001 52260001 2.68987 0.175944 OL KMT5A;RILPL2
NC_056060.1 46070001 46090001 2.16611


NC_056070. 52245001 52265001 2.11342 0.171591 OL KMT5A;RILPL2
NC_056073.1 30460001 30480001 2.33512


NC_056064. 27775001 27795001 7.53247 0.148483 OL KRBA2;ODF4
NC_056073.1 29865001 29885001 4.73201


NC_056064. 27780001 27800001 9.58599 0.156018 OL KRBA2;RPL26
NC_056073.1 29870001 29890001 4.078


NC_056064. 27785001 27805001 3.34 0.162911 OL KRBA2;RPL26
NC_056073.1 29875001 29895001 2.50679


NC_056056. 134210001 1.34E+08 1.91554 0.203574 OL KRT80
NC_056068.1 48040001 48060001 7.78733


NC_056056. 134215001 1.34E+08 2.01255 0.182616 OL KRT80
NW_024599828 1190001 1210001 2.24491


NC_056054. 255350001 2.55E+08 2.25817 0.199954 OL KY
NC_056073.1 29855001 29875001 2.96234


NC_056054. 255355001 2.55E+08 2.21437 0.150503 OL KY
NC_056056.1 163925001 1.64E+08 3.92409


NC_056061. 55645001 55665001 1.83858 0.193345 OL L3MBTL3
NC_056056.1 163940001 1.64E+08 8.68165


NC_056061. 55650001 55670001 2.44644 0.244051 OL L3MBTL3
NC_056056.1 163945001 1.64E+08 8.26839


NC_056061. 55655001 55675001 3.4507 0.280297 OL L3MBTL3
NC_056056.1 163950001 1.64E+08 3.55071


NC_056061. 55660001 55680001 3.02253 0.22367 OL L3MBTL3
NC_056060.1 25775001 25795001 2.50159


NC_056061. 55665001 55685001 2.6019 0.168752 OL L3MBTL3
NC_056060.1 25780001 25800001 2.81357


NC_056061. 55670001 55690001 2.36701 0.144387 OL L3MBTL3
NC_056069.1 62605001 62625001 2.33095


NC_056056. 209495001 2.1E+08 2.27205 0.155488 OL LAG3;PTMS
NC_056069.1 62640001 62660001 2.63259


NC_056056. 209500001 2.1E+08 2.06258 0.167698 OL LAG3;PTMS
NC_056069.1 62645001 62665001 3.3254


NC_056065. 73150001 73170001 5.27607 0.142512 OL LAMB3
NC_056069.1 62650001 62670001 3.85185


NC_056065. 63485001 63505001 2.58426 0.154388 OL LAMC1
NC_056069.1 62655001 62675001 3.95324


NC_056056. 154695001 1.55E+08 2.34235 0.22774 OL LEMD3
NC_056069.1 62660001 62680001 3.56527







NC_056056. 154700001 1.55E+08 2.23024 0.229424 OL LEMD3
NC_056069.1 62665001 62685001 2.72063


NC_056056. 154705001 1.55E+08 2.96552 0.239788 OL LEMD3
NC_056069.1 62670001 62690001 2.56775


NC_056056. 154710001 1.55E+08 3.44361 0.218922 OL LEMD3
NC_056069.1 62680001 62700001 2.12755


NC_056056. 154715001 1.55E+08 3.26428 0.217568 OL LEMD3
NC_056069.1 62685001 62705001 2.21675


NC_056056. 154720001 1.55E+08 2.795 0.166418 OL LEMD3
NC_056077.1 27795001 27815001 2.3078


NC_056071. 55225001 55245001 1.99943 0.203608 OL LGMN
NC_056077.1 27800001 27820001 2.82816


NC_056071. 55230001 55250001 3.13183 0.192453 OL LGMN
NC_056060.1 25785001 25805001 2.10801


NC_056060. 9685001 9705001 1.95656 0.162993 OL LHFPL2
NC_056068.1 48065001 48085001 4.81807


NC_056070. 69970001 69990001 2.36111 0.142554 OL LIMK2
NC_056068.1 48070001 48090001 5.88704


NC_056070. 69975001 69995001 2.90385 0.165862 OL LIMK2
NC_056067.1 58420001 58440001 3.04951


NC_056070. 69980001 70000001 3.27737 0.155373 OL LIMK2
NC_056067.1 58425001 58445001 2.9665


NC_056070. 69985001 70005001 4.24888 0.156902 OL LIMK2;PIK3IP1
NC_056057.1 100545001 1.01E+08 2.68377


NC_056054. 99255001 99275001 3.13008 0.168979 OL LIX1L
NC_056057.1 100550001 1.01E+08 2.68045


NC_056054. 99250001 99270001 1.8995 0.146094 OL LIX1L;RBM8A
NC_056057.1 100555001 1.01E+08 3.18586


NC_056054. 117215001 1.17E+08 2.30291 0.286587 OL LMX1A
NC_056057.1 100560001 1.01E+08 2.42745


NC_056054. 117220001 1.17E+08 2.37968 0.231326 OL LMX1A
NC_056057.1 100565001 1.01E+08 1.98101


NC_056054. 117225001 1.17E+08 2.03776 0.16916 OL LMX1A
NC_056057.1 100535001 1.01E+08 2.08748


NC_056063. 32605001 32625001 5.1832 0.261635 OL LNX2
NC_056080.1 116255001 1.16E+08 2.23913


NC_056063. 32610001 32630001 5.30613 0.255375 OL LNX2
NC_056080.1 116260001 1.16E+08 2.43074


NC_056063. 32615001 32635001 4.25511 0.218509 OL LNX2
NC_056080.1 116265001 1.16E+08 2.39875


NC_056063. 32620001 32640001 3.97803 0.174928 OL LNX2
NC_056080.1 116270001 1.16E+08 2.35688


NC_056063. 32655001 32675001 3.17461 0.184007 OL LNX2
NC_056080.1 116275001 1.16E+08 2.29891


NC_056063. 32660001 32680001 4.20408 0.244431 OL LNX2
NC_056080.1 116280001 1.16E+08 2.46417


NC_056063. 32665001 32685001 4.62338 0.242211 OL LNX2
NC_056080.1 116320001 1.16E+08 2.91429


NC_056063. 32670001 32690001 4.02954 0.232214 OL LNX2
NC_056058.1 8450001 8470001 2.16584


NC_056063. 32675001 32695001 5.16665 0.251932 OL LNX2
NC_056058.1 8445001 8465001 3.98834


NC_056063. 32680001 32700001 5.63173 0.25808 OL LNX2
NC_056054.1 265225001 2.65E+08 3.47463


NC_056063. 32685001 32705001 4.65444 0.239684 OL LNX2
NC_056054.1 265230001 2.65E+08 7.63483


NC_056063. 32690001 32710001 4.20578 0.219925 OL LNX2
NC_056054.1 265235001 2.65E+08 6.70913


NC_056063. 32585001 32605001 2.6129 0.162249 OL LNX2;LOC101113604;PO
NC_056056.1 102620001 1.03E+08 2.02167


NC_056063. 32600001 32620001 3.79084 0.239234 OL LNX2;LOC101113604;PO
NC_056058.1 15900001 15920001 5.02608







NC_056057. 108050001 1.08E+08 2.57517 0.17255 OL LOC101102056;TAS2R60
NC_056058.1 15905001 15925001 5.29631


NC_056057. 695001 715001 4.42902 0.180783 OL LOC101102132
NC_056064.1 49790001 49810001 2.12369


NC_056057. 700001 720001 3.92537 0.168407 OL LOC101102132
NC_056055.1 149880001 1.5E+08 13.5042


NC_056062. 73200001 73220001 2.08463 0.36994 OL LOC101102317
NC_056055.1 149885001 1.5E+08 20.1225


NC_056062. 73205001 73225001 2.20641 0.268242 OL LOC101102317
NC_056055.1 149890001 1.5E+08 14.2738


NC_056062. 73210001 73230001 2.06166 0.210013 OL LOC101102317
NC_056054.1 199405001 1.99E+08 3.47535


NC_056061. 57960001 57980001 3.17494 0.251992 OL LOC101102492;LOC1011
NC_056054.1 199410001 1.99E+08 2.91249


NC_056061. 57955001 57975001 3.79654 0.295061 OL LOC101102492;TAAR8
NC_056054.1 199450001 1.99E+08 3.13601


NC_056080. 96895001 96915001 2.95224 0.167358 OL LOC101102539
NC_056054.1 199455001 1.99E+08 2.84309


NC_056080. 96900001 96920001 2.37219 0.154614 OL LOC101102539
NC_056054.1 199460001 1.99E+08 2.99694


NC_056080. 96905001 96925001 1.90225 0.183361 OL LOC101102539
NC_056054.1 199465001 1.99E+08 2.32342


NC_056054. 181455001 1.81E+08 2.57364 0.187618 OL LOC101104028
NC_056054.1 269915001 2.7E+08 21.1288


NC_056054. 181460001 1.81E+08 2.26257 0.160184 OL LOC101104028
NC_056080.1 118945001 1.19E+08 8.06192


NC_056068. 77265001 77285001 4.59031 0.163871 OL LOC101104526
NC_056080.1 118950001 1.19E+08 5.19247


NC_056073. 43885001 43905001 2.05252 0.143227 OL LOC101105035
NC_056069.1 38335001 38355001 2.04502


NC_056056. 180010001 1.8E+08 2.06444 0.20625 OL LOC101105069;LOC1011
NC_056080.1 119900001 1.2E+08 2.08012


NC_056056. 180015001 1.8E+08 1.97386 0.187126 OL LOC101105069;LOC1011
NC_056080.1 119905001 1.2E+08 2.66543


NC_056079. 6230001 6250001 2.57453 0.142824 OL LOC101105133;LOC1056
NC_056080.1 29215001 29235001 2.38359


NC_056079. 6235001 6255001 2.98159 0.176195 OL LOC101105133;LOC1056
NC_056080.1 29220001 29240001 3.20077


NC_056079. 6240001 6260001 2.88275 0.184579 OL LOC101105133;LOC1056
NC_056080.1 29225001 29245001 2.88462


NC_056056. 180000001 1.8E+08 4.52874 0.311421 OL LOC101105321
NC_056080.1 29230001 29250001 2.72669


NC_056056. 180005001 1.8E+08 3.05975 0.26002 OL LOC101105321
NC_056080.1 29235001 29255001 3.05438


NC_056056. 179990001 1.8E+08 2.56553 0.248297 OL LOC101105321;LOC1056
NC_056054.1 107655001 1.08E+08 4.30239


NC_056056. 179995001 1.8E+08 3.33556 0.282946 OL LOC101105321;LOC1056
NC_056054.1 107660001 1.08E+08 4.75891


NC_056054. 17755001 17775001 1.90974 0.184703 OL LOC101105378
NC_056054.1 107665001 1.08E+08 4.88428


NC_056054. 17760001 17780001 5.5722 0.171182 OL LOC101105378
NC_056080.1 46875001 46895001 2.40554


NC_056054. 17785001 17805001 12.8236 0.198503 OL LOC101105621
NC_056080.1 46880001 46900001 2.66905


NC_056054. 17790001 17810001 14.704 0.191523 OL LOC101105621
NC_056080.1 46885001 46905001 2.55738


NC_056058. 40535001 40555001 2.07909 0.143689 OL LOC101105657
NC_056055.1 52515001 52535001 2.37033


NC_056054. 88190001 88210001 2.22099 0.17139 OL LOC101105715
NC_056055.1 52520001 52540001 2.3694


NC_056054. 88195001 88215001 2.53629 0.194611 OL LOC101105715
NC_056055.1 52525001 52545001 2.309







NC_056063. 20755001 20775001 12.4181 0.305335 OL LOC101106088
NC_056055.1 52530001 52550001 2.16499


NC_056063. 20760001 20780001 4.56634 0.250687 OL LOC101106088
NC_056054.1 187245001 1.87E+08 21.8513


NC_056063. 20765001 20785001 2.91595 0.206865 OL LOC101106088
NC_056054.1 187250001 1.87E+08 10.3356


NC_056058. 8265001 8285001 2.09334 0.179355 OL LOC101106259;LOC1056
NC_056054.1 187255001 1.87E+08 6.64117


NC_056058. 8270001 8290001 2.37805 0.142744 OL LOC101106259;LOC1056
NC_056054.1 187260001 1.87E+08 1.9519


NC_056058. 8305001 8325001 3.22654 0.142342 OL LOC101106524
NC_056054.1 187225001 1.87E+08 10.6564


NC_056074. 24595001 24615001 4.55708 0.154435 OL LOC101106638
NC_056054.1 187230001 1.87E+08 11.8769


NC_056074. 24600001 24620001 5.12111 0.228389 OL LOC101106638
NC_056054.1 187235001 1.87E+08 15.2512


NC_056074. 24605001 24625001 4.46165 0.230838 OL LOC101106638;LOC1011
NC_056054.1 187240001 1.87E+08 26.6667


NC_056074. 24610001 24630001 2.74581 0.199368 OL LOC101106638;LOC1011
NC_056077.1 41225001 41245001 2.12143


NC_056063. 70645001 70665001 4.77788 0.161004 OL LOC101106781
NC_056077.1 41235001 41255001 3.4241


NC_056063. 70650001 70670001 4.30472 0.147604 OL LOC101106781
NC_056077.1 41240001 41260001 2.38858


NC_056074. 24615001 24635001 2.02433 0.157379 OL LOC101106894
NC_056057.1 106800001 1.07E+08 2.72863


NC_056058. 36770001 36790001 5.40162 0.288429 OL LOC101107521
NC_056057.1 106805001 1.07E+08 5.4373


NC_056058. 36775001 36795001 3.6254 0.27089 OL LOC101107521
NC_056057.1 106810001 1.07E+08 4.15784


NC_056058. 36780001 36800001 4.42999 0.327278 OL LOC101107521
NC_056068.1 48635001 48655001 2.01403


NC_056080. 116345001 1.16E+08 3.74358 0.154905 OL LOC101108113
NC_056072.1 12715001 12735001 2.57196


NC_056080. 116350001 1.16E+08 3.51938 0.149038 OL LOC101108113
NC_056072.1 12720001 12740001 2.5504


NC_056080. 116340001 1.16E+08 2.60131 0.18062 OL LOC101108113;LOC1056
NC_056054.1 110280001 1.1E+08 2.17873


NC_056054. 17770001 17790001 22.6068 0.177371 OL LOC101108173
NC_056077.1 19945001 19965001 2.43641


NC_056054. 17775001 17795001 17.226 0.19454 OL LOC101108173
NC_056077.1 19950001 19970001 4.81234


NC_056054. 17780001 17800001 16.1569 0.194931 OL LOC101108173
NC_056077.1 19955001 19975001 5.83701


NC_056058. 38660001 38680001 2.15183 0.180327 OL LOC101108746
NC_056077.1 19960001 19980001 7.23276


NC_056058. 38665001 38685001 2.26265 0.17575 OL LOC101108746
NC_056077.1 19965001 19985001 4.37097


NC_056058. 38670001 38690001 2.28723 0.19333 OL LOC101108746;LOC1011
NC_056077.1 19970001 19990001 3.19702


NC_056073. 30670001 30690001 2.78851 0.155407 OL LOC101108868
NC_056077.1 20020001 20040001 3.13908


NC_056058. 57325001 57345001 4.40462 0.256531 OL LOC101108915
NC_056077.1 20025001 20045001 3.95771


NC_056058. 57330001 57350001 14.6405 0.386722 OL LOC101108915
NC_056077.1 20030001 20050001 3.02814


NC_056058. 57335001 57355001 16.4107 0.315867 OL LOC101108915
NC_056077.1 20035001 20055001 3.01729


NC_056058. 57340001 57360001 22.9927 0.284954 OL LOC101108915
NC_056077.1 20040001 20060001 3.50819


NC_056058. 57345001 57365001 22.9549 0.253217 OL LOC101108915
NC_056077.1 20045001 20065001 3.69667







NC_056058. 57350001 57370001 9.74194 0.18648 OL LOC101108915;LOC1218
NC_056077.1 20050001 20070001 3.30673


NC_056055. 188335001 1.88E+08 2.05325 0.195662 OL LOC101109675
NC_056077.1 20055001 20075001 2.74793


NC_056055. 188340001 1.88E+08 2.52055 0.217072 OL LOC101109675
NC_056071.1 23750001 23770001 2.60318


NC_056073. 7405001 7425001 2.76271 0.14934 OL LOC101109746;LOC1011
NC_056061.1 50075001 50095001 2.4853


NC_056068. 48960001 48980001 4.09043 0.147724 OL LOC101109826
NC_056061.1 50080001 50100001 2.31726


NC_056068. 48965001 48985001 2.14269 0.197713 OL LOC101109826
NC_056057.1 12880001 12900001 3.17589


NC_056067. 60960001 60980001 1.81727 0.226279 OL LOC101109994;LOC1141
NC_056057.1 12885001 12905001 2.96703


NC_056054. 93125001 93145001 1.87553 0.198068 OL LOC101110112
NC_056066.1 64385001 64405001 1.99399


NC_056057. 114155001 1.14E+08 2.43797 0.393571 OL LOC101110230
NC_056066.1 64390001 64410001 2.04915


NC_056057. 114160001 1.14E+08 2.9434 0.454722 OL LOC101110230
NC_056067.1 62115001 62135001 2.56686


NC_056057. 114165001 1.14E+08 2.41745 0.426716 OL LOC101110230
NC_056067.1 62120001 62140001 2.37812


NC_056074. 5035001 5055001 5.88361 0.353234 OL LOC101110373
NC_056074.1 16290001 16310001 5.95335


NC_056074. 5040001 5060001 6.37822 0.290932 OL LOC101110373
NC_056074.1 16295001 16315001 4.32477


NC_056074. 5045001 5065001 3.17001 0.225096 OL LOC101110373
NC_056074.1 16300001 16320001 4.96264


NC_056080. 65440001 65460001 1.97768 0.240544 OL LOC101111256;LOC1218
NC_056074.1 16305001 16325001 3.25246


NC_056080. 65445001 65465001 2.0156 0.25336 OL LOC101111256;LOC1218
NC_056074.1 16310001 16330001 2.65418


NC_056080. 65450001 65470001 2.46177 0.271358 OL LOC101111256;LOC1218
NC_056074.1 16315001 16335001 2.34562


NC_056064. 36720001 36740001 3.1399 0.255612 OL LOC101111300
NC_056074.1 16320001 16340001 2.31126


NC_056064. 36725001 36745001 2.85106 0.242687 OL LOC101111300
NC_056074.1 16325001 16345001 2.81735


NC_056064. 36730001 36750001 1.81391 0.173351 OL LOC101111300
NC_056074.1 16330001 16350001 3.71267


NC_056054. 107685001 1.08E+08 5.60482 0.26211 OL LOC101111337
NC_056074.1 16335001 16355001 4.59391


NC_056054. 107690001 1.08E+08 3.14526 0.234981 OL LOC101111337
NC_056074.1 16340001 16360001 4.75486


NC_056054. 107695001 1.08E+08 2.81501 0.205987 OL LOC101111337
NC_056074.1 16345001 16365001 3.50153


NC_056054. 107700001 1.08E+08 2.64875 0.222997 OL LOC101111337;LOC1011
NC_056074.1 16375001 16395001 3.14286


NC_056054. 107705001 1.08E+08 3.52193 0.156474 OL LOC101111337;LOC1011
NC_056074.1 16380001 16400001 4.7336


NC_056054. 109155001 1.09E+08 6.14115 0.408126 OL LOC101111409
NC_056074.1 16385001 16405001 4.67755


NC_056054. 109160001 1.09E+08 5.71162 0.398434 OL LOC101111409
NC_056074.1 16390001 16410001 4.1866


NC_056056. 209560001 2.1E+08 2 0.256168 OL LOC101111444
NC_056074.1 16395001 16415001 3.52727


NC_056056. 209565001 2.1E+08 2.68245 0.161796 OL LOC101111444
NC_056074.1 16400001 16420001 3.1131


NC_056073. 30805001 30825001 2.60482 0.168544 OL LOC101111669;LOC1011
NC_056074.1 16405001 16425001 2.63286


NC_056080. 142010001 1.42E+08 1.84449 0.216251 OL LOC101112115
NC_056074.1 16410001 16430001 2.47831







NC_056080. 142015001 1.42E+08 2.03545 0.225314 OL LOC101112115
NC_056074.1 16415001 16435001 2.66538


NC_056080. 142020001 1.42E+08 2.09194 0.230785 OL LOC101112115
NC_056074.1 16420001 16440001 2.94805


NC_056080. 142025001 1.42E+08 1.92592 0.209002 OL LOC101112115
NC_056074.1 16425001 16445001 3.18887


NC_056080. 142130001 1.42E+08 5.20848 0.141809 OL LOC101112115
NC_056074.1 16430001 16450001 3.05073


NC_056080. 142135001 1.42E+08 6.64793 0.161683 OL LOC101112115
NC_056074.1 16435001 16455001 2.7196


NC_056080. 142140001 1.42E+08 7.59448 0.165183 OL LOC101112115
NC_056074.1 16440001 16460001 2.38325


NC_056054. 109415001 1.09E+08 3.06371 0.176647 OL LOC101112179
NC_056074.1 16445001 16465001 2.1189


NC_056055. 12120001 12140001 2.47418 0.285086 OL LOC101112627
NC_056074.1 16450001 16470001 2.14593


NC_056071. 9110001 9130001 1.89051 0.146943 OL LOC101112928
NC_056074.1 16455001 16475001 2.18709


NC_056071. 9115001 9135001 2.13715 0.175901 OL LOC101112928
NC_056074.1 16460001 16480001 2.15575


NC_056071. 9120001 9140001 2.15122 0.160644 OL LOC101112928
NC_056072.1 49295001 49315001 3.47611


NC_056071. 9125001 9145001 2.49481 0.141479 OL LOC101112928
NC_056072.1 49300001 49320001 2.62169


NC_056064. 42685001 42705001 1.96141 0.206038 OL LOC101113086
NC_056072.1 49305001 49325001 2.18669


NC_056064. 42690001 42710001 2.0131 0.182921 OL LOC101113086
NC_056074.1 16545001 16565001 4.87922


NC_056068. 46725001 46745001 2.2851 0.230199 OL LOC101113528;LOC1011
NC_056074.1 16550001 16570001 4.3149


NC_056063. 32575001 32595001 3.0119 0.185365 OL LOC101113604
NC_056074.1 16555001 16575001 2.4492


NC_056063. 32580001 32600001 2.70833 0.154442 OL LOC101113604;POLR1D
NC_056074.1 16560001 16580001 2.06797


NC_056068. 46730001 46750001 1.98357 0.214022 OL LOC101113790;LOC1011
NC_056074.1 16575001 16595001 2.37271


NC_056064. 34735001 34755001 8.08004 0.170863 OL LOC101113946
NC_056074.1 16580001 16600001 2.49564


NC_056064. 34740001 34760001 8.70296 0.17725 OL LOC101113946
NC_056074.1 16585001 16605001 3.22404


NC_056064. 34745001 34765001 7.31307 0.176941 OL LOC101113946
NC_056074.1 16590001 16610001 3.33277


NC_056064. 34755001 34775001 11.1882 0.177292 OL LOC101113946
NC_056074.1 16595001 16615001 3.0352


NC_056064. 34760001 34780001 10.8961 0.177841 OL LOC101113946
NC_056074.1 16600001 16620001 3.02375


NC_056064. 34765001 34785001 11.1429 0.173643 OL LOC101113946
NC_056074.1 16605001 16625001 3.03286


NC_056064. 34770001 34790001 8.91667 0.159922 OL LOC101113946
NC_056074.1 16610001 16630001 3.46784


NC_056064. 34780001 34800001 8.52379 0.183479 OL LOC101113946
NC_056074.1 16615001 16635001 3.67143


NC_056064. 34685001 34705001 5.88803 0.232225 OL LOC101113946;PLD6
NC_056074.1 16620001 16640001 3.4023


NC_056077. 19945001 19965001 3.23006 0.169213 OL LOC101114079
NC_056074.1 16625001 16645001 2.61765


NC_056077. 19950001 19970001 8.13914 0.245665 OL LOC101114079
NC_056074.1 16630001 16650001 2.27177


NC_056077. 19955001 19975001 8.73139 0.255158 OL LOC101114079
NC_056074.1 16675001 16695001 2.33863


NC_056077. 19960001 19980001 8.60514 0.262451 OL LOC101114079
NC_056074.1 16730001 16750001 2.62964







NC_056077. 19965001 19985001 5.1132 0.237294 OL LOC101114079
NC_056074.1 16740001 16760001 4.24519


NC_056077. 19970001 19990001 4.08779 0.207496 OL LOC101114079
NC_056074.1 16745001 16765001 4.75704


NC_056077. 19975001 19995001 2.50395 0.141597 OL LOC101114079
NC_056074.1 16750001 16770001 3.67505


NC_056077. 20015001 20035001 2.18009 0.142281 OL LOC101114079
NC_056074.1 16755001 16775001 2.71791


NC_056077. 20020001 20040001 3.40192 0.185204 OL LOC101114079
NC_056074.1 16845001 16865001 3.58315


NC_056077. 20025001 20045001 4.28105 0.241995 OL LOC101114079
NC_056056.1 201820001 2.02E+08 2.38376


NC_056077. 20030001 20050001 2.91626 0.185493 OL LOC101114079
NC_056056.1 201825001 2.02E+08 2.87468


NC_056077. 20035001 20055001 2.85286 0.174864 OL LOC101114079
NC_056056.1 201830001 2.02E+08 3.79293


NC_056077. 20040001 20060001 2.93955 0.178672 OL LOC101114079
NC_056056.1 201835001 2.02E+08 2.70683


NC_056077. 20045001 20065001 2.69175 0.173778 OL LOC101114079
NC_056056.1 201840001 2.02E+08 2.07476


NC_056077. 20050001 20070001 2.14442 0.158087 OL LOC101114079
NC_056074.1 38020001 38040001 3.33653


NC_056071. 23745001 23765001 3.65694 0.151405 OL LOC101114310
NC_056074.1 38025001 38045001 4.18993


NC_056071. 23750001 23770001 3.14113 0.174903 OL LOC101114310
NC_056074.1 38030001 38050001 4.96849


NC_056071. 23755001 23775001 2.46069 0.163508 OL LOC101114310
NC_056074.1 38035001 38055001 5.22517


NC_056071. 23760001 23780001 2.28839 0.166734 OL LOC101114310
NC_056074.1 38040001 38060001 2.53015


NC_056071. 23765001 23785001 2.13532 0.168651 OL LOC101114310
NC_056074.1 38045001 38065001 2.11258


NC_056061. 51195001 51215001 2.14395 0.288218 OL LOC101115037
NC_056074.1 38070001 38090001 2.19071


NC_056061. 51200001 51220001 2.14879 0.291379 OL LOC101115037
NC_056074.1 38185001 38205001 2.28886


NC_056061. 51205001 51225001 2.02669 0.279855 OL LOC101115037
NC_056074.1 38190001 38210001 3.19439


NC_056059. 84730001 84750001 4.91204 0.158241 OL LOC101115964
NC_056074.1 38195001 38215001 4.67192


NC_056059. 84735001 84755001 5.65315 0.218992 OL LOC101115964
NC_056074.1 38200001 38220001 3.65163


NC_056059. 84740001 84760001 7.32009 0.265647 OL LOC101115964
NC_056074.1 38205001 38225001 2.65731


NC_056059. 84745001 84765001 5.05557 0.247989 OL LOC101115964;LOC1011
NC_056074.1 38210001 38230001 2.08498


NC_056059. 84750001 84770001 2.40173 0.185388 OL LOC101115964;LOC1011
NC_056055.1 210205001 2.1E+08 2.13167


NC_056066. 34115001 34135001 2.36959 0.167384 OL LOC101116334;SVIL
NC_056065.1 4995001 5015001 1.98085


NC_056066. 34120001 34140001 1.93458 0.158166 OL LOC101116334;SVIL
NC_056065.1 5015001 5035001 2.60885


NC_056064. 44135001 44155001 1.96285 0.167748 OL LOC101116922;MEIOC
NC_056054.1 50445001 50465001 2.34643


NC_056080. 98300001 98320001 3.12386 0.167385 OL LOC101116968;LOC1141
NC_056054.1 50460001 50480001 3.15898


NC_056054. 27330001 27350001 2.5979 0.191952 OL LOC101117028
NC_056054.1 50465001 50485001 3.80992


NC_056066. 78170001 78190001 2.46552 0.176098 OL LOC101117690
NC_056054.1 50470001 50490001 3.56305


NC_056066. 78175001 78195001 3.56907 0.254151 OL LOC101117690
NC_056054.1 50475001 50495001 3.05477







NC_056066. 78180001 78200001 3.9697 0.29971 OL LOC101117690
NC_056054.1 50480001 50500001 2.77376


NC_056066. 78185001 78205001 4.90144 0.318756 OL LOC101117690
NC_056054.1 50485001 50505001 2.36942


NC_056066. 78190001 78210001 3.48528 0.374586 OL LOC101117690
NC_056054.1 50490001 50510001 2.3802


NC_056066. 78195001 78215001 2.07248 0.322633 OL LOC101117690
NC_056058.1 255001 275001 3.07955


NC_056055. 234055001 2.34E+08 2.43842 0.152813 OL LOC101117831
NC_056058.1 260001 280001 3.21289


NC_056067. 48900001 48920001 2.65096 0.17777 OL LOC101118470;PSMC4
NC_056058.1 265001 285001 3.28467


NC_056055. 38190001 38210001 2.35984 0.210024 OL LOC101118510
NC_056058.1 270001 290001 3.38359


NC_056073. 7960001 7980001 2.10281 0.143106 OL LOC101118647
NC_056058.1 280001 300001 3.08546


NC_056073. 7965001 7985001 2.20336 0.1764 OL LOC101118647
NC_056058.1 285001 305001 2.92604


NC_056074. 38200001 38220001 1.95571 0.229223 OL LOC101119087;LOC1011
NC_056080.1 103210001 1.03E+08 1.97282


NC_056054. 50420001 50440001 2.27599 0.143404 OL LOC101120030
NC_056067.1 61785001 61805001 2.90245


NC_056054. 50445001 50465001 2.46005 0.168835 OL LOC101120030
NC_056067.1 61795001 61815001 2.15144


NC_056054. 50450001 50470001 2.22903 0.145865 OL LOC101120030
NC_056067.1 61800001 61820001 2.22453


NC_056054. 50455001 50475001 2.39154 0.14496 OL LOC101120030
NC_056071.1 45655001 45675001 3.40796


NC_056054. 50460001 50480001 3.21077 0.195834 OL LOC101120030
NC_056071.1 45660001 45680001 2.98776


NC_056054. 50465001 50485001 3.8903 0.239598 OL LOC101120030
NC_056063.1 22885001 22905001 2.67639


NC_056054. 50470001 50490001 3.61737 0.238548 OL LOC101120030
NC_056063.1 22890001 22910001 4.29762


NC_056054. 50475001 50495001 3.10835 0.223166 OL LOC101120030
NC_056063.1 22895001 22915001 2.81554


NC_056054. 50480001 50500001 2.79908 0.215916 OL LOC101120030
NC_056060.1 25405001 25425001 2.8179


NC_056054. 50485001 50505001 2.36332 0.181684 OL LOC101120030
NC_056067.1 58440001 58460001 2.15665


NC_056054. 50490001 50510001 2.42339 0.15408 OL LOC101120030
NC_056067.1 58445001 58465001 2.57267


NC_056058. 77300001 77320001 2.31279 0.183618 OL LOC101120408
NC_056067.1 58450001 58470001 2.71148


NC_056058. 77305001 77325001 2.43862 0.217835 OL LOC101120408
NC_056070.1 71515001 71535001 2.24769


NC_056058. 77310001 77330001 2.58079 0.202824 OL LOC101120408
NC_056054.1 265240001 2.65E+08 3.50803


NC_056058. 77315001 77335001 2.0602 0.151564 OL LOC101120408
NC_056055.1 53170001 53190001 2.2549


NC_056060. 25345001 25365001 2.0452 0.161975 OL LOC101121354
NC_056055.1 53175001 53195001 2.76908


NC_056059. 66135001 66155001 9.13514 0.15075 OL LOC101121518
NC_056055.1 53180001 53200001 2.76048


NC_056059. 66140001 66160001 8.53916 0.1552 OL LOC101121518
NC_056055.1 53185001 53205001 2.11619


NC_056059. 66145001 66165001 7.89093 0.152567 OL LOC101121518
NC_056060.1 21395001 21415001 2.0625


NC_056059. 66150001 66170001 8.94522 0.160276 OL LOC101121518
NC_056056.1 210990001 2.11E+08 2.31369


NC_056059. 66155001 66175001 7.12715 0.149047 OL LOC101121518
NC_056056.1 207400001 2.07E+08 3.74645







NC_056060. 25350001 25370001 1.91977 0.16756 OL LOC101121608
NC_056056.1 207405001 2.07E+08 3.97557


NC_056059. 84845001 84865001 2.32154 0.154501 OL LOC101121777
NC_056056.1 207410001 2.07E+08 2.70103


NC_056056. 132975001 1.33E+08 1.81073 0.235624 OL LOC101123619
NC_056056.1 13230001 13250001 2.42216


NC_056056. 132980001 1.33E+08 1.95677 0.294653 OL LOC101123619
NC_056056.1 13235001 13255001 2.12986


NC_056056. 132995001 1.33E+08 1.90865 0.209104 OL LOC101123619;MAP3K12
NC_056064.1 12450001 12470001 3.61594


NC_056056. 132985001 1.33E+08 1.83854 0.299671 OL LOC101123619;NPFF
NC_056064.1 12455001 12475001 2.57573


NC_056056. 132990001 1.33E+08 1.80925 0.289456 OL LOC101123619;NPFF;TAR
NC_056080.1 25205001 25225001 5.30769


NC_056054. 218455001 2.18E+08 3.11413 0.240493 OL LOC105605201;MECOM
NC_056054.1 101080001 1.01E+08 2.07164


NC_056056. 179880001 1.8E+08 5.12451 0.203332 OL LOC105605766
NC_056058.1 8440001 8460001 2.02356


NC_056056. 179885001 1.8E+08 5.599 0.142014 OL LOC105605766
NC_056059.1 70645001 70665001 1.98865


NC_056056. 179865001 1.8E+08 4.40755 0.252113 OL LOC105605766;LOC1141
NC_056059.1 70650001 70670001 2.72605


NC_056056. 179870001 1.8E+08 4.7939 0.261543 OL LOC105605766;LOC1141
NC_056060.1 43400001 43420001 2.02063


NC_056056. 179875001 1.8E+08 3.94172 0.238091 OL LOC105605766;LOC1141
NC_056067.1 63700001 63720001 2.10835


NC_056056. 179985001 1.8E+08 2.08216 0.212897 OL LOC105605770
NC_056068.1 47805001 47825001 12.4791


NC_056055. 53180001 53200001 2.72244 0.270741 OL LOC105607745;UNC13B
NC_056068.1 47810001 47830001 5.03207


NC_056055. 53185001 53205001 2.36887 0.239591 OL LOC105607745;UNC13B
NC_056063.1 25200001 25220001 2.98809


NC_056058. 8255001 8275001 2.07669 0.20382 OL LOC105614131
NC_056065.1 76895001 76915001 1.9966


NC_056058. 8260001 8280001 1.83928 0.203824 OL LOC105614131
NC_056065.1 76900001 76920001 2.1303


NC_056058. 7395001 7415001 1.87909 0.192492 OL LOC106990140
NC_056066.1 77710001 77730001 15.3762


NC_056058. 7400001 7420001 1.86792 0.186067 OL LOC106990140
NC_056066.1 77715001 77735001 17.4867


NC_056061. 74840001 74860001 2.0506 0.22881 OL LOC106991302
NC_056067.1 61790001 61810001 2.50148


NC_056073. 30485001 30505001 2.02746 0.178423 OL LOC114109685
NC_056071.1 4265001 4285001 2.42241


NC_056080. 99825001 99845001 1.8125 0.141775 OL LOC114111389;ZNF75D
NC_056071.1 4270001 4290001 2.39339


NC_056080. 79170001 79190001 2.45422 0.164 OL LOC114111421
NW_024599815 35001 55001 2.01141


NC_056055. 89745001 89765001 2.65323 0.176274 OL LOC114112824
NW_024599815 40001 60001 2.03529


NC_056055. 89750001 89770001 4.98802 0.218902 OL LOC114112824
NW_024599815 70001 90001 1.98039


NC_056055. 89755001 89775001 3.38553 0.208312 OL LOC114112824
NC_056056.1 10620001 10640001 3.05041


NC_056055. 89760001 89780001 3.31517 0.251634 OL LOC114113016
NC_056054.1 37415001 37435001 3.69603


NC_056055. 89765001 89785001 2.84837 0.259245 OL LOC114113016
NC_056057.1 83390001 83410001 2.07329


NC_056055. 89770001 89790001 2.40746 0.253686 OL LOC114113016
NC_056059.1 57305001 57325001 3.13903


NC_056055. 89775001 89795001 2.15481 0.241298 OL LOC114113016
NC_056059.1 57310001 57330001 3.99485







NC_056055. 61425001 61445001 2.55844 0.251173 OL LOC114113073
NC_056060.1 101130001 1.01E+08 2.77375


NC_056055. 61430001 61450001 2.66402 0.23552 OL LOC114113073
NC_056055.1 12495001 12515001 2.26735


NC_056055. 61435001 61455001 2.0811 0.163188 OL LOC114113073
NC_056055.1 12500001 12520001 2.02975


NC_056054. 125835001 1.26E+08 3.08135 0.176148 OL LOC114113348
NC_056054.1 90475001 90495001 6.32737


NC_056054. 125840001 1.26E+08 3.31377 0.177252 OL LOC114113348
NC_056054.1 90485001 90505001 15.2276


NC_056054. 125845001 1.26E+08 2.32916 0.144317 OL LOC114113348
NC_056054.1 90490001 90510001 11.9451


NC_056056. 104465001 1.04E+08 2.67725 0.241099 OL LOC114113736;LOC1218
NC_056054.1 90495001 90515001 2.68196


NC_056056. 104460001 1.04E+08 2.53571 0.263075 OL LOC114113736;LOC1218
NC_056078.1 30680001 30700001 2.5922


NC_056056. 104450001 1.04E+08 2.99554 0.207687 OL LOC114113736;LOC1218
NC_056078.1 30685001 30705001 3.21198


NC_056056. 104455001 1.04E+08 2.86 0.24887 OL LOC114113736;LOC1218
NC_056078.1 30690001 30710001 2.45471


NC_056056. 104445001 1.04E+08 3.05042 0.193952 OL LOC114113736;LOC1218
NC_056078.1 30700001 30720001 2.46252


NC_056056. 179840001 1.8E+08 1.95874 0.173062 OL LOC114113800
NC_056078.1 30705001 30725001 3.0468


NC_056056. 179850001 1.8E+08 2.15189 0.200601 OL LOC114113800
NC_056078.1 30710001 30730001 2.41841


NC_056056. 179855001 1.8E+08 6.01829 0.261029 OL LOC114113800
NC_056078.1 30715001 30735001 2.29229


NC_056056. 179860001 1.8E+08 4.82505 0.243044 OL LOC114113800
NC_056078.1 30720001 30740001 2.00445


NC_056056. 11355001 11375001 2.00302 0.318893 OL LOC114113879;NR5A1
NC_056078.1 31155001 31175001 2.07371


NC_056056. 11360001 11380001 2.36154 0.213031 OL LOC114113879;NR5A1
NC_056078.1 31305001 31325001 3.69392


NC_056059. 84335001 84355001 2.49116 0.172576 OL LOC114115323
NC_056078.1 31310001 31330001 3.18433


NC_056059. 84340001 84360001 3.66056 0.211234 OL LOC114115323
NC_056055.1 169310001 1.69E+08 2.63304


NC_056059. 84345001 84365001 2.46991 0.171965 OL LOC114115323
NC_056055.1 169315001 1.69E+08 4.99367


NC_056068. 48970001 48990001 1.91151 0.224112 OL LOC114118273
NC_056055.1 169320001 1.69E+08 3.5


NC_056056. 104470001 1.04E+08 3.33333 0.187517 OL LOC121815995
NC_056055.1 169325001 1.69E+08 2.0555


NC_056067. 970001 990001 2.93526 0.160533 OL LOC121816415;MTSS2;V
NC_056055.1 169500001 1.7E+08 3.00941


NC_056067. 980001 1000001 2.39163 0.144027 OL LOC121816415;MTSS2;V
NC_056071.1 6745001 6765001 3.85135


NC_056067. 985001 1005001 2.58454 0.14708 OL LOC121816415;MTSS2;V
NC_056054.1 45895001 45915001 4.46651


NC_056067. 60965001 60985001 1.88953 0.230134 OL LOC121816443
NC_056054.1 45900001 45920001 4.89393


NC_056067. 60970001 60990001 1.91278 0.241254 OL LOC121816444
NC_056054.1 45905001 45925001 3.74678


NC_056074. 26565001 26585001 2.43809 0.186856 OL LOC121817574
NC_056077.1 19190001 19210001 2.19976


NC_056077. 27330001 27350001 2.103 0.164891 OL LOC121817897
NC_056077.1 19195001 19215001 2.69713


NW_0245998 10001 30001 1.98596 0.155733 OL LOC121818469
NC_056072.1 53485001 53505001 1.9857


NW_0245998 15001 35001 2.72958 0.207231 OL LOC121818469
NC_056072.1 35580001 35600001 4.85382







NW_0245998 40001 60001 2.21795 0.213054 OL LOC121818481
NC_056072.1 35585001 35605001 5.46212


NW_0245998 70001 90001 1.94231 0.177688 OL LOC121818481
NC_056072.1 35590001 35610001 2.22735


NC_056057. 83390001 83410001 1.85915 0.189588 OL LOC121819513
NC_056080.1 68900001 68920001 2.12937


NC_056054. 71870001 71890001 4.9008 0.158242 OL LOC121819811
NC_056080.1 68905001 68925001 2.07122


NC_056054. 71875001 71895001 4.71336 0.145565 OL LOC121819811
NC_056066.1 20235001 20255001 2.24859


NC_056059. 57305001 57325001 2.29841 0.150706 OL LOC121819825
NC_056070.1 17770001 17790001 2.01225


NC_056059. 57310001 57330001 2.33708 0.151735 OL LOC121819825
NC_056069.1 9610001 9630001 2.12532


NC_056070. 7580001 7600001 2.01717 0.146785 OL LRBA
NC_056054.1 202555001 2.03E+08 4.85331


NC_056078. 31140001 31160001 2.18497 0.235237 OL LRMDA
NC_056054.1 202560001 2.03E+08 14.8078


NC_056078. 31145001 31165001 2.03535 0.157074 OL LRMDA
NC_056054.1 202565001 2.03E+08 10.0548


NC_056078. 31150001 31170001 2.80971 0.176238 OL LRMDA
NC_056054.1 202570001 2.03E+08 5.26359


NC_056056. 162435001 1.62E+08 3.32131 0.157251 OL LRP1
NC_056054.1 202575001 2.03E+08 2.28881


NC_056055. 169365001 1.69E+08 2.66633 0.156944 OL LRP1B
NC_056056.1 225540001 2.26E+08 3.98149


NC_056055. 169370001 1.69E+08 2.30781 0.144174 OL LRP1B
NC_056056.1 225545001 2.26E+08 3.80791


NC_056055. 170010001 1.7E+08 3.33085 0.167326 OL LRP1B
NC_056056.1 10605001 10625001 2.6123


NC_056055. 170015001 1.7E+08 3.58571 0.144503 OL LRP1B
NC_056056.1 10610001 10630001 3.16302


NC_056055. 170160001 1.7E+08 2.86439 0.217118 OL LRP1B
NC_056056.1 10615001 10635001 3.11684


NC_056055. 170165001 1.7E+08 6.01768 0.318023 OL LRP1B
NC_056054.1 200795001 2.01E+08 6.12102


NC_056055. 170170001 1.7E+08 11.7105 0.363865 OL LRP1B
NC_056058.1 11010001 11030001 4.11174


NC_056055. 170175001 1.7E+08 4.62979 0.317727 OL LRP1B
NC_056058.1 11005001 11025001 2.86941


NC_056055. 170180001 1.7E+08 2.50499 0.253822 OL LRP1B
NC_056069.1 13000001 13020001 1.96919


NC_056068. 70185001 70205001 1.88157 0.263189 OL LRRC4C
NC_056055.1 161035001 1.61E+08 2.41821


NC_056068. 70190001 70210001 2.17284 0.281845 OL LRRC4C
NC_056055.1 174965001 1.75E+08 3.6


NC_056068. 70195001 70215001 2.1717 0.288062 OL LRRC4C
NC_056055.1 174970001 1.75E+08 3.90037


NC_056068. 70200001 70220001 2.16315 0.28928 OL LRRC4C
NC_056055.1 174975001 1.75E+08 4.79574


NC_056068. 70205001 70225001 2.13225 0.282689 OL LRRC4C
NC_056055.1 174980001 1.75E+08 5.69961


NC_056068. 70210001 70230001 2.11023 0.287917 OL LRRC4C
NC_056055.1 174985001 1.75E+08 2.63386


NC_056068. 70215001 70235001 2.06698 0.277085 OL LRRC4C
NC_056061.1 19415001 19435001 8.76595


NC_056068. 70220001 70240001 2.06007 0.271035 OL LRRC4C
NC_056061.1 19440001 19460001 26.6421


NC_056068. 70225001 70245001 2.07005 0.27402 OL LRRC4C
NC_056061.1 19445001 19465001 33.5157


NC_056068. 70230001 70250001 2.07052 0.271622 OL LRRC4C
NC_056061.1 19450001 19470001 16.4307







NC_056068. 70235001 70255001 2.19027 0.27378 OL LRRC4C
NC_056054.1 62025001 62045001 2.80976


NC_056068. 70240001 70260001 3.11741 0.242856 OL LRRC4C
NC_056054.1 62030001 62050001 2.75665


NC_056068. 70245001 70265001 3.92283 0.193177 OL LRRC4C
NC_056058.1 91690001 91710001 5.39575


NC_056068. 70250001 70270001 8.58374 0.166099 OL LRRC4C
NC_056058.1 91695001 91715001 5.75


NC_056068. 70255001 70275001 14.0985 0.153894 OL LRRC4C
NC_056058.1 91700001 91720001 7.4407


NC_056056. 121445001 1.21E+08 2.18874 0.396416 OL LRRIQ1
NC_056058.1 91705001 91725001 8.07801


NC_056056. 121450001 1.21E+08 3.5905 0.472454 OL LRRIQ1
NC_056078.1 27945001 27965001 6.88607


NC_056056. 121455001 1.21E+08 4.69509 0.489796 OL LRRIQ1
NC_056078.1 27950001 27970001 3.36684


NC_056056. 121460001 1.21E+08 4.05157 0.383834 OL LRRIQ1
NC_056078.1 27995001 28015001 2.44855


NC_056072. 22465001 22485001 2.05556 0.170184 OL LRRN1
NC_056078.1 28000001 28020001 3.11763


NC_056072. 22470001 22490001 2.47577 0.201277 OL LRRN1
NC_056078.1 28005001 28025001 2.00413


NC_056072. 22475001 22495001 2.05797 0.17687 OL LRRN1
NC_056057.1 55035001 55055001 2.39788


NC_056072. 22480001 22500001 1.98639 0.174468 OL LRRN1
NC_056057.1 55040001 55060001 2.52575


NC_056062. 36135001 36155001 1.94376 0.291386 OL LYN
NC_056057.1 55045001 55065001 1.9735


NC_056062. 36210001 36230001 1.96596 0.312816 OL LYN
NC_056057.1 55050001 55070001 2.29016


NC_056062. 36215001 36235001 1.9327 0.30704 OL LYN
NC_056057.1 55055001 55075001 2.53616


NC_056062. 36220001 36240001 2.06946 0.308992 OL LYN
NC_056057.1 55060001 55080001 3.02985


NC_056062. 36225001 36245001 2.0449 0.318468 OL LYN
NC_056061.1 10385001 10405001 2.98326


NC_056062. 36230001 36250001 2.03393 0.316568 OL LYN
NC_056061.1 10390001 10410001 4.31268


NC_056062. 36235001 36255001 1.97082 0.318593 OL LYN
NC_056061.1 10395001 10415001 3.50113


NC_056058. 21000001 21020001 4.77239 0.247861 OL LYRM7
NC_056061.1 10400001 10420001 2.5578


NC_056054. 13965001 13985001 2.01138 0.220735 OL MACF1
NC_056061.1 10405001 10425001 2.02869


NC_056054. 13970001 13990001 2.09404 0.2712 OL MACF1
NC_056061.1 10410001 10430001 2.04209


NC_056054. 13975001 13995001 1.81061 0.230248 OL MACF1
NC_056061.1 10445001 10465001 2.03521


NC_056054. 13980001 14000001 1.87943 0.176045 OL MACF1
NC_056061.1 10455001 10475001 2.28962


NC_056066. 7775001 7795001 2.04376 0.188632 OL MACROD2
NC_056061.1 10460001 10480001 2.64547


NC_056066. 9040001 9060001 1.83078 0.161711 OL MACROD2
NC_056061.1 10465001 10485001 2.32539


NC_056066. 9100001 9120001 14.4265 0.153902 OL MACROD2
NC_056061.1 10470001 10490001 2.5122


NC_056066. 9105001 9125001 7.87981 0.144528 OL MACROD2
NC_056058.1 20400001 20420001 2.30816


NC_056068. 76095001 76115001 13.2138 0.185206 OL MADD;MYBPC3
NC_056058.1 20405001 20425001 2.29373


NC_056072. 35880001 35900001 1.99708 0.142142 OL MAGI1
NC_056058.1 20410001 20430001 2.28028







NC_056072. 35885001 35905001 2.57274 0.188225 OL MAGI1
NC_056058.1 20415001 20435001 2.26649


NC_056054. 94900001 94920001 1.97404 0.17345 OL MAN1A2
NC_056058.1 20420001 20440001 2.2612


NC_056054. 94905001 94925001 3.3563 0.193221 OL MAN1A2
NC_056058.1 20425001 20445001 2.2658


NC_056054. 94910001 94930001 4.20634 0.244737 OL MAN1A2
NC_056058.1 20430001 20450001 2.24368


NC_056054. 94915001 94935001 4.96475 0.337731 OL MAN1A2
NC_056058.1 20435001 20455001 2.21111


NC_056054. 94920001 94940001 5.33047 0.404029 OL MAN1A2
NC_056058.1 20440001 20460001 2.17798


NC_056054. 94925001 94945001 4.00274 0.413649 OL MAN1A2
NC_056058.1 20445001 20465001 2.16185


NC_056054. 94930001 94950001 3.76583 0.400716 OL MAN1A2
NC_056058.1 20450001 20470001 2.17


NC_056054. 94935001 94955001 3.12321 0.37968 OL MAN1A2
NC_056058.1 20455001 20475001 2.11937


NC_056054. 94940001 94960001 2.05 0.33468 OL MAN1A2
NC_056058.1 20460001 20480001 2.14345


NC_056054. 94945001 94965001 2.36085 0.223732 OL MAN1A2
NC_056056.1 216675001 2.17E+08 2.16362


NC_056054. 94950001 94970001 2.92045 0.272062 OL MAN1A2
NC_056056.1 102590001 1.03E+08 2.74028


NC_056054. 94955001 94975001 2.73443 0.28208 OL MAN1A2
NC_056056.1 102595001 1.03E+08 2.44444


NC_056054. 94960001 94980001 2.09542 0.256687 OL MAN1A2
NC_056056.1 102600001 1.03E+08 2.27744


NC_056055. 241180001 2.41E+08 1.99864 0.17778 OL MAN1C1
NC_056056.1 102605001 1.03E+08 1.95703


NC_056060. 41530001 41550001 2.27888 0.176542 OL MAP4K5
NC_056056.1 102615001 1.03E+08 2.29503


NC_056060. 41535001 41555001 1.96627 0.17418 OL MAP4K5
NC_056055.1 176490001 1.77E+08 2.12873


NC_056061. 37195001 37215001 2.47668 0.217756 OL MCHR2
NC_056055.1 176495001 1.77E+08 2.03965


NC_056061. 37200001 37220001 2.43555 0.222819 OL MCHR2
NC_056055.1 176500001 1.77E+08 2.01416


NC_056061. 37205001 37225001 2.49169 0.212048 OL MCHR2
NC_056077.1 4335001 4355001 3.90997


NC_056061. 37210001 37230001 2.10798 0.175191 OL MCHR2
NC_056077.1 4340001 4360001 5.09402


NC_056079. 5725001 5745001 1.98965 0.163458 OL MCPH1
NC_056077.1 4345001 4365001 11


NC_056079. 5760001 5780001 1.95976 0.141434 OL MCPH1
NC_056080.1 8605001 8625001 2.02816


NC_056079. 5765001 5785001 1.82451 0.161991 OL MCPH1
NC_056080.1 8610001 8630001 2.01368


NC_056059. 16145001 16165001 2.54484 0.150123 OL MCUB
NC_056056.1 7395001 7415001 2.77462


NC_056059. 16150001 16170001 2.95455 0.190551 OL MCUB
NC_056056.1 7400001 7420001 2.80277


NC_056059. 16155001 16175001 2.71505 0.226615 OL MCUB
NC_056056.1 7405001 7425001 2.52164


NC_056054. 218460001 2.18E+08 4.50888 0.256825 OL MECOM
NC_056056.1 7410001 7430001 2.0255


NC_056054. 218465001 2.18E+08 3.67603 0.228009 OL MECOM
NC_056071.1 45145001 45165001 2.96557


NC_056054. 218470001 2.18E+08 2.70532 0.201772 OL MECOM
NC_056071.1 45150001 45170001 2.12713


NC_056067. 48450001 48470001 1.95455 0.25995 OL MED29;PLEKHG2;ZFP36
NC_056066.1 64480001 64500001 2.24522







NC_056060. 80300001 80320001 2.90224 0.185781 OL MED6
NC_056066.1 64485001 64505001 2.79195


NC_056056. 218590001 2.19E+08 5.00953 0.144231 OL MEI1
NC_056066.1 64490001 64510001 3.51915


NC_056058. 20395001 20415001 3.45517 0.163704 OL MEIKIN
NC_056066.1 64495001 64515001 2.4907


NC_056058. 20400001 20420001 3.16806 0.235764 OL MEIKIN
NC_056071.1 22920001 22940001 2.28314


NC_056058. 20405001 20425001 2.61094 0.209161 OL MEIKIN
NC_056071.1 22925001 22945001 2.33258


NC_056058. 20410001 20430001 2.37539 0.194859 OL MEIKIN
NC_056071.1 22930001 22950001 2.24816


NC_056058. 20415001 20435001 2.3915 0.192071 OL MEIKIN
NC_056071.1 22935001 22955001 2.2338


NC_056058. 20420001 20440001 1.97047 0.162494 OL MEIKIN
NC_056071.1 22940001 22960001 2.27852


NC_056058. 20425001 20445001 1.99093 0.167794 OL MEIKIN
NC_056071.1 22945001 22965001 2.15455


NC_056058. 20430001 20450001 2.07166 0.177761 OL MEIKIN
NC_056071.1 31455001 31475001 2.0123


NC_056058. 20440001 20460001 2.32745 0.193931 OL MEIKIN
NC_056056.1 220145001 2.2E+08 1.975


NC_056058. 20445001 20465001 2.48823 0.202899 OL MEIKIN
NC_056068.1 28675001 28695001 3.16716


NC_056058. 20450001 20470001 2.32085 0.189541 OL MEIKIN
NC_056080.1 46670001 46690001 2.54412


NC_056058. 20455001 20475001 2.39824 0.194643 OL MEIKIN
NC_056080.1 46675001 46695001 3.01551


NC_056058. 20460001 20480001 2.31166 0.188202 OL MEIKIN
NC_056080.1 46745001 46765001 2.65482


NC_056064. 44140001 44160001 2.43088 0.180998 OL MEIOC
NC_056080.1 46750001 46770001 3


NC_056064. 44145001 44165001 2.75982 0.173603 OL MEIOC
NC_056080.1 46755001 46775001 3.55039


NC_056058. 41600001 41620001 1.98539 0.22204 OL MEX3D;PLK5
NC_056080.1 46795001 46815001 1.98667


NC_056056. 181495001 1.82E+08 4.03089 0.151201 OL MFNG
NC_056080.1 46805001 46825001 1.98773


NC_056056. 122555001 1.23E+08 1.87873 0.26928 OL MGAT4C
NC_056080.1 46810001 46830001 2.00649


NC_056056. 122560001 1.23E+08 2.01938 0.251074 OL MGAT4C
NC_056080.1 46815001 46835001 2.03623


NC_056056. 122565001 1.23E+08 2.22362 0.207437 OL MGAT4C
NC_056080.1 46835001 46855001 3.52702


NC_056056. 122570001 1.23E+08 2.22018 0.189204 OL MGAT4C
NC_056080.1 46840001 46860001 3.05202


NC_056056. 122575001 1.23E+08 2.04311 0.161755 OL MGAT4C
NC_056065.1 41765001 41785001 2.01333


NC_056056. 122695001 1.23E+08 1.91522 0.177847 OL MGAT4C
NC_056079.1 18600001 18620001 2.05324


NC_056056. 122700001 1.23E+08 2.24589 0.149116 OL MGAT4C
NC_056079.1 18605001 18625001 2.28397


NC_056070. 18110001 18130001 1.85237 0.178102 OL MGST2
NC_056063.1 31535001 31555001 2.20053


NC_056068. 40165001 40185001 1.97046 0.142435 OL MICAL2
NC_056063.1 31540001 31560001 2.3988


NC_056057. 66990001 67010001 1.88229 0.148971 OL MINDY4
NC_056063.1 31545001 31565001 2.39636


NC_056054. 21170001 21190001 1.8076 0.250817 OL MKNK1;MOB3C
NC_056055.1 133845001 1.34E+08 2.27728


NC_056066. 36225001 36245001 1.99608 0.15236 OL MKX
NC_056054.1 179325001 1.79E+08 2.21551







NC_056054. 233325001 2.33E+08 1.80901 0.1426 OL MME
NC_056054.1 179330001 1.79E+08 2.51063


NC_056073. 21885001 21905001 3.16666 0.159819 OL MMUT
NC_056054.1 212440001 2.12E+08 3.08236


NC_056073. 21890001 21910001 2.30786 0.143436 OL MMUT
NC_056054.1 212445001 2.12E+08 2.58701


NC_056074. 46425001 46445001 2.27684 0.195244 OL MOB2
NC_056054.1 212490001 2.13E+08 2.34065


NC_056070. 69720001 69740001 2.73064 0.141624 OL MORC2
NC_056054.1 213165001 2.13E+08 2.91227


NC_056070. 69725001 69745001 2.13768 0.167684 OL MORC2
NC_056054.1 213555001 2.14E+08 2.23331


NC_056071. 31455001 31475001 2.0123 0.212235 OL MPI
NC_056054.1 213560001 2.14E+08 1.987


NC_056071. 31460001 31480001 1.93494 0.196302 OL MPI;SCAMP2
NC_056064.1 49780001 49800001 4.51163


NC_056056. 104520001 1.05E+08 2.31372 0.314412 OL MRPS5
NC_056064.1 49785001 49805001 4.24149


NC_056056. 104515001 1.05E+08 3.00091 0.340465 OL MRPS5;ZNF514
NC_056056.1 23675001 23695001 4.89735


NC_056056. 13585001 13605001 2.27529 0.195624 OL MRRF
NC_056056.1 23680001 23700001 6.15807


NC_056056. 13590001 13610001 1.90488 0.206407 OL MRRF
NC_056056.1 23685001 23705001 5.10714


NC_056056. 217725001 2.18E+08 6.83333 0.200626 OL MRTFA
NC_056056.1 23790001 23810001 2.54541


NC_056056. 154595001 1.55E+08 6.38395 0.182387 OL MSRB3
NC_056056.1 23795001 23815001 3.20818


NC_056056. 154600001 1.55E+08 11.6484 0.242087 OL MSRB3
NC_056056.1 23800001 23820001 4.51948


NC_056056. 154635001 1.55E+08 6.8027 0.309524 OL MSRB3
NC_056056.1 23805001 23825001 4.29634


NC_056056. 154640001 1.55E+08 3.09606 0.251177 OL MSRB3
NC_056056.1 23810001 23830001 3.25361


NC_056056. 154645001 1.55E+08 2.5122 0.233169 OL MSRB3
NC_056056.1 23815001 23835001 2.65018


NC_056056. 154675001 1.55E+08 1.89706 0.159671 OL MSRB3
NC_056054.1 136050001 1.36E+08 1.95781


NC_056056. 154680001 1.55E+08 2.79364 0.22922 OL MSRB3
NC_056054.1 136135001 1.36E+08 2.72304


NC_056080. 84895001 84915001 2.36429 0.15749 OL MTM1
NC_056054.1 136140001 1.36E+08 4.42266


NC_056080. 84900001 84920001 2.43168 0.159089 OL MTM1
NC_056054.1 136145001 1.36E+08 3.36682


NC_056080. 84905001 84925001 2.46591 0.159482 OL MTM1
NC_056054.1 136150001 1.36E+08 2.50863


NC_056079. 18730001 18750001 3.73522 0.174931 OL MTUS1
NC_056054.1 136155001 1.36E+08 2.37834


NC_056079. 18735001 18755001 4.10789 0.219994 OL MTUS1
NC_056056.1 60745001 60765001 2.87499


NC_056079. 18740001 18760001 4.14732 0.233067 OL MTUS1
NC_056063.1 55175001 55195001 2.04824


NC_056079. 18745001 18765001 3.89892 0.228599 OL MTUS1
NC_056055.1 208255001 2.08E+08 15.2706


NC_056079. 18750001 18770001 4.41089 0.153533 OL MTUS1
NC_056076.1 57745001 57765001 2.30949


NC_056079. 18755001 18775001 3.37066 0.165029 OL MTUS1
NC_056076.1 57750001 57770001 2.27307


NC_056079. 18760001 18780001 2.79145 0.242012 OL MTUS1
NC_056073.1 44180001 44200001 2.02699


NC_056079. 18765001 18785001 2.42421 0.179914 OL MTUS1
NC_056063.1 21755001 21775001 2.25204







NC_056079. 18770001 18790001 2.25838 0.183849 OL MTUS1
NC_056065.1 76545001 76565001 6.75262


NC_056079. 18775001 18795001 1.96282 0.141405 OL MTUS1
NC_056065.1 76550001 76570001 8.15042


NC_056063. 31380001 31400001 2.30427 0.191574 OL MTUS2
NC_056065.1 76555001 76575001 11.8517


NC_056063. 31385001 31405001 2.87126 0.212985 OL MTUS2
NC_056065.1 76560001 76580001 9.87025


NC_056063. 31390001 31410001 3.58005 0.238629 OL MTUS2
NC_056060.1 84400001 84420001 3.13126


NC_056063. 31395001 31415001 2.90137 0.198925 OL MTUS2
NC_056060.1 84405001 84425001 2.47116


NC_056063. 31400001 31420001 1.97933 0.156413 OL MTUS2
NC_056074.1 21455001 21475001 2.3


NC_056067. 62245001 62265001 2.53898 0.158554 OL MYADM
NC_056056.1 141875001 1.42E+08 2.1415


NC_056077. 35605001 35625001 2.12658 0.193508 OL MYL10
NC_056056.1 141880001 1.42E+08 3.13146


NC_056077. 35610001 35630001 2.27106 0.243679 OL MYL10
NC_056076.1 925001 945001 2.7151


NC_056077. 35615001 35635001 2.29427 0.240666 OL MYL10
NC_056076.1 930001 950001 2.38675


NC_056077. 35620001 35640001 2.30088 0.239316 OL MYL10
NC_056076.1 935001 955001 2.14583


NC_056077. 35625001 35645001 2.32143 0.231481 OL MYL10
NC_056076.1 940001 960001 2.08447


NC_056054. 179325001 1.79E+08 2.00389 0.176716 OL NAA50;USF3
NC_056067.1 35075001 35095001 3.08498


NC_056054. 179330001 1.79E+08 2.11659 0.18541 OL NAA50;USF3
NC_056067.1 35080001 35100001 2.67248


NC_056054. 213235001 2.13E+08 1.91087 0.167405 OL NAALADL2
NC_056067.1 35085001 35105001 2.38379


NC_056054. 213240001 2.13E+08 2.26478 0.155483 OL NAALADL2
NC_056067.1 35095001 35115001 2.1801


NC_056054. 213245001 2.13E+08 2.47478 0.150783 OL NAALADL2
NC_056067.1 35100001 35120001 2.23555


NC_056064. 49775001 49795001 1.84475 0.193188 OL NARF
NC_056067.1 35105001 35125001 2.27123


NC_056064. 49780001 49800001 3.30406 0.202145 OL NARF
NC_056067.1 35110001 35130001 2.29702


NC_056064. 49785001 49805001 3.35777 0.204275 OL NARF
NC_056060.1 86625001 86645001 1.98635


NC_056056. 23790001 23810001 4.22026 0.24117 OL NBAS
NC_056060.1 86620001 86640001 2.34713


NC_056056. 23795001 23815001 5.31695 0.279362 OL NBAS
NC_056061.1 13795001 13815001 2.01422


NC_056056. 23800001 23820001 5.95718 0.293625 OL NBAS
NC_056061.1 13800001 13820001 2.07781


NC_056056. 23805001 23825001 3.85649 0.263568 OL NBAS
NC_056061.1 14115001 14135001 2.33364


NC_056054. 136135001 1.36E+08 2.54624 0.15908 OL NCAM2
NC_056061.1 14120001 14140001 3.52269


NC_056054. 136140001 1.36E+08 2.41698 0.153406 OL NCAM2
NC_056061.1 14125001 14145001 2.73371


NC_056054. 136145001 1.36E+08 2.37215 0.158832 OL NCAM2
NC_056061.1 14155001 14175001 3.27966


NC_056054. 136390001 1.36E+08 1.87687 0.313643 OL NCAM2
NC_056061.1 14160001 14180001 3.12394


NC_056054. 136460001 1.36E+08 1.86945 0.292959 OL NCAM2
NC_056061.1 14165001 14185001 3.02515


NC_056054. 136475001 1.36E+08 2.1111 0.325391 OL NCAM2
NC_056061.1 14170001 14190001 2.96458







NC_056054. 136480001 1.37E+08 2.35948 0.358372 OL NCAM2
NC_056061.1 14175001 14195001 2.41299


NC_056054. 136485001 1.37E+08 2.24472 0.348865 OL NCAM2
NC_056061.1 14180001 14200001 2.15838


NC_056054. 136490001 1.37E+08 2.24232 0.349626 OL NCAM2
NC_056061.1 14185001 14205001 2.07018


NC_056054. 136495001 1.37E+08 2.19696 0.335627 OL NCAM2
NC_056061.1 14525001 14545001 3.20334


NC_056054. 136500001 1.37E+08 2.10753 0.323814 OL NCAM2
NC_056061.1 14530001 14550001 6.56585


NC_056054. 136505001 1.37E+08 2.11362 0.328375 OL NCAM2
NC_056061.1 14540001 14560001 6.01919


NC_056054. 136510001 1.37E+08 2 0.322044 OL NCAM2
NC_056061.1 14560001 14580001 16.279


NC_056054. 136630001 1.37E+08 2.0411 0.170423 OL NCAM2
NC_056061.1 14565001 14585001 4.99642


NC_056054. 136635001 1.37E+08 1.81818 0.143607 OL NCAM2
NC_056080.1 3685001 3705001 2.38892


NC_056054. 215530001 2.16E+08 3.23338 0.155044 OL NCEH1
NC_056080.1 3690001 3710001 2.97622


NC_056054. 215535001 2.16E+08 4.17985 0.17543 OL NCEH1
NC_056080.1 3695001 3715001 3.1246


NC_056054. 215540001 2.16E+08 4.48894 0.201239 OL NCEH1
NC_056080.1 3700001 3720001 3.54637


NC_056054. 215545001 2.16E+08 4.70853 0.2422 OL NCEH1
NC_056080.1 3705001 3725001 3.67083


NC_056054. 215550001 2.16E+08 3.63875 0.291735 OL NCEH1
NC_056077.1 3490001 3510001 2.1757


NC_056054. 215555001 2.16E+08 3.09677 0.247798 OL NCEH1
NC_056069.1 31290001 31310001 2.28223


NC_056054. 215560001 2.16E+08 3.29892 0.229548 OL NCEH1
NC_056069.1 31295001 31315001 2.93198


NC_056054. 215565001 2.16E+08 2.54316 0.149119 OL NCEH1
NC_056069.1 31300001 31320001 2.31349


NC_056055. 177540001 1.78E+08 1.86666 0.199163 OL NCKAP5
NC_056078.1 25845001 25865001 2.12588


NC_056055. 177605001 1.78E+08 2.02284 0.307633 OL NCKAP5
NC_056078.1 25850001 25870001 2.44223


NC_056056. 32215001 32235001 2.96861 0.238721 OL NCOA1
NC_056064.1 48885001 48905001 2.1114


NC_056056. 32220001 32240001 5.5396 0.266627 OL NCOA1
NC_056054.1 97350001 97370001 2.21366


NC_056056. 32225001 32245001 8.07693 0.291612 OL NCOA1
NC_056054.1 97355001 97375001 2.57739


NC_056056. 32230001 32250001 6.48649 0.286926 OL NCOA1
NC_056054.1 97360001 97380001 2.40052


NC_056056. 32235001 32255001 4.38082 0.231115 OL NCOA1
NC_056054.1 97365001 97385001 2.90448


NC_056056. 32240001 32260001 3.49241 0.208623 OL NCOA1
NC_056054.1 97395001 97415001 2.85176


NC_056056. 32245001 32265001 2.1615 0.150238 OL NCOA1
NC_056054.1 97400001 97420001 2.72112


NC_056056. 32255001 32275001 2.60256 0.157347 OL NCOA1
NC_056054.1 97405001 97425001 2.66845


NC_056066. 76045001 76065001 3.86154 0.153546 OL NCOA3
NC_056054.1 97410001 97430001 3.02382


NC_056058. 41465001 41485001 2.49677 0.351339 OL NDUFS7;PWWP3A
NC_056054.1 97415001 97435001 4.30942


NC_056054. 47610001 47630001 1.82558 0.267629 OL NEGR1
NC_056054.1 97420001 97440001 4.7076


NC_056072. 1695001 1715001 1.82441 0.331098 OL NEK10
NC_056054.1 97425001 97445001 3.57829







NC_056072. 1700001 1720001 2.07594 0.362694 OL NEK10
NC_056054.1 97435001 97455001 2.71429


NC_056072. 1705001 1725001 2.57032 0.263235 OL NEK10
NC_056054.1 97440001 97460001 2.67346


NC_056072. 1710001 1730001 2.45997 0.194486 OL NEK10
NC_056054.1 97445001 97465001 3.12858


NC_056072. 1715001 1735001 2.48941 0.145439 OL NEK10
NC_056054.1 97450001 97470001 3.29869


NC_056074. 20965001 20985001 1.94351 0.184818 OL NELL1
NC_056054.1 97455001 97475001 2.26493


NC_056074. 20970001 20990001 2.03645 0.21551 OL NELL1
NC_056054.1 97460001 97480001 2.14698


NC_056074. 20975001 20995001 2.25567 0.177454 OL NELL1
NC_056071.1 41140001 41160001 3.78148


NC_056074. 20980001 21000001 2.75539 0.157891 OL NELL1
NC_056071.1 41145001 41165001 2.97368


NC_056060. 19865001 19885001 2.13131 0.144777 OL NEO1
NC_056056.1 74460001 74480001 3.19396


NC_056060. 19870001 19890001 3.88813 0.156937 OL NEO1
NC_056056.1 74465001 74485001 3.22807


NC_056080. 66840001 66860001 2.23636 0.180628 OL NEXMIF
NC_056056.1 74470001 74490001 2.61157


NC_056054. 93170001 93190001 2.05028 0.164525 OL NHLH2
NC_056056.1 74475001 74495001 2.23835


NC_056054. 93175001 93195001 5.18585 0.180557 OL NHLH2
NC_056056.1 74485001 74505001 2.12649


NC_056073. 38720001 38740001 3.34963 0.144191 OL NHLRC1
NC_056060.1 89120001 89140001 2.08861


NC_056073. 38705001 38725001 2.67615 0.169217 OL NHLRC1;TPMT
NC_056060.1 89125001 89145001 3.00744


NC_056080. 15740001 15760001 1.81832 0.38876 OL NHS
NC_056060.1 89130001 89150001 5.2111


NC_056080. 15745001 15765001 1.84651 0.376022 OL NHS
NC_056060.1 89135001 89155001 5.11616


NC_056055. 242235001 2.42E+08 1.87694 0.141841 OL NIPAL3;STPG1
NC_056060.1 89140001 89160001 3.10887


NC_056055. 242240001 2.42E+08 1.84997 0.204944 OL NIPAL3;STPG1
NC_056060.1 89150001 89170001 2.13803


NC_056072. 48455001 48475001 3.9595 0.252599 OL NISCH
NC_056060.1 89160001 89180001 1.99181


NC_056072. 48460001 48480001 2.73809 0.191731 OL NISCH
NC_056060.1 89175001 89195001 2.40464


NC_056072. 48465001 48485001 2.14413 0.178271 OL NISCH
NC_056060.1 89180001 89200001 2.05788


NC_056072. 48440001 48460001 13.1693 0.244749 OL NISCH;STAB1
NC_056074.1 32265001 32285001 2.43334


NC_056072. 48445001 48465001 8.38396 0.246406 OL NISCH;STAB1
NC_056074.1 32270001 32290001 3.86142


NC_056072. 48450001 48470001 5.17636 0.238568 OL NISCH;STAB1
NC_056074.1 32275001 32295001 10.5767


NC_056061. 13790001 13810001 1.98474 0.289205 OL NKAIN2
NC_056074.1 32290001 32310001 2.21851


NC_056061. 13795001 13815001 17.1717 0.473911 OL NKAIN2
NC_056074.1 32395001 32415001 10.2395


NC_056061. 13805001 13825001 9.80252 0.457478 OL NKAIN2
NC_056054.1 84830001 84850001 2.03288


NC_056061. 13810001 13830001 3.22405 0.380544 OL NKAIN2
NC_056054.1 84835001 84855001 2.17973


NC_056061. 13815001 13835001 2.01994 0.288371 OL NKAIN2
NC_056054.1 84840001 84860001 4.37659


NC_056059. 117730001 1.18E+08 1.97116 0.212428 OL NKX1-1
NC_056056.1 7415001 7435001 2.48889







NC_056054. 213995001 2.14E+08 1.92904 0.185888 OL NLGN1
NC_056056.1 7420001 7440001 3.06665


NC_056054. 214000001 2.14E+08 2.38941 0.197451 OL NLGN1
NC_056067.1 24435001 24455001 2.32539


NC_056054. 214005001 2.14E+08 2.54489 0.189011 OL NLGN1
NC_056067.1 24440001 24460001 2.53007


NC_056054. 214010001 2.14E+08 2.39005 0.163567 OL NLGN1
NC_056067.1 24445001 24465001 2.51772


NC_056054. 214225001 2.14E+08 2.25667 0.193498 OL NLGN1
NC_056067.1 24450001 24470001 2.80679


NC_056059. 71755001 71775001 2.68339 0.240242 OL NMU
NC_056067.1 24455001 24475001 4.952


NC_056059. 71760001 71780001 2.20159 0.296225 OL NMU
NC_056067.1 24460001 24480001 5.52357


NC_056054. 97355001 97375001 2.44039 0.16194 OL NOTCH2
NC_056067.1 24465001 24485001 4.57049


NC_056054. 97360001 97380001 2.80544 0.152422 OL NOTCH2
NC_056067.1 24470001 24490001 3.28995


NC_056054. 97365001 97385001 5.30138 0.16926 OL NOTCH2
NC_056064.1 21890001 21910001 1.94876


NC_056071. 34460001 34480001 2.29862 0.293632 OL NOVA1
NC_056072.1 6345001 6365001 2.05053


NC_056071. 34465001 34485001 2.68656 0.225559 OL NOVA1
NC_056072.1 6350001 6370001 2.05802


NC_056071. 34470001 34490001 2.60493 0.211528 OL NOVA1
NC_056072.1 6355001 6375001 2.18782


NC_056071. 34475001 34495001 1.95984 0.185838 OL NOVA1
NC_056054.1 26000001 26020001 3.98093


NC_056060. 15880001 15900001 20.8555 0.175967 OL NOX5
NC_056054.1 26005001 26025001 4.58396


NC_056060. 15885001 15905001 9.14545 0.144814 OL NOX5
NC_056054.1 26010001 26030001 3.14816


NC_056056. 100505001 1.01E+08 1.82955 0.162199 OL NPAS2
NC_056054.1 26015001 26035001 3.14654


NC_056056. 100510001 1.01E+08 2.15994 0.198765 OL NPAS2
NC_056054.1 26020001 26040001 2.45065


NC_056056. 100515001 1.01E+08 2.27078 0.223491 OL NPAS2
NC_056054.1 26030001 26050001 1.96085


NC_056056. 100520001 1.01E+08 2.57071 0.237752 OL NPAS2
NC_056054.1 26035001 26055001 2.00327


NC_056056. 100525001 1.01E+08 3.44359 0.29021 OL NPAS2
NC_056066.1 72620001 72640001 5.38558


NC_056056. 100530001 1.01E+08 1.8612 0.320061 OL NPAS2
NC_056066.1 72630001 72650001 1.97555


NC_056056. 100610001 1.01E+08 2.71985 0.142835 OL NPAS2
NC_056066.1 72635001 72655001 3.15863


NC_056055. 47995001 48015001 1.95844 0.18295 OL NR4A3
NC_056071.1 27670001 27690001 2.99428


NC_056055. 48000001 48020001 2.64706 0.205721 OL NR4A3
NC_056073.1 25345001 25365001 6.38525


NC_056055. 48005001 48025001 4.56025 0.207152 OL NR4A3
NC_056062.1 70860001 70880001 2.61916


NC_056055. 48010001 48030001 3.10769 0.171549 OL NR4A3
NC_056062.1 70865001 70885001 3.15717


NC_056056. 11350001 11370001 1.86781 0.344013 OL NR5A1
NC_056062.1 70870001 70890001 3.9057


NC_056056. 11325001 11345001 6.61068 0.191701 OL NR5A1;NR6A1
NC_056062.1 70875001 70895001 2.94189


NC_056056. 11330001 11350001 3.07693 0.199207 OL NR5A1;NR6A1
NC_056062.1 70880001 70900001 1.97494


NC_056056. 11335001 11355001 2.16867 0.245767 OL NR5A1;NR6A1
NC_056062.1 70915001 70935001 2.17885







NC_056056. 11115001 11135001 2.82336 0.159414 OL NR6A1
NC_056062.1 70920001 70940001 1.952


NC_056056. 11120001 11140001 3.408 0.157331 OL NR6A1
NC_056062.1 70925001 70945001 1.95148


NC_056056. 11125001 11145001 4.86516 0.157709 OL NR6A1
NC_056074.1 40605001 40625001 3.5413


NC_056056. 11130001 11150001 5.59814 0.152449 OL NR6A1
NC_056074.1 40610001 40630001 4.67312


NC_056056. 11165001 11185001 3.1822 0.146929 OL NR6A1
NC_056074.1 40615001 40635001 4.90411


NC_056056. 11170001 11190001 3.411 0.15828 OL NR6A1
NC_056074.1 40620001 40640001 4.3371


NC_056056. 11175001 11195001 3.37605 0.16214 OL NR6A1
NC_056055.1 248995001 2.49E+08 3.52186


NC_056056. 11180001 11200001 3.99669 0.172136 OL NR6A1
NC_056055.1 249000001 2.49E+08 4.03237


NC_056056. 11185001 11205001 3.31506 0.164398 OL NR6A1
NC_056055.1 249005001 2.49E+08 3.5836


NC_056056. 11190001 11210001 3.09854 0.150113 OL NR6A1
NC_056055.1 248960001 2.49E+08 2.01816


NC_056056. 11195001 11215001 2.55 0.144336 OL NR6A1
NC_056055.1 248965001 2.49E+08 2.67599


NC_056056. 11210001 11230001 2.1807 0.148526 OL NR6A1
NC_056055.1 248970001 2.49E+08 2.28361


NC_056056. 11215001 11235001 2.98724 0.152289 OL NR6A1
NC_056055.1 248975001 2.49E+08 2.61893


NC_056056. 11220001 11240001 3.4875 0.141269 OL NR6A1
NC_056055.1 248980001 2.49E+08 2.46574


NC_056056. 11225001 11245001 2.8724 0.145477 OL NR6A1
NC_056055.1 248985001 2.49E+08 2.32329


NC_056056. 11230001 11250001 2.5026 0.143583 OL NR6A1
NC_056055.1 248990001 2.49E+08 2.715


NC_056056. 11255001 11275001 1.86528 0.156502 OL NR6A1
NW_024599828 1165001 1185001 5.51163


NC_056056. 11260001 11280001 2.41589 0.14579 OL NR6A1
NW_024599828 1170001 1190001 9.11331


NC_056056. 11265001 11285001 1.9711 0.150402 OL NR6A1
NW_024599828 1175001 1195001 4.39082


NC_056056. 11285001 11305001 2.20177 0.162984 OL NR6A1
NW_024599828 1180001 1200001 2.77369


NC_056056. 11290001 11310001 3.66276 0.17015 OL NR6A1
NW_024599828 1185001 1205001 2.14581


NC_056056. 11295001 11315001 5.18072 0.166014 OL NR6A1
NC_056074.1 16250001 16270001 9.08164


NC_056056. 11300001 11320001 7.04812 0.17624 OL NR6A1
NC_056074.1 16255001 16275001 5.63866


NC_056056. 11305001 11325001 8.10069 0.176355 OL NR6A1
NC_056074.1 16260001 16280001 4.49246


NC_056056. 11310001 11330001 6.7256 0.180556 OL NR6A1
NC_056074.1 16265001 16285001 3.39741


NC_056056. 11315001 11335001 7.03869 0.184988 OL NR6A1
NC_056078.1 25865001 25885001 3.34228


NC_056056. 11320001 11340001 6.26451 0.180392 OL NR6A1
NC_056078.1 25870001 25890001 4.99516


NC_056056. 11100001 11120001 3.07672 0.213898 OL NR6A1;OLFML2A
NC_056078.1 25875001 25895001 14.2366


NC_056056. 11105001 11125001 2.58711 0.197651 OL NR6A1;OLFML2A
NC_056078.1 25915001 25935001 14.3112


NC_056056. 11110001 11130001 2.53554 0.175158 OL NR6A1;OLFML2A
NC_056078.1 25920001 25940001 5.78205


NC_056056. 73745001 73765001 2.35018 0.142721 OL NRXN1
NC_056078.1 25925001 25945001 2.89353







NC_056056. 73750001 73770001 2.48917 0.152304 OL NRXN1
NC_056055.1 13525001 13545001 2.06082


NC_056056. 73755001 73775001 2.56411 0.152517 OL NRXN1
NC_056056.1 225470001 2.25E+08 2.16206


NC_056059. 105390001 1.05E+08 2.05218 0.223335 OL NSG1
NC_056065.1 57150001 57170001 2.11639


NC_056059. 105395001 1.05E+08 4.35056 0.212737 OL NSG1
NC_056065.1 57155001 57175001 2.29543


NC_056056. 165645001 1.66E+08 3.0459 0.154873 OL NTN4
NC_056055.1 207555001 2.08E+08 3.1802


NC_056056. 165650001 1.66E+08 3.77272 0.166845 OL NTN4
NC_056055.1 207560001 2.08E+08 2.72996


NC_056056. 165655001 1.66E+08 3.38969 0.192797 OL NTN4
NC_056055.1 207565001 2.08E+08 1.99834


NC_056056. 165660001 1.66E+08 2.91078 0.187274 OL NTN4
NC_056055.1 207670001 2.08E+08 2.65255


NC_056056. 165665001 1.66E+08 2.82676 0.208294 OL NTN4
NC_056080.1 84055001 84075001 2.81525


NC_056056. 165670001 1.66E+08 2.66071 0.201445 OL NTN4
NC_056080.1 84060001 84080001 2.80703


NC_056056. 165675001 1.66E+08 3.15241 0.237994 OL NTN4
NC_056080.1 84065001 84085001 2.76658


NC_056056. 165680001 1.66E+08 3.22543 0.22619 OL NTN4
NC_056080.1 84070001 84090001 2.83102


NC_056056. 165685001 1.66E+08 4.88691 0.259179 OL NTN4
NC_056054.1 37360001 37380001 6.10412


NC_056056. 165690001 1.66E+08 6.09524 0.266886 OL NTN4
NC_056056.1 10275001 10295001 3.14063


NC_056056. 165695001 1.66E+08 4.92664 0.215831 OL NTN4
NC_056075.1 4465001 4485001 2.1522


NC_056056. 165700001 1.66E+08 4.2363 0.224021 OL NTN4
NC_056075.1 4470001 4490001 2.26707


NC_056055. 34740001 34760001 2.10649 0.16605 OL NTRK2
NC_056075.1 4475001 4495001 2.22932


NC_056055. 34745001 34765001 2.51657 0.163435 OL NTRK2
NC_056075.1 4480001 4500001 1.99807


NC_056055. 34865001 34885001 1.94705 0.198329 OL NTRK2
NC_056075.1 4620001 4640001 1.9443


NC_056055. 34870001 34890001 1.98363 0.21596 OL NTRK2
NC_056063.1 40220001 40240001 3.11347


NC_056055. 34875001 34895001 2.49593 0.267046 OL NTRK2
NC_056063.1 40225001 40245001 4.18168


NC_056071. 39970001 39990001 2.14056 0.14854 OL NUBPL
NC_056063.1 40230001 40250001 3.76983


NC_056071. 39975001 39995001 3.59003 0.147055 OL NUBPL
NC_056063.1 40235001 40255001 4.03172


NC_056071. 39980001 40000001 3.64984 0.141545 OL NUBPL
NC_056057.1 66150001 66170001 1.96655


NC_056067. 24435001 24455001 2.13615 0.142101 OL NUP93
NC_056057.1 66155001 66175001 2.87631


NC_056067. 24440001 24460001 2.39076 0.150329 OL NUP93
NC_056057.1 66160001 66180001 2.83103


NC_056067. 24445001 24465001 2.16412 0.144899 OL NUP93
NC_056057.1 66165001 66185001 2.25969


NC_056067. 24450001 24470001 2.22184 0.142074 OL NUP93
NC_056070.1 42630001 42650001 2.55617


NC_056067. 24455001 24475001 3.2465 0.178765 OL NUP93
NC_056070.1 42635001 42655001 2.30588


NC_056067. 24460001 24480001 3.6254 0.191764 OL NUP93
NC_056068.1 4145001 4165001 2.15913


NC_056067. 24465001 24485001 3.13918 0.174264 OL NUP93
NC_056068.1 4150001 4170001 3.80259







NC_056067. 24470001 24490001 2.40435 0.154601 OL NUP93
NC_056068.1 4155001 4175001 8.84826


NC_056056. 11065001 11085001 2.40066 0.288923 OL OLFML2A
NC_056068.1 4160001 4180001 8.46348


NC_056056. 11070001 11090001 2.23334 0.260036 OL OLFML2A
NC_056068.1 4165001 4185001 10.4779


NC_056056. 11075001 11095001 2.53983 0.229512 OL OLFML2A
NC_056068.1 4170001 4190001 9.07625


NC_056056. 11080001 11100001 1.83794 0.172966 OL OLFML2A
NC_056068.1 4175001 4195001 6.36249


NC_056056. 11085001 11105001 2.08582 0.158668 OL OLFML2A
NC_056068.1 4180001 4200001 4.34101


NC_056056. 11090001 11110001 2.78931 0.195523 OL OLFML2A
NC_056068.1 4185001 4205001 2.04424


NC_056056. 11095001 11115001 3.00534 0.212134 OL OLFML2A
NC_056068.1 4200001 4220001 2.51168


NC_056070. 69690001 69710001 6.07301 0.212969 OL OSBP2
NC_056068.1 4205001 4225001 6.16706


NC_056070. 69695001 69715001 8.38083 0.233528 OL OSBP2
NC_056068.1 4210001 4230001 23.9465


NC_056070. 69700001 69720001 7.79015 0.240254 OL OSBP2
NC_056068.1 4215001 4235001 18.8292


NC_056070. 69705001 69725001 6.35326 0.202813 OL OSBP2
NC_056068.1 4220001 4240001 20.214


NC_056070. 69710001 69730001 4.05101 0.182489 OL OSBP2
NC_056068.1 4225001 4245001 19.3333


NC_056070. 69715001 69735001 3.58316 0.177392 OL OSBP2
NC_056068.1 4230001 4250001 10.2899


NC_056072. 6350001 6370001 2.03489 0.160023 OL OSBPL10
NC_056068.1 4235001 4255001 8.15584


NC_056072. 6355001 6375001 2.23657 0.165043 OL OSBPL10
NC_056068.1 4240001 4260001 4.13283


NC_056054. 190820001 1.91E+08 3.40926 0.157423 OL OSBPL11
NC_056061.1 30035001 30055001 2.14052


NC_056054. 190825001 1.91E+08 4.35294 0.146099 OL OSBPL11
NC_056061.1 30155001 30175001 2.53597


NC_056064. 55815001 55835001 1.99068 0.145706 OL OTOP2;OTOP3;USH1G
NC_056061.1 30160001 30180001 3.56451


NC_056064. 55820001 55840001 2.14099 0.153449 OL OTOP2;USH1G
NC_056054.1 21735001 21755001 2.33668


NC_056064. 55825001 55845001 2.2714 0.160382 OL OTOP2;USH1G
NC_056055.1 68400001 68420001 2.76911


NC_056071. 27965001 27985001 2.40845 0.255719 OL OTUD7A
NC_056055.1 68405001 68425001 2.76184


NC_056071. 27970001 27990001 2.17655 0.236544 OL OTUD7A
NC_056055.1 68410001 68430001 2.71338


NC_056071. 28010001 28030001 2.248 0.307566 OL OTUD7A
NC_056055.1 68415001 68435001 2.56815


NC_056071. 28015001 28035001 1.84599 0.273755 OL OTUD7A
NC_056061.1 68170001 68190001 4.90722


NC_056061. 86450001 86470001 1.81008 0.148419 OL PACRG
NC_056061.1 68185001 68205001 4.32307


NC_056066. 2780001 2800001 2.10722 0.142352 OL PAK5
NC_056061.1 68190001 68210001 1.94692


NC_056071. 59110001 59130001 1.82064 0.144874 OL PAPOLA
NC_056061.1 68205001 68225001 2.30016


NC_056059. 17900001 17920001 2.07888 0.274603 OL PAPSS1
NC_056061.1 68210001 68230001 2.68567


NC_056066. 18210001 18230001 2.06876 0.191616 OL PARD3
NC_056061.1 68245001 68265001 2.42424


NC_056066. 18215001 18235001 2.40073 0.161695 OL PARD3
NC_056061.1 68250001 68270001 2.21528







NC_056078. 23930001 23950001 5.70969 0.158096 OL PBLD
NC_056080.1 20345001 20365001 5.34234


NC_056056. 35905001 35925001 10.4365 0.394316 OL PCARE;TOGARAM2
NC_056076.1 42755001 42775001 2.06005


NC_056054. 266280001 2.66E+08 2.50386 0.146028 OL PCBP3
NC_056076.1 42760001 42780001 1.9933


NC_056059. 50870001 50890001 1.85015 0.22113 OL PCDH7
NC_056076.1 42765001 42785001 2.12109


NC_056059. 50875001 50895001 2.71074 0.223519 OL PCDH7
NC_056076.1 42805001 42825001 6.31183


NC_056059. 50880001 50900001 2.60142 0.206944 OL PCDH7
NC_056076.1 42810001 42830001 7.13598


NC_056059. 50885001 50905001 2.4748 0.201144 OL PCDH7
NC_056076.1 42815001 42835001 5.29755


NC_056059. 50890001 50910001 2.43302 0.19811 OL PCDH7
NC_056076.1 42820001 42840001 4.30446


NC_056059. 50895001 50915001 2.42307 0.200324 OL PCDH7
NC_056076.1 42825001 42845001 3.60599


NC_056059. 50900001 50920001 2.46485 0.209472 OL PCDH7
NC_056054.1 111040001 1.11E+08 5.06163


NC_056059. 50905001 50925001 3.03747 0.229891 OL PCDH7
NC_056054.1 111045001 1.11E+08 4.01503


NC_056059. 50910001 50930001 2.1039 0.17936 OL PCDH7
NC_056080.1 13570001 13590001 8.24698


NC_056059. 50915001 50935001 2.24819 0.185853 OL PCDH7
NC_056080.1 13575001 13595001 8.72839


NC_056059. 50920001 50940001 2.23985 0.181795 OL PCDH7
NC_056080.1 13580001 13600001 7.20731


NC_056059. 50925001 50945001 2.09054 0.174944 OL PCDH7
NC_056080.1 13585001 13605001 3.92931


NC_056059. 50930001 50950001 2.28677 0.18486 OL PCDH7
NC_056080.1 13590001 13610001 2.42074


NC_056063. 40225001 40245001 2.05328 0.165468 OL PCDH9
NC_056080.1 13595001 13615001 2.55474


NC_056063. 40230001 40250001 2.16987 0.19749 OL PCDH9
NC_056080.1 13600001 13620001 2.68935


NC_056063. 40235001 40255001 2.13073 0.158907 OL PCDH9
NC_056080.1 13605001 13625001 2.77387


NC_056058. 41560001 41580001 2.42932 0.244618 OL PCSK4;REEP6
NC_056080.1 13615001 13635001 2.07131


NC_056069. 20455001 20475001 2.33617 0.168722 OL PDE4D
NC_056080.1 13630001 13650001 3.40476


NC_056060. 8535001 8555001 2.39639 0.53984 OL PDE8B
NC_056080.1 13635001 13655001 2.05826


NC_056060. 8540001 8560001 2.62888 0.512996 OL PDE8B
NC_056080.1 13565001 13585001 6.32348


NC_056068. 3985001 4005001 2.38425 0.173605 OL PDGFD
NC_056070.1 67500001 67520001 1.95745


NC_056068. 4220001 4240001 2.22398 0.165972 OL PDGFD
NC_056070.1 67505001 67525001 1.97769


NC_056068. 4225001 4245001 1.90894 0.177895 OL PDGFD
NC_056055.1 246175001 2.46E+08 5.93062


NC_056075. 16600001 16620001 1.93698 0.165089 OL PDLIM1
NC_056055.1 246180001 2.46E+08 5.89029


NC_056063. 28595001 28615001 2.98749 0.246967 OL PDS5B
NC_056055.1 246185001 2.46E+08 3.52446


NC_056063. 28600001 28620001 2.40603 0.198179 OL PDS5B
NC_056054.1 232670001 2.33E+08 2.37543


NC_056063. 28605001 28625001 2.39817 0.201015 OL PDS5B
NC_056054.1 232675001 2.33E+08 1.95921


NC_056055. 68285001 68305001 3.08249 0.188977 OL PGM5
NC_056054.1 275120001 2.75E+08 2.07672







NC_056055. 68290001 68310001 3.97217 0.193804 OL PGM5
NC_056054.1 275125001 2.75E+08 1.97021


NC_056055. 68295001 68315001 3.72336 0.174815 OL PGM5
NC_056069.1 33390001 33410001 2.59029


NC_056055. 68310001 68330001 4.10225 0.186983 OL PGM5
NC_056065.1 33735001 33755001 2.25692


NC_056055. 68315001 68335001 5.62601 0.233154 OL PGM5
NC_056065.1 33765001 33785001 2.03534


NC_056055. 68320001 68340001 11.1189 0.287586 OL PGM5
NC_056065.1 33770001 33790001 2.15682


NC_056055. 68325001 68345001 18.4032 0.243376 OL PGM5
NC_056065.1 33855001 33875001 1.96441


NC_056055. 68330001 68350001 17.2689 0.172216 OL PGM5
NC_056056.1 80525001 80545001 2.03277


NC_056055. 68335001 68355001 22.3675 0.171688 OL PGM5
NC_056056.1 80535001 80555001 1.98028


NC_056055. 68340001 68360001 22.783 0.166201 OL PGM5
NC_056056.1 80560001 80580001 1.95003


NC_056055. 68345001 68365001 17.2453 0.143575 OL PGM5
NC_056056.1 80565001 80585001 2.07977


NC_056055. 68370001 68390001 25.6932 0.211287 OL PGM5
NC_056055.1 209955001 2.1E+08 2.77586


NC_056055. 68375001 68395001 20.8214 0.170901 OL PGM5
NC_056055.1 209960001 2.1E+08 2.56018


NC_056055. 68400001 68420001 5.01523 0.205169 OL PGM5
NC_056055.1 209965001 2.1E+08 2.32868


NC_056055. 68405001 68425001 5.09259 0.221437 OL PGM5
NC_056055.1 209970001 2.1E+08 2.28067


NC_056055. 68410001 68430001 6.14 0.26694 OL PGM5
NC_056055.1 209975001 2.1E+08 2.24653


NC_056055. 68415001 68435001 5.5495 0.258269 OL PGM5
NC_056055.1 209980001 2.1E+08 2.24542


NC_056055. 68420001 68440001 3.65117 0.190366 OL PGM5
NC_056055.1 209985001 2.1E+08 2.26853


NC_056080. 20305001 20325001 2.30473 0.282776 OL PHEX
NC_056055.1 209990001 2.1E+08 2.30548


NC_056080. 20310001 20330001 2.88981 0.226121 OL PHEX
NC_056055.1 209995001 2.1E+08 2.3228


NC_056080. 20315001 20335001 2.69982 0.258419 OL PHEX
NC_056055.1 210000001 2.1E+08 2.38203


NC_056080. 20320001 20340001 1.98998 0.309598 OL PHEX
NC_056055.1 210005001 2.1E+08 2.41646


NC_056080. 20340001 20360001 2.21591 0.180979 OL PHEX
NC_056055.1 210010001 2.1E+08 2.36624


NC_056080. 20345001 20365001 5.09014 0.199551 OL PHEX
NC_056055.1 210015001 2.1E+08 2.38108


NC_056080. 65330001 65350001 2.31335 0.14939 OL PHKA1
NC_056055.1 210020001 2.1E+08 2.16666


NC_056068. 29015001 29035001 2.15166 0.271963 OL PHLDB1
NC_056072.1 48795001 48815001 2.78354


NC_056068. 29020001 29040001 2.38276 0.294908 OL PHLDB1
NC_056072.1 48800001 48820001 4.32529


NC_056068. 29025001 29045001 2.59887 0.314442 OL PHLDB1
NC_056060.1 7115001 7135001 2.16879


NC_056068. 29030001 29050001 2.42735 0.304246 OL PHLDB1;TREH
NC_056073.1 17065001 17085001 3.78341


NC_056068. 29035001 29055001 1.98375 0.266418 OL PHLDB1;TREH
NC_056077.1 20515001 20535001 16.3412


NC_056068. 29040001 29060001 1.96274 0.271194 OL PHLDB1;TREH
NC_056068.1 44745001 44765001 2.11962


NC_056055. 231245001 2.31E+08 2.51001 0.149992 OL PID1
NC_056068.1 44750001 44770001 2.32907







NC_056066. 72905001 72925001 1.83492 0.176948 OL PKIG
NC_056068.1 44755001 44775001 2.48697


NC_056066. 72910001 72930001 1.95926 0.233685 OL PKIG
NC_056068.1 44760001 44780001 2.15443


NC_056066. 72915001 72935001 2.03541 0.218799 OL PKIG
NC_056068.1 44765001 44785001 2.12608


NC_056060. 18985001 19005001 1.81415 0.291112 OL PKM
NC_056068.1 44770001 44790001 2.28819


NC_056066. 1430001 1450001 1.84615 0.244235 OL PLCB1
NC_056078.1 34150001 34170001 2.39337


NC_056054. 274955001 2.75E+08 2.04705 0.148181 OL PLCL2
NC_056078.1 34155001 34175001 2.38095


NC_056054. 274960001 2.75E+08 2.38038 0.157461 OL PLCL2
NC_056068.1 52300001 52320001 2.9624


NC_056054. 216605001 2.17E+08 2.18035 0.153434 OL PLD1
NC_056065.1 79525001 79545001 4.15805


NC_056067. 48460001 48480001 2.16327 0.319557 OL PLEKHG2;RPS16;ZFP36
NC_056065.1 79530001 79550001 2.6553


NC_056067. 48455001 48475001 2.34632 0.319488 OL PLEKHG2;ZFP36
NC_056065.1 79535001 79555001 2.40703


NC_056056. 80555001 80575001 1.88718 0.154839 OL PLEKHH2
NC_056065.1 79590001 79610001 2.06293


NC_056056. 80560001 80580001 1.9616 0.216898 OL PLEKHH2
NC_056065.1 79515001 79535001 2.81703


NC_056056. 80565001 80585001 2.13249 0.237507 OL PLEKHH2
NC_056065.1 79520001 79540001 3.79124


NC_056056. 80570001 80590001 2.36244 0.166606 OL PLEKHH2
NC_056054.1 253925001 2.54E+08 2.77125


NC_056058. 41590001 41610001 3.36062 0.272991 OL PLK5
NC_056054.1 253930001 2.54E+08 2.8052


NC_056058. 41595001 41615001 3.19513 0.27219 OL PLK5
NC_056054.1 253935001 2.54E+08 2.54808


NC_056055. 22085001 22105001 1.82924 0.165418 OL PLPPR1
NC_056054.1 253940001 2.54E+08 2.55186


NC_056055. 22095001 22115001 1.90765 0.17824 OL PLPPR1
NC_056054.1 253945001 2.54E+08 3.08928


NC_056056. 130405001 1.3E+08 4.4281 0.417704 OL PLXNC1
NC_056054.1 253950001 2.54E+08 2.96693


NC_056056. 130430001 1.3E+08 12.3044 0.558339 OL PLXNC1
NC_056054.1 253955001 2.54E+08 2.01493


NC_056056. 130435001 1.3E+08 5.71817 0.472562 OL PLXNC1
NC_056059.1 23745001 23765001 5.62805


NC_056056. 130440001 1.3E+08 2.12627 0.373401 OL PLXNC1
NC_056069.1 39230001 39250001 2.34834


NC_056056. 130470001 1.3E+08 2.93678 0.170606 OL PLXNC1
NC_056069.1 39235001 39255001 2.81751


NC_056056. 130475001 1.3E+08 3.43365 0.196078 OL PLXNC1
NC_056069.1 39240001 39260001 3.48692


NC_056056. 130480001 1.31E+08 2.60099 0.188237 OL PLXNC1
NC_056069.1 39245001 39265001 2.41713


NC_056068. 21330001 21350001 3.59451 0.182397 OL POU2AF1
NC_056069.1 39250001 39270001 2.01778


NC_056056. 134995001 1.35E+08 1.9657 0.223265 OL POU6F1
NC_056058.1 11015001 11035001 3.42512


NC_056056. 135000001 1.35E+08 1.86819 0.164433 OL POU6F1
NC_056058.1 54710001 54730001 2.75032


NC_056056. 135040001 1.35E+08 2.21288 0.188812 OL POU6F1;TFCP2
NC_056058.1 54715001 54735001 2.48187


NC_056059. 44080001 44100001 2.42619 0.192375 OL PPARGC1A
NC_056072.1 37295001 37315001 2.44477


NC_056059. 44085001 44105001 4.16359 0.230655 OL PPARGC1A
NC_056073.1 3025001 3045001 2.05438







NC_056059. 44090001 44110001 3.92611 0.194814 OL PPARGC1A
NC_056071.1 38030001 38050001 7.42715


NC_056071. 31310001 31330001 2.20502 0.184879 OL PPCDC
NC_056071.1 38035001 38055001 4.2181


NC_056080. 17010001 17030001 2.10526 0.200167 OL PPEF1
NC_056075.1 7705001 7725001 5.59386


NC_056056. 144470001 1.44E+08 1.8857 0.177046 OL PPHLN1
NC_056075.1 7710001 7730001 15.7314


NC_056059. 37100001 37120001 5.35714 0.229905 OL PPM1K
NC_056075.1 7715001 7735001 13.6483


NC_056059. 37105001 37125001 4.40119 0.221165 OL PPM1K
NC_056075.1 7720001 7740001 16.4762


NC_056065. 79530001 79550001 1.97316 0.143699 OL PPP1R12B
NC_056059.1 96680001 96700001 1.96028


NC_056065. 79535001 79555001 3.06659 0.195614 OL PPP1R12B
NC_056059.1 96685001 96705001 2.0523


NC_056065. 79540001 79560001 4.86574 0.201636 OL PPP1R12B
NC_056059.1 96695001 96715001 2.80884


NC_056065. 79545001 79565001 10.8333 0.232225 OL PPP1R12B
NC_056059.1 96700001 96720001 3.95091


NC_056065. 79550001 79570001 14.7143 0.235815 OL PPP1R12B
NC_056061.1 85680001 85700001 2.60402


NC_056065. 79555001 79575001 8.62196 0.203904 OL PPP1R12B
NC_056061.1 85685001 85705001 3.5721


NC_056065. 79560001 79580001 3.78083 0.189671 OL PPP1R12B
NC_056061.1 85690001 85710001 3.82587


NC_056065. 79565001 79585001 2.61393 0.144046 OL PPP1R12B
NC_056061.1 85695001 85715001 2.58182


NC_056065. 79575001 79595001 2.73637 0.145079 OL PPP1R12B
NC_056054.1 267035001 2.67E+08 1.94969


NC_056065. 79580001 79600001 3.49671 0.161686 OL PPP1R12B
NC_056080.1 84020001 84040001 2.90839


NC_056065. 79585001 79605001 4.13773 0.189382 OL PPP1R12B
NC_056080.1 84025001 84045001 2.13219


NC_056065. 79590001 79610001 3.03826 0.221162 OL PPP1R12B
NC_056080.1 84030001 84050001 2.19753


NC_056065. 79595001 79615001 3.41706 0.264167 OL PPP1R12B
NC_056077.1 27755001 27775001 3.43162


NC_056065. 79600001 79620001 2.40438 0.254872 OL PPP1R12B
NC_056077.1 27760001 27780001 5.7252


NC_056065. 79605001 79625001 2.27848 0.226534 OL PPP1R12B
NC_056058.1 3035001 3055001 2.26985


NC_056065. 79610001 79630001 2.37746 0.197157 OL PPP1R12B
NC_056058.1 3040001 3060001 2.49536


NC_056065. 79615001 79635001 2.35614 0.193935 OL PPP1R12B
NC_056058.1 3045001 3065001 3.46749


NC_056065. 79620001 79640001 2.4207 0.205488 OL PPP1R12B
NC_056058.1 3050001 3070001 5.11111


NC_056065. 79625001 79645001 2.36404 0.224136 OL PPP1R12B
NC_056058.1 3055001 3075001 5.55477


NC_056065. 79630001 79650001 1.98382 0.197896 OL PPP1R12B
NC_056058.1 3060001 3080001 7.9249


NC_056054. 192905001 1.93E+08 2.14526 0.201131 OL PPP1R2
NC_056058.1 3065001 3085001 4.12704


NC_056054. 192910001 1.93E+08 2.96113 0.200806 OL PPP1R2
NC_056066.1 25050001 25070001 2.25862


NC_056054. 192915001 1.93E+08 4.95134 0.200586 OL PPP1R2
NC_056066.1 25055001 25075001 3.06928


NC_056072. 28780001 28800001 3.93893 0.150564 OL PPP4R2
NC_056066.1 25060001 25080001 8.70199


NC_056072. 28785001 28805001 6.01436 0.189492 OL PPP4R2
NC_056066.1 25065001 25085001 3.66007







NC_056072. 28790001 28810001 17.1579 0.212411 OL PPP4R2
NC_056066.1 25070001 25090001 3.45291


NC_056072. 28795001 28815001 12.3023 0.188612 OL PPP4R2
NC_056068.1 37945001 37965001 3.2


NC_056057. 49660001 49680001 7.52172 0.171697 OL PRKAR2B
NC_056068.1 37950001 37970001 2.19831


NC_056056. 78450001 78470001 5.13061 0.148094 OL PRKCE
NC_056062.1 15855001 15875001 2.78069


NC_056056. 78455001 78475001 5.99651 0.156359 OL PRKCE
NC_056062.1 15860001 15880001 3.39473


NC_056056. 78460001 78480001 4.45672 0.164106 OL PRKCE
NC_056062.1 15875001 15895001 1.95671


NC_056056. 78465001 78485001 3.99404 0.149794 OL PRKCE
NC_056062.1 15880001 15900001 1.9791


NC_056056. 78480001 78500001 6.32246 0.154799 OL PRKCE
NC_056062.1 15930001 15950001 6.53849


NC_056056. 78485001 78505001 8.69791 0.177684 OL PRKCE
NC_056070.1 61900001 61920001 1.97172


NC_056056. 78560001 78580001 24.5764 0.146955 OL PRKCE
NC_056070.1 61905001 61925001 2.26693


NC_056056. 39755001 39775001 1.99359 0.156995 OL PROKR1
NC_056070.1 61910001 61930001 2.43007


NC_056056. 104440001 1.04E+08 3.02041 0.156578 OL PROM2
NC_056070.1 61915001 61935001 2.29078


NC_056066. 27650001 27670001 3.03515 0.157088 OL PRPF18
NC_056055.1 76675001 76695001 2.0212


NC_056066. 27655001 27675001 2.91666 0.154572 OL PRPF18
NC_056055.1 76680001 76700001 1.99533


NC_056066. 27660001 27680001 2.76535 0.145302 OL PRPF18
NC_056055.1 78330001 78350001 2.04282


NC_056066. 27665001 27685001 2.85068 0.14499 OL PRPF18
NC_056055.1 78365001 78385001 2.0313


NC_056056. 221170001 2.21E+08 2.73407 0.232745 OL PRR5
NC_056055.1 78370001 78390001 2.00361


NC_056056. 221175001 2.21E+08 4.14315 0.399018 OL PRR5
NC_056072.1 39300001 39320001 3.82539


NC_056056. 221180001 2.21E+08 2.52381 0.290357 OL PRR5
NC_056072.1 39310001 39330001 4.31746


NC_056056. 221185001 2.21E+08 1.96691 0.217228 OL PRR5
NC_056072.1 39315001 39335001 2.67669


NC_056074. 8255001 8275001 1.94658 0.178443 OL PRSS23
NC_056072.1 39320001 39340001 2.47215


NC_056074. 8260001 8280001 1.81719 0.166161 OL PRSS23
NC_056072.1 39325001 39345001 2.14105


NC_056066. 25060001 25080001 1.90159 0.210118 OL PRTFDC1
NC_056072.1 39330001 39350001 2.11236


NC_056060. 11455001 11475001 2.2634 0.146055 OL PSMC6
NC_056072.1 39335001 39355001 2.3125


NC_056055. 232935001 2.33E+08 1.99843 0.163539 OL PSMD1
NC_056072.1 39340001 39360001 2.10989


NC_056055. 232940001 2.33E+08 2.12235 0.180927 OL PSMD1
NC_056072.1 39345001 39365001 2.9374


NC_056066. 77585001 77605001 1.85664 0.263059 OL PTGIS
NC_056072.1 39350001 39370001 3.01117


NC_056055. 13855001 13875001 9.38822 0.276203 OL PTPN3
NC_056072.1 39355001 39375001 2.00526


NC_056055. 13905001 13925001 3.6129 0.150707 OL PTPN3
NC_056057.1 120640001 1.21E+08 2.3485


NC_056055. 77120001 77140001 2.73845 0.15149 OL PTPRD
NC_056057.1 120665001 1.21E+08 2.67337


NC_056055. 77125001 77145001 4.33469 0.191234 OL PTPRD
NC_056057.1 120670001 1.21E+08 2.49999







NC_056055. 77130001 77150001 5.52191 0.188314 OL PTPRD
NC_056057.1 120675001 1.21E+08 2.12548


NC_056075. 46930001 46950001 11.8734 0.173139 OL PTPRE
NC_056056.1 200225001 2E+08 3.28465


NC_056075. 46935001 46955001 10.9321 0.209175 OL PTPRE
NC_056056.1 200230001 2E+08 4.15508


NC_056075. 46940001 46960001 5.59504 0.146678 OL PTPRE
NC_056056.1 28105001 28125001 2.05664


NC_056072. 39230001 39250001 2.07956 0.222697 OL PTPRG
NC_056056.1 28110001 28130001 2.15517


NC_056072. 39235001 39255001 3.61174 0.280903 OL PTPRG
NC_056056.1 28150001 28170001 2.4976


NC_056072. 39240001 39260001 4.732 0.334386 OL PTPRG
NC_056056.1 28160001 28180001 2.89442


NC_056072. 39245001 39265001 5.2715 0.321704 OL PTPRG
NC_056056.1 28175001 28195001 3.25377


NC_056072. 39250001 39270001 5.15071 0.317922 OL PTPRG
NC_056056.1 28180001 28200001 2.81141


NC_056072. 39255001 39275001 5.74741 0.251673 OL PTPRG
NC_056056.1 28185001 28205001 2.98652


NC_056072. 39340001 39360001 2.59898 0.145169 OL PTPRG
NC_056056.1 28190001 28210001 2.45799


NC_056072. 39345001 39365001 2.80246 0.167943 OL PTPRG
NC_056056.1 28195001 28215001 3.25165


NC_056076. 41145001 41165001 2.18622 0.171521 OL PTPRM
NC_056060.1 53155001 53175001 2.57509


NC_056076. 41150001 41170001 2.45806 0.167297 OL PTPRM
NC_056060.1 53160001 53180001 2.61956


NC_056076. 41155001 41175001 2.54739 0.149631 OL PTPRM
NC_056076.1 42360001 42380001 2.21145


NC_056066. 71035001 71055001 2.43064 0.155105 OL PTPRT
NC_056069.1 20780001 20800001 2.03824


NC_056066. 71040001 71060001 3.88702 0.178534 OL PTPRT
NC_056069.1 20785001 20805001 2.28712


NC_056058. 41445001 41465001 2.47728 0.209382 OL PWWP3A
NC_056060.1 45005001 45025001 2.27982


NC_056058. 41450001 41470001 3.01307 0.279508 OL PWWP3A
NC_056060.1 45020001 45040001 2.01711


NC_056058. 41455001 41475001 2.94193 0.330218 OL PWWP3A
NC_056065.1 55175001 55195001 3.15019


NC_056058. 41460001 41480001 2.74193 0.338521 OL PWWP3A
NC_056065.1 55180001 55200001 2.84071


NC_056055. 175245001 1.75E+08 1.96221 0.235407 OL R3HDM1
NC_056065.1 55185001 55205001 2.06498


NC_056068. 17185001 17205001 7.62929 0.154136 OL RAB39A
NC_056065.1 55190001 55210001 2.04347


NC_056068. 17190001 17210001 15.2566 0.190371 OL RAB39A
NC_056060.1 34485001 34505001 2.42026


NC_056068. 17195001 17215001 12.6929 0.18689 OL RAB39A
NC_056060.1 34490001 34510001 3.5867


NC_056060. 44965001 44985001 2.65248 0.144144 OL RAB8B
NC_056060.1 34495001 34515001 3.54691


NC_056060. 44995001 45015001 3.00529 0.155445 OL RAB8B
NC_056060.1 78420001 78440001 2.45864


NC_056065. 55130001 55150001 1.8605 0.186524 OL RABGAP1L
NC_056060.1 78425001 78445001 2.09865


NC_056065. 55135001 55155001 2.46703 0.152659 OL RABGAP1L
NC_056072.1 49290001 49310001 3.36658


NC_056065. 55140001 55160001 3.57692 0.152982 OL RABGAP1L
NC_056062.1 90890001 90910001 2.78722


NC_056065. 55465001 55485001 1.94654 0.163251 OL RABGAP1L
NC_056062.1 90895001 90915001 3.30928







NC_056065. 55470001 55490001 2.89621 0.143925 OL RABGAP1L
NC_056062.1 90900001 90920001 2.97183


NC_056076. 42105001 42125001 2.35898 0.149556 OL RALBP1
NC_056062.1 90905001 90925001 3.14863


NC_056055. 137015001 1.37E+08 6.92306 0.200993 OL RAPGEF4
NC_056061.1 49775001 49795001 2.42224


NC_056079. 39765001 39785001 2.70782 0.339284 OL RARB
NC_056061.1 49780001 49800001 3.1774


NC_056079. 39770001 39790001 2.72905 0.345484 OL RARB
NC_056061.1 49785001 49805001 3.29407


NC_056079. 39775001 39795001 1.96599 0.344973 OL RARB
NC_056061.1 49790001 49810001 2.59455


NC_056059. 97320001 97340001 2.53708 0.203904 OL RASGEF1B
NC_056061.1 49795001 49815001 2.03127


NC_056059. 97325001 97345001 3.98243 0.290637 OL RASGEF1B
NC_056059.1 89410001 89430001 2.34413


NC_056059. 97330001 97350001 3.24754 0.262386 OL RASGEF1B
NC_056059.1 89415001 89435001 2.92248


NC_056054. 40280001 40300001 2.05034 0.165796 OL RAVER2
NC_056059.1 89420001 89440001 2.84178


NC_056054. 40285001 40305001 2.14924 0.162148 OL RAVER2
NC_056059.1 89425001 89445001 2.3201


NC_056077. 6450001 6470001 1.82353 0.16098 OL RBFOX1
NC_056077.1 7050001 7070001 1.96266


NC_056070. 60745001 60765001 3.23258 0.14196 OL RBM19
NC_056064.1 52220001 52240001 6.67824


NC_056070. 60750001 60770001 11.4928 0.184312 OL RBM19
NC_056064.1 52225001 52245001 10.7761


NC_056070. 60810001 60830001 22.967 0.294938 OL RBM19
NC_056064.1 52235001 52255001 22.04


NC_056070. 60815001 60835001 23.75 0.256412 OL RBM19
NC_056064.1 52240001 52260001 16.8658


NC_056072. 3995001 4015001 3.04309 0.142394 OL RBMS3
NC_056070.1 60805001 60825001 2.47044


NC_056079. 25710001 25730001 1.90188 0.180687 OL RBPMS
NC_056070.1 60810001 60830001 3.50669


NC_056065. 54655001 54675001 2.58441 0.166082 OL RC3H1
NC_056070.1 60815001 60835001 4.80723


NC_056065. 54660001 54680001 2.03896 0.1874 OL RC3H1
NC_056073.1 19555001 19575001 2.27984


NC_056065. 54630001 54650001 1.87261 0.174594 OL RC3H1;SERPINC1
NC_056073.1 19630001 19650001 3.55338


NC_056059. 91080001 91100001 2.33943 0.206715 OL RCHY1
NC_056073.1 19635001 19655001 8.26279


NC_056059. 91085001 91105001 2.97313 0.240013 OL RCHY1
NC_056063.1 18600001 18620001 4.06766


NC_056059. 91090001 91110001 2.96412 0.256445 OL RCHY1
NC_056055.1 52420001 52440001 2.22332


NC_056059. 91095001 91115001 2.62145 0.277674 OL RCHY1;THAP6
NC_056055.1 52425001 52445001 2.28898


NC_056059. 91100001 91120001 2.15859 0.249195 OL RCHY1;THAP6
NC_056055.1 52460001 52480001 2.22439


NC_056056. 58225001 58245001 1.87532 0.142272 OL REEP1
NC_056055.1 52465001 52485001 2.26906


NC_056061. 63960001 63980001 5.16151 0.145951 OL REPS1
NC_056055.1 52470001 52490001 2.41729


NC_056056. 200325001 2E+08 1.89802 0.155958 OL RERG
NC_056055.1 52475001 52495001 2.25342


NC_056056. 200330001 2E+08 2.08144 0.204924 OL RERG
NC_056055.1 52480001 52500001 2.39793


NC_056056. 200335001 2E+08 1.84565 0.19997 OL RERG
NC_056055.1 52490001 52510001 2.23502







NC_056065. 64285001 64305001 1.90756 0.236896 OL RGL1
NC_056055.1 52495001 52515001 2.33953


NC_056065. 11615001 11635001 2.09855 0.183109 OL RGS2
NC_056055.1 52500001 52520001 2.2986


NC_056065. 63160001 63180001 2.65838 0.170455 OL RGS8
NC_056055.1 52505001 52525001 2.37224


NC_056065. 63165001 63185001 6.01177 0.236966 OL RGS8
NC_056055.1 52510001 52530001 2.41054


NC_056073. 22010001 22030001 4.22495 0.187182 OL RHAG
NC_056057.1 46580001 46600001 2.93922


NC_056073. 22015001 22035001 5.78034 0.216799 OL RHAG
NC_056057.1 46585001 46605001 5.21248


NC_056073. 22020001 22040001 6.6043 0.250924 OL RHAG
NC_056057.1 46590001 46610001 4.13534


NC_056073. 22025001 22045001 4.4325 0.247158 OL RHAG
NC_056057.1 46610001 46630001 2.31856


NC_056073. 22030001 22050001 2.52988 0.235517 OL RHAG
NC_056057.1 46615001 46635001 2.16217


NC_056073. 22035001 22055001 4.79572 0.363569 OL RHAG
NC_056057.1 46620001 46640001 2.10379


NC_056073. 22040001 22060001 4.16989 0.346455 OL RHAG
NC_056065.1 44000001 44020001 16.5553


NC_056073. 22045001 22065001 3.9821 0.373436 OL RHAG
NC_056065.1 44005001 44025001 10.7687


NC_056073. 22050001 22070001 3.29404 0.360753 OL RHAG
NC_056065.1 44010001 44030001 10.7575


NC_056062. 73515001 73535001 1.9918 0.212253 OL RIMS2
NC_056065.1 44015001 44035001 6.76815


NC_056062. 73520001 73540001 2.27023 0.230526 OL RIMS2
NC_056065.1 44020001 44040001 5.46154


NC_056062. 73525001 73545001 2.28841 0.249002 OL RIMS2
NC_056065.1 11615001 11635001 2.03459


NC_056062. 73530001 73550001 1.86447 0.26395 OL RIMS2
NC_056073.1 22010001 22030001 5.33086


NC_056067. 34670001 34690001 2.36776 0.182692 OL RIPOR1
NC_056073.1 22015001 22035001 6.38877


NC_056067. 34675001 34695001 2.38462 0.171461 OL RIPOR1
NC_056073.1 22020001 22040001 6.70524


NC_056067. 34680001 34700001 2.72754 0.168472 OL RIPOR1
NC_056073.1 22025001 22045001 3.88177


NC_056067. 34685001 34705001 2.89329 0.218105 OL RIPOR1
NC_056073.1 22035001 22055001 3.07765


NC_056063. 20745001 20765001 2.06103 0.242591 OL RNASEH2B
NC_056073.1 22040001 22060001 2.42526


NC_056063. 20750001 20770001 6.14509 0.266929 OL RNASEH2B
NC_056073.1 22045001 22065001 2.45993


NC_056070. 53800001 53820001 5.39286 0.340909 OL RNF34
NC_056073.1 22050001 22070001 2.27989


NC_056055. 52135001 52155001 2.35715 0.208123 OL RNF38
NC_056064.1 54580001 54600001 2.01099


NC_056055. 52220001 52240001 2.33082 0.144892 OL RNF38
NC_056064.1 54585001 54605001 2.45711


NC_056055. 52225001 52245001 2.39827 0.143357 OL RNF38
NC_056062.1 73850001 73870001 2.02991


NC_056061. 48600001 48620001 3.13368 0.163452 OL RNGTT
NC_056062.1 73880001 73900001 2.16025


NC_056061. 48605001 48625001 4.09007 0.187577 OL RNGTT
NC_056062.1 73885001 73905001 2.38693


NC_056061. 48610001 48630001 4.37048 0.202227 OL RNGTT
NC_056076.1 33575001 33595001 2.71429


NC_056061. 48615001 48635001 3.87885 0.17578 OL RNGTT
NC_056067.1 34670001 34690001 3.23728







NC_056054. 39600001 39620001 2.87328 0.146611 OL ROR1
NC_056067.1 34675001 34695001 3.21117


NC_056054. 39605001 39625001 3.08516 0.225826 OL ROR1
NC_056067.1 34680001 34700001 3.67579


NC_056054. 39610001 39630001 2.00368 0.171536 OL ROR1
NC_056067.1 34685001 34705001 3.67829


NC_056060. 47250001 47270001 1.85531 0.303457 OL RORA
NC_056054.1 269865001 2.7E+08 6.05278


NC_056071. 31400001 31420001 2.86038 0.260151 OL RPP25
NC_056063.1 20705001 20725001 3


NC_056071. 31405001 31425001 2.46512 0.256954 OL RPP25
NC_056066.1 78020001 78040001 2.88282


NC_056060. 69910001 69930001 2.4809 0.185323 OL RTN1
NC_056066.1 78025001 78045001 5.1884


NC_056078. 23995001 24015001 1.96707 0.203821 OL RUFY2
NC_056066.1 78030001 78050001 4.03116


NC_056078. 24000001 24020001 2.4242 0.204756 OL RUFY2
NC_056066.1 78035001 78055001 3.19058


NC_056078. 24005001 24025001 1.96591 0.19262 OL RUFY2
NC_056054.1 239025001 2.39E+08 2.47561


NC_056078. 24010001 24030001 1.96107 0.146409 OL RUFY2
NC_056054.1 19200001 19220001 2.37282


NC_056054. 267645001 2.68E+08 2.53234 0.216374 OL RUNX1
NC_056054.1 19205001 19225001 2.83027


NC_056054. 267650001 2.68E+08 5.73078 0.258237 OL RUNX1
NC_056055.1 52240001 52260001 5.00535


NC_056054. 267660001 2.68E+08 3.71939 0.231939 OL RUNX1
NC_056055.1 52245001 52265001 3.03413


NC_056054. 267665001 2.68E+08 2.42432 0.151763 OL RUNX1
NC_056055.1 52250001 52270001 3.01458


NC_056056. 1860001 1880001 5.6846 0.223925 OL RXRA
NC_056075.1 9920001 9940001 8.41277


NC_056056. 1865001 1885001 4.12026 0.176948 OL RXRA
NC_056075.1 9930001 9950001 9.43096


NC_056056. 1870001 1890001 3.09018 0.189627 OL RXRA
NC_056054.1 100460001 1E+08 1.96241


NC_056056. 1875001 1895001 2.29479 0.242607 OL RXRA
NC_056054.1 100465001 1E+08 1.98323


NC_056056. 1880001 1900001 2.05397 0.260476 OL RXRA
NC_056054.1 100470001 1E+08 2.19544


NC_056056. 1885001 1905001 2.20285 0.266735 OL RXRA
NC_056054.1 100475001 1E+08 2.22262


NC_056056. 1890001 1910001 2.13364 0.266671 OL RXRA
NC_056054.1 100480001 1.01E+08 2.10433


NC_056056. 1895001 1915001 2.26281 0.223674 OL RXRA
NC_056054.1 100485001 1.01E+08 1.9379


NC_056056. 1925001 1945001 2.06733 0.149696 OL RXRA
NC_056061.1 21165001 21185001 1.97629


NC_056056. 1930001 1950001 2.06206 0.221458 OL RXRA
NC_056061.1 21170001 21190001 2.09193


NC_056056. 1935001 1955001 3.00741 0.442535 OL RXRA
NC_056078.1 17605001 17625001 2.04869


NC_056056. 1940001 1960001 1.8739 0.294554 OL RXRA
NC_056078.1 17610001 17630001 2.24569


NC_056054. 101940001 1.02E+08 2.38428 0.238824 OL S100A10
NC_056061.1 21345001 21365001 2.27281


NC_056080. 113710001 1.14E+08 2.69444 0.207073 OL SASH3
NC_056054.1 104040001 1.04E+08 1.96811


NC_056080. 113700001 1.14E+08 3.4965 0.178601 OL SASH3;XPNPEP2
NC_056054.1 104035001 1.04E+08 2.01017


NC_056080. 113705001 1.14E+08 2.81028 0.155289 OL SASH3;XPNPEP2
NC_056060.1 65260001 65280001 2.1419







NC_056080. 113725001 1.14E+08 3.21177 0.173243 OL SASH3;ZDHHC9
NC_056055.1 107355001 1.07E+08 2.18735


NC_056060. 41755001 41775001 5.13817 0.247488 OL SAV1
NC_056055.1 107360001 1.07E+08 2.1831


NC_056060. 41760001 41780001 6.41693 0.229788 OL SAV1
NC_056055.1 107365001 1.07E+08 2.12448


NC_056060. 41765001 41785001 6.04805 0.207547 OL SAV1
NC_056055.1 107375001 1.07E+08 2.1049


NC_056060. 41770001 41790001 5.72598 0.167787 OL SAV1
NC_056055.1 107350001 1.07E+08 2.14984


NC_056060. 41775001 41795001 7.92237 0.185787 OL SAV1
NC_056074.1 40505001 40525001 2.24704


NC_056060. 41780001 41800001 5.28737 0.151587 OL SAV1
NC_056061.1 72945001 72965001 2.49029


NC_056068. 42110001 42130001 2.39058 0.173774 OL SBF2
NC_056060.1 9520001 9540001 2.19448


NC_056068. 42115001 42135001 4.1525 0.228677 OL SBF2
NC_056060.1 9525001 9545001 2.33133


NC_056068. 42120001 42140001 4.44736 0.213332 OL SBF2
NC_056071.1 31465001 31485001 1.97228


NC_056068. 42125001 42145001 3.44812 0.205609 OL SBF2
NC_056071.1 31470001 31490001 2.06473


NC_056068. 42130001 42150001 2.15393 0.17369 OL SBF2
NC_056071.1 31475001 31495001 2.07671


NC_056056. 10860001 10880001 3.81493 0.171525 OL SCAI
NC_056071.1 31480001 31500001 1.94778


NC_056056. 10865001 10885001 4.01142 0.212252 OL SCAI
NC_056071.1 29440001 29460001 2.4322


NC_056056. 10870001 10890001 4.69728 0.243863 OL SCAI
NC_056071.1 29445001 29465001 2.83944


NC_056056. 10875001 10895001 3.50529 0.236558 OL SCAI
NC_056071.1 29450001 29470001 2.63481


NC_056056. 10880001 10900001 2.99107 0.204849 OL SCAI
NC_056071.1 29455001 29475001 2.05956


NC_056056. 10885001 10905001 2.74907 0.169442 OL SCAI
NC_056060.1 56835001 56855001 1.94345


NC_056071. 31465001 31485001 2.02467 0.204066 OL SCAMP2
NC_056077.1 39890001 39910001 2.87519


NC_056071. 31470001 31490001 2.08157 0.221663 OL SCAMP2
NC_056077.1 39895001 39915001 3.40012


NC_056071. 31475001 31495001 2.19315 0.238794 OL SCAMP2
NC_056077.1 39900001 39920001 2.34472


NC_056071. 31480001 31500001 2.24425 0.242425 OL SCAMP2
NC_056077.1 39925001 39945001 2.96966


NC_056071. 31485001 31505001 2.20349 0.243112 OL SCAMP2;ULK3
NC_056077.1 39930001 39950001 3.45555


NC_056071. 31490001 31510001 2.21978 0.228132 OL SCAMP2;ULK3
NC_056077.1 39935001 39955001 2.11522


NC_056056. 134700001 1.35E+08 1.91143 0.159408 OL SCN8A
NC_056077.1 40525001 40545001 2.22161


NC_056059. 16175001 16195001 2.46114 0.186688 OL SEC24B
NC_056056.1 33545001 33565001 2.60578


NC_056059. 16180001 16200001 3.81895 0.252021 OL SEC24B
NC_056054.1 188085001 1.88E+08 5.78204


NC_056059. 16185001 16205001 3.94647 0.243684 OL SEC24B
NC_056054.1 188090001 1.88E+08 3.94557


NC_056059. 16190001 16210001 1.89111 0.215497 OL SEC24B
NC_056054.1 188095001 1.88E+08 2.28852


NC_056059. 45910001 45930001 2.17685 0.244936 OL SEL1L3
NC_056061.1 2465001 2485001 2.39868


NC_056059. 45915001 45935001 1.87804 0.217154 OL SEL1L3
NC_056061.1 2470001 2490001 2.65756







NC_056070. 69865001 69885001 5.43776 0.232182 OL SELENOM;SMTN
NC_056061.1 2475001 2495001 2.74924


NC_056070. 69870001 69890001 2.99408 0.165523 OL SELENOM;SMTN
NC_056061.1 2480001 2500001 2.61477


NC_056057. 37640001 37660001 2.8549 0.146849 OL SEMA3A
NC_056061.1 2485001 2505001 2.48698


NC_056057. 37645001 37665001 3.50305 0.183266 OL SEMA3A
NC_056061.1 2500001 2520001 2.57382


NC_056057. 37650001 37670001 2.11706 0.148112 OL SEMA3A
NC_056061.1 2505001 2525001 2.82539


NC_056060. 60935001 60955001 1.97897 0.155091 OL SEMA6D
NC_056061.1 2510001 2530001 3.07114


NC_056071. 57010001 57030001 2.41267 0.17207 OL SERPINA4
NC_056061.1 2515001 2535001 3.10713


NC_056071. 57015001 57035001 2.75486 0.201479 OL SERPINA4
NC_056061.1 2520001 2540001 3.30931


NC_056071. 57020001 57040001 2.97868 0.205728 OL SERPINA4
NC_056061.1 2525001 2545001 2.78569


NC_056071. 57025001 57045001 3.15048 0.199093 OL SERPINA4;SERPINA5
NC_056076.1 62260001 62280001 2.01037


NC_056071. 57030001 57050001 5.2463 0.205835 OL SERPINA4;SERPINA5
NC_056063.1 25190001 25210001 2.84216


NC_056071. 57035001 57055001 4.79752 0.157408 OL SERPINA5
NC_056063.1 25195001 25215001 4.65903


NC_056076. 62260001 62280001 2.01037 0.218016 OL SERPINB11
NC_056056.1 4560001 4580001 2.96622


NC_056076. 62270001 62290001 1.9598 0.213036 OL SERPINB7
NC_056056.1 4565001 4585001 3.44846


NC_056056. 95060001 95080001 2.22451 0.147186 OL SFXN5
NC_056056.1 4570001 4590001 2.15824


NC_056056. 95065001 95085001 3.00817 0.17346 OL SFXN5
NC_056056.1 4575001 4595001 2.07035


NC_056056. 95070001 95090001 2.27986 0.143736 OL SFXN5
NC_056054.1 42320001 42340001 2.62526


NC_056061. 59570001 59590001 2.34715 0.178805 OL SGK1
NC_056054.1 42325001 42345001 5.6965


NC_056059. 17640001 17660001 2.45797 0.141952 OL SGMS2
NC_056054.1 42330001 42350001 4.30692


NC_056075. 24035001 24055001 2.7486 0.26851 OL SH3PXD2A
NC_056054.1 42335001 42355001 2.9242


NC_056075. 24040001 24060001 2.16952 0.246269 OL SH3PXD2A
NC_056074.1 44230001 44250001 2.56816


NC_056074. 44295001 44315001 2.2646 0.143054 OL SHANK2
NC_056074.1 44235001 44255001 4.014


NC_056074. 44360001 44380001 1.88109 0.192724 OL SHANK2
NC_056074.1 44240001 44260001 5.81148


NC_056074. 44365001 44385001 1.91014 0.214295 OL SHANK2
NC_056074.1 44245001 44265001 7.10469


NC_056074. 44370001 44390001 2.31319 0.238379 OL SHANK2
NC_056074.1 44250001 44270001 2.59021


NC_056074. 44375001 44395001 2.9449 0.203686 OL SHANK2
NC_056055.1 23790001 23810001 1.93741


NC_056074. 44380001 44400001 2.02385 0.156273 OL SHANK2
NC_056066.1 47610001 47630001 2.25877


NC_056067. 47200001 47220001 2.36935 0.170275 OL SIPA1L3
NC_056078.1 40760001 40780001 1.99649


NC_056056. 79310001 79330001 2.48771 0.167055 OL SIX2
NC_056054.1 179145001 1.79E+08 3.13805


NC_056056. 79315001 79335001 2.73631 0.155766 OL SIX2
NC_056067.1 56010001 56030001 2.26305


NC_056056. 79320001 79340001 2.40966 0.14921 OL SIX2
NC_056067.1 56015001 56035001 2.03846







NC_056064. 37890001 37910001 2.06016 0.150152 OL SKAP1
NC_056067.1 56020001 56040001 1.93707


NC_056064. 37895001 37915001 2 0.156893 OL SKAP1
NC_056063.1 53470001 53490001 2.00705


NC_056064. 37900001 37920001 1.96926 0.150461 OL SKAP1
NC_056063.1 53475001 53495001 4.37873


NC_056059. 67760001 67780001 1.96212 0.187384 OL SLAIN2
NC_056063.1 53480001 53500001 4.13379


NC_056059. 67765001 67785001 2.65202 0.223103 OL SLAIN2
NC_056063.1 53485001 53505001 3.3293


NC_056059. 67770001 67790001 2.97903 0.233228 OL SLAIN2
NC_056063.1 53490001 53510001 4.51298


NC_056059. 67775001 67795001 2.33866 0.177877 OL SLAIN2
NC_056070.1 12090001 12110001 9.69696


NC_056057. 14400001 14420001 2.43622 0.176006 OL SLC25A13
NC_056070.1 12095001 12115001 21.3267


NC_056057. 14405001 14425001 2.13468 0.155143 OL SLC25A13
NC_056070.1 12100001 12120001 10.1455


NC_056069. 23680001 23700001 3.64905 0.144003 OL SLC38A9
NC_056070.1 12105001 12125001 7.75334


NC_056069. 23685001 23705001 5.75269 0.166752 OL SLC38A9
NC_056070.1 12110001 12130001 5.08818


NC_056069. 23690001 23710001 5.18465 0.151714 OL SLC38A9
NC_056070.1 12115001 12135001 1.97348


NC_056059. 87420001 87440001 1.93601 0.184252 OL SLC4A4
NC_056076.1 45355001 45375001 1.98039


NC_056056. 83745001 83765001 1.86643 0.189774 OL SLC8A1
NC_056054.1 187195001 1.87E+08 6.60952


NC_056056. 83750001 83770001 1.99296 0.267514 OL SLC8A1
NC_056054.1 187220001 1.87E+08 12.3988


NC_056056. 83755001 83775001 2.55155 0.250875 OL SLC8A1
NC_056074.1 34635001 34655001 2.1086


NC_056056. 83760001 83780001 1.85829 0.176829 OL SLC8A1
NC_056074.1 19950001 19970001 10.052


NC_056080. 58075001 58095001 12.9407 0.222099 OL SLC9A7
NC_056074.1 19980001 20000001 4.14597


NC_056080. 58095001 58115001 13.85 0.187629 OL SLC9A7
NC_056074.1 19985001 20005001 3.8492


NC_056054. 245800001 2.46E+08 1.91879 0.142212 OL SLC9A9
NC_056074.1 19990001 20010001 3.90296


NC_056054. 246220001 2.46E+08 2.31868 0.165066 OL SLC9A9
NC_056074.1 19995001 20015001 4.09199


NC_056054. 246225001 2.46E+08 2.24749 0.155504 OL SLC9A9
NC_056074.1 20000001 20020001 3.61047


NC_056056. 194640001 1.95E+08 2.58333 0.147003 OL SLCO1C1
NC_056066.1 38510001 38530001 3.03344


NC_056056. 194645001 1.95E+08 3.02789 0.143726 OL SLCO1C1
NC_056066.1 38515001 38535001 5.23319


NC_056059. 40705001 40725001 2.41667 0.149851 OL SLIT2
NC_056066.1 38520001 38540001 5.2287


NC_056076. 47870001 47890001 1.99868 0.145425 OL SMAD2
NC_056066.1 38525001 38545001 4.44828


NC_056076. 47875001 47895001 2.05747 0.151265 OL SMAD2
NC_056066.1 38550001 38570001 2.68633


NC_056076. 50840001 50860001 4.64634 0.166693 OL SMAD4
NC_056066.1 38555001 38575001 2.71736


NC_056076. 50845001 50865001 3.12648 0.205005 OL SMAD4
NC_056066.1 38560001 38580001 2.40994


NC_056076. 50850001 50870001 2.34496 0.285412 OL SMAD4
NC_056057.1 14285001 14305001 2.34872


NC_056076. 50855001 50875001 2.2687 0.300561 OL SMAD4
NC_056071.1 44735001 44755001 1.98418







NC_056076. 50860001 50880001 2.35522 0.269623 OL SMAD4
NC_056071.1 44740001 44760001 2.09127


NC_056076. 50865001 50885001 2.43696 0.250527 OL SMAD4
NC_056071.1 44745001 44765001 2.21263


NC_056076. 50870001 50890001 2.70286 0.18592 OL SMAD4
NC_056071.1 44755001 44775001 2.41918


NC_056074. 945001 965001 1.88346 0.433874 OL SMCO4
NC_056071.1 44760001 44780001 2.25178


NC_056074. 950001 970001 1.87766 0.415227 OL SMCO4
NC_056071.1 45140001 45160001 3.03692


NC_056070. 69850001 69870001 2.68361 0.244823 OL SMTN
NC_056071.1 62840001 62860001 2.24732


NC_056070. 69855001 69875001 6.38442 0.234435 OL SMTN
NC_056071.1 62845001 62865001 2.16011


NC_056070. 69860001 69880001 5.87156 0.252544 OL SMTN
NC_056071.1 62850001 62870001 2.04921


NC_056065. 30180001 30200001 2.44128 0.160349 OL SMYD3
NC_056069.1 10650001 10670001 2.80412


NC_056065. 30185001 30205001 2.57289 0.174205 OL SMYD3
NC_056069.1 10655001 10675001 2.85234


NC_056065. 30190001 30210001 2.48437 0.173285 OL SMYD3
NC_056061.1 49800001 49820001 2.0773


NC_056066. 3370001 3390001 2.07491 0.192731 OL SNAP25
NC_056064.1 57405001 57425001 4.45147


NC_056066. 3375001 3395001 1.9975 0.195157 OL SNAP25
NC_056064.1 57410001 57430001 3.79793


NC_056072. 15225001 15245001 2.60392 0.50642 OL SNRK
NC_056059.1 87420001 87440001 2.04936


NC_056072. 15230001 15250001 1.83015 0.354546 OL SNRK
NC_056056.1 61740001 61760001 1.99485


NC_056061. 51255001 51275001 2.44263 0.197429 OL SNX14
NC_056072.1 53490001 53510001 3.0719


NC_056061. 51260001 51280001 2.14094 0.278119 OL SNX14
NC_056080.1 58070001 58090001 2.40774


NC_056071. 42755001 42775001 2.34702 0.145993 OL SNX6
NC_056080.1 58075001 58095001 10.1126


NC_056071. 42760001 42780001 2.35906 0.152892 OL SNX6
NC_056080.1 58080001 58100001 22.1568


NC_056071. 42765001 42785001 2.15458 0.157575 OL SNX6
NC_056080.1 58095001 58115001 13.5122


NC_056071. 42770001 42790001 2.29563 0.17436 OL SNX6
NC_056066.1 77935001 77955001 2.82357


NC_056071. 42775001 42795001 2.08364 0.147893 OL SNX6
NC_056066.1 77940001 77960001 4.74676


NC_056060. 41300001 41320001 5.51862 0.199965 OL SOS2
NC_056066.1 77985001 78005001 8.15596


NC_056060. 41330001 41350001 6.48523 0.156013 OL SOS2
NC_056059.1 40705001 40725001 1.95615


NC_056060. 41335001 41355001 22.1696 0.167794 OL SOS2
NC_056072.1 52000001 52020001 2.13296


NC_056060. 41345001 41365001 16.8723 0.18665 OL SOS2
NC_056072.1 52005001 52025001 2.45589


NC_056060. 41350001 41370001 11.6946 0.22671 OL SOS2
NC_056072.1 52010001 52030001 2.56993


NC_056060. 41355001 41375001 3.55047 0.182968 OL SOS2
NC_056072.1 52015001 52035001 3.21705


NC_056060. 41360001 41380001 2.62585 0.164622 OL SOS2
NC_056072.1 52020001 52040001 3.79039


NC_056060. 41280001 41300001 8.36 0.326661 OL SOS2;VCPKMT
NC_056072.1 52025001 52045001 4.60444


NC_056060. 41285001 41305001 15.4368 0.318314 OL SOS2;VCPKMT
NC_056072.1 52030001 52050001 5.33498







NC_056060. 41290001 41310001 17.5931 0.27641 OL SOS2;VCPKMT
NC_056072.1 52035001 52055001 5.3016


NC_056060. 41295001 41315001 11.7891 0.229879 OL SOS2;VCPKMT
NC_056072.1 52040001 52060001 3.62934


NC_056054. 95565001 95585001 1.84847 0.200171 OL SPAG17
NC_056072.1 52045001 52065001 2.55142


NC_056054. 95570001 95590001 2.02249 0.183134 OL SPAG17
NC_056066.1 78040001 78060001 2.63738


NC_056054. 95395001 95415001 1.953 0.260683 OL SPAG17;WDR3
NC_056066.1 78045001 78065001 2.25457


NC_056059. 68610001 68630001 2.14912 0.167988 OL SPATA18
NC_056062.1 94845001 94865001 2.25731


NC_056055. 249375001 2.49E+08 2.37286 0.178154 OL SPATA21
NC_056062.1 94870001 94890001 3.71663


NC_056055. 249380001 2.49E+08 2.14245 0.206711 OL SPATA21
NC_056062.1 94875001 94895001 2.76267


NC_056055. 249385001 2.49E+08 2.029 0.187847 OL SPATA21
NC_056062.1 94880001 94900001 2.22732


NC_056055. 249390001 2.49E+08 1.88685 0.172163 OL SPATA21;SZRD1
NC_056074.1 34300001 34320001 7.36476


NC_056055. 72925001 72945001 1.90573 0.162547 OL SPATA6L
NC_056077.1 11395001 11415001 3.75738


NC_056055. 72935001 72955001 2.50618 0.171687 OL SPATA6L
NC_056077.1 11400001 11420001 2.93046


NC_056055. 72940001 72960001 2.14116 0.148392 OL SPATA6L
NC_056077.1 11405001 11425001 2.77295


NC_056062. 32415001 32435001 2.63746 0.162588 OL SPIDR
NC_056077.1 11410001 11430001 3.74734


NC_056062. 32420001 32440001 3.25179 0.146861 OL SPIDR
NC_056077.1 11415001 11435001 3.71429


NC_056054. 109580001 1.1E+08 2.2748 0.178068 OL SPTA1
NC_056077.1 11420001 11440001 4.392


NC_056054. 109585001 1.1E+08 2.20609 0.176218 OL SPTA1
NC_056077.1 11425001 11445001 3.73636


NC_056054. 109590001 1.1E+08 1.93644 0.17066 OL SPTA1
NC_056077.1 11430001 11450001 2.53193


NC_056066. 6545001 6565001 1.95268 0.199725 OL SPTLC3
NC_056077.1 11435001 11455001 2.31117


NC_056066. 6550001 6570001 2.38091 0.192956 OL SPTLC3
NC_056077.1 11440001 11460001 1.94877


NC_056066. 6555001 6575001 2.64667 0.171758 OL SPTLC3
NC_056071.1 42735001 42755001 2.36917


NC_056059. 71525001 71545001 1.98495 0.269234 OL SRD5A3
NC_056071.1 42740001 42760001 2.46243


NC_056072. 17320001 17340001 1.85114 0.228255 OL SRGAP3
NC_056071.1 42745001 42765001 3.66468


NC_056058. 97695001 97715001 2.78657 0.147008 OL ST8SIA4
NC_056071.1 42750001 42770001 7.29075


NC_056058. 97700001 97720001 4.56972 0.208936 OL ST8SIA4
NC_056071.1 42755001 42775001 4.48693


NC_056058. 97705001 97725001 3.77823 0.193513 OL ST8SIA4
NC_056071.1 42760001 42780001 3.7324


NC_056058. 97710001 97730001 3.24004 0.154002 OL ST8SIA4
NC_056071.1 42765001 42785001 2.6033


NC_056063. 27815001 27835001 2.04207 0.225868 OL STARD13
NC_056075.1 25245001 25265001 2.13901


NC_056063. 27820001 27840001 3.21082 0.182053 OL STARD13
NC_056075.1 25250001 25270001 2.33866


NC_056063. 27825001 27845001 3.63928 0.143699 OL STARD13
NC_056075.1 25505001 25525001 2.15124


NC_056063. 27845001 27865001 10.7714 0.159127 OL STARD13
NC_056075.1 25510001 25530001 2.77952







NC_056063. 28040001 28060001 3.31598 0.16455 OL STARD13
NC_056075.1 25515001 25535001 2.13892


NC_056063. 28045001 28065001 4.3712 0.182406 OL STARD13
NC_056075.1 25520001 25540001 2.07141


NC_056063. 28050001 28070001 3.07598 0.162415 OL STARD13
NC_056060.1 41300001 41320001 5.4462


NC_056063. 28055001 28075001 3.01273 0.161055 OL STARD13
NC_056060.1 41335001 41355001 8.44558


NC_056063. 28265001 28285001 2.28918 0.163114 OL STARD13
NC_056060.1 41345001 41365001 8.55754


NC_056063. 28270001 28290001 2.1908 0.189167 OL STARD13
NC_056060.1 41350001 41370001 7.10779


NC_056063. 28275001 28295001 1.95698 0.204826 OL STARD13
NC_056060.1 41355001 41375001 6.77818


NC_056060. 36130001 36150001 3.39968 0.157383 OL STARD9
NC_056060.1 41360001 41380001 6.12698


NC_056060. 36135001 36155001 3.83474 0.18964 OL STARD9
NC_056060.1 41280001 41300001 9.02157


NC_056060. 36140001 36160001 3.44159 0.179403 OL STARD9
NC_056060.1 41285001 41305001 14.9222


NC_056060. 36145001 36165001 7.69119 0.224482 OL STARD9
NC_056060.1 41290001 41310001 18.2214


NC_056060. 36150001 36170001 4.12738 0.142959 OL STARD9
NC_056060.1 41295001 41315001 10.4652


NC_056062. 49930001 49950001 2.24112 0.299328 OL STAU2
NC_056056.1 191400001 1.91E+08 3.11644


NC_056062. 49935001 49955001 4.44204 0.366587 OL STAU2
NC_056056.1 191405001 1.91E+08 3.22754


NC_056062. 49940001 49960001 5.11045 0.365338 OL STAU2
NC_056056.1 192015001 1.92E+08 2.43761


NC_056062. 49945001 49965001 6.39039 0.388563 OL STAU2
NC_056056.1 192020001 1.92E+08 4.21219


NC_056062. 49950001 49970001 12.8701 0.437057 OL STAU2
NC_056056.1 192025001 1.92E+08 3.90613


NC_056062. 49955001 49975001 9.99123 0.403581 OL STAU2
NC_056068.1 35725001 35745001 2.01216


NC_056062. 49960001 49980001 6.37459 0.370842 OL STAU2
NC_056068.1 35730001 35750001 2.36437


NC_056062. 49965001 49985001 3.22822 0.263153 OL STAU2
NC_056068.1 35735001 35755001 2.30476


NC_056056. 188225001 1.88E+08 1.91937 0.146442 OL STK38L
NC_056068.1 35740001 35760001 2.07109


NC_056055. 242250001 2.42E+08 2.23528 0.193535 OL STPG1
NC_056068.1 35745001 35765001 2.26628


NC_056055. 242275001 2.42E+08 2.67441 0.166889 OL STPG1
NC_056068.1 35750001 35770001 2.60163


NC_056055. 242280001 2.42E+08 3.24211 0.206357 OL STPG1
NC_056068.1 35755001 35775001 2.59941


NC_056055. 242285001 2.42E+08 2.82362 0.200687 OL STPG1
NC_056068.1 35760001 35780001 4.43805


NC_056055. 242290001 2.42E+08 2.35235 0.144121 OL STPG1
NC_056068.1 35765001 35785001 4.13032


NC_056056. 87135001 87155001 1.98122 0.158075 OL STRN
NC_056068.1 35770001 35790001 3.65697


NC_056056. 87140001 87160001 2.75579 0.181884 OL STRN
NC_056068.1 35775001 35795001 3.9396


NC_056056. 87145001 87165001 2.46667 0.22069 OL STRN
NC_056068.1 35780001 35800001 2.59954


NC_056056. 8550001 8570001 9.1044 0.153532 OL STXBP1
NC_056068.1 35785001 35805001 2.41033


NC_056057. 81970001 81990001 3.99783 0.152588 OL SUGCT
NC_056068.1 35790001 35810001 2.40565







NC_056057. 81975001 81995001 8.95506 0.21204 OL SUGCT
NC_056068.1 35795001 35815001 2.43082


NC_056057. 81980001 82000001 6.44312 0.218195 OL SUGCT
NC_056068.1 35800001 35820001 2.47601


NC_056057. 81985001 82005001 4.45078 0.218182 OL SUGCT
NC_056068.1 35805001 35825001 2.65146


NC_056057. 81990001 82010001 4.05231 0.212732 OL SUGCT
NC_056068.1 35810001 35830001 2.71912


NC_056057. 81995001 82015001 5.2763 0.252442 OL SUGCT
NC_056068.1 35815001 35835001 2.44102


NC_056057. 82000001 82020001 6.01524 0.269516 OL SUGCT
NC_056068.1 35820001 35840001 2.26135


NC_056057. 82005001 82025001 9.15054 0.316557 OL SUGCT
NC_056068.1 35825001 35845001 2.18279


NC_056057. 82015001 82035001 5.15385 0.318994 OL SUGCT
NC_056068.1 35830001 35850001 2.1202


NC_056057. 82020001 82040001 3.59005 0.318355 OL SUGCT
NC_056068.1 35835001 35855001 2.41184


NC_056072. 21935001 21955001 10.6074 0.141919 OL SUMF1
NC_056068.1 35840001 35860001 3.15198


NC_056072. 21975001 21995001 11.9755 0.144152 OL SUMF1
NC_056068.1 35845001 35865001 4.75458


NC_056061. 76895001 76915001 3.59724 0.168195 OL SYNE1
NC_056068.1 35850001 35870001 13.3109


NC_056061. 76900001 76920001 3.28538 0.145461 OL SYNE1
NC_056068.1 35855001 35875001 15.7768


NC_056064. 53310001 53330001 2.06709 0.152755 OL SYNGR2;TK1
NC_056068.1 35860001 35880001 14.8


NC_056071. 7000001 7020001 1.94951 0.206806 OL SYNM;TTC23
NC_056068.1 35865001 35885001 10.7143


NC_056060. 72155001 72175001 1.9313 0.169672 OL SYT16
NC_056068.1 35870001 35890001 5.80714


NC_056061. 82825001 82845001 11.3863 0.182161 OL SYTL3
NC_056068.1 35875001 35895001 4.34694


NC_056061. 82830001 82850001 3.06399 0.150232 OL SYTL3
NC_056068.1 35880001 35900001 3.85623


NC_056061. 57945001 57965001 3.88694 0.280434 OL TAAR8
NC_056068.1 35885001 35905001 3.84013


NC_056061. 57950001 57970001 4.3504 0.299282 OL TAAR8
NC_056068.1 35890001 35910001 4.78845


NC_056061. 57940001 57960001 2.36376 0.187967 OL TAAR8;TAAR9
NC_056068.1 35895001 35915001 4.98379


NC_056062. 94100001 94120001 2.01531 0.183444 OL TAF2
NC_056068.1 35900001 35920001 4.06607


NC_056062. 94105001 94125001 2.22308 0.191565 OL TAF2
NC_056068.1 35905001 35925001 3.90455


NC_056062. 94110001 94130001 3.00843 0.241968 OL TAF2
NC_056068.1 35910001 35930001 3.14691


NC_056062. 94115001 94135001 2.74611 0.207929 OL TAF2
NC_056068.1 35915001 35935001 2.89447


NC_056062. 94120001 94140001 1.91408 0.163599 OL TAF2
NC_056068.1 35920001 35940001 3.52468


NC_056080. 132975001 1.33E+08 2.40894 0.240951 OL TAF7L
NC_056068.1 35925001 35945001 5.28144


NC_056072. 32790001 32810001 1.98354 0.147965 OL TAFA4
NC_056064.1 58100001 58120001 2.10567


NC_056072. 32795001 32815001 2.16772 0.217773 OL TAFA4
NC_056055.1 138960001 1.39E+08 3.83943


NC_056072. 32800001 32820001 2.40516 0.238308 OL TAFA4
NC_056055.1 138965001 1.39E+08 5.03102


NC_056072. 32805001 32825001 1.83125 0.198654 OL TAFA4
NC_056056.1 91765001 91785001 2.18566







NC_056064. 47395001 47415001 1.84615 0.30432 OL TANC2
NC_056056.1 91770001 91790001 3.77353


NC_056059. 58125001 58145001 2.06228 0.27168 OL TBC1D1
NC_056056.1 91775001 91795001 4.47696


NC_056061. 17190001 17210001 2.18726 0.17249 OL TBC1D32
NC_056069.1 1650001 1670001 2.56204


NC_056054. 275540001 2.76E+08 1.89678 0.179197 OL TBC1D5
NC_056060.1 15765001 15785001 3.95293


NC_056054. 275545001 2.76E+08 2.09907 0.203315 OL TBC1D5
NC_056060.1 15770001 15790001 2.31122


NC_056054. 275550001 2.76E+08 2.06533 0.204847 OL TBC1D5
NC_056054.1 179125001 1.79E+08 2.9299


NC_056054. 275555001 2.76E+08 2.00758 0.207502 OL TBC1D5
NC_056054.1 179130001 1.79E+08 2.57284


NC_056060. 99685001 99705001 3.33707 0.152876 OL TDP1
NC_056054.1 179135001 1.79E+08 3.34694


NC_056080. 109195001 1.09E+08 1.82985 0.145056 OL TENM1
NC_056054.1 179140001 1.79E+08 3.01658


NC_056080. 109200001 1.09E+08 1.8984 0.176988 OL TENM1
NC_056062.1 32415001 32435001 1.96486


NC_056074. 14540001 14560001 1.81896 0.141804 OL TENM4
NC_056062.1 32420001 32440001 2.23162


NC_056074. 14545001 14565001 1.93645 0.185812 OL TENM4
NC_056058.1 46420001 46440001 2.19951


NC_056074. 14550001 14570001 2.01125 0.193215 OL TENM4
NC_056058.1 46425001 46445001 2.89447


NC_056074. 14555001 14575001 2.1735 0.193669 OL TENM4
NC_056058.1 46430001 46450001 2.20576


NC_056074. 14560001 14580001 1.90797 0.154897 OL TENM4
NC_056066.1 66295001 66315001 2.38598


NC_056059. 20315001 20335001 3.23267 0.157564 OL TET2
NC_056066.1 66300001 66320001 2.31951


NC_056059. 20320001 20340001 4.15344 0.144484 OL TET2
NC_056066.1 66305001 66325001 2.09342


NC_056059. 20325001 20345001 6.26745 0.163434 OL TET2
NC_056058.1 29550001 29570001 3.52381


NC_056059. 20360001 20380001 2.84429 0.171768 OL TET2
NC_056058.1 29555001 29575001 4.38953


NC_056059. 20365001 20385001 2.84649 0.180326 OL TET2
NC_056058.1 29560001 29580001 4.66203


NC_056059. 20370001 20390001 3.27912 0.180974 OL TET2
NC_056058.1 29565001 29585001 2.18737


NC_056059. 20375001 20395001 3.12035 0.18001 OL TET2
NC_056057.1 47900001 47920001 3.10979


NC_056059. 20380001 20400001 4.24137 0.172526 OL TET2
NC_056057.1 47905001 47925001 3.82336


NC_056059. 20385001 20405001 3.37591 0.2106 OL TET2
NC_056057.1 47910001 47930001 3.38664


NC_056059. 20390001 20410001 2.30204 0.225626 OL TET2
NC_056057.1 47915001 47935001 3.0744


NC_056059. 20395001 20415001 2.09052 0.232926 OL TET2
NC_056057.1 47955001 47975001 3.30726


NC_056055. 9110001 9130001 2.04819 0.16194 OL TEX48
NC_056057.1 47960001 47980001 3.00867


NC_056055. 9120001 9140001 1.92112 0.164053 OL TEX48
NC_056054.1 28760001 28780001 2.9916


NC_056057. 53885001 53905001 1.84227 0.152168 OL TFEC
NC_056054.1 28765001 28785001 4.41647


NC_056057. 53890001 53910001 2.26507 0.193323 OL TFEC
NC_056054.1 28770001 28790001 5.97261


NC_056057. 53895001 53915001 2.28904 0.174167 OL TFEC
NC_056054.1 28775001 28795001 6.63462







NC_056057. 53900001 53920001 2.34174 0.15007 OL TFEC
NC_056062.1 20970001 20990001 2.21058


NC_056072. 17215001 17235001 2.48352 0.142221 OL THUMPD3
NC_056062.1 20975001 20995001 3.82992


NC_056058. 17140001 17160001 6.38411 0.192384 OL TICAM1
NC_056062.1 20980001 21000001 11.658


NC_056060. 16965001 16985001 1.9975 0.160782 OL TLE3
NC_056062.1 20985001 21005001 15.3214


NC_056070. 4180001 4200001 4.46654 0.290017 OL TLR2
NC_056062.1 20995001 21015001 8.39937


NC_056054. 239405001 2.39E+08 3.77809 0.146226 OL TM4SF4
NC_056062.1 21000001 21020001 5.96725


NC_056054. 239410001 2.39E+08 4.57394 0.148367 OL TM4SF4
NC_056062.1 21005001 21025001 3.95866


NC_056060. 86700001 86720001 2.51592 0.243901 OL TMED8
NC_056062.1 21010001 21030001 2.41423


NC_056060. 86705001 86725001 2.70478 0.255884 OL TMED8
NC_056062.1 21025001 21045001 2.14167


NC_056060. 86710001 86730001 2.11219 0.200921 OL TMED8
NC_056062.1 21030001 21050001 3.21927


NC_056060. 86715001 86735001 1.99001 0.182215 OL TMED8
NC_056062.1 21035001 21055001 6.64723


NC_056060. 86720001 86740001 1.95297 0.155594 OL TMED8
NC_056062.1 21040001 21060001 4.91021


NC_056055. 194470001 1.94E+08 1.95732 0.159426 OL TMEFF2
NC_056058.1 97695001 97715001 2.08138


NC_056055. 194475001 1.94E+08 2.2132 0.170692 OL TMEFF2
NC_056063.1 28040001 28060001 3.21549


NC_056070. 4205001 4225001 8.61432 0.531571 OL TMEM131L
NC_056063.1 28045001 28065001 4.2271


NC_056059. 97970001 97990001 2.2095 0.258733 OL TMEM150C
NC_056063.1 28050001 28070001 2.10569


NC_056059. 97975001 97995001 2.24688 0.249513 OL TMEM150C
NC_056062.1 49930001 49950001 3.71009


NC_056059. 97980001 98000001 2.37958 0.194346 OL TMEM150C
NC_056062.1 49935001 49955001 9.43078


NC_056059. 97985001 98005001 3.91144 0.159202 OL TMEM150C
NC_056062.1 49940001 49960001 9.05819


NC_056059. 97990001 98010001 6.40324 0.161386 OL TMEM150C
NC_056062.1 49945001 49965001 13.3836


NC_056059. 71530001 71550001 2.9135 0.288858 OL TMEM165
NC_056062.1 49950001 49970001 12.3805


NC_056059. 71535001 71555001 3.49062 0.246816 OL TMEM165
NC_056062.1 49955001 49975001 9.73505


NC_056059. 71540001 71560001 3.9758 0.252686 OL TMEM165
NC_056062.1 49960001 49980001 7.03956


NC_056059. 71545001 71565001 3.09248 0.270792 OL TMEM165
NC_056062.1 49965001 49985001 3.60506


NC_056059. 71550001 71570001 2.25656 0.239877 OL TMEM165
NC_056056.1 188225001 1.88E+08 3.22709


NC_056059. 71555001 71575001 1.86538 0.225781 OL TMEM165
NC_056056.1 188230001 1.88E+08 2.08974


NC_056076. 33660001 33680001 2.52732 0.190757 OL TMEM241
NC_056056.1 188235001 1.88E+08 2.65269


NC_056076. 33665001 33685001 2.57725 0.186681 OL TMEM241
NC_056054.1 265395001 2.65E+08 2.79413


NC_056076. 33670001 33690001 2.27873 0.185298 OL TMEM241
NC_056056.1 176760001 1.77E+08 1.95218


NC_056062. 68550001 68570001 2.50644 0.192366 OL TMEM74
NC_056061.1 77025001 77045001 2.01456


NC_056058. 32335001 32355001 2.52655 0.14565 OL TNFAIP8
NC_056061.1 77030001 77050001 3.23589







NC_056058. 32340001 32360001 2.42618 0.156286 OL TNFAIP8
NC_056061.1 77035001 77055001 3.83238


NC_056068. 79315001 79335001 2.08511 0.144418 OL TNKS1BP1
NC_056061.1 77040001 77060001 3.18717


NC_056068. 79320001 79340001 2.66724 0.200827 OL TNKS1BP1
NC_056057.1 48665001 48685001 2.25625


NC_056068. 79325001 79345001 2.45495 0.19386 OL TNKS1BP1
NC_056066.1 73595001 73615001 2.44118


NC_056068. 79330001 79350001 1.9568 0.191965 OL TNKS1BP1
NC_056066.1 73600001 73620001 5.00555


NC_056055. 220120001 2.2E+08 1.84768 0.247162 OL TNS1
NC_056066.1 73605001 73625001 5.71188


NC_056056. 35900001 35920001 6.77131 0.328987 OL TOGARAM2
NC_056066.1 73610001 73630001 2.20332


NC_056061. 13220001 13240001 2.37341 0.199955 OL TPD52L1
NC_056065.1 72770001 72790001 2.41404


NC_056076. 20615001 20635001 9.63679 0.160881 OL TPGS2
NC_056065.1 72775001 72795001 2.55979


NC_056076. 20620001 20640001 8.77655 0.146765 OL TPGS2
NC_056065.1 72780001 72800001 2.48767


NC_056073. 38695001 38715001 2.98305 0.225509 OL TPMT
NC_056065.1 72785001 72805001 2.49155


NC_056073. 38700001 38720001 3.18868 0.169391 OL TPMT
NC_056065.1 72790001 72810001 2.40368


NC_056073. 30905001 30925001 2.33956 0.207166 OL TRIM38
NC_056065.1 72795001 72815001 2.97165


NC_056073. 30910001 30930001 2.34861 0.201347 OL TRIM38
NC_056065.1 72800001 72820001 3.92838


NC_056072. 7275001 7295001 2.67116 0.185693 OL TRIM71
NC_056065.1 72805001 72825001 3.81666


NC_056069. 58940001 58960001 2.11047 0.148863 OL TRIO
NC_056065.1 72810001 72830001 4.04147


NC_056080. 132755001 1.33E+08 1.84284 0.191824 OL TRMT2B
NC_056065.1 72815001 72835001 4.2706


NC_056067. 41405001 41425001 5.827 0.178362 OL TSHZ3
NC_056065.1 72820001 72840001 3.82608


NC_056078. 25000001 25020001 2.26761 0.177671 OL TSPAN15
NC_056056.1 216670001 2.17E+08 2.13504


NC_056078. 25005001 25025001 3.33079 0.257032 OL TSPAN15
NC_056063.1 51110001 51130001 13.864


NC_056078. 25010001 25030001 4.75 0.343007 OL TSPAN15
NC_056063.1 51120001 51140001 20.8333


NC_056078. 25015001 25035001 3.16347 0.315903 OL TSPAN15
NC_056063.1 51125001 51145001 3.6677


NC_056078. 25020001 25040001 2.90135 0.304606 OL TSPAN15
NC_056063.1 51130001 51150001 2.38174


NC_056078. 25025001 25045001 2.40223 0.295291 OL TSPAN15
NC_056080.1 128940001 1.29E+08 3.92818


NC_056055. 143615001 1.44E+08 2.56472 0.268711 OL TTC21B
NC_056059.1 67630001 67650001 3.12265


NC_056055. 143620001 1.44E+08 2.41605 0.26365 OL TTC21B
NC_056059.1 67635001 67655001 5.7751


NC_056055. 143625001 1.44E+08 2.73795 0.282968 OL TTC21B
NC_056059.1 67640001 67660001 8.23603


NC_056055. 143630001 1.44E+08 1.89487 0.214159 OL TTC21B
NC_056059.1 67645001 67665001 7.61782


NC_056058. 92455001 92475001 2.64811 0.254525 OL TTC37
NC_056059.1 67650001 67670001 2.5934


NC_056058. 92460001 92480001 3.46606 0.304896 OL TTC37
NC_056059.1 67655001 67675001 2.16009


NC_056058. 92465001 92485001 3.66072 0.312123 OL TTC37
NC_056059.1 67660001 67680001 1.9911







NC_056058. 92470001 92490001 3.49622 0.311271 OL TTC37
NC_056059.1 80485001 80505001 2.23615


NC_056058. 92475001 92495001 4.03045 0.329877 OL TTC37
NC_056059.1 80495001 80515001 2.13225


NC_056058. 92480001 92500001 4.32247 0.342424 OL TTC37
NC_056059.1 80500001 80520001 2.15011


NC_056058. 92485001 92505001 3.3002 0.308141 OL TTC37
NC_056059.1 80505001 80525001 2.02976


NC_056061. 82480001 82500001 4.10617 0.261856 OL TULP4
NC_056059.1 80510001 80530001 2.15487


NC_056061. 82650001 82670001 3.7228 0.261327 OL TULP4
NC_056059.1 80515001 80535001 2.14269


NC_056061. 82655001 82675001 3.31104 0.235267 OL TULP4
NC_056059.1 80520001 80540001 2.11241


NC_056061. 82660001 82680001 2.94252 0.218443 OL TULP4
NC_056059.1 80525001 80545001 2.19485


NC_056061. 82665001 82685001 2.44946 0.175205 OL TULP4
NC_056059.1 80530001 80550001 2.21212


NC_056061. 82670001 82690001 3.3913 0.190217 OL TULP4
NC_056059.1 80535001 80555001 2.21711


NC_056061. 82675001 82695001 2.56572 0.180549 OL TULP4
NC_056059.1 80540001 80560001 2.29344


NC_056061. 82680001 82700001 3.2971 0.183544 OL TULP4
NC_056059.1 80545001 80565001 2.27086


NC_056061. 82685001 82705001 3.58491 0.230187 OL TULP4
NC_056059.1 80560001 80580001 2.28261


NC_056061. 82690001 82710001 3.99998 0.235814 OL TULP4
NC_056059.1 80570001 80590001 2.1565


NC_056061. 82695001 82715001 3.19067 0.170912 OL TULP4
NC_056059.1 80580001 80600001 2.10395


NC_056060. 17625001 17645001 1.86832 0.186153 OL UACA
NC_056059.1 80585001 80605001 2.13558


NC_056066. 78125001 78145001 1.91255 0.226026 OL UBE2V1
NC_056059.1 80590001 80610001 2.06346


NC_056061. 10210001 10230001 2.06667 0.221364 OL UBE3D
NC_056059.1 80595001 80615001 2.00133


NC_056056. 44395001 44415001 5.22856 0.167094 OL UGP2
NC_056059.1 80630001 80650001 2.06139


NC_056056. 44400001 44420001 5.69387 0.181381 OL UGP2
NC_056059.1 80635001 80655001 2.10669


NC_056056. 44405001 44425001 5.3052 0.164547 OL UGP2
NC_056059.1 80640001 80660001 2.09018


NC_056056. 44410001 44430001 4.89116 0.175497 OL UGP2
NC_056080.1 108445001 1.08E+08 2.45421


NC_056058. 36175001 36195001 2.14669 0.144529 OL UIMC1
NC_056080.1 109195001 1.09E+08 2.24542


NC_056058. 36180001 36200001 2.1225 0.150334 OL UIMC1
NC_056072.1 5145001 5165001 2.05508


NC_056058. 36185001 36205001 2.16744 0.15061 OL UIMC1
NC_056060.1 18565001 18585001 2.25158


NC_056058. 36190001 36210001 2.14359 0.141486 OL UIMC1
NC_056054.1 124880001 1.25E+08 2.20893


NC_056060. 54085001 54105001 2.26744 0.227872 OL UNC13C
NC_056054.1 124885001 1.25E+08 2.65325


NC_056058. 35980001 36000001 10.0376 0.145753 OL UNC5A
NC_056054.1 124890001 1.25E+08 5.94979


NC_056058. 35985001 36005001 5.36508 0.147439 OL UNC5A
NC_056061.1 79490001 79510001 2.10264


NC_056058. 36010001 36030001 8.10453 0.159067 OL UNC5A
NC_056061.1 79495001 79515001 2.28414


NC_056058. 36015001 36035001 17.7895 0.16652 OL UNC5A
NC_056061.1 79500001 79520001 2.01304







NC_056058. 36020001 36040001 18.7182 0.174732 OL UNC5A
NC_056061.1 79540001 79560001 8.21876


NC_056058. 36025001 36045001 19.6585 0.158419 OL UNC5A
NC_056061.1 79545001 79565001 3.64664


NC_056071. 55995001 56015001 1.86679 0.141423 OL UNC79
NC_056061.1 79550001 79570001 3.05497


NC_056054. 184860001 1.85E+08 3.1257 0.180412 OL UPK1B
NC_056061.1 79555001 79575001 2.26405


NC_056054. 184865001 1.85E+08 2.82361 0.142017 OL UPK1B
NC_056061.1 79560001 79580001 2.05788


NC_056065. 18190001 18210001 2.28169 0.180703 OL USH2A
NC_056075.1 17545001 17565001 5.17284


NC_056065. 18195001 18215001 2.75129 0.193659 OL USH2A
NC_056054.1 239395001 2.39E+08 1.9674


NC_056065. 18200001 18220001 2.55058 0.152152 OL USH2A
NC_056055.1 194395001 1.94E+08 5.97864


NC_056065. 18205001 18225001 2.63793 0.158594 OL USH2A
NC_056055.1 194400001 1.94E+08 9.96175


NC_056065. 18210001 18230001 2.67325 0.151797 OL USH2A
NC_056055.1 194405001 1.94E+08 8.90476


NC_056065. 18215001 18235001 2.45148 0.166245 OL USH2A
NC_056055.1 194410001 1.94E+08 8.05651


NC_056065. 18220001 18240001 2.74148 0.198597 OL USH2A
NC_056055.1 194420001 1.94E+08 7.13593


NC_056065. 18225001 18245001 2.03068 0.143074 OL USH2A
NC_056055.1 194475001 1.94E+08 2.01452


NC_056067. 10400001 10420001 2.50804 0.175203 OL USP10
NC_056070.1 50535001 50555001 5.49887


NC_056067. 10405001 10425001 3.02967 0.194769 OL USP10
NC_056070.1 50540001 50560001 4.11253


NC_056067. 10410001 10430001 2.7824 0.155344 OL USP10
NC_056070.1 50545001 50565001 3.31284


NC_056067. 10430001 10450001 1.80738 0.222691 OL USP10
NC_056070.1 50550001 50570001 2.99824


NC_056067. 10435001 10455001 2.10769 0.241027 OL USP10
NC_056070.1 50555001 50575001 2.68309


NC_056063. 32980001 33000001 2.36624 0.152803 OL USP12
NC_056070.1 50585001 50605001 4.01091


NC_056063. 32985001 33005001 2.80368 0.189702 OL USP12
NC_056070.1 50590001 50610001 5.51029


NC_056063. 32990001 33010001 5.26719 0.271592 OL USP12
NC_056070.1 50595001 50615001 6.69436


NC_056068. 54090001 54110001 2.33691 0.2452 OL UVRAG
NC_056070.1 50600001 50620001 10.2099


NC_056068. 54095001 54115001 1.94155 0.151997 OL UVRAG
NC_056070.1 50605001 50625001 16.302


NC_056067. 890001 910001 2.76934 0.280121 OL VAC14
NC_056070.1 50610001 50630001 22.5462


NC_056067. 895001 915001 2.85714 0.251263 OL VAC14
NC_056070.1 50710001 50730001 2.01329


NC_056067. 900001 920001 3.00236 0.258157 OL VAC14
NC_056070.1 50715001 50735001 5.91694


NC_056067. 905001 925001 3.2318 0.24348 OL VAC14
NC_056070.1 50720001 50740001 9.60511


NC_056067. 910001 930001 4.20759 0.272482 OL VAC14
NC_056076.1 33650001 33670001 3.80883


NC_056067. 915001 935001 4.5635 0.271578 OL VAC14
NC_056076.1 33655001 33675001 3.99693


NC_056067. 920001 940001 4.40225 0.195711 OL VAC14
NC_056076.1 33660001 33680001 3.09028


NC_056067. 950001 970001 3.39281 0.170227 OL VAC14
NC_056076.1 33665001 33685001 3.49038







NC_056067. 955001 975001 4.23918 0.225807 OL VAC14
NC_056072.1 54245001 54265001 3.88696


NC_056067. 960001 980001 3.73292 0.202455 OL VAC14
NC_056072.1 54250001 54270001 4.03168


NC_056067. 965001 985001 3.10248 0.171582 OL VAC14
NC_056072.1 54240001 54260001 2.75812


NC_056065. 70070001 70090001 4.4803 0.212777 OL VASH2
NC_056058.1 4380001 4400001 13.1212


NC_056065. 70075001 70095001 4.32296 0.210589 OL VASH2
NC_056058.1 4385001 4405001 4.80987


NC_056065. 70080001 70100001 3.13001 0.177924 OL VASH2
NC_056060.1 86555001 86575001 3.07474


NC_056060. 41260001 41280001 2.05172 0.232917 OL VCPKMT
NC_056060.1 86560001 86580001 4.23947


NC_056060. 41265001 41285001 3.10001 0.299438 OL VCPKMT
NC_056060.1 86565001 86585001 5.22034


NC_056060. 41270001 41290001 5.02207 0.315395 OL VCPKMT
NC_056060.1 86570001 86590001 4.35431


NC_056060. 41275001 41295001 7.14335 0.347225 OL VCPKMT
NC_056054.1 263335001 2.63E+08 2.0912


NC_056058. 43320001 43340001 5.85415 0.185064 OL VDAC1
NC_056056.1 118840001 1.19E+08 8.72894


NC_056058. 43325001 43345001 3.84692 0.180392 OL VDAC1
NC_056056.1 118845001 1.19E+08 6.72933


NC_056058. 43330001 43350001 2.88975 0.146564 OL VDAC1
NC_056056.1 118850001 1.19E+08 5.37007


NC_056056. 138630001 1.39E+08 2.33494 0.223207 OL VDR
NC_056056.1 119050001 1.19E+08 2.17395


NC_056056. 138635001 1.39E+08 2.14021 0.23153 OL VDR
NC_056056.1 119055001 1.19E+08 2.23185


NC_056056. 138640001 1.39E+08 2.32348 0.246636 OL VDR
NC_056056.1 119060001 1.19E+08 2.28695


NC_056055. 59550001 59570001 2.34115 0.17393 OL VPS13A
NC_056056.1 119065001 1.19E+08 2.34446


NC_056055. 59555001 59575001 2.22526 0.190133 OL VPS13A
NC_056056.1 119070001 1.19E+08 2.11887


NC_056055. 59560001 59580001 2.28505 0.20216 OL VPS13A
NC_056056.1 119085001 1.19E+08 2.50771


NC_056055. 59565001 59585001 2.2383 0.193438 OL VPS13A
NC_056056.1 119090001 1.19E+08 2.39354


NC_056055. 59570001 59590001 2.34865 0.197555 OL VPS13A
NC_056056.1 119095001 1.19E+08 2.29917


NC_056055. 59575001 59595001 2.21591 0.190716 OL VPS13A
NC_056056.1 119100001 1.19E+08 2.30703


NC_056055. 59580001 59600001 2.23776 0.185805 OL VPS13A
NC_056065.1 40095001 40115001 2.07026


NC_056055. 59585001 59605001 2.22452 0.187222 OL VPS13A
NC_056065.1 40100001 40120001 2.15262


NC_056055. 59590001 59610001 2.14705 0.19227 OL VPS13A
NC_056065.1 56140001 56160001 2.37854


NC_056055. 59595001 59615001 2.15092 0.195219 OL VPS13A
NC_056065.1 56145001 56165001 3.48888


NC_056054. 96620001 96640001 1.9781 0.216172 OL WARS2
NC_056065.1 56150001 56170001 3.58832


NC_056054. 96625001 96645001 2.24028 0.26663 OL WARS2
NC_056065.1 56155001 56175001 3.15189


NC_056054. 96630001 96650001 2.41196 0.285299 OL WARS2
NC_056065.1 56180001 56200001 3.37948


NC_056054. 96635001 96655001 1.98192 0.224909 OL WARS2
NC_056065.1 56185001 56205001 3.14862


NC_056054. 96640001 96660001 1.82298 0.150797 OL WARS2
NC_056064.1 40435001 40455001 1.96732







NC_056063. 21335001 21355001 7.57129 0.219608 OL WDFY2
NC_056064.1 40445001 40465001 2.01579


NC_056063. 21340001 21360001 9.88198 0.226868 OL WDFY2
NC_056064.1 40450001 40470001 2.2795


NC_056063. 21345001 21365001 5.96984 0.228123 OL WDFY2
NC_056064.1 34320001 34340001 2.26901


NC_056063. 21350001 21370001 6.80683 0.228435 OL WDFY2
NC_056064.1 34325001 34345001 2.16213


NC_056063. 21355001 21375001 4.65074 0.174381 OL WDFY2
NC_056068.1 65750001 65770001 2.15771


NC_056063. 21360001 21380001 4.14472 0.165358 OL WDFY2
NC_056068.1 65755001 65775001 2.28018


NC_056059. 105965001 1.06E+08 2.36557 0.200056 OL WDR1
NC_056068.1 65760001 65780001 2.50691


NC_056059. 105970001 1.06E+08 2.32601 0.208283 OL WDR1
NC_056068.1 65765001 65785001 3.41758


NC_056059. 105975001 1.06E+08 2.15249 0.182843 OL WDR1
NC_056079.1 13600001 13620001 5.82608


NC_056056. 11045001 11065001 1.8619 0.173987 OL WDR38
NC_056079.1 13605001 13625001 6.53092


NC_056060. 54690001 54710001 3.89963 0.578182 OL WDR72
NC_056079.1 13610001 13630001 4.08128


NC_056060. 54695001 54715001 4.74873 0.610288 OL WDR72
NC_056073.1 29130001 29150001 4.06689


NC_056060. 54700001 54720001 1.80732 0.450497 OL WDR72
NC_056068.1 47485001 47505001 9.45931


NC_056060. 54795001 54815001 1.99885 0.153032 OL WDR72
NC_056068.1 47490001 47510001 5.02441


NC_056056. 222125001 2.22E+08 1.97192 0.196101 OL WNT7B
NC_056068.1 47495001 47515001 2.43493


NC_056056. 222130001 2.22E+08 1.91851 0.19664 OL WNT7B
NC_056072.1 7275001 7295001 3.25137


NC_056068. 6330001 6350001 2.06058 0.218235 OL YAP1
NC_056077.1 27805001 27825001 3.44


NC_056068. 6335001 6355001 3.2963 0.285828 OL YAP1
NC_056077.1 27810001 27830001 4.92232


NC_056054. 180455001 1.8E+08 13.1047 0.185836 OL ZBTB20
NC_056077.1 27815001 27835001 6.96888


NC_056054. 180460001 1.8E+08 7.92856 0.169188 OL ZBTB20
NC_056077.1 27820001 27840001 3.4766


NC_056068. 19865001 19885001 2.17351 0.186968 OL ZC3H12C
NC_056060.1 42050001 42070001 3.23925


NC_056068. 19870001 19890001 2.26444 0.223433 OL ZC3H12C
NC_056060.1 42065001 42085001 2.09206


NC_056068. 19875001 19895001 2.07347 0.168596 OL ZC3H12C
NC_056060.1 42070001 42090001 2.35232


NC_056068. 19880001 19900001 2.05011 0.153728 OL ZC3H12C
NC_056060.1 42075001 42095001 2.25294


NC_056080. 47015001 47035001 1.98413 0.201923 OL ZC4H2
NC_056060.1 42170001 42190001 1.9537


NC_056080. 47020001 47040001 1.87342 0.199495 OL ZC4H2
NC_056060.1 42175001 42195001 2.74725


NC_056080. 47025001 47045001 1.89441 0.141729 OL ZC4H2
NC_056060.1 42180001 42200001 2.42794


NC_056061. 81750001 81770001 2.67911 0.159749 OL ZDHHC14
NC_056069.1 58935001 58955001 2.40784


NC_056061. 81755001 81775001 3.47208 0.214267 OL ZDHHC14
NC_056069.1 58940001 58960001 2.83463


NC_056061. 81760001 81780001 5.13169 0.285945 OL ZDHHC14
NC_056074.1 23740001 23760001 6.31801


NC_056061. 81765001 81785001 3.89374 0.299533 OL ZDHHC14
NC_056074.1 23745001 23765001 9.55662







NC_056061. 81770001 81790001 2.17247 0.270834 OL ZDHHC14
NC_056074.1 23750001 23770001 12.0206


NC_056063. 36350001 36370001 2.28087 0.305991 OL ZMYM2
NC_056074.1 23755001 23775001 10.3967


NC_056063. 36355001 36375001 2.34402 0.288935 OL ZMYM2
NC_056074.1 23760001 23780001 8.26457


NC_056063. 36360001 36380001 2.30682 0.29147 OL ZMYM2
NC_056074.1 23765001 23785001 5.35844


NC_056063. 36365001 36385001 2.56862 0.293183 OL ZMYM2
NC_056074.1 23770001 23790001 2.56438


NC_056063. 36370001 36390001 2.53788 0.278115 OL ZMYM2
NC_056074.1 23730001 23750001 2.87305


NC_056063. 36375001 36395001 2.31734 0.304414 OL ZMYM2
NC_056074.1 23735001 23755001 3.01769


NC_056063. 36380001 36400001 2.41884 0.333608 OL ZMYM2
NC_056060.1 98570001 98590001 4.28499


NC_056063. 36385001 36405001 2.24207 0.313535 OL ZMYM2
NC_056060.1 98575001 98595001 2.98489


NC_056063. 36390001 36410001 2.67247 0.2828 OL ZMYM2
NC_056060.1 98580001 98600001 2.38796


NC_056063. 36395001 36415001 2.87415 0.296348 OL ZMYM2
NC_056060.1 98590001 98610001 2.39461


NC_056063. 36400001 36420001 2.83973 0.276023 OL ZMYM2
NC_056060.1 85125001 85145001 2.86169


NC_056063. 36405001 36425001 2.71258 0.265136 OL ZMYM2
NC_056060.1 85130001 85150001 3.08148


NC_056063. 36410001 36430001 2.20887 0.316683 OL ZMYM2
NC_056060.1 85135001 85155001 3.44624


NC_056063. 36415001 36435001 2.09859 0.305942 OL ZMYM2
NC_056060.1 85140001 85160001 2.58597


NC_056063. 36420001 36440001 2.10479 0.308227 OL ZMYM2
NC_056060.1 85145001 85165001 2.68443


NC_056063. 36430001 36450001 1.95767 0.2487 OL ZMYM2
NC_056060.1 85150001 85170001 3.89691


NC_056060. 36020001 36040001 3 0.155049 OL ZNF106
NC_056060.1 85155001 85175001 4.91329


NC_056060. 36025001 36045001 3.12658 0.148169 OL ZNF106
NC_056060.1 85160001 85180001 6.23888


NC_056079. 43740001 43760001 2.58884 0.143002 OL ZNF385D
NC_056060.1 85165001 85185001 3.77291


NC_056079. 43745001 43765001 2.62036 0.173274 OL ZNF385D
NC_056060.1 85170001 85190001 3.32971


NC_056079. 43750001 43770001 2.14031 0.182702 OL ZNF385D
NC_056060.1 85175001 85195001 2.60681


NC_056056. 104505001 1.05E+08 2.56304 0.177548 OL ZNF514
NC_056060.1 85180001 85200001 2.06818


NC_056056. 104510001 1.05E+08 2.30076 0.260069 OL ZNF514
NC_056061.1 48175001 48195001 4.79847


NC_056076. 32015001 32035001 1.91316 0.237873 OL ZNF521
NC_056061.1 48180001 48200001 5.80417


NC_056076. 32025001 32045001 1.82245 0.14159 OL ZNF521
NC_056061.1 48185001 48205001 2.57498


NC_056054. 208560001 2.09E+08 1.94015 0.14498 OL ZNF639
NC_056061.1 48190001 48210001 2.1902


NC_056062. 57000001 57020001 4.55451 0.220731 OL ZNF704
NC_056061.1 48195001 48215001 2.26568


NC_056062. 57005001 57025001 4.18568 0.223287 OL ZNF704
NC_056055.1 246170001 2.46E+08 3.34592


NC_056062. 57010001 57030001 3.78682 0.208324 OL ZNF704
NC_056072.1 13880001 13900001 2.35486


NC_056057. 67480001 67500001 2.62287 0.148767 OL ZNRF2
NC_056072.1 13890001 13910001 2.26891







NC_056072.1 13895001 13915001 2.48854


NC_056072.1 13900001 13920001 2.69007


NC_056072.1 13905001 13925001 2.92722


NC_056072.1 13910001 13930001 2.52363


NC_056054.1 263000001 2.63E+08 2.46583


NC_056054.1 263005001 2.63E+08 4.52896


NC_056054.1 263010001 2.63E+08 3.74867


NC_056054.1 263015001 2.63E+08 2.84411


NC_056060.1 54080001 54100001 1.98736


NC_056060.1 54085001 54105001 2.51863


NC_056060.1 54090001 54110001 1.9738


NC_056060.1 54130001 54150001 2.16107


NC_056060.1 54135001 54155001 1.98174


NC_056060.1 54140001 54160001 2.15115


NC_056060.1 54155001 54175001 2.28663


NC_056060.1 54160001 54180001 2.41771


NC_056065.1 18505001 18525001 2.57522


NC_056064.1 34885001 34905001 2.41162


NC_056064.1 12440001 12460001 2.82603


NC_056064.1 12445001 12465001 3.45749


NC_056059.1 6450001 6470001 2.92961


NC_056061.1 73160001 73180001 2.09286


NC_056061.1 73165001 73185001 2.48276


NC_056061.1 73170001 73190001 2.28081


NC_056061.1 73175001 73195001 2.25032


NC_056061.1 73410001 73430001 2.01682


NC_056061.1 68930001 68950001 3.15643


NC_056061.1 68935001 68955001 3.48696


NC_056061.1 68940001 68960001 4.43673


NC_056061.1 68945001 68965001 4.03495


NC_056061.1 69390001 69410001 2.40999







NC_056067.1 890001 910001 2.5


NC_056067.1 895001 915001 2.80423


NC_056067.1 900001 920001 2.73147


NC_056067.1 905001 925001 2.80796


NC_056067.1 910001 930001 2.66619


NC_056067.1 915001 935001 2.51458


NC_056060.1 41265001 41285001 2.14964


NC_056060.1 41270001 41290001 4.56857


NC_056060.1 41275001 41295001 6.99999


NC_056057.1 121265001 1.21E+08 2.38335


NC_056057.1 121270001 1.21E+08 2.83364


NC_056057.1 121275001 1.21E+08 2.45726


NC_056062.1 82745001 82765001 1.99048


NC_056062.1 82750001 82770001 2.5419


NC_056062.1 77700001 77720001 2.68204


NC_056062.1 77705001 77725001 2.58778


NC_056062.1 77710001 77730001 2.16373


NC_056062.1 77815001 77835001 2.32292


NC_056062.1 77820001 77840001 3.14589


NC_056062.1 77825001 77845001 3.81572


NC_056062.1 77830001 77850001 3.57693


NC_056062.1 77835001 77855001 2.88044


NC_056062.1 77840001 77860001 2.29979


NC_056070.1 53165001 53185001 2.00125


NC_056070.1 53170001 53190001 2.63241


NC_056057.1 1185001 1205001 2.41928


NC_056057.1 1190001 1210001 2.93152


NC_056057.1 1195001 1215001 2.546


NC_056075.1 40395001 40415001 9.45223


NC_056075.1 40400001 40420001 10.9609


NC_056075.1 40405001 40425001 17.4456







NC_056075.1 40410001 40430001 10.5734


NC_056075.1 40415001 40435001 8.05199


NC_056075.1 40420001 40440001 3.6013


NC_056065.1 34300001 34320001 2.05541


NC_056065.1 34305001 34325001 2.23559


NC_056065.1 34310001 34330001 2.64054


NC_056071.1 53300001 53320001 2.25999


NC_056067.1 10080001 10100001 2.95645


NC_056068.1 6335001 6355001 3.03284


NC_056056.1 91605001 91625001 2.77231


NC_056054.1 180445001 1.8E+08 5.07144


NC_056054.1 180450001 1.8E+08 18.1714


NC_056054.1 180455001 1.8E+08 10.9206


NC_056054.1 180460001 1.8E+08 7.20778


NC_056054.1 262900001 2.63E+08 2.675


NC_056068.1 19855001 19875001 2.15098


NC_056068.1 19860001 19880001 2.96007


NC_056068.1 19865001 19885001 3.52291


NC_056068.1 19870001 19890001 3.20661


NC_056068.1 19875001 19895001 3.78385


NC_056068.1 19880001 19900001 4.13276


NC_056068.1 19885001 19905001 4.84879


NC_056057.1 104105001 1.04E+08 13.5357


NC_056057.1 104110001 1.04E+08 6.7619


NC_056057.1 104100001 1.04E+08 11.9603


NC_056080.1 46950001 46970001 3.06011


NC_056080.1 46955001 46975001 2.95628


NC_056080.1 46960001 46980001 3.27815


NC_056080.1 46995001 47015001 2.25735


NC_056080.1 47020001 47040001 1.96026


NC_056055.1 83250001 83270001 12.7903







NC_056055.1 83255001 83275001 5.02299


NC_056055.1 83260001 83280001 3.61792


NC_056067.1 37780001 37800001 2.70055


NC_056067.1 37785001 37805001 2.43889


NC_056067.1 13250001 13270001 2.60976


NC_056059.1 117005001 1.17E+08 2.65698


NC_056059.1 117010001 1.17E+08 4.24069


NC_056059.1 117015001 1.17E+08 4.09029


NC_056059.1 117020001 1.17E+08 2.38452


NC_056059.1 117040001 1.17E+08 3.59407


NC_056059.1 117045001 1.17E+08 3.50979


NC_056059.1 117050001 1.17E+08 2.67352


NC_056059.1 117055001 1.17E+08 2.84813


NC_056054.1 26640001 26660001 1.94396


NC_056054.1 26645001 26665001 1.94172


NC_056054.1 26650001 26670001 1.94163


NC_056054.1 26655001 26675001 2.36264


NC_056054.1 26665001 26685001 2.44


NC_056054.1 26670001 26690001 3.29721


NC_056054.1 26675001 26695001 3.36985


NC_056054.1 26680001 26700001 2.63275


NC_056078.1 34085001 34105001 2.12315


NC_056078.1 34090001 34110001 2.09352


NC_056054.1 14845001 14865001 2.05276


NC_056054.1 14850001 14870001 2.49506


NC_056054.1 14855001 14875001 3.33874


NC_056054.1 14860001 14880001 3.92647


NC_056070.1 44190001 44210001 2.86535


NC_056070.1 44195001 44215001 2.18206


NC_056061.1 50005001 50025001 2.40533


NC_056061.1 50010001 50030001 3.95







NC_056061.1 50015001 50035001 9.91232


NC_056061.1 50020001 50040001 9.9804


NC_056061.1 50025001 50045001 3.13396


NC_056073.1 30455001 30475001 2.57634


NC_056055.1 130600001 1.31E+08 2.44144


NC_056067.1 13085001 13105001 3.50921


NC_056067.1 13090001 13110001 10.0188


NC_056067.1 13240001 13260001 12.7519


NC_056067.1 13245001 13265001 3.80576


NC_056062.1 57010001 57030001 2.70062







OL vs HZ


Fst Region Gene CHROM Start end Pi Fst Region Gene


0.195464 OL AAR2 NC_056067.1 16235001 16255001 2.1801 0.189596 OL ABCC11;LONP2


0.232015 OL AAR2 NC_056058.1 58320001 58340001 5.751 0.159239 OL ABLIM3


0.216526 OL ABCC10 NC_056058.1 58325001 58345001 8.47284 0.169495 OL ABLIM3


0.170473 OL ABCC12 NC_056058.1 58330001 58350001 11.9458 0.183715 OL ABLIM3


0.189105 OL ABCC12 NC_056058.1 58335001 58355001 7.40588 0.177466 OL ABLIM3


0.203555 OL ABCC12 NC_056068.1 55080001 55100001 1.98946 0.201092 OL ACER3


0.218335 OL ABCC12 NC_056068.1 55085001 55105001 2.00422 0.211662 OL ACER3


0.204809 OL ABCC12 NC_056077.1 18740001 18760001 2.16335 0.173638 OL ACSM1


0.225716 OL ABCC12 NC_056077.1 18745001 18765001 2.42226 0.176339 OL ACSM1


0.242519 OL ABCC12 NC_056056.1 43115001 43135001 5.78345 0.162611 OL ACTR2


0.2132 OL ABCC12 NC_056056.1 214685001 214705001 2.84154 0.299977 OL ADA2


0.175299 OL ABCC12 NC_056056.1 214670001 214690001 2.76667 0.273317 OL ADA2;HDHD5


0.205459 OL ABCD3 NC_056056.1 214675001 214695001 2.95865 0.287925 OL ADA2;HDHD5


0.270512 OL ABCD3 NC_056056.1 214680001 214700001 2.72366 0.283922 OL ADA2;HDHD5


0.339051 OL ABCD3 NC_056060.1 49800001 49820001 2.20256 0.364234 OL ADAM10


0.303747 OL ABCD3 NC_056060.1 49805001 49825001 2.94324 0.445708 OL ADAM10


0.243881 OL ABCD3 NC_056060.1 49810001 49830001 2.06345 0.398328 OL ADAM10


0.245138 OL ABCD3 NC_056055.1 86890001 86910001 1.97522 0.205215 OL ADAMTSL1


0.190724 OL ABCD3 NW_024599827 870001 890001 4.18044 0.186975 OL ADAMTSL3


0.222672 OL ABCD3 NW_024599827 875001 895001 3.27296 0.203328 OL ADAMTSL3


0.147593 OL ABCG2 NW_024599827 880001 900001 2.84468 0.228675 OL ADAMTSL3


0.153547 OL ABCG2 NW_024599827 885001 905001 2.31763 0.259894 OL ADAMTSL3


0.192694 OL ABLIM3 NW_024599827 890001 910001 2.35631 0.235458 OL ADAMTSL3


0.153775 OL ABR NW_024599827 895001 915001 2.40112 0.215673 OL ADAMTSL3


0.196448 OL ABR NW_024599827 900001 920001 2.32085 0.190124 OL ADAMTSL3


0.161152 OL ABR NW_024599827 905001 925001 2.38024 0.164139 OL ADAMTSL3


0.192456 OL ABRAXAS1 NC_056057.1 77870001 77890001 2.35496 0.162332 OL ADCY1


0.183269 OL ACAT2;LOC NC_056057.1 77875001 77895001 2.24627 0.18838 OL ADCY1


          







0.38376 OL ACD;C14H1 NC_056054.1 120025001 120045001 17.4633 0.235198 OL ADCY10


0.425713 OL ACD;C14H1 NC_056054.1 120030001 120050001 21.939 0.232015 OL ADCY10


0.308787 OL ACD;C14H1 NC_056069.1 65925001 65945001 2.6587 0.219854 OL ADCY2


0.449778 OL ACD;CARM NC_056062.1 14730001 14750001 3.01084 0.190738 OL ADGRB1


0.452144 OL ACD;CARM NC_056058.1 9250001 9270001 2.22718 0.197694 OL ADGRE2


0.235812 OL ACSL1 NC_056058.1 9255001 9275001 2.72873 0.262651 OL ADGRE2


0.153194 OL ACSM1 NC_056058.1 9260001 9280001 2.93416 0.258479 OL ADGRE2


0.21751 OL ACSM1 NC_056058.1 9265001 9285001 2.87494 0.204277 OL ADGRE2


0.284984 OL ACVR1B NC_056058.1 9270001 9290001 2.61582 0.159965 OL ADGRE2


0.197515 OL ACVR1B NC_056061.1 66955001 66975001 2.24264 0.245859 OL ADGRG6


0.181228 OL ACVR1B NC_056061.1 66960001 66980001 2.38187 0.224771 OL ADGRG6


0.213927 OL ACYP1;NEKNC_056061.1 66965001 66985001 2.82506 0.227354 OL ADGRG6


0.214201 OL ADAM11 NC_056061.1 66970001 66990001 2.96803 0.226515 OL ADGRG6


0.181959 OL ADAM11 NC_056061.1 66975001 66995001 2.70464 0.208403 OL ADGRG6


0.228679 OL ADAM11;DBNC_056061.1 66980001 67000001 2.13052 0.185056 OL ADGRG6


0.145886 OL ADAMTS17 NC_056058.1 87875001 87895001 3.5649 0.183884 OL ADGRV1


0.187898 OL ADAMTS2 NC_056058.1 87900001 87920001 2.04856 0.37358 OL ADGRV1


0.321069 OL ADAMTS2 NC_056056.1 214005001 214025001 1.99894 0.239567 OL ADIPOR2


0.378512 OL ADAMTS2 NC_056056.1 214015001 214035001 2.43144 0.164958 OL ADIPOR2


0.381526 OL ADAMTS2 NC_056055.1 38880001 38900001 5.12309 0.177721 OL ADRA1A


0.388191 OL ADAMTS2 NC_056055.1 38885001 38905001 6.1128 0.179807 OL ADRA1A


0.393254 OL ADAMTS2 NC_056055.1 38890001 38910001 6.17807 0.164335 OL ADRA1A


0.344397 OL ADAMTS2 NC_056055.1 38895001 38915001 4.87879 0.168495 OL ADRA1A


0.340516 OL ADAMTS2 NC_056059.1 114840001 114860001 3.16512 0.347941 OL AFAP1


0.297221 OL ADAMTS2 NC_056059.1 114845001 114865001 2.16873 0.353782 OL AFAP1


0.260719 OL ADAMTS2 NC_056059.1 114850001 114870001 2.27511 0.341263 OL AFAP1


0.282627 OL ADAMTS2 NC_056059.1 114855001 114875001 3.06601 0.35571 OL AFAP1


0.241528 OL ADAMTS2 NC_056059.1 114860001 114880001 3.27247 0.344934 OL AFAP1


0.150543 OL ADAMTS2 NC_056059.1 114865001 114885001 4.38866 0.360563 OL AFAP1


0.229867 OL ADAMTS2 NC_056059.1 114870001 114890001 5.2363 0.317333 OL AFAP1


0.286785 OL ADAMTS2 NC_056059.1 114875001 114895001 2.63016 0.205931 OL AFAP1







0.317645 OL ADAMTS2 NC_056059.1 114895001 114915001 2.35212 0.262647 OL AFAP1


0.233494 OL ADAMTS2 NC_056059.1 114900001 114920001 3.52608 0.309642 OL AFAP1


0.217545 OL ADAMTS2 NC_056059.1 114905001 114925001 2.82086 0.327478 OL AFAP1


0.1615 OL ADAMTS2 NC_056059.1 114910001 114930001 2.07465 0.265747 OL AFAP1


0.165438 OL ADAMTSL4 NC_056059.1 114835001 114855001 2.91467 0.256253 OL AFAP1;SORCS2


0.167568 OL ADAMTSL4 NC_056059.1 102635001 102655001 2.90811 0.168283 OL AFF1


0.216598 OL ADCY10 NC_056057.1 24875001 24895001 3.03437 0.228234 OL AGMO


0.209299 OL ADCY10 NC_056057.1 24880001 24900001 3.58052 0.245009 OL AGMO


0.193684 OL ADCY10 NC_056057.1 24885001 24905001 4.42379 0.230374 OL AGMO


0.181912 OL ADCY10 NC_056057.1 24890001 24910001 5.02798 0.212133 OL AGMO


0.187145 OL ADCY4;CID NC_056069.1 39305001 39325001 1.99778 0.19009 OL AGXT2


0.174358 OL ADCY4;CID NC_056069.1 39310001 39330001 2.96755 0.245746 OL AGXT2


0.188628 OL ADCY4;CID NC_056069.1 39315001 39335001 3.54314 0.262429 OL AGXT2


0.160342 OL ADCY4;LTBNC_056069.1 39320001 39340001 3.36661 0.262884 OL AGXT2


0.216121 OL ADD3 NC_056069.1 39325001 39345001 2.22138 0.258807 OL AGXT2


0.210337 OL ADD3 NC_056069.1 39335001 39355001 1.99153 0.272652 OL AGXT2


0.192693 OL ADD3 NC_056065.1 25375001 25395001 2.1201 0.166234 OL AIDA;MIA3


0.149391 OL ADGB NC_056055.1 73050001 73070001 4.96406 0.204834 OL AK3


0.153085 OL ADGB NC_056064.1 33540001 33560001 2.60858 0.258229 OL AKAP10


0.149368 OL ADGB NC_056064.1 33545001 33565001 2.38902 0.257097 OL AKAP10;ULK2


0.280361 OL ADGRL4 NC_056061.1 76150001 76170001 2.46591 0.159497 OL AKAP12


0.389861 OL ADGRL4 NC_056061.1 76155001 76175001 2.24252 0.160926 OL AKAP12


0.467105 OL ADGRL4 NC_056061.1 76170001 76190001 2.69668 0.186386 OL AKAP12


0.469661 OL ADGRL4 NC_056055.1 247035001 247055001 9.94916 0.272387 OL AKR7A2;SLC66A1


0.474466 OL ADGRL4 NC_056055.1 247040001 247060001 3.9111 0.208318 OL AKR7A2;SLC66A1


0.378462 OL ADGRL4 NC_056055.1 247045001 247065001 2.91384 0.186291 OL AKR7A2;SLC66A1


0.217046 OL ADGRV1 NC_056056.1 36095001 36115001 2.99867 0.214151 OL ALK


0.1923 OL ADGRV1 NC_056056.1 36100001 36120001 4.50376 0.257979 OL ALK


0.162775 OL ADK NC_056056.1 36105001 36125001 4.84925 0.261422 OL ALK


0.184717 OL ADK NC_056056.1 36110001 36130001 3.62141 0.222033 OL ALK


0.198091 OL ADK NC_056056.1 36115001 36135001 3.01827 0.168353 OL ALK







0.195887 OL ADK NC_056069.1 39920001 39940001 4.12019 0.277819 OL AMACR


0.219688 OL ADK NC_056069.1 39915001 39935001 1.97049 0.198581 OL AMACR;C1QTNF3


0.218745 OL ADK NC_056069.1 39925001 39945001 5.49877 0.239135 OL AMACR;SLC45A2


0.222463 OL ADK NC_056069.1 39930001 39950001 5.39785 0.246585 OL AMACR;SLC45A2


0.167117 OL ADK NC_056069.1 39935001 39955001 4.43853 0.163619 OL AMACR;SLC45A2


0.17204 OL ADK NC_056080.1 124940001 124960001 4.11429 0.303651 OL AMMECR1


0.171449 OL ADK NC_056080.1 124945001 124965001 3.90358 0.308002 OL AMMECR1


0.156657 OL ADK NC_056080.1 124950001 124970001 3.65283 0.297637 OL AMMECR1


0.202689 OL ADK NC_056080.1 124955001 124975001 2.39345 0.353282 OL AMMECR1


0.198952 OL AGBL1 NC_056080.1 124960001 124980001 1.97129 0.338022 OL AMMECR1


0.216991 OL AGPAT5 NC_056080.1 124970001 124990001 2.02966 0.350524 OL AMMECR1


0.215367 OL AGXT2 NC_056080.1 124975001 124995001 2.07004 0.337299 OL AMMECR1


0.254382 OL AGXT2 NC_056071.1 65245001 65265001 3.64565 0.166833 OL AMN;CDC42BPB


0.27072 OL AGXT2 NC_056071.1 65250001 65270001 7.03549 0.232808 OL AMN;CDC42BPB


0.352377 OL AGXT2 NC_056071.1 65255001 65275001 8.9091 0.261121 OL AMN;CDC42BPB


0.304091 OL AGXT2 NC_056056.1 9025001 9045001 2.54107 0.254859 OL ANGPTL2;RALGPS1


0.252237 OL AGXT2 NC_056056.1 9030001 9050001 3.12567 0.259213 OL ANGPTL2;RALGPS1


0.25498 OL AHCYL1 NC_056056.1 9035001 9055001 2.43852 0.210636 OL ANGPTL2;RALGPS1


0.183076 OL AHCYL1 NC_056054.1 37985001 38005001 5.61905 0.195307 OL ANGPTL3;DOCK7


0.150235 OL AHCYL1 NC_056054.1 37990001 38010001 6.15705 0.23404 OL ANGPTL3;DOCK7


0.172724 OL AJAP1 NC_056059.1 12615001 12635001 2.00674 0.166716 OL ANK2


0.220862 OL AJAP1 NC_056059.1 12620001 12640001 1.97732 0.208592 OL ANK2


0.228242 OL AJAP1 NC_056062.1 76775001 76795001 1.96108 0.285132 OL ANKRD46


0.208331 OL AJAP1 NC_056073.1 9175001 9195001 2.00151 0.217217 OL ANKS1A


0.173432 OL AK2;LOC114NC_056073.1 9180001 9200001 3.88252 0.305355 OL ANKS1A


0.161112 OL AKAP12 NC_056073.1 9185001 9205001 2.59999 0.274744 OL ANKS1A


0.162693 OL AKAP12 NC_056056.1 169425001 169445001 1.95269 0.248485 OL ANKS1B


0.189262 OL AKAP12 NC_056056.1 169430001 169450001 1.97491 0.251207 OL ANKS1B


0.158777 OL ALK NC_056072.1 15425001 15445001 2.78571 0.637884 OL ANO10


0.336452 OL AMHR2;SP1 NC_056072.1 15430001 15450001 5.16081 0.634234 OL ANO10


0.396387 OL AMHR2;SP1 NC_056072.1 15435001 15455001 3.73088 0.57363 OL ANO10







0.300925 OL ANGEL1 NC_056072.1 15440001 15460001 4.3608 0.552605 OL ANO10


0.251433 OL ANGEL1 NC_056072.1 15445001 15465001 4.68638 0.489561 OL ANO10


0.200172 OL ANGEL1;LR NC_056072.1 15450001 15470001 2.90015 0.41545 OL ANO10


0.14893 OL ANGEL2;VANC_056072.1 15455001 15475001 1.96846 0.376649 OL ANO10


0.177728 OL ANKDD1B NC_056055.1 31265001 31285001 2.7003 0.172226 OL AOPEP


0.186742 OL ANKDD1B NC_056055.1 31255001 31275001 2.3097 0.167079 OL AOPEP;FANCC


0.202952 OL ANKDD1B NC_056055.1 31260001 31280001 2.43831 0.199623 OL AOPEP;FANCC


0.258998 OL ANKDD1B NC_056070.1 68630001 68650001 1.96745 0.219017 OL AP1B1


0.22075 OL ANKDD1B NC_056070.1 68635001 68655001 2.02806 0.218573 OL AP1B1


0.181153 OL ANKDD1B NC_056071.1 25875001 25895001 2.55518 0.171775 OL APBA2


0.147196 OL ANKDD1B NC_056055.1 166760001 166780001 2.61019 0.16317 OL ARHGAP15


0.223195 OL ANKRD33B NC_056055.1 166765001 166785001 2.37517 0.158724 OL ARHGAP15


0.163229 OL ANKRD44 NC_056076.1 40265001 40285001 4.09934 0.17475 OL ARHGAP28


0.17554 OL ANKRD44 NC_056076.1 40280001 40300001 2.17722 0.201981 OL ARHGAP28


0.190873 OL ANKRD6 NC_056079.1 1485001 1505001 17.2667 0.162199 OL ARHGEF10


0.21649 OL ANKRD6 NC_056079.1 1490001 1510001 10.9492 0.160319 OL ARHGEF10


0.226582 OL ANKRD6 NC_056055.1 240185001 240205001 2.07048 0.207644 OL ARID1A


0.162929 OL ANKS3;DNANC_056069.1 24945001 24965001 2.20339 0.167572 OL ARL15


0.219148 OL ANKS3;DNANC_056069.1 24960001 24980001 2.27322 0.157474 OL ARL15


0.292927 OL ANKS3;DNANC_056069.1 24965001 24985001 2.14969 0.229591 OL ARL15


0.222567 OL ANKS3;MGRNC_056071.1 24100001 24120001 6.51924 0.220983 OL ARNT2


0.155645 OL ANKS3;MGRNC_056068.1 39045001 39065001 4.63929 0.17036 OL ARNTL;BTBD10


0.285368 OL ANLN;KIAA NC_056070.1 68910001 68930001 2.1195 0.207155 OL ASCC2


0.218513 OL ANLN;KIAA NC_056056.1 172305001 172325001 7.86846 0.165892 OL ASCL1


0.197746 OL ANLN;KIAA NC_056057.1 15975001 15995001 2.96047 0.315146 OL ASNS


0.229138 OL ANLN;KIAA NC_056057.1 15980001 16000001 2.25885 0.272924 OL ASNS


0.240522 OL ANLN;KIAA NC_056056.1 31590001 31610001 1.97574 0.20254 OL ATAD2B


0.239443 OL ANLN;KIAA NC_056056.1 31595001 31615001 2.7749 0.204729 OL ATAD2B


0.221305 OL ANLN;KIAA NC_056056.1 31600001 31620001 2.59218 0.225278 OL ATAD2B


0.166894 OL ANLN;KIAA NC_056056.1 31605001 31625001 2.15564 0.223226 OL ATAD2B


0.51143 OL ANO3 NC_056056.1 31610001 31630001 1.95401 0.220415 OL ATAD2B







0.527646 OL ANO3 NC_056054.1 113230001 113250001 2.20709 0.275574 OL ATF6


0.461156 OL ANO3 NC_056054.1 113235001 113255001 3.08571 0.323386 OL ATF6


0.148178 OL ANO3 NC_056054.1 113240001 113260001 2.82932 0.335136 OL ATF6


0.337086 OL ANO6 NC_056054.1 113245001 113265001 3.23456 0.385997 OL ATF6


0.151366 OL ANO6 NC_056054.1 113250001 113270001 2.18785 0.344435 OL ATF6


0.244788 OL ANTKMT;CCNC_056063.1 85635001 85655001 2.38103 0.266434 OL ATP11A


0.160671 OL ANTKMT;CCNC_056063.1 85640001 85660001 2.21522 0.276665 OL ATP11A


0.175134 OL ANXA3 NC_056063.1 85645001 85665001 2.07386 0.263025 OL ATP11A


0.160525 OL ANXA3 NC_056072.1 54375001 54395001 4.30115 0.221652 OL ATP2B2


0.14918 OL ANXA3;FRANC_056072.1 54380001 54400001 3.9318 0.213352 OL ATP2B2


0.147278 OL AP1AR NC_056072.1 54385001 54405001 4.29011 0.211391 OL ATP2B2


0.182367 OL AP3M2 NC_056060.1 58350001 58370001 3.17048 0.168054 OL ATP8B4


0.159618 OL AP3M2;PLA NC_056060.1 58355001 58375001 2.3403 0.17807 OL ATP8B4


0.171278 OL APCDD1 NC_056080.1 68765001 68785001 1.95817 0.368519 OL ATRX


0.227303 OL APCDD1 NC_056056.1 161825001 161845001 3.71309 0.259333 OL AVIL;CTDSP2


0.227139 OL APCDD1 NC_056056.1 161830001 161850001 3.80663 0.237492 OL AVIL;CTDSP2


0.195188 OL APCDD1 NC_056056.1 161845001 161865001 3.16347 0.259008 OL AVIL;TSFM


0.17325 OL APOBEC3A NC_056055.1 234560001 234580001 2.06511 0.219061 OL AZIN2


0.306011 OL APOBEC3F NC_056055.1 234570001 234590001 2.44831 0.164218 OL AZIN2


0.305031 OL APOBEC3F NC_056054.1 260465001 260485001 2.11577 0.184777 OL B3GALT5


0.31068 OL APOBEC3F NC_056066.1 77750001 77770001 8.97543 0.190744 OL B4GALT5


0.163973 OL ARFIP1 NC_056061.1 47470001 47490001 2.37956 0.376511 OL BACH2


0.218934 OL ARHGAP15 NC_056074.1 40530001 40550001 2.88485 0.176405 OL BANF1;CATSPER1;CST6


0.183112 OL ARHGAP15 NC_056074.1 40525001 40545001 2.02345 0.159827 OL BANF1;CATSPER1;CST6;EIF1AD


0.165859 OL ARHGAP15 NC_056056.1 112315001 112335001 3.01087 0.158977 OL BBS10;OSBPL8


0.153724 OL ARHGAP15 NC_056056.1 203390001 203410001 2.56141 0.218958 OL BCL2L14


0.164821 OL ARHGAP23 NC_056056.1 203395001 203415001 2.1607 0.203284 OL BCL2L14


0.176255 OL ARHGAP23 NC_056056.1 203400001 203420001 2.65749 0.199132 OL BCL2L14


0.208865 OL ARID1B NC_056056.1 203405001 203425001 2.30598 0.18377 OL BCL2L14


0.169801 OL ARID1B NC_056054.1 98575001 98595001 3.40667 0.268179 OL BCL9


0.166428 OL ARID1B NC_056054.1 98580001 98600001 2.13889 0.20452 OL BCL9







0.185869 OL ARL13B NC_056070.1 71820001 71840001 3.40092 0.187086 OL BCR;RAB36


0.199672 OL ARL13B;STXNC_056070.1 71825001 71845001 3.17011 0.175172 OL BCR;RAB36


0.175816 OL ARL13B;STXNC_056057.1 12120001 12140001 8.28831 0.174756 OL BET1


0.207483 OL ARL8B NC_056073.1 16520001 16540001 2.01236 0.164274 OL BICRAL


0.165565 OL ARMC12 NC_056073.1 16525001 16545001 2.40707 0.164244 OL BICRAL;RPL7L1


0.219724 OL ASH2L NC_056073.1 16530001 16550001 2.4177 0.1845 OL BICRAL;RPL7L1


0.215049 OL ASH2L NC_056073.1 16535001 16555001 2.14416 0.212348 OL BICRAL;RPL7L1


0.172011 OL ASH2L NC_056057.1 64460001 64480001 2.23352 0.372046 OL BMPER


0.16299 OL ASH2L NC_056057.1 64465001 64485001 2.79927 0.362473 OL BMPER


0.16115 OL ATL1 NC_056057.1 64470001 64490001 2.8948 0.3707 OL BMPER


0.171501 OL ATL1 NC_056057.1 64475001 64495001 2.29508 0.327444 OL BMPER


0.178415 OL ATL1 NC_056069.1 5490001 5510001 6.08492 0.211301 OL BOD1


0.159922 OL ATL1 NC_056069.1 5495001 5515001 8.38968 0.222798 OL BOD1


0.173038 OL ATL1 NC_056069.1 5500001 5520001 7.96851 0.205861 OL BOD1


0.148918 OL ATL1;LOC12NC_056065.1 14320001 14340001 2.22888 0.181088 OL BRINP3


0.179786 OL ATL1;SAV1 NC_056068.1 38965001 38985001 3.52495 0.187817 OL BTBD10


0.177898 OL ATL1;SAV1 NC_056068.1 38985001 39005001 2.43314 0.170388 OL BTBD10


0.190934 OL ATL1;SAV1 NC_056068.1 38990001 39010001 2.49031 0.172724 OL BTBD10


0.237755 OL ATP1A1 NC_056068.1 38995001 39015001 2.60597 0.159154 OL BTBD10


0.223833 OL ATP2C2 NC_056068.1 38960001 38980001 5.31833 0.258138 OL BTBD10;LOC101120269


0.171873 OL ATP2C2 NC_056068.1 38955001 38975001 14.2696 0.273385 OL BTBD10;LOC101120269;PTH


0.16746 OL ATP2C2 NC_056068.1 63130001 63150001 2.73757 0.188435 OL C15H11orf91


0.156642 OL ATXN10 NC_056068.1 63135001 63155001 2.67267 0.182504 OL C15H11orf91;CD59


0.178671 OL AUTS2 NC_056068.1 63140001 63160001 2.57512 0.180995 OL C15H11orf91;CD59


0.234475 OL AUTS2 NC_056068.1 63145001 63165001 2.58103 0.166312 OL C15H11orf91;CD59


0.236229 OL AUTS2 NC_056080.1 104940001 104960001 2.13193 0.216221 OL C1GALT1C1


0.232154 OL AUTS2 NC_056080.1 104945001 104965001 2.30824 0.238977 OL C1GALT1C1


0.177024 OL AVEN NC_056080.1 104950001 104970001 2.17588 0.21682 OL C1GALT1C1


0.172982 OL AVEN NC_056055.1 203845001 203865001 2.82767 0.187911 OL C2CD6


0.175475 OL B3GALNT1 NC_056055.1 203850001 203870001 3.71123 0.204118 OL C2CD6


0.180165 OL B3GALNT1 NC_056055.1 203855001 203875001 4.27027 0.196095 OL C2CD6







0.184051 OL B3GALNT1 NC_056055.1 203860001 203880001 4.40091 0.188774 OL C2CD6


0.198308 OL B3GALNT1 NC_056055.1 203865001 203885001 5.33234 0.172623 OL C2CD6


0.316385 OL BACE1 NC_056055.1 203870001 203890001 5.69231 0.176369 OL C2CD6


0.332884 OL BACE1;CEP NC_056055.1 203875001 203895001 5.59048 0.187103 OL C2CD6


0.293939 OL BACE1;CEP NC_056055.1 203880001 203900001 6.48 0.222812 OL C2CD6


0.360785 OL BACE1;CEP NC_056055.1 203885001 203905001 6.22165 0.235046 OL C2CD6


0.451603 OL BACE1;RNF NC_056055.1 203890001 203910001 4.96034 0.217362 OL C2CD6


0.4532 OL BACE1;RNF NC_056055.1 37170001 37190001 2.11572 0.169778 OL C2H9orf24;MYORG


0.336004 OL BACE1;RNF NC_056055.1 64650001 64670001 2.3248 0.174617 OL C2H9orf85


0.362988 OL BACE1;RNF NC_056055.1 64655001 64675001 3.68637 0.246296 OL C2H9orf85


0.30444 OL BACE1;RNF NC_056055.1 64660001 64680001 4.6973 0.27406 OL C2H9orf85


0.188732 OL BATF NC_056055.1 64665001 64685001 4.6712 0.277308 OL C2H9orf85


0.175975 OL BBS9 NC_056055.1 64670001 64690001 3.95494 0.264006 OL C2H9orf85


0.178334 OL BBS9 NC_056055.1 64675001 64695001 2.16773 0.162957 OL C2H9orf85


0.211716 OL BNC2 NC_056056.1 147790001 147810001 2.65974 0.281686 OL C3H12orf40


0.305272 OL BNC2 NC_056056.1 147795001 147815001 3.00881 0.272102 OL C3H12orf40


0.175774 OL BNC2 NC_056056.1 147800001 147820001 2.7631 0.246406 OL C3H12orf40


0.194848 OL BOD1L1 NC_056067.1 54060001 54080001 2.55448 0.203027 OL C5AR1


0.234284 OL BOD1L1 NC_056058.1 13140001 13160001 1.97271 0.15906 OL C5H19orf38;CARM1


0.182752 OL BORA NC_056058.1 13135001 13155001 2.17693 0.165647 OL C5H19orf38;DNM2;TMED1


0.19282 OL BORA;DIS3 NC_056066.1 54550001 54570001 2.06421 0.210267 OL CABLES2;RBBP8NL;RPS21


0.15412 OL BPIFC NC_056058.1 10605001 10625001 5.92064 0.159088 OL CACNA1A


0.183004 OL BRINP1 NC_056056.1 80001 100001 2.6006 0.249682 OL CACNA1B


0.198074 OL BRINP1 NC_056056.1 85001 105001 4.87264 0.270726 OL CACNA1B


0.156094 OL BRINP1 NC_056056.1 90001 110001 3.47963 0.238387 OL CACNA1B


0.166626 OL C14H16orf78NC_056056.1 95001 115001 3.91652 0.237813 OL CACNA1B


0.15899 OL C14H16orf78NC_056056.1 100001 120001 3.44569 0.223356 OL CACNA1B


0.250241 OL C1H1orf68 NC_056056.1 105001 125001 2.70978 0.197425 OL CACNA1B


0.169623 OL C1H1orf68 NC_056056.1 110001 130001 3.24742 0.205673 OL CACNA1B


0.159603 OL C20H6orf52; NC_056056.1 115001 135001 2.97298 0.210281 OL CACNA1B


0.170097 OL C20H6orf52; NC_056056.1 120001 140001 2.78273 0.21299 OL CACNA1B







0.178462 OL C20H6orf52; NC_056056.1 125001 145001 2.39518 0.209835 OL CACNA1B


0.155065 OL C2CD3 NC_056056.1 130001 150001 2.88958 0.249208 OL CACNA1B


0.15386 OL C2CD3 NC_056056.1 135001 155001 3.06937 0.254599 OL CACNA1B


0.161482 OL C2CD3 NC_056056.1 140001 160001 2.5703 0.240093 OL CACNA1B


0.16352 OL C2CD3 NC_056056.1 145001 165001 2.50784 0.235119 OL CACNA1B


0.158363 OL C2CD3 NC_056056.1 150001 170001 2.00183 0.206829 OL CACNA1B


0.150733 OL C2CD3 NC_056056.1 160001 180001 2.08714 0.210972 OL CACNA1B


0.151415 OL C2CD3 NC_056056.1 165001 185001 2.15514 0.20736 OL CACNA1B


0.148909 OL C2CD3 NC_056056.1 170001 190001 2.09657 0.191542 OL CACNA1B


0.148257 OL C2CD3 NC_056080.1 55915001 55935001 2.27857 0.192087 OL CACNA1F;CCDC22


0.153903 OL C2CD3 NC_056056.1 216790001 216810001 3.50123 0.183407 OL CACNA1I;LOC121819192


0.146375 OL C2CD3 NC_056056.1 216795001 216815001 2.60676 0.173668 OL CACNA1I;LOC121819192


0.180851 OL C7H15orf62; NC_056072.1 46560001 46580001 2.3764 0.164378 OL CACNA2D3


0.160752 OL C9H8orf34 NC_056072.1 46565001 46585001 2.48931 0.19141 OL CACNA2D3


0.156755 OL C9H8orf89 NC_056072.1 46570001 46590001 2.59318 0.20707 OL CACNA2D3


0.173859 OL C9H8orf89 NC_056072.1 46575001 46595001 2.04144 0.172952 OL CACNA2D3


0.174689 OL C9H8orf89 NC_056072.1 46830001 46850001 2.66548 0.168189 OL CACNA2D3


0.158069 OL C9H8orf89 NC_056072.1 46835001 46855001 5.57894 0.175367 OL CACNA2D3


0.147131 OL C9H8orf89;RNC_056072.1 46840001 46860001 6.55073 0.170604 OL CACNA2D3


0.197454 OL CACNA1B NC_056064.1 62140001 62160001 2.06222 0.167501 OL CACNG5


0.183411 OL CACNA1B NC_056064.1 62160001 62180001 2.17134 0.163291 OL CACNG5


0.201482 OL CACNA1B NC_056064.1 62165001 62185001 2.00522 0.167301 OL CACNG5


0.197184 OL CACNA1B NC_056068.1 25510001 25530001 2.16377 0.195735 OL CADM1


0.177109 OL CACNA1B NC_056054.1 154330001 154350001 4.66667 0.185467 OL CADM2


0.184684 OL CACNA1B NC_056054.1 154570001 154590001 1.9823 0.270905 OL CADM2


0.187739 OL CACNA1B NC_056054.1 154780001 154800001 3.0155 0.16612 OL CADM2


0.195213 OL CACNA1B NC_056054.1 154785001 154805001 4.40906 0.208356 OL CADM2


0.191993 OL CACNA1B NC_056054.1 154790001 154810001 2.87456 0.168766 OL CADM2


0.225037 OL CACNA1B NC_056072.1 38735001 38755001 2.96621 0.280909 OL CADPS


0.238247 OL CACNA1B NC_056072.1 38740001 38760001 2.46049 0.242856 OL CADPS


0.220874 OL CACNA1B NC_056056.1 132825001 132845001 3.74151 0.208799 OL CALCOCO1







0.220568 OL CACNA1B NC_056054.1 273245001 273265001 2.24624 0.167855 OL CAPN7


0.199038 OL CACNA1B NC_056054.1 273250001 273270001 2.04311 0.186098 OL CAPN7


0.195212 OL CACNA1B NC_056055.1 247030001 247050001 3.96416 0.190068 OL CAPZB;SLC66A1


0.192945 OL CACNA1B NC_056067.1 34735001 34755001 1.95401 0.267008 OL CARMIL2;CTCF


0.27781 OL CACNA1C;DNC_056067.1 34740001 34760001 1.98226 0.262806 OL CARMIL2;CTCF


0.248023 OL CACNA1C;DNC_056080.1 40800001 40820001 2.95928 0.165227 OL CASK


0.18146 OL CACNA1C;DNC_056079.1 14230001 14250001 2.1579 0.226159 OL CASP3


0.158065 OL CACNA1I;LONC_056057.1 33140001 33160001 3.14705 0.182701 OL CCDC126;LOC106991101;LOC1218193


0.173788 OL CACNA2D1 NC_056076.1 24345001 24365001 5.1966 0.266297 OL CCDC178


0.148927 OL CACNA2D3 NC_056076.1 24350001 24370001 4.91469 0.251667 OL CCDC178


0.201812 OL CACNB2 NC_056076.1 24355001 24375001 4.27568 0.239274 OL CCDC178


0.214965 OL CACNB2 NC_056076.1 24360001 24380001 3.04842 0.208173 OL CCDC178


0.204072 OL CACNB2 NC_056077.1 27385001 27405001 2.29798 0.236111 OL CCDC189;PHKG2;RNF40


0.147614 OL CADM1 NC_056077.1 27390001 27410001 2.58854 0.237169 OL CCDC189;PHKG2;RNF40


0.150247 OL CADM1 NC_056077.1 27395001 27415001 3.21667 0.253588 OL CCDC189;PHKG2;RNF40


0.266323 OL CADM2 NC_056077.1 27400001 27420001 2.77404 0.25719 OL CCDC189;RNF40;ZNF629


0.247147 OL CADM2 NC_056074.1 34545001 34565001 2.72184 0.167249 OL CCDC86;PTGDR2


0.203999 OL CADM2 NC_056074.1 34550001 34570001 3.94911 0.200889 OL CCDC86;PTGDR2


0.188941 OL CADM2 NC_056074.1 34555001 34575001 3.37522 0.245789 OL CCDC86;PTGDR2


0.178261 OL CADPS2 NC_056060.1 49335001 49355001 3.19999 0.318621 OL CCNB2


0.199008 OL CALCOCO1 NC_056060.1 49340001 49360001 2.87559 0.314401 OL CCNB2


0.210924 OL CALCOCO1 NC_056060.1 49325001 49345001 4.57142 0.323038 OL CCNB2;MYO1E


0.20757 OL CALCOCO1 NC_056060.1 49330001 49350001 3.35715 0.321717 OL CCNB2;MYO1E


0.177055 OL CALCOCO1 NC_056072.1 7310001 7330001 4.20774 0.26726 OL CCR4


0.17635 OL CAMK1D NC_056068.1 63155001 63175001 2.77881 0.164521 OL CD59


0.172865 OL CAMK2G NC_056063.1 86345001 86365001 1.98398 0.167877 OL CDC16;CFAP97D2


0.179226 OL CAMK2G NC_056063.1 86350001 86370001 2.01567 0.177973 OL CDC16;CFAP97D2


0.219935 OL CAMSAP1 NC_056065.1 29245001 29265001 2.17802 0.20642 OL CDC42BPA


0.30686 OL CAMSAP1 NC_056065.1 29250001 29270001 2.0428 0.239847 OL CDC42BPA


0.471189 OL CARMIL2;C NC_056065.1 29255001 29275001 1.99849 0.26418 OL CDC42BPA


0.459662 OL CARMIL2;C NC_056065.1 29260001 29280001 2.96482 0.369076 OL CDC42BPA







0.441908 OL CARMIL2;C NC_056065.1 29265001 29285001 2.97752 0.343557 OL CDC42BPA


0.265239 OL CBLB NC_056065.1 29270001 29290001 7.97694 0.343063 OL CDC42BPA


0.149387 OL CBLB NC_056065.1 29315001 29335001 31.1693 0.344854 OL CDC42BPA


0.146078 OL CBX3 NC_056065.1 29320001 29340001 12.6212 0.286857 OL CDC42BPA


0.409179 OL CBX7 NC_056065.1 29325001 29345001 11.2934 0.280487 OL CDC42BPA


0.388219 OL CBX7 NC_056065.1 29330001 29350001 5.89606 0.23219 OL CDC42BPA


0.298232 OL CBX7 NC_056065.1 29345001 29365001 2.29253 0.195273 OL CDC42BPA


0.198648 OL CCDC171 NC_056065.1 29350001 29370001 2.28381 0.230347 OL CDC42BPA


0.179449 OL CCDC171 NC_056065.1 29355001 29375001 2.2076 0.28148 OL CDC42BPA


0.258586 OL CCL1 NC_056065.1 29360001 29380001 2.28572 0.250871 OL CDC42BPA


0.324967 OL CCL1 NC_056065.1 29365001 29385001 2.48007 0.209379 OL CDC42BPA


0.2753 OL CCL1 NC_056071.1 65260001 65280001 10.8292 0.262207 OL CDC42BPB


0.220239 OL CCL1 NC_056069.1 49165001 49185001 2.0185 0.165563 OL CDH10


0.20103 OL CCNJ NC_056069.1 53510001 53530001 2.27951 0.166522 OL CDH18


0.254514 OL CCNJ NC_056067.1 29245001 29265001 19.7723 0.169055 OL CDH8


0.145717 OL CCSER1 NC_056064.1 39625001 39645001 2.04964 0.200045 OL CDK12


0.198757 OL CCSER1 NC_056064.1 39630001 39650001 2.18466 0.18371 OL CDK12


0.213548 OL CCSER1 NC_056064.1 39635001 39655001 2.41981 0.167956 OL CDK12


0.206481 OL CCSER1 NC_056064.1 39640001 39660001 2.68262 0.162916 OL CDK12


0.161676 OL CCSER1 NC_056064.1 39650001 39670001 2.42442 0.171076 OL CDK12


0.204173 OL CCSER1 NC_056064.1 39660001 39680001 2.245 0.195467 OL CDK12


0.229682 OL CCSER1 NC_056064.1 39665001 39685001 2.27928 0.180004 OL CDK12


0.222969 OL CCSER1 NC_056064.1 39670001 39690001 2.23207 0.203699 OL CDK12


0.170085 OL CCSER1 NC_056064.1 39675001 39695001 2.0717 0.249657 OL CDK12


0.187244 OL CCSER1 NC_056064.1 39680001 39700001 1.96552 0.260381 OL CDK12


0.242248 OL CCSER1 NC_056080.1 57595001 57615001 2.68682 0.158286 OL CDK16;UBA1


0.27467 OL CCSER1 NC_056080.1 57600001 57620001 2.6014 0.161698 OL CDK16;UBA1


0.229965 OL CCSER1 NC_056056.1 166130001 166150001 2.9768 0.171733 OL CDK17


0.170743 OL CCSER1 NC_056056.1 166135001 166155001 4.48622 0.163998 OL CDK17


0.152866 OL CCSER1 NC_056056.1 166140001 166160001 8.42658 0.168803 OL CDK17


0.198232 OL CCT4;COMMNC_056056.1 166145001 166165001 9.11888 0.174427 OL CDK17







0.168221 OL CD96 NC_056056.1 166150001 166170001 9.52444 0.231869 OL CDK17


0.241447 OL CD96 NC_056056.1 166155001 166175001 13.7582 0.297071 OL CDK17


0.188661 OL CDCA2;KCTNC_056056.1 166160001 166180001 12.9735 0.389502 OL CDK17


0.194678 OL CDH13 NC_056056.1 166165001 166185001 14.2418 0.459624 OL CDK17


0.194759 OL CDH18 NC_056056.1 166170001 166190001 14.7143 0.471509 OL CDK17


0.248455 OL CDH18 NC_056056.1 166175001 166195001 12.1546 0.46561 OL CDK17


0.282273 OL CDH18 NC_056056.1 166180001 166200001 8.21391 0.452514 OL CDK17


0.261306 OL CDH18 NC_056056.1 166185001 166205001 5.63462 0.397285 OL CDK17


0.240131 OL CDH18 NC_056056.1 166190001 166210001 3 0.285903 OL CDK17


0.220093 OL CDH18 NC_056056.1 166195001 166215001 2.69963 0.228717 OL CDK17


0.174856 OL CDH18 NC_056056.1 166200001 166220001 2.65067 0.212902 OL CDK17


0.157333 OL CDH18 NC_056056.1 166205001 166225001 3.67791 0.233458 OL CDK17


0.182307 OL CDH2 NC_056056.1 166210001 166230001 6.31475 0.290951 OL CDK17


0.179211 OL CDH2 NC_056061.1 26775001 26795001 3.47313 0.179826 OL CDK19


0.159091 OL CDH20 NC_056061.1 26780001 26800001 3.38956 0.184392 OL CDK19


0.191982 OL CDH20 NC_056056.1 8490001 8510001 2.4039 0.167485 OL CFAP157;PTRH1;STXBP1;TTC16


0.153584 OL CDH20 NC_056056.1 8495001 8515001 2.57199 0.17153 OL CFAP157;PTRH1;STXBP1;TTC16


0.263674 OL CDH23;PSAPNC_056056.1 8480001 8500001 2.11111 0.164583 OL CFAP157;PTRH1;TOR2A;TTC16


0.222962 OL CDH23;PSAPNC_056056.1 8500001 8520001 2.6456 0.175299 OL CFAP157;STXBP1


0.16802 OL CDH4 NC_056056.1 8505001 8525001 2.61087 0.195709 OL CFAP157;STXBP1


0.161962 OL CDH4 NC_056075.1 24380001 24400001 9.25542 0.176393 OL CFAP43;SFR1


0.157806 OL CDK19 NC_056080.1 35355001 35375001 2.73803 0.166985 OL CFAP47


0.163667 OL CDKL1 NC_056080.1 35360001 35380001 5.79199 0.278418 OL CFAP47


0.148603 OL CDKL1 NC_056080.1 35365001 35385001 7.1056 0.266554 OL CFAP47


0.14933 OL CDKN3;CNI NC_056080.1 35370001 35390001 13.3239 0.308479 OL CFAP47


0.214951 OL CDKN3;CNI NC_056080.1 35375001 35395001 17.1722 0.344989 OL CFAP47


0.216486 OL CDKN3;CNI NC_056080.1 35380001 35400001 18.3147 0.394605 OL CFAP47


0.156806 OL CDR2;POLR NC_056080.1 35385001 35405001 21.4197 0.439597 OL CFAP47


0.266258 OL CEP128 NC_056080.1 35390001 35410001 20.4959 0.414124 OL CFAP47


0.290789 OL CEP128 NC_056080.1 35395001 35415001 18.8158 0.392808 OL CFAP47


0.248455 OL CEP128 NC_056080.1 35400001 35420001 15.3571 0.328286 OL CFAP47







0.41891 OL CEP164 NC_056080.1 35460001 35480001 15.3414 0.338195 OL CFAP47


0.495522 OL CEP164 NC_056080.1 35465001 35485001 14.1927 0.354371 OL CFAP47


0.561659 OL CEP164 NC_056080.1 35470001 35490001 11.9569 0.401556 OL CFAP47


0.429903 OL CEP164 NC_056080.1 35475001 35495001 3.75074 0.363497 OL CFAP47


0.424184 OL CEP164 NC_056080.1 35480001 35500001 2.56811 0.260308 OL CFAP47


0.241909 OL CEP250 NC_056080.1 35485001 35505001 2.21669 0.257066 OL CFAP47


0.188172 OL CEP250 NC_056072.1 47200001 47220001 1.99041 0.233151 OL CHDH


0.217598 OL CEP250 NC_056072.1 47205001 47225001 1.95427 0.320601 OL CHDH


0.232301 OL CEP250;GDFNC_056072.1 47210001 47230001 1.9949 0.334025 OL CHDH


0.233178 OL CEP83 NC_056072.1 47215001 47235001 2.01105 0.335911 OL CHDH


0.235498 OL CEP85L NC_056055.1 135210001 135230001 2.27088 0.34406 OL CHN1


0.237717 OL CEP85L NC_056055.1 38340001 38360001 3.62745 0.210748 OL CHRNA2


0.222524 OL CEP85L NC_056055.1 38345001 38365001 4.42193 0.216106 OL CHRNA2;PTK2B


0.188566 OL CEP85L;PLNNC_056055.1 38350001 38370001 3.81399 0.191043 OL CHRNA2;PTK2B


0.223578 OL CEP85L;PLNNC_056055.1 38355001 38375001 3.55763 0.172248 OL CHRNA2;PTK2B


0.236823 OL CEP85L;PLNNC_056062.1 83485001 83505001 1.95682 0.392922 OL CIBAR1


0.167089 OL CERS3 NC_056056.1 60230001 60250001 2.16622 0.161584 OL CKAP2L


0.17864 OL CERS3 NC_056056.1 60235001 60255001 3.48232 0.184737 OL CKAP2L;NT5DC4


0.229307 OL CERS3 NC_056056.1 60240001 60260001 11.4752 0.225931 OL CKAP2L;NT5DC4


0.214262 OL CERS3 NC_056056.1 60245001 60265001 17.397 0.254589 OL CKAP2L;NT5DC4


0.175334 OL CERS3 NC_056054.1 197835001 197855001 11.1361 0.53544 OL CLDN1


0.15467 OL CERT1;POLKNC_056054.1 197840001 197860001 9.64788 0.521565 OL CLDN1


0.163017 OL CERT1;POLKNC_056054.1 197845001 197865001 6.76209 0.492962 OL CLDN1


0.212269 OL CFAP299 NC_056054.1 197850001 197870001 3.70714 0.394869 OL CLDN1


0.269948 OL CFAP299 NC_056054.1 197855001 197875001 2.32266 0.268235 OL CLDN1


0.229411 OL CFAP299 NC_056054.1 197860001 197880001 2.96021 0.232017 OL CLDN1


0.245617 OL CFAP300 NC_056054.1 197865001 197885001 2.62391 0.252576 OL CLDN1


0.257837 OL CFAP47 NC_056058.1 37410001 37430001 2.2508 0.268015 OL CLK4


0.160045 OL CFAP91 NC_056058.1 37415001 37435001 3.39335 0.292096 OL CLK4


0.229278 OL CFAP91 NC_056058.1 37420001 37440001 2.45357 0.230097 OL CLK4


0.231174 OL CFAP91 NC_056059.1 106360001 106380001 2.8453 0.165275 OL CLNK







0.16888 OL CFAP97D1;DNC_056054.1 249215001 249235001 2.07308 0.257288 OL CLSTN2


0.184417 OL CGNL1 NC_056054.1 249220001 249240001 2.15884 0.262111 OL CLSTN2


0.221443 OL CGNL1 NC_056054.1 249225001 249245001 2.18627 0.230071 OL CLSTN2


0.217572 OL CGNL1 NC_056072.1 2700001 2720001 2.65937 0.168857 OL CMC1;LOC114108644


0.185487 OL CGNL1 NC_056072.1 2705001 2725001 4.02006 0.220496 OL CMC1;LOC114108644


0.175719 OL CGNL1 NC_056072.1 2710001 2730001 4.49405 0.231219 OL CMC1;LOC114108644


0.336435 OL CHN1 NC_056072.1 2715001 2735001 4.14004 0.222886 OL CMC1;LOC114108644


0.345485 OL CHN1 NC_056060.1 10710001 10730001 2.27402 0.160005 OL CMYA5


0.156195 OL CHRDL2 NC_056055.1 85790001 85810001 3.74341 0.193795 OL CNTLN


0.208871 OL CIAO3;HAG NC_056072.1 23195001 23215001 2.09758 0.367904 OL CNTN4;IL5RA


0.151919 OL CIAO3;MSLNNC_056072.1 23200001 23220001 1.94686 0.270839 OL CNTN4;IL5RA


0.189527 OL CLASP1 NC_056068.1 10005001 10025001 2.31742 0.228309 OL CNTN5


0.196759 OL CLASP1 NC_056068.1 10010001 10030001 3.73405 0.214552 OL CNTN5


0.18744 OL CLASP1 NC_056068.1 10015001 10035001 6.14504 0.177963 OL CNTN5


0.18925 OL CLASP1 NC_056068.1 10020001 10040001 3.91483 0.165042 OL CNTN5


0.154878 OL CLCN4 NC_056054.1 80245001 80265001 2.50882 0.200177 OL COL11A1


0.270394 OL CMKLR2 NC_056054.1 80250001 80270001 3.21833 0.220977 OL COL11A1


0.202714 OL CMKLR2 NC_056054.1 80255001 80275001 2.23996 0.306428 OL COL11A1


0.285879 OL CMKLR2;EENC_056054.1 80260001 80280001 2.29263 0.326957 OL COL11A1


0.176036 OL CNGA2 NC_056058.1 37275001 37295001 3.15866 0.325358 OL COL23A1


0.208294 OL CNGA2 NC_056058.1 37280001 37300001 2.44503 0.296582 OL COL23A1


0.248786 OL CNGA2 NC_056058.1 37285001 37305001 1.95283 0.255125 OL COL23A1


0.279088 OL CNGA2 NC_056058.1 37290001 37310001 2.11463 0.269158 OL COL23A1


0.238808 OL CNGA2;FATNC_056058.1 37305001 37325001 2.3977 0.314661 OL COL23A1


0.261888 OL CNN3;SLC44NC_056058.1 37310001 37330001 2.36919 0.292235 OL COL23A1


0.311662 OL CNN3;SLC44NC_056058.1 37315001 37335001 2.6833 0.286069 OL COL23A1


0.146769 OL CNTLN NC_056058.1 37320001 37340001 2.556 0.246103 OL COL23A1


0.199717 OL CNTN4 NC_056058.1 37325001 37345001 2.16599 0.179089 OL COL23A1


0.183222 OL CNTN5 NC_056055.1 120355001 120375001 4.0364 0.177891 OL COL3A1


0.168422 OL CNTN5 NC_056055.1 120360001 120380001 3.82984 0.214276 OL COL3A1


0.197173 OL CNTN5 NC_056055.1 120365001 120385001 2.50884 0.240854 OL COL3A1







0.150919 OL CNTNAP2 NC_056055.1 120370001 120390001 3.40495 0.243327 OL COL3A1


0.158981 OL CNTNAP2 NC_056055.1 120375001 120395001 2.78983 0.195426 OL COL3A1


0.219147 OL CNTNAP5 NC_056055.1 120380001 120400001 2.44015 0.17133 OL COL3A1


0.281392 OL CNTNAP5 NC_056063.1 84480001 84500001 2.3 0.176126 OL COL4A2


0.25929 OL CNTNAP5 NC_056063.1 84485001 84505001 3.1354 0.204901 OL COL4A2


0.197775 OL CNTNAP5 NC_056063.1 84490001 84510001 2.65572 0.161232 OL COL4A2


0.214239 OL COL4A2 NC_056080.1 126675001 126695001 2.01875 0.252614 OL COL4A5


0.182828 OL COL4A2 NC_056080.1 126680001 126700001 2.80569 0.283829 OL COL4A5


0.176504 OL COL4A2 NC_056080.1 126685001 126705001 3.48509 0.268846 OL COL4A5


0.175046 OL COL4A2 NC_056080.1 126690001 126710001 2.7762 0.210255 OL COL4A5


0.159136 OL COL4A2 NC_056080.1 126695001 126715001 2.2214 0.161853 OL COL4A5


0.205948 OL COL4A2 NC_056055.1 120190001 120210001 2.02345 0.176996 OL COL5A2


0.205956 OL COL4A2 NC_056054.1 164980001 165000001 9.65323 0.158322 OL COL8A1


0.16184 OL COL4A2 NC_056065.1 64395001 64415001 3.28439 0.217762 OL COLGALT2;RGL1


0.151315 OL COL4A2 NC_056056.1 46200001 46220001 2.02443 0.293237 OL COMMD1


0.169114 OL COL4A5 NC_056056.1 46220001 46240001 2.1948 0.26643 OL COMMD1


0.240115 OL COL4A5 NC_056054.1 250310001 250330001 2.28088 0.209597 OL COPB2


0.244503 OL COL4A5 NC_056056.1 209540001 209560001 3.3871 0.210275 OL COPS7A


0.211954 OL COL4A5 NC_056056.1 209545001 209565001 4.52154 0.318826 OL COPS7A


0.169134 OL COL4A5 NC_056056.1 209550001 209570001 5.71052 0.368466 OL COPS7A


0.174076 OL COL4A6 NC_056070.1 64445001 64465001 2.9339 0.160907 OL CORO1C


0.197562 OL COL4A6 NC_056071.1 31420001 31440001 2.30535 0.226787 OL COX5A


0.260669 OL COL5A1 NC_056071.1 31425001 31445001 2.31035 0.203763 OL COX5A


0.176883 OL COMMD1 NC_056071.1 31430001 31450001 2.1875 0.194179 OL COX5A;FAM219B


0.192272 OL COMMD1 NC_056071.1 31435001 31455001 2.19122 0.205196 OL COX5A;FAM219B


0.202901 OL COMMD1 NC_056071.1 31410001 31430001 2.35826 0.24833 OL COX5A;RPP25


0.228835 OL CPED1 NC_056071.1 31415001 31435001 2.37515 0.248939 OL COX5A;RPP25


0.187559 OL CPED1 NC_056059.1 110840001 110860001 2.32558 0.174118 OL CPEB2


0.223412 OL CPED1;ING3NC_056059.1 110845001 110865001 2.47017 0.185051 OL CPEB2


0.243801 OL CPED1;ING3NC_056059.1 110850001 110870001 2.66936 0.210814 OL CPEB2


0.209031 OL CPLX3;LMANC_056059.1 110855001 110875001 2.58036 0.229904 OL CPEB2







0.18514 OL CPM NC_056059.1 110860001 110880001 2.31503 0.277032 OL CPEB2


0.230541 OL CPM NC_056059.1 110865001 110885001 2.38983 0.29658 OL CPEB2


0.275761 OL CPM NC_056059.1 110870001 110890001 2.06013 0.280535 OL CPEB2


0.290158 OL CPM NC_056059.1 110875001 110895001 1.99723 0.265989 OL CPEB2


0.172895 OL CPS1 NC_056059.1 110900001 110920001 2.5464 0.168235 OL CPEB2


0.250335 OL CPS1 NC_056057.1 87120001 87140001 2.43767 0.159553 OL CPED1


0.281977 OL CPS1 NC_056057.1 87125001 87145001 2.03019 0.167605 OL CPED1


0.264008 OL CPS1 NC_056072.1 22975001 22995001 2.15602 0.17525 OL CRBN


0.235938 OL CPS1 NC_056072.1 22980001 23000001 2.71453 0.198248 OL CRBN


0.256697 OL CPS1 NC_056072.1 22985001 23005001 2.71538 0.212265 OL CRBN


0.230607 OL CPS1 NC_056072.1 22990001 23010001 2.84653 0.199745 OL CRBN


0.192911 OL CPS1 NC_056072.1 22995001 23015001 2.16629 0.159828 OL CRBN


0.210154 OL CPS1 NC_056057.1 25795001 25815001 2.1872 0.196701 OL CRPPA


0.159494 OL CPS1 NC_056058.1 4250001 4270001 3.01321 0.158443 OL CRTC1;LOC101107864


0.45352 OL CRADD NC_056056.1 180955001 180975001 5.92857 0.158882 OL CSF2RB


0.505992 OL CRADD NC_056056.1 180960001 180980001 6.44444 0.168059 OL CSF2RB


0.455572 OL CRADD NC_056056.1 180965001 180985001 7.41813 0.1759 OL CSF2RB


0.324974 OL CRADD NC_056056.1 180970001 180990001 9.32342 0.204936 OL CSF2RB


0.278116 OL CRADD NC_056056.1 180975001 180995001 10.5983 0.198077 OL CSF2RB


0.243368 OL CRADD NC_056056.1 180980001 181000001 7.23256 0.198124 OL CSF2RB


0.200505 OL CRISP2 NC_056056.1 180985001 181005001 5.35993 0.195248 OL CSF2RB


0.224671 OL CRISP2 NC_056056.1 180990001 181010001 4.10298 0.197941 OL CSF2RB


0.231196 OL CRLF1;TME NC_056079.1 4115001 4135001 2.22727 0.176891 OL CSMD1


0.23211 OL CRPPA NC_056079.1 4120001 4140001 1.97677 0.193041 OL CSMD1


0.170011 OL CRPPA NC_056079.1 4125001 4145001 1.97817 0.188025 OL CSMD1


0.149071 OL CRPPA NC_056072.1 12480001 12500001 2.67217 0.167279 OL CSRNP1


0.155495 OL CSF2RB NC_056072.1 12475001 12495001 2.24616 0.193339 OL CSRNP1;TTC21A


0.163895 OL CSF2RB NC_056072.1 12485001 12505001 2.43042 0.230526 OL CSRNP1;XIRP1


0.152514 OL CSF2RB NC_056080.1 99840001 99860001 2.01755 0.223877 OL CT55;LOC114111389


0.19146 OL CSK NC_056080.1 99845001 99865001 2.16545 0.196366 OL CT55;LOC114111389


0.195744 OL CSK NC_056056.1 161815001 161835001 3.47992 0.265131 OL CTDSP2







0.166324 OL CSMD2 NC_056056.1 161820001 161840001 2.60688 0.257647 OL CTDSP2


0.186744 OL CSMD2 NC_056056.1 51195001 51215001 4.30373 0.194742 OL CTNNA2


0.162239 OL CTBP2 NC_056056.1 51200001 51220001 5.29554 0.180921 OL CTNNA2


0.162471 OL CTBP2 NC_056056.1 51310001 51330001 3.92302 0.158465 OL CTNNA2


0.367776 OL CTCF NC_056080.1 104885001 104905001 2.11765 0.374662 OL CUL4B


0.415859 OL CTCF NC_056080.1 104890001 104910001 2.29514 0.433411 OL CUL4B


0.427528 OL CTCF NC_056075.1 20495001 20515001 3.77795 0.159814 OL CUTC


0.431364 OL CTCF NC_056070.1 55120001 55140001 2.74828 0.158145 OL CUX2;PHETA1


0.438155 OL CTCF NC_056070.1 55130001 55150001 2.17948 0.170294 OL CUX2;PHETA1


0.452807 OL CTCF NC_056072.1 12550001 12570001 5.29508 0.272201 OL CX3CR1


0.471385 OL CTCF NC_056072.1 12555001 12575001 2.65821 0.167777 OL CX3CR1


0.465483 OL CTCF NC_056072.1 12560001 12580001 2.64477 0.211754 OL CX3CR1


0.270065 OL CTCF;RIPORNC_056072.1 12565001 12585001 2.54161 0.191438 OL CX3CR1


0.327236 OL CTLA4 NC_056072.1 12570001 12590001 2.90251 0.180787 OL CX3CR1


0.232812 OL CTLA4 NC_056072.1 12575001 12595001 2.88212 0.183181 OL CX3CR1


0.174187 OL CTNNA3 NC_056078.1 43895001 43915001 2.72893 0.187337 OL CXCL12


0.190711 OL CTSH;MORFNC_056078.1 43900001 43920001 3.30001 0.197911 OL CXCL12


0.195415 OL CTSH;MORFNC_056078.1 43905001 43925001 2.81559 0.229872 OL CXCL12


0.190801 OL CTSH;MORFNC_056078.1 43910001 43930001 2.63841 0.230048 OL CXCL12


0.158829 OL CUTC NC_056078.1 43915001 43935001 2.22638 0.205138 OL CXCL12


0.163101 OL CUTC NC_056060.1 69635001 69655001 3.42379 0.233997 OL DAAM1


0.194921 OL CUTC NC_056060.1 69640001 69660001 14.7584 0.378003 OL DAAM1


0.211155 OL CUTC NC_056060.1 69645001 69665001 20.3529 0.369874 OL DAAM1


0.155233 OL CUTC NC_056060.1 69680001 69700001 9.25597 0.161211 OL DAAM1;L3HYPDH


0.180227 OL CYP2C18 NC_056060.1 69685001 69705001 3.87564 0.180491 OL DAAM1;L3HYPDH


0.183542 OL DACH2 NC_056060.1 69690001 69710001 3.09476 0.185475 OL DAAM1;L3HYPDH


0.215392 OL DACH2 NC_056060.1 69710001 69730001 2.42786 0.252554 OL DAAM1;L3HYPDH


0.214422 OL DACH2 NC_056080.1 77875001 77895001 2.24436 0.164966 OL DACH2


0.190809 OL DACH2 NC_056080.1 77900001 77920001 2.16252 0.172191 OL DACH2


0.19603 OL DACH2 NC_056080.1 77905001 77925001 2.13297 0.172009 OL DACH2


0.196919 OL DACH2 NC_056080.1 77910001 77930001 1.98984 0.170922 OL DACH2







0.180858 OL DACH2 NC_056080.1 77915001 77935001 1.96202 0.165991 OL DACH2


0.202078 OL DACH2 NC_056080.1 77960001 77980001 2.31486 0.160278 OL DACH2


0.170228 OL DACH2 NC_056080.1 77965001 77985001 2.48576 0.172309 OL DACH2


0.163741 OL DACH2 NC_056080.1 77970001 77990001 2.54857 0.172477 OL DACH2


0.191762 OL DACH2 NC_056080.1 77975001 77995001 2.42384 0.162462 OL DACH2


0.159046 OL DACH2 NC_056080.1 78030001 78050001 2.44209 0.171232 OL DACH2


0.20407 OL DACH2 NC_056080.1 78035001 78055001 3.04853 0.205621 OL DACH2


0.213057 OL DACH2 NC_056080.1 78040001 78060001 3.74572 0.224015 OL DACH2


0.23158 OL DACH2 NC_056080.1 78045001 78065001 5.37453 0.255773 OL DACH2


0.22045 OL DACH2 NC_056080.1 78050001 78070001 6.99019 0.2635 OL DACH2


0.205077 OL DACH2 NC_056080.1 78055001 78075001 7.94002 0.255628 OL DACH2


0.213195 OL DACH2 NC_056080.1 78060001 78080001 7.2549 0.24256 OL DACH2


0.204613 OL DACH2 NC_056080.1 78065001 78085001 8.35459 0.239919 OL DACH2


0.183707 OL DACH2 NC_056080.1 78070001 78090001 8.04 0.246333 OL DACH2


0.189567 OL DACH2 NC_056080.1 78075001 78095001 6.68126 0.245995 OL DACH2


0.181394 OL DACH2 NC_056080.1 78080001 78100001 7.51723 0.256816 OL DACH2


0.193164 OL DACH2 NC_056080.1 78085001 78105001 5.92751 0.244878 OL DACH2


0.196795 OL DACH2 NC_056080.1 78090001 78110001 5.65 0.248402 OL DACH2


0.190867 OL DACH2 NC_056080.1 78095001 78115001 6.17647 0.256523 OL DACH2


0.182685 OL DACH2 NC_056080.1 78100001 78120001 5.02549 0.237496 OL DACH2


0.172335 OL DACH2 NC_056080.1 78105001 78125001 3.03439 0.245776 OL DACH2


0.153053 OL DACH2 NC_056080.1 78110001 78130001 2.47143 0.243851 OL DACH2


0.151935 OL DACH2 NC_056080.1 78115001 78135001 2.16515 0.235272 OL DACH2


0.158776 OL DACH2 NC_056080.1 78120001 78140001 2.06184 0.235103 OL DACH2


0.158642 OL DACH2 NC_056080.1 78125001 78145001 2.10594 0.234221 OL DACH2


0.164723 OL DACH2 NC_056080.1 78130001 78150001 2.11899 0.224224 OL DACH2


0.178596 OL DARS1 NC_056080.1 78135001 78155001 2.15044 0.21813 OL DACH2


0.161005 OL DARS1 NC_056080.1 78140001 78160001 2.13433 0.16763 OL DACH2


0.160194 OL DARS1 NC_056080.1 78200001 78220001 3.63022 0.19364 OL DACH2


0.185818 OL DCC NC_056080.1 78205001 78225001 4.98344 0.228877 OL DACH2


0.231054 OL DCC NC_056080.1 78210001 78230001 8.45176 0.258168 OL DACH2







0.230564 OL DCC NC_056080.1 78215001 78235001 8.0399 0.268795 OL DACH2


0.146026 OL DCLRE1C;MNC_056080.1 78220001 78240001 9.77031 0.278099 OL DACH2


0.193738 OL DCP1B NC_056080.1 78225001 78245001 8.55641 0.282635 OL DACH2


0.247361 OL DCP1B NC_056080.1 78230001 78250001 7.07509 0.273058 OL DACH2


0.19964 OL DCUN1D4 NC_056080.1 78235001 78255001 8.35405 0.275439 OL DACH2


0.255315 OL DCUN1D4 NC_056080.1 78240001 78260001 6.75122 0.269252 OL DACH2


0.29513 OL DCUN1D4 NC_056080.1 78245001 78265001 5.5814 0.251496 OL DACH2


0.291249 OL DCUN1D4 NC_056080.1 78250001 78270001 5.71858 0.248853 OL DACH2


0.270901 OL DCUN1D4 NC_056080.1 78255001 78275001 5.12512 0.241172 OL DACH2


0.206413 OL DDAH1 NC_056080.1 78260001 78280001 5.73928 0.241894 OL DACH2


0.297893 OL DDC NC_056080.1 78265001 78285001 6.23204 0.244853 OL DACH2


0.192922 OL DDX17 NC_056080.1 78270001 78290001 6.12018 0.250276 OL DACH2


0.191739 OL DDX17 NC_056080.1 78275001 78295001 5.9456 0.249356 OL DACH2


0.23127 OL DDX17;DMCNC_056080.1 78280001 78300001 5.44804 0.24796 OL DACH2


0.149808 OL DDX17;KDENC_056080.1 78285001 78305001 4.54647 0.222781 OL DACH2


0.170232 OL DDX17;KDENC_056080.1 78290001 78310001 3.68094 0.194586 OL DACH2


0.171439 OL DDX17;KDENC_056080.1 78295001 78315001 4.24825 0.206104 OL DACH2


0.215992 OL DDX28;DUSNC_056080.1 78300001 78320001 4.45636 0.206465 OL DACH2


0.249027 OL DDX6 NC_056080.1 78305001 78325001 4.62833 0.216598 OL DACH2


0.285244 OL DDX6 NC_056080.1 78310001 78330001 5.57142 0.247999 OL DACH2


0.301944 OL DDX6 NC_056080.1 78315001 78335001 3.63889 0.24058 OL DACH2


0.148911 OL DENND1B NC_056080.1 78320001 78340001 2.78817 0.22399 OL DACH2


0.320198 OL DENND1B NC_056080.1 78325001 78345001 2.30159 0.203828 OL DACH2


0.358086 OL DENND1B NC_056080.1 78330001 78350001 2.09091 0.21727 OL DACH2


0.336964 OL DENND1B NC_056080.1 78350001 78370001 1.995 0.230634 OL DACH2


0.276548 OL DENND1B NC_056080.1 78355001 78375001 2.31757 0.270018 OL DACH2


0.208723 OL DIABLO;VP NC_056080.1 78360001 78380001 2.16154 0.228446 OL DACH2


0.200947 OL DIABLO;VP NC_056080.1 78380001 78400001 2.10559 0.181107 OL DACH2


0.167273 OL DIABLO;VP NC_056080.1 78385001 78405001 2.10945 0.171877 OL DACH2


0.185528 OL DIAPH2 NC_056080.1 78390001 78410001 2.13889 0.188687 OL DACH2


0.196677 OL DIAPH2 NC_056080.1 78395001 78415001 2.26011 0.15924 OL DACH2







0.236773 OL DIAPH2 NC_056080.1 78400001 78420001 1.9899 0.180234 OL DACH2


0.184926 OL DIAPH2 NC_056080.1 78410001 78430001 1.96018 0.173008 OL DACH2


0.179023 OL DIAPH2 NC_056080.1 78415001 78435001 2.06073 0.204656 OL DACH2


0.168105 OL DIAPH2 NC_056080.1 78420001 78440001 2.51973 0.211283 OL DACH2


0.152619 OL DIAPH2 NC_056080.1 78425001 78445001 2.56463 0.216473 OL DACH2


0.162854 OL DIAPH2 NC_056080.1 78430001 78450001 2.42957 0.232206 OL DACH2


0.172722 OL DIAPH2 NC_056080.1 78435001 78455001 2.35582 0.224433 OL DACH2


0.153879 OL DIAPH2 NC_056080.1 78440001 78460001 2.06344 0.194979 OL DACH2


0.160785 OL DIAPH2 NC_056060.1 78965001 78985001 2.15362 0.232177 OL DCAF5


0.170708 OL DIAPH2 NC_056074.1 36385001 36405001 2.10193 0.364421 OL DDB1;TKFC


0.165268 OL DIAPH2 NC_056057.1 6180001 6200001 2.3181 0.186462 OL DDC


0.226991 OL DIAPH2 NC_056057.1 6185001 6205001 2.26691 0.207732 OL DDC


0.211301 OL DIAPH2 NC_056056.1 4250001 4270001 2.50484 0.174063 OL DDX31


0.168207 OL DIPK1A NC_056056.1 4255001 4275001 2.48926 0.182927 OL DDX31


0.146883 OL DIPK1A NC_056056.1 4260001 4280001 2.37724 0.164212 OL DDX31


0.161012 OL DIS3 NC_056057.1 78505001 78525001 1.98237 0.268314 OL DDX56;TMED4


0.159347 OL DLC1 NC_056068.1 43485001 43505001 5.12745 0.29322 OL DENND2B


0.189197 OL DLC1 NC_056068.1 43490001 43510001 5.49483 0.280996 OL DENND2B


0.165228 OL DLC1 NC_056068.1 43495001 43515001 4.74227 0.282838 OL DENND2B


0.166207 OL DLC1 NC_056068.1 43505001 43525001 2.3969 0.180708 OL DENND2B


0.155532 OL DLC1 NC_056068.1 43510001 43530001 2.19062 0.223702 OL DENND2B


0.274191 OL DLGAP4 NC_056068.1 43515001 43535001 2.17623 0.216335 OL DENND2B


0.173757 OL DLGAP5 NC_056060.1 12525001 12545001 2.3721 0.171844 OL DENND4A;SLC24A1


0.276138 OL DMC1 NC_056062.1 94220001 94240001 2.68564 0.173347 OL DEPTOR


0.286849 OL DMC1 NC_056057.1 23665001 23685001 2.05193 0.16704 OL DGKB


0.29059 OL DMC1 NC_056057.1 23670001 23690001 2.35883 0.162139 OL DGKB


0.1845 OL DMC1 NC_056074.1 44655001 44675001 4.40909 0.181064 OL DHCR7


0.200668 OL DMD NC_056067.1 38580001 38600001 2.26667 0.194617 OL DHODH


0.168092 OL DMD NC_056067.1 38585001 38605001 2.54762 0.225203 OL DHODH


0.363494 OL DMGDH NC_056067.1 38590001 38610001 2.58571 0.238313 OL DHODH


0.39842 OL DMGDH NC_056067.1 38595001 38615001 2.38436 0.266937 OL DHODH;PKD1L3







0.317269 OL DMGDH NC_056067.1 38600001 38620001 2.46205 0.282795 OL DHODH;PKD1L3


0.179539 OL DNAAF11 NC_056067.1 38605001 38625001 3.29724 0.241006 OL DHODH;PKD1L3


0.152852 OL DNAAF11 NC_056054.1 234080001 234100001 4.28355 0.165517 OL DHX36;GPR149


0.196749 OL DNAAF8;ZNNC_056070.1 53175001 53195001 2.49747 0.168934 OL DIABLO;VPS33A


0.175115 OL DNAH3;LYRNC_056080.1 137655001 137675001 2.39136 0.197065 OL DIAPH2


0.175634 OL DNAH3;LYRNC_056080.1 137760001 137780001 2.80279 0.179768 OL DIAPH2


0.218227 OL DNAJA2 NC_056065.1 25665001 25685001 2.22966 0.197062 OL DISP1


0.213051 OL DNAJC13 NC_056065.1 25670001 25690001 2.64748 0.194209 OL DISP1


0.296347 OL DNAJC13 NC_056065.1 25675001 25695001 2.12402 0.169699 OL DISP1


0.305267 OL DNAJC13 NC_056079.1 22810001 22830001 2.12213 0.180853 OL DLC1


0.273653 OL DNAJC13 NC_056073.1 17025001 17045001 3.53295 0.159972 OL DLK2;TJAP1


0.160489 OL DNM3 NC_056080.1 31160001 31180001 2.15743 0.183366 OL DMD


0.157826 OL DNM3 NC_056080.1 31170001 31190001 2.28252 0.206209 OL DMD


0.172612 OL DNM3 NC_056080.1 31175001 31195001 2.2177 0.200205 OL DMD


0.248737 OL DNM3 NC_056080.1 31850001 31870001 2.36875 0.179331 OL DMD


0.273747 OL DNM3 NC_056055.1 69300001 69320001 3.08893 0.225818 OL DMRT2


0.280917 OL DNM3 NC_056055.1 69305001 69325001 2.95876 0.197377 OL DMRT2


0.246314 OL DNM3 NC_056055.1 43510001 43530001 2.19284 0.194019 OL DMTN;FHIP2B


0.199442 OL DNM3 NC_056055.1 43515001 43535001 1.99423 0.170952 OL DMTN;FHIP2B


0.264778 OL DOCK7 NC_056067.1 14930001 14950001 2.55115 0.179823 OL DNAJA2


0.310498 OL DOCK7 NC_056078.1 23540001 23560001 2.26523 0.170038 OL DNAJC12


0.258652 OL DOCK7 NC_056054.1 257845001 257865001 2.00209 0.161648 OL DNAJC13;LOC101119869


0.19288 OL DOCK7 NC_056069.1 39345001 39365001 3.36812 0.36988 OL DNAJC21


0.212589 OL DPH1;HIC1;ONC_056069.1 39350001 39370001 3.43088 0.382155 OL DNAJC21


0.367239 OL DPY19L4 NC_056069.1 39355001 39375001 2.17153 0.296519 OL DNAJC21


0.443659 OL DPY19L4 NC_056054.1 37995001 38015001 3.85019 0.209868 OL DOCK7


0.462779 OL DPY19L4 NC_056054.1 38000001 38020001 3.58128 0.215821 OL DOCK7


0.402706 OL DPY19L4 NC_056054.1 38035001 38055001 2.27006 0.192561 OL DOCK7


0.313703 OL DPY19L4 NC_056054.1 38040001 38060001 3.58282 0.239675 OL DOCK7


0.267521 OL DTHD1 NC_056054.1 38045001 38065001 9.64151 0.303423 OL DOCK7


0.224027 OL DUS2 NC_056054.1 38050001 38070001 7.1089 0.260645 OL DOCK7







0.23032 OL DUS2 NC_056054.1 38055001 38075001 5.48648 0.206585 OL DOCK7


0.20486 OL DUS2;NFAT NC_056061.1 10230001 10250001 2.88303 0.224879 OL DOP1A


0.190705 OL DUSP3;SOSTNC_056061.1 10235001 10255001 2.54666 0.204801 OL DOP1A


0.179688 OL DUSP3;SOSTNC_056061.1 10240001 10260001 2.1284 0.24852 OL DOP1A


0.152778 OL DUSP7 NC_056061.1 10225001 10245001 2.05042 0.160817 OL DOP1A;UBE3D


0.178146 OL DYNC2H1 NC_056055.1 181100001 181120001 3.56693 0.378728 OL DPP10


0.169217 OL DYNC2H1 NC_056055.1 181105001 181125001 5.07857 0.408909 OL DPP10


0.154767 OL DYNC2H1 NC_056055.1 181110001 181130001 3.30294 0.352806 OL DPP10


0.14806 OL DYSF NC_056055.1 181115001 181135001 2.41824 0.284566 OL DPP10


0.147713 OL DYSF;LOC1 NC_056056.1 815001 835001 2.16927 0.20599 OL DPP7;LOC105605822


0.176145 OL DYSF;LOC1 NC_056080.1 132925001 132945001 1.97471 0.17654 OL DRP2


0.256699 OL EAF2;SLC15NC_056054.1 260845001 260865001 4.80245 0.173369 OL DSCAM


0.147172 OL ECE1 NC_056054.1 260850001 260870001 4.48982 0.198911 OL DSCAM


0.196272 OL ECE1 NC_056054.1 260855001 260875001 4.1451 0.216197 OL DSCAM


0.182611 OL ECE1 NC_056054.1 260860001 260880001 2.9184 0.182134 OL DSCAM


0.163974 OL ECE1 NC_056057.1 13785001 13805001 3.33324 0.253574 OL DYNC1I1


0.171903 OL ECH1;HNRNNC_056057.1 13790001 13810001 3.13841 0.215042 OL DYNC1I1


0.201345 OL ECH1;HNRNNC_056057.1 13795001 13815001 3.16572 0.18807 OL DYNC1I1


0.153171 OL ECH1;HNRNNC_056057.1 13800001 13820001 3.08182 0.187197 OL DYNC1I1


0.150459 OL ECT2L NC_056072.1 21160001 21180001 1.98798 0.205294 OL EDEM1


0.199687 OL ECT2L NC_056056.1 995001 1015001 2.2196 0.300063 OL EDF1;MAMDC4;TRAF2


0.243084 OL ECT2L NC_056056.1 990001 1010001 2.1411 0.30434 OL EDF1;TRAF2


0.187161 OL ECT2L NW_024599827 660001 680001 7.56392 0.332234 OL EFL1


0.154982 OL ECT2L;REPSNW_024599827 665001 685001 6.57892 0.31126 OL EFL1;SAXO2


0.198068 OL EDA NW_024599827 670001 690001 7.89128 0.231962 OL EFL1;SAXO2


0.327112 OL EDA NC_056056.1 38025001 38045001 2.30678 0.194331 OL EHD3


0.301849 OL EDA NC_056056.1 38030001 38050001 2.44611 0.218867 OL EHD3


0.287773 OL EDA NC_056057.1 61785001 61805001 1.97687 0.231358 OL ELMO1


0.227684 OL EDEM3 NC_056057.1 61795001 61815001 2 0.209618 OL ELMO1


0.318943 OL EDEM3 NC_056059.1 15545001 15565001 2.65614 0.15974 OL ELOVL6


0.332415 OL EDEM3 NC_056068.1 61330001 61350001 4.93846 0.174468 OL ELP4







0.263102 OL EDEM3 NC_056080.1 104085001 104105001 2.70797 0.161974 OL ENOX2


0.206393 OL EDEM3 NC_056080.1 104095001 104115001 3.21383 0.168389 OL ENOX2


0.162879 OL EDEM3 NC_056080.1 104100001 104120001 2.51282 0.194444 OL ENOX2


0.259989 OL EEF1B2;NDUNC_056080.1 104105001 104125001 2.6131 0.181832 OL ENOX2


0.155213 OL EEPD1 NC_056080.1 104110001 104130001 2.41609 0.160559 OL ENOX2


0.173099 OL EIF3B;LOC1 NC_056080.1 104115001 104135001 2.26963 0.176878 OL ENOX2


0.152613 OL EIF4E3;GPR NC_056080.1 104120001 104140001 3.28784 0.167929 OL ENOX2


0.16689 OL ELAVL2 NC_056056.1 218140001 218160001 1.98678 0.163349 OL EP300


0.164861 OL ELFN2 NC_056056.1 218145001 218165001 2.19355 0.215913 OL EP300


0.169563 OL ELFN2 NC_056056.1 218150001 218170001 2.77249 0.238661 OL EP300


0.166741 OL ELFN2 NC_056056.1 218155001 218175001 4.05042 0.267677 OL EP300


0.176692 OL ELFN2 NC_056056.1 218160001 218180001 3.29586 0.249773 OL EP300


0.175095 OL ELFN2 NC_056066.1 65255001 65275001 2.2706 0.203768 OL EPB41L1


0.147011 OL ELMO1 NC_056066.1 65260001 65280001 2.09172 0.159343 OL EPB41L1


0.246909 OL ELP6 NC_056066.1 65265001 65285001 2.41044 0.158381 OL EPB41L1


0.302112 OL ELP6 NC_056066.1 65270001 65290001 2.47711 0.163806 OL EPB41L1


0.304274 OL ELP6 NC_056054.1 12560001 12580001 3.87979 0.169492 OL EPHA10


0.237992 OL ELP6;LOC10NC_056054.1 162090001 162110001 2.42757 0.18959 OL EPHA6


0.162285 OL ELP6;LOC10NC_056054.1 162755001 162775001 13.0235 0.16893 OL EPHA6


0.195321 OL EMILIN2 NC_056054.1 162760001 162780001 23.6452 0.175559 OL EPHA6


0.181572 OL EML5 NC_056061.1 44170001 44190001 2.72357 0.191371 OL EPHA7


0.243388 OL EML5 NC_056061.1 44175001 44195001 4.37482 0.19371 OL EPHA7


0.210412 OL EML5 NC_056058.1 6355001 6375001 14.5489 0.183447 OL EPS15L1


0.187321 OL EML5 NC_056058.1 6360001 6380001 9.74501 0.177823 OL EPS15L1


0.157647 OL EML6 NC_056056.1 199845001 199865001 2.27467 0.158082 OL EPS8


0.156582 OL EML6 NC_056056.1 199850001 199870001 4.25911 0.271538 OL EPS8


0.151064 OL EML6 NC_056056.1 199855001 199875001 6.51759 0.29159 OL EPS8


0.147524 OL EML6 NC_056056.1 199860001 199880001 4.39896 0.2708 OL EPS8


0.146715 OL EML6 NC_056056.1 199865001 199885001 2.68819 0.230276 OL EPS8


0.190275 OL ENOX2 NC_056056.1 199925001 199945001 2.53912 0.161204 OL EPS8


0.188596 OL ENOX2 NC_056055.1 214145001 214165001 2.26577 0.194984 OL ERBB4







0.169201 OL ENOX2 NC_056055.1 214150001 214170001 2.16568 0.28917 OL ERBB4


0.197651 OL ENOX2 NC_056055.1 214160001 214180001 2.1259 0.255222 OL ERBB4


0.205577 OL ENOX2 NC_056055.1 214165001 214185001 2.32221 0.212239 OL ERBB4


0.235128 OL ENOX2 NC_056055.1 214170001 214190001 2.30353 0.170251 OL ERBB4


0.221644 OL ENOX2 NC_056072.1 44975001 44995001 3.31148 0.160598 OL ERC2


0.171681 OL ENOX2 NC_056072.1 44985001 45005001 3.34615 0.221473 OL ERC2


0.189387 OL ENOX2;LOCNC_056072.1 44990001 45010001 3.03949 0.249807 OL ERC2


0.14858 OL EPS15L1 NC_056072.1 45460001 45480001 3.57913 0.190538 OL ERC2


0.176573 OL EPS15L1 NC_056072.1 45465001 45485001 4.17235 0.205856 OL ERC2


0.176323 OL EPS15L1 NC_056069.1 18550001 18570001 5.3037 0.203611 OL ERCC8


0.184098 OL EPS15L1 NC_056069.1 18555001 18575001 4.09866 0.173027 OL ERCC8


0.165444 OL EPS15L1 NC_056069.1 18540001 18560001 2.81742 0.158884 OL ERCC8;NDUFAF2


0.177897 OL EPS8 NC_056069.1 18545001 18565001 3.76761 0.202509 OL ERCC8;NDUFAF2


0.250388 OL EPS8 NC_056054.1 50800001 50820001 2.69743 0.157468 OL ERICH3


0.274206 OL EPS8 NC_056056.1 133230001 133250001 1.95048 0.201494 OL ESPL1;MFSD5


0.258309 OL EPS8 NC_056061.1 76880001 76900001 3.2591 0.170857 OL ESR1


0.243286 OL EPS8 NC_056061.1 76890001 76910001 3.55113 0.172527 OL ESR1;SYNE1


0.18966 OL EPS8 NC_056074.1 29270001 29290001 2.02025 0.173857 OL ETS1


0.188491 OL EPS8 NC_056065.1 41785001 41805001 2.72978 0.398225 OL EXOSC10


0.180439 OL EPS8 NC_056065.1 41770001 41790001 2.15789 0.435213 OL EXOSC10;MTOR


0.182078 OL EPS8 NC_056065.1 41775001 41795001 3.4633 0.436426 OL EXOSC10;MTOR


0.178635 OL EPS8 NC_056065.1 41780001 41800001 4.18334 0.419836 OL EXOSC10;MTOR


0.236756 OL EPS8 NC_056062.1 59390001 59410001 2.10833 0.359189 OL EXT1


0.205524 OL EPS8 NC_056062.1 59395001 59415001 2.10586 0.277209 OL EXT1


0.256382 OL EPS8L3;GSTNC_056074.1 27060001 27080001 3.35295 0.171766 OL FAM118B;FOXRED1;SRPRA


0.25373 OL EPS8L3;GSTNC_056074.1 27065001 27085001 2.29006 0.225176 OL FAM118B;FOXRED1;SRPRA


0.155274 OL ERBB4 NC_056074.1 27055001 27075001 2.20624 0.157635 OL FAM118B;SRPRA


0.151531 OL ERBB4 NC_056066.1 29250001 29270001 1.97782 0.169223 OL FAM171A1


0.16867 OL ERBB4 NC_056055.1 122665001 122685001 2.2103 0.261271 OL FAM171B


0.179688 OL ERC1 NC_056055.1 122670001 122690001 2.48634 0.295559 OL FAM171B


0.155969 OL ERC1 NC_056055.1 122675001 122695001 2.57144 0.287417 OL FAM171B;ITGAV







0.32323 OL ERC1 NC_056055.1 122680001 122700001 2.36585 0.280803 OL FAM171B;ITGAV


0.415032 OL ERC1 NC_056055.1 122685001 122705001 2.15294 0.281241 OL FAM171B;ITGAV


0.405462 OL ERC1 NC_056071.1 31440001 31460001 2.20065 0.229013 OL FAM219B;MPI


0.183923 OL ERC2 NC_056071.1 31445001 31465001 2.07672 0.220481 OL FAM219B;MPI


0.164041 OL ERC2 NC_056071.1 31450001 31470001 1.9825 0.206819 OL FAM219B;MPI


0.242243 OL ERC2 NC_056078.1 25130001 25150001 2.22636 0.226059 OL FAM241B


0.167971 OL ERC2 NC_056078.1 25135001 25155001 2.31984 0.222159 OL FAM241B


0.178169 OL ERP44;INVS NC_056078.1 25140001 25160001 2.34607 0.194364 OL FAM241B


0.156903 OL ESR2;SYNE2NC_056067.1 14190001 14210001 2.62 0.163488 OL FANCA;SPIRE2


0.159418 OL ETS1 NC_056080.1 13015001 13035001 2.15086 0.240813 OL FANCB


0.147025 OL EVC2 NC_056080.1 13020001 13040001 4.79999 0.24763 OL FANCB


0.147148 OL EVC2 NC_056080.1 13025001 13045001 5.75728 0.242605 OL FANCB;MOSPD2


0.285965 OL EXOSC10;MNC_056080.1 13030001 13050001 6.00884 0.199398 OL FANCB;MOSPD2


0.276668 OL EXOSC10;MNC_056055.1 31065001 31085001 2.88085 0.160554 OL FANCC


0.265761 OL EXOSC10;MNC_056055.1 31070001 31090001 2.6681 0.170109 OL FANCC


0.414006 OL EXT1 NC_056068.1 38810001 38830001 5.18979 0.232566 OL FAR1


0.153429 OL FAH NC_056056.1 106235001 106255001 2.05955 0.19246 OL FBLN7


0.154717 OL FAM133A NC_056056.1 106260001 106280001 1.9537 0.177469 OL FBLN7


0.149245 OL FAM133A NC_056058.1 12270001 12290001 2.37004 0.193304 OL FBXL12;PIN1;UBL5


0.153309 OL FAM133A NC_056058.1 12260001 12280001 2.52244 0.201265 OL FBXL12;UBL5


0.159132 OL FAM133A NC_056058.1 12265001 12285001 2.54897 0.197445 OL FBXL12;UBL5


0.149962 OL FAM133A;N NC_056058.1 104715001 104735001 2.28571 0.209357 OL FBXL17


0.150526 OL FAM172A NC_056058.1 104720001 104740001 2.04493 0.201922 OL FBXL17


0.15006 OL FAM172A NC_056070.1 5380001 5400001 5.64287 0.319078 OL FBXW7


0.364159 OL FAM189A2 NC_056070.1 5385001 5405001 11.0884 0.378429 OL FBXW7


0.478166 OL FAM189A2 NC_056070.1 5405001 5425001 23.7174 0.318361 OL FBXW7


0.280435 OL FAM189A2 NC_056070.1 5410001 5430001 3.01901 0.201406 OL FBXW7


0.183255 OL FAM189A2 NC_056054.1 110815001 110835001 2.35264 0.168184 OL FCRL6


0.20802 OL FAM219B;MNC_056058.1 105365001 105385001 1.94921 0.162417 OL FER


0.177484 OL FAR2 NC_056060.1 63665001 63685001 9.51514 0.163248 OL FERMT2


0.209027 OL FAR2 NC_056072.1 57395001 57415001 2.07241 0.158661 OL FGD5







0.183275 OL FAR2 NC_056070.1 4885001 4905001 1.98941 0.181086 OL FHDC1


0.215951 OL FATE1 NC_056056.1 97170001 97190001 2.87993 0.213073 OL FHL2


0.184502 OL FATE1 NC_056056.1 97175001 97195001 4.4488 0.19486 OL FHL2


0.202916 OL FATE1;PRRGNC_056056.1 97180001 97200001 9.70086 0.184786 OL FHL2


0.180018 OL FBXL17 NC_056061.1 27795001 27815001 2.19299 0.168645 OL FIG4


0.227475 OL FBXL17 NC_056061.1 27800001 27820001 2.23831 0.183576 OL FIG4


0.198753 OL FBXL17 NC_056061.1 27805001 27825001 2.82774 0.251191 OL FIG4


0.187883 OL FBXL17 NC_056059.1 69660001 69680001 2.05706 0.29028 OL FIP1L1


0.161763 OL FBXL17 NC_056059.1 69665001 69685001 2.01688 0.289806 OL FIP1L1


0.154219 OL FBXL17 NC_056059.1 69670001 69690001 2.0038 0.294969 OL FIP1L1;LNX1


0.153868 OL FBXL17 NC_056059.1 69675001 69695001 2.09536 0.290807 OL FIP1L1;LNX1


0.181544 OL FBXL7 NC_056059.1 69680001 69700001 2.23929 0.292151 OL FIP1L1;LNX1


0.162734 OL FBXL7 NC_056055.1 157035001 157055001 2.30789 0.184417 OL FMNL2


0.162671 OL FBXO43;POLNC_056055.1 157040001 157060001 2.47631 0.188671 OL FMNL2


0.16087 OL FBXW7 NC_056055.1 157045001 157065001 2.9852 0.209908 OL FMNL2


0.147592 OL FBXW7 NC_056080.1 87735001 87755001 3.52014 0.295449 OL FMR1


0.205454 OL FCER1A NC_056058.1 20490001 20510001 2.02792 0.253673 OL FNIP1


0.30472 OL FCER1A;LO NC_056058.1 20495001 20515001 2.22587 0.271749 OL FNIP1


0.294289 OL FCER1A;LO NC_056058.1 20500001 20520001 2.83897 0.30833 OL FNIP1


0.206481 OL FGD1 NC_056058.1 20505001 20525001 3.57543 0.342272 OL FNIP1


0.178243 OL FGF10 NC_056058.1 20510001 20530001 3.8559 0.336962 OL FNIP1


0.254988 OL FGF10 NC_056058.1 20515001 20535001 3.49483 0.305175 OL FNIP1


0.277244 OL FGF10 NC_056058.1 20520001 20540001 2.6134 0.255149 OL FNIP1


0.271961 OL FGF10 NC_056058.1 20525001 20545001 4.13866 0.333316 OL FNIP1


0.19037 OL FGF10 NC_056058.1 20530001 20550001 6.59741 0.392892 OL FNIP1


0.169554 OL FGF2 NC_056058.1 20535001 20555001 6.71724 0.409536 OL FNIP1


0.15171 OL FGFR2 NC_056058.1 20540001 20560001 5.79603 0.404162 OL FNIP1


0.161963 OL FGGY NC_056058.1 20545001 20565001 4.69879 0.396071 OL FNIP1


0.148199 OL FHOD3 NC_056058.1 20550001 20570001 2.57683 0.322351 OL FNIP1


0.14672 OL FHOD3 NC_056058.1 20470001 20490001 2.02368 0.205416 OL FNIP1;MEIKIN


0.148366 OL FHOD3 NC_056058.1 20475001 20495001 2.05623 0.232175 OL FNIP1;MEIKIN







0.148825 OL FILIP1 NC_056058.1 20480001 20500001 2.03434 0.246468 OL FNIP1;MEIKIN


0.161769 OL FILIP1 NC_056055.1 89300001 89320001 2.27722 0.173864 OL FOCAD


0.20548 OL FILIP1 NC_056060.1 99015001 99035001 2.13753 0.199545 OL FOXN3


0.198521 OL FILIP1 NC_056060.1 99020001 99040001 2.26146 0.18436 OL FOXN3


0.164335 OL FITM2;GDAPNC_056060.1 99025001 99045001 2.63715 0.232319 OL FOXN3


0.165744 OL FITM2;GDAPNC_056060.1 99030001 99050001 3.39363 0.27076 OL FOXN3


0.154543 OL FLCN;LOC1 NC_056060.1 99035001 99055001 2.55868 0.238043 OL FOXN3


0.1517 OL FLCN;PLD6 NC_056057.1 55750001 55770001 2.40311 0.252585 OL FOXP2


0.147792 OL FLT3;URAD NC_056057.1 55755001 55775001 2.81569 0.260741 OL FOXP2


0.18488 OL FLT4 NC_056057.1 55870001 55890001 10.4811 0.225745 OL FOXP2


0.193282 OL FLT4 NC_056057.1 55875001 55895001 10.9754 0.205078 OL FOXP2


0.180869 OL FLT4 NC_056057.1 55880001 55900001 16.1619 0.291228 OL FOXP2


0.185544 OL FLT4 NC_056057.1 55885001 55905001 10.7824 0.29973 OL FOXP2


0.209426 OL FMN1 NC_056057.1 55890001 55910001 4.08058 0.207972 OL FOXP2


0.147592 OL FMNL2 NC_056057.1 55895001 55915001 2.95174 0.185987 OL FOXP2


0.188836 OL FMNL2 NC_056074.1 27070001 27090001 1.9598 0.2702 OL FOXRED1;LOC101118490;SRPRA


0.194962 OL FNDC1 NC_056059.1 93520001 93540001 1.9722 0.157506 OL FRAS1


0.285077 OL FNDC1 NC_056059.1 93525001 93545001 3.33572 0.238568 OL FRAS1


0.298231 OL FNDC1 NC_056059.1 93530001 93550001 4.65464 0.239353 OL FRAS1


0.279294 OL FNDC1 NC_056059.1 93535001 93555001 3.42491 0.215148 OL FRAS1


0.211507 OL FNDC1 NC_056059.1 93540001 93560001 2.19294 0.212296 OL FRAS1


0.261822 OL FOCAD NC_056059.1 93565001 93585001 2.6448 0.170338 OL FRAS1


0.221059 OL FOCAD NC_056066.1 27685001 27705001 1.94743 0.167244 OL FRMD4A


0.226844 OL FOXN3 NC_056072.1 32445001 32465001 2.98164 0.185821 OL FRMD4B


0.178717 OL FOXP1 NC_056071.1 53320001 53340001 5.05032 0.295443 OL FRMD5


0.289154 OL FOXP2 NC_056071.1 53325001 53345001 5.06061 0.298918 OL FRMD5


0.306635 OL FOXP2 NC_056071.1 53330001 53350001 3.21136 0.23682 OL FRMD5


0.265222 OL FOXP2 NC_056071.1 53335001 53355001 2.3209 0.172881 OL FRMD5


0.231205 OL FOXP2 NC_056071.1 53310001 53330001 2.48099 0.213849 OL FRMD5;WDR76


0.154602 OL FOXP2 NC_056071.1 53315001 53335001 3.7721 0.263648 OL FRMD5;WDR76


0.156383 OL FOXP2 NC_056055.1 202235001 202255001 4.13707 0.164809 OL FTCDNL1







0.162788 OL FOXP2 NC_056071.1 3280001 3300001 4.90516 0.159699 OL GABRB3


0.155611 OL FRAS1 NC_056071.1 3285001 3305001 13.4856 0.182403 OL GABRB3


0.152308 OL FRAS1 NC_056071.1 3295001 3315001 10.6137 0.176403 OL GABRB3


0.150681 OL FRAS1 NC_056058.1 71340001 71360001 8.84482 0.163927 OL GABRG2


0.154657 OL FRMD5 NC_056061.1 48295001 48315001 2.04718 0.211642 OL GABRR1


0.155482 OL FRMD5 NC_056061.1 48300001 48320001 2.68166 0.240641 OL GABRR1


0.151042 OL FRMD5 NC_056061.1 48305001 48325001 2.86565 0.256732 OL GABRR1


0.169076 OL FRMD5;WDRNC_056061.1 48310001 48330001 2.91417 0.243771 OL GABRR1;PM20D2


0.162483 OL FRMD5;WDRNC_056056.1 125880001 125900001 2.12084 0.162301 OL GALNT4;POC1B


0.161571 OL FRMD5;WDRNC_056056.1 125885001 125905001 2.46214 0.174216 OL GALNT4;POC1B


0.21582 OL FRMD6 NC_056056.1 211220001 211240001 1.97688 0.157494 OL GALNT8


0.147174 OL FRY NC_056056.1 211225001 211245001 2.40963 0.212408 OL GALNT8


0.199179 OL FUS NC_056056.1 211230001 211250001 2.50855 0.21249 OL GALNT8


0.235761 OL FUS NC_056056.1 211235001 211255001 2.38889 0.233898 OL GALNT8


0.200974 OL FUS NC_056055.1 108165001 108185001 7.77523 0.166382 OL GALNTL6


0.223286 OL FUS NC_056056.1 33390001 33410001 2.04669 0.325716 OL GAREM2


0.246277 OL FUS;LOC101NC_056074.1 19595001 19615001 5.86005 0.224437 OL GAS2


0.250964 OL FUS;LOC101NC_056074.1 19600001 19620001 18.6141 0.267347 OL GAS2


0.175906 OL FUT4 NC_056074.1 19605001 19625001 9.10244 0.234705 OL GAS2


0.158013 OL FZD3 NC_056074.1 19610001 19630001 4.71313 0.229676 OL GAS2


0.159701 OL FZD3 NC_056054.1 150040001 150060001 5.47416 0.249978 OL GBE1


0.163369 OL GABRB3 NC_056054.1 150045001 150065001 22.2353 0.301423 OL GBE1


0.15185 OL GABRB3 NC_056054.1 150050001 150070001 12.0152 0.284972 OL GBE1


0.217596 OL GABRR2;UBNC_056064.1 50550001 50570001 2.40734 0.158273 OL GCGR;MCRIP1


0.215478 OL GABRR2;UBNC_056055.1 64415001 64435001 2.30378 0.21364 OL GDA


0.230541 OL GABRR2;UBNC_056055.1 64420001 64440001 2.65987 0.222731 OL GDA


0.262515 OL GALNT18 NC_056067.1 34800001 34820001 2.08108 0.261981 OL GFOD2


0.2429 OL GALNT18 NC_056067.1 34805001 34825001 2.02016 0.241845 OL GFOD2


0.151224 OL GALNT7 NC_056067.1 34810001 34830001 2.08805 0.167711 OL GFOD2;RANBP10


0.149901 OL GALNT7 NC_056072.1 7345001 7365001 2.38542 0.175358 OL GLB1


0.252694 OL GCHFR;RMDNC_056073.1 50595001 50615001 2.1 0.198864 OL GMDS







0.205054 OL GCKR NC_056073.1 50600001 50620001 2.19075 0.225146 OL GMDS


0.219713 OL GCKR NC_056073.1 50605001 50625001 2.21789 0.203704 OL GMDS


0.17541 OL GCKR NC_056073.1 50610001 50630001 2.29434 0.190179 OL GMDS


0.195828 OL GDA NC_056073.1 50615001 50635001 2.11323 0.196844 OL GMDS


0.184788 OL GDA NC_056073.1 50625001 50645001 2.0209 0.173436 OL GMDS


0.282418 OL GDAP1L1 NC_056073.1 50630001 50650001 2.02433 0.179965 OL GMDS


0.255125 OL GDAP1L1 NC_056073.1 50635001 50655001 2.07541 0.180184 OL GMDS


0.227477 OL GDAP1L1 NC_056073.1 50640001 50660001 2.13944 0.193961 OL GMDS


0.243186 OL GDAP1L1 NC_056073.1 50645001 50665001 2.15175 0.195771 OL GMDS


0.207273 OL GDAP1L1 NC_056073.1 50650001 50670001 1.95915 0.17109 OL GMDS


0.18964 OL GDF5 NC_056057.1 12010001 12030001 2.40863 0.293065 OL GNG11;GNGT1


0.201058 OL GJD3 NC_056060.1 42905001 42925001 4.28524 0.17583 OL GNG2


0.17874 OL GLG1 NC_056060.1 42910001 42930001 3.42693 0.191364 OL GNG2


0.198285 OL GLI2 NC_056060.1 42915001 42935001 3.35027 0.175709 OL GNG2


0.158734 OL GLRB NC_056060.1 42920001 42940001 3.61271 0.20052 OL GNG2


0.148316 OL GLRB NC_056060.1 42930001 42950001 3.06868 0.157982 OL GNG2


0.18356 OL GLRB NC_056059.1 98975001 98995001 3.63572 0.167824 OL GPAT3


0.153408 OL GNA14 NC_056059.1 98980001 99000001 3.42878 0.165128 OL GPAT3


0.160189 OL GNA14 NC_056059.1 98985001 99005001 2.95568 0.16196 OL GPAT3


0.173326 OL GNA14 NC_056067.1 42975001 42995001 2.07682 0.18207 OL GPATCH1


0.217351 OL GNA14 NC_056063.1 66930001 66950001 2.41898 0.182676 OL GPC5


0.177053 OL GNA14 NC_056063.1 67240001 67260001 1.97063 0.325288 OL GPC5


0.258574 OL GNAI3 NC_056055.1 153050001 153070001 2.91916 0.168777 OL GPD2


0.309694 OL GNAI3 NC_056055.1 153055001 153075001 3.38163 0.193635 OL GPD2


0.295269 OL GNAI3 NC_056055.1 153060001 153080001 3.10514 0.188559 OL GPD2


0.260696 OL GNAI3 NC_056055.1 153065001 153085001 2.72903 0.193695 OL GPD2


0.149834 OL GNAQ NC_056055.1 153080001 153100001 2.26919 0.1844 OL GPD2


0.194562 OL GNE NC_056055.1 153085001 153105001 2.13839 0.204867 OL GPD2


0.169801 OL GNE NC_056062.1 14295001 14315001 1.95158 0.196034 OL GPIHBP1


0.154285 OL GNE NC_056055.1 135555001 135575001 4.78017 0.492328 OL GPR155


0.1657 OL GNE NC_056055.1 135560001 135580001 12.1224 0.541298 OL GPR155







0.178595 OL GNE NC_056055.1 135565001 135585001 2.86338 0.418229 OL GPR155


0.223317 OL GNE NC_056080.1 70345001 70365001 2.08812 0.319187 OL GPR174


0.254929 OL GNE NC_056080.1 70350001 70370001 2.04247 0.298584 OL GPR174


0.157303 OL GOLGA7B NC_056080.1 70355001 70375001 1.99187 0.302854 OL GPR174


0.162562 OL GOLGB1 NC_056067.1 14890001 14910001 5.00197 0.196767 OL GPT2


0.202075 OL GOLGB1 NC_056057.1 6065001 6085001 2.42829 0.250818 OL GRB10


0.200061 OL GOPC NC_056062.1 75825001 75845001 2.03937 0.244346 OL GRHL2


0.164317 OL GOPC NC_056062.1 75830001 75850001 2.34946 0.219855 OL GRHL2


0.156093 OL GOPC;LOC1 NC_056062.1 75835001 75855001 1.97846 0.202665 OL GRHL2


0.189202 OL GOPC;LOC1 NC_056062.1 75840001 75860001 2.11332 0.215685 OL GRHL2


0.174662 OL GPAT3 NC_056055.1 51315001 51335001 2.49351 0.252746 OL GRHPR


0.169777 OL GPAT3 NC_056055.1 51300001 51320001 3.06024 0.225711 OL GRHPR;ZBTB5


0.172819 OL GPAT3 NC_056055.1 51305001 51325001 2.95436 0.237931 OL GRHPR;ZBTB5


0.233632 OL GPATCH2 NC_056055.1 51310001 51330001 2.83092 0.240976 OL GRHPR;ZBTB5


0.216731 OL GPATCH2 NC_056059.1 32210001 32230001 2.79464 0.193981 OL GRID2


0.163806 OL GPATCH2 NC_056059.1 32215001 32235001 2.71769 0.175943 OL GRID2


0.208323 OL GPC4 NC_056059.1 32220001 32240001 2.71014 0.200737 OL GRID2


0.172932 OL GPC4 NC_056059.1 32225001 32245001 2.91243 0.245603 OL GRID2


0.283356 OL GPC5 NC_056059.1 32230001 32250001 3.95491 0.239413 OL GRID2


0.261744 OL GPC5 NC_056059.1 32235001 32255001 3.94005 0.22731 OL GRID2


0.196517 OL GPC5 NC_056059.1 32240001 32260001 2.97696 0.196363 OL GRID2


0.156742 OL GPC5 NC_056061.1 35435001 35455001 2.62918 0.262206 OL GRIK2


0.156759 OL GPC5 NC_056061.1 35440001 35460001 2.88401 0.270747 OL GRIK2


0.149216 OL GPC5 NC_056061.1 35445001 35465001 2.63097 0.228657 OL GRIK2


0.147233 OL GPC5 NC_056061.1 35450001 35470001 2.05309 0.16814 OL GRIK2


0.153801 OL GPC5 NC_056077.1 9105001 9125001 3.16874 0.17217 OL GRIN2A


0.159041 OL GPC5 NC_056077.1 9110001 9130001 4.65577 0.224971 OL GRIN2A


0.150847 OL GPC5 NC_056077.1 9115001 9135001 4.76951 0.232292 OL GRIN2A


0.237962 OL GPC5 NC_056077.1 9120001 9140001 3.09134 0.19806 OL GRIN2A


0.247006 OL GPC5 NC_056070.1 65575001 65595001 2.00421 0.188903 OL GRK3


0.180612 OL GPC5 NC_056070.1 65580001 65600001 2.16167 0.299535 OL GRK3







0.182416 OL GPSM2 NC_056066.1 64225001 64245001 2.5625 0.176108 OL GSS


0.146134 OL GPSM2 NC_056066.1 64230001 64250001 2.14149 0.224749 OL GSS


0.200666 OL GREB1 NC_056066.1 64245001 64265001 2.21591 0.324778 OL GSS


0.157763 OL GREB1 NC_056066.1 45940001 45960001 2.46932 0.340757 OL GTPBP4


0.16057 OL GREB1 NC_056070.1 43695001 43715001 2.2392 0.159576 OL GUCY1A1


0.153549 OL GREB1 NC_056056.1 144875001 144895001 2.46102 0.283196 OL GXYLT1


0.189805 OL GRHL2 NC_056056.1 144880001 144900001 2.5354 0.23664 OL GXYLT1


0.204759 OL GRHL2 NC_056056.1 144885001 144905001 3.34805 0.237522 OL GXYLT1


0.226225 OL GRHL2 NC_056058.1 63530001 63550001 9.58572 0.225146 OL HAND1


0.2462 OL GRHL2 NC_056058.1 63535001 63555001 8.015 0.173055 OL HAND1


0.148888 OL GRIA3 NC_056058.1 63525001 63545001 10.7293 0.247871 OL HAND1;SAP30L


0.193904 OL GRIA4 NC_056054.1 186980001 187000001 2.01404 0.168123 OL HCLS1


0.209334 OL GRIA4 NC_056069.1 29580001 29600001 3.42664 0.178557 OL HCN1


0.186118 OL GRIA4 NC_056069.1 29585001 29605001 5.61618 0.211498 OL HCN1


0.155161 OL GRIA4 NC_056069.1 29590001 29610001 7.46845 0.219182 OL HCN1


0.164491 OL GRIK1 NC_056069.1 29595001 29615001 8.35185 0.233644 OL HCN1


0.166966 OL GRIK3 NC_056069.1 29600001 29620001 6.75802 0.170439 OL HCN1


0.204746 OL GRIK3 NC_056069.1 29605001 29625001 7.48053 0.171465 OL HCN1


0.241123 OL GRIK3 NC_056061.1 23730001 23750001 2.42037 0.238938 OL HDAC2


0.23996 OL GRIK3 NC_056061.1 23735001 23755001 2.29575 0.250872 OL HDAC2


0.217917 OL GRIP1 NC_056057.1 27590001 27610001 4.62691 0.212962 OL HDAC9


0.21258 OL GRIP1 NC_056057.1 27595001 27615001 10.7285 0.274894 OL HDAC9


0.244931 OL GRIP1 NC_056057.1 27615001 27635001 9.01516 0.307782 OL HDAC9


0.219284 OL GRIP1 NC_056057.1 27620001 27640001 3.76333 0.249428 OL HDAC9


0.173571 OL GRIP1 NC_056064.1 62320001 62340001 1.95321 0.171001 OL HELZ


0.172697 OL GRIP1 NC_056064.1 62350001 62370001 2.32447 0.166076 OL HELZ


0.155812 OL GRIP1 NC_056064.1 62355001 62375001 2.9166 0.229355 OL HELZ


0.289565 OL GRK3 NC_056064.1 62360001 62380001 2.93586 0.245581 OL HELZ


0.1926 OL GRK3 NC_056064.1 62365001 62385001 2.95155 0.252145 OL HELZ


0.172127 OL GTF2A1 NC_056064.1 62370001 62390001 2.78017 0.24852 OL HELZ


0.152016 OL GTF2A1L NC_056064.1 62375001 62395001 2.50769 0.232499 OL HELZ







0.184143 OL GXYLT2 NC_056064.1 62380001 62400001 2.60288 0.243686 OL HELZ


0.221902 OL GXYLT2 NC_056064.1 62385001 62405001 2.43293 0.233726 OL HELZ


0.255314 OL GXYLT2 NC_056064.1 62390001 62410001 2.92641 0.260549 OL HELZ


0.205474 OL GXYLT2 NC_056064.1 62395001 62415001 3.09948 0.254443 OL HELZ


0.219284 OL GXYLT2 NC_056064.1 62400001 62420001 3.30084 0.2417 OL HELZ


0.211577 OL GXYLT2 NC_056064.1 62405001 62425001 3.547 0.254479 OL HELZ


0.246753 OL HBB NC_056064.1 62410001 62430001 2.31516 0.202324 OL HELZ


0.209182 OL HBB;LOC10 NC_056064.1 62415001 62435001 2.49999 0.232966 OL HELZ


0.247664 OL HBE1 NC_056064.1 62420001 62440001 2.65442 0.2461 OL HELZ


0.204791 OL HBE1;LOC1 NC_056064.1 62325001 62345001 2.02937 0.175704 OL HELZ;LOC101118037


0.284848 OL HDAC10;MANC_056064.1 62330001 62350001 2.46966 0.19935 OL HELZ;LOC101118037


0.277299 OL HDAC10;MANC_056064.1 62425001 62445001 2.86 0.248399 OL HELZ;LOC106991442


0.161211 OL HDAC2 NC_056064.1 62430001 62450001 3.07708 0.264478 OL HELZ;LOC106991442


0.16925 OL HDAC2 NC_056064.1 62435001 62455001 2.21479 0.21103 OL HELZ;LOC106991442


0.148797 OL HDAC2 NC_056064.1 62440001 62460001 2.03053 0.201882 OL HELZ;LOC106991442


0.153104 OL HDAC2 NC_056057.1 11330001 11350001 1.95691 0.16789 OL HEPACAM2


0.161939 OL HDAC2 NC_056065.1 49645001 49665001 2.33233 0.226643 OL HES5;PANK4


0.173698 OL HDAC2 NC_056065.1 49650001 49670001 2.20958 0.22494 OL HES5;PANK4


0.17811 OL HDAC2 NC_056057.1 70090001 70110001 2.06747 0.229962 OL HIBADH


0.17142 OL HDAC2 NC_056068.1 62715001 62735001 1.98455 0.18294 OL HIPK3


0.186366 OL HDAC4 NC_056054.1 99320001 99340001 2.21094 0.22264 OL HJV


0.190091 OL HDAC4 NC_056054.1 99325001 99345001 2.73177 0.256296 OL HJV


0.195029 OL HDAC4 NC_056054.1 99330001 99350001 2.5508 0.257975 OL HJV


0.185456 OL HDAC9 NC_056055.1 103355001 103375001 2.43788 0.194662 OL HMBOX1;INTS9


0.225153 OL HDAC9 NC_056055.1 103565001 103585001 1.986 0.223634 OL HMBOX1;KIF13B


0.284768 OL HDAC9 NC_056063.1 30515001 30535001 5.55055 0.165589 OL HMGB1


0.25192 OL HDAC9 NC_056063.1 30485001 30505001 2.25301 0.323724 OL HMGB1;USPL1


0.22328 OL HDAC9 NC_056063.1 30490001 30510001 3.6909 0.24056 OL HMGB1;USPL1


0.155729 OL HDAC9 NC_056055.1 132885001 132905001 2.01179 0.377624 OL HNRNPA3;NFE2L2


0.160288 OL HDAC9 NC_056056.1 132480001 132500001 2.11494 0.166667 OL HOXC5;HOXC6


0.181057 OL HDAC9 NC_056056.1 132490001 132510001 2.15555 0.164516 OL HOXC6;HOXC8







0.213925 OL HDAC9 NC_056056.1 28465001 28485001 2.21754 0.237865 OL HS1BP3


0.202011 OL HDAC9 NC_056056.1 28470001 28490001 3.25751 0.180026 OL HS1BP3


0.283471 OL HECW2 NC_056054.1 64180001 64200001 5.00982 0.165005 OL HS2ST1


0.318099 OL HECW2 NC_056054.1 64185001 64205001 5.05733 0.159329 OL HS2ST1


0.325712 OL HECW2 NC_056059.1 107170001 107190001 2.47643 0.160348 OL HS3ST1


0.295791 OL HECW2 NC_056059.1 107175001 107195001 2.3794 0.184725 OL HS3ST1


0.285515 OL HECW2 NC_056059.1 107180001 107200001 2.40229 0.182995 OL HS3ST1


0.173699 OL HHLA2 NC_056059.1 107185001 107205001 2.0339 0.219592 OL HS3ST1


0.268958 OL HHLA2 NC_056059.1 107195001 107215001 2.03065 0.210603 OL HS3ST1


0.289902 OL HHLA2 NC_056063.1 73030001 73050001 9.4717 0.16747 OL HS6ST3


0.271305 OL HHLA2;MYHNC_056063.1 73215001 73235001 6.22842 0.228984 OL HS6ST3


0.232257 OL HHLA2;MYHNC_056063.1 73220001 73240001 7.61176 0.246993 OL HS6ST3


0.200282 OL HHLA2;MYHNC_056063.1 73225001 73245001 4.03529 0.189632 OL HS6ST3


0.341685 OL HIKESHI NC_056067.1 8110001 8130001 3.0533 0.177092 OL HSD17B2


0.366416 OL HIKESHI NC_056073.1 17715001 17735001 2.31724 0.186976 OL HSP90AB1;SLC29A1


0.378876 OL HIKESHI NC_056075.1 13770001 13790001 1.9649 0.162581 OL IDE


0.358997 OL HIKESHI NC_056080.1 63030001 63050001 3.248 0.229741 OL IGBP1


0.255222 OL HIKESHI NC_056064.1 37255001 37275001 2.44118 0.263567 OL IGF2BP1


0.170836 OL HIKESHI NC_056055.1 214920001 214940001 3.02447 0.257576 OL IKZF2


0.183079 OL HIKESHI NC_056055.1 214925001 214945001 3.2212 0.27967 OL IKZF2


0.204897 OL HIKESHI NC_056065.1 4430001 4450001 2.86194 0.161347 OL IL19


0.175008 OL HIPK1 NC_056065.1 4435001 4455001 3.01752 0.167161 OL IL19


0.22422 OL HIPK1 NC_056065.1 4440001 4460001 3.09938 0.177874 OL IL19


0.237178 OL HIPK1 NC_056065.1 4450001 4470001 2.02403 0.162097 OL IL19


0.197836 OL HIPK1 NC_056056.1 99470001 99490001 2.70041 0.279198 OL IL1RL2


0.16381 OL HIPK1 NC_056056.1 99475001 99495001 3.87746 0.282133 OL IL1RL2


0.259651 OL HMBOX1;KINC_056056.1 59845001 59865001 2.0888 0.191247 OL IL1RN


0.258237 OL HMBOX1;KINC_056056.1 59850001 59870001 3.473 0.189488 OL IL1RN


0.149347 OL HMGCR NC_056067.1 1030001 1050001 3.85331 0.200999 OL IL34


0.185974 OL HMX1 NC_056060.1 34810001 34830001 2.52569 0.203552 OL INO80


0.21869 OL HMX1 NC_056060.1 34815001 34835001 2.60242 0.219637 OL INO80







0.202178 OL HMX1 NC_056060.1 34820001 34840001 2.75374 0.225252 OL INO80


0.209476 OL HMX1 NC_056060.1 34825001 34845001 2.3528 0.189762 OL INO80


0.205137 OL HMX1 NC_056070.1 15900001 15920001 2.40507 0.187377 OL INPP4B


0.241841 OL HNRNPL NC_056070.1 15905001 15925001 2.16546 0.167034 OL INPP4B


0.17077 OL HNRNPL NC_056056.1 188485001 188505001 12.1717 0.167252 OL INTS13


0.178571 OL HOXC6;HOXNC_056056.1 188490001 188510001 18.9271 0.173453 OL INTS13


0.179487 OL HOXC6;HOXNC_056056.1 184425001 184445001 2.24532 0.172197 OL IPO8


0.186275 OL HOXC6;HOXNC_056054.1 4750001 4770001 2.03064 0.192735 OL IQCA1


0.150641 OL HOXC8;HOXNC_056054.1 4755001 4775001 2.12283 0.262238 OL IQCA1


0.214366 OL HS3ST5 NC_056054.1 4760001 4780001 2.28605 0.318784 OL IQCA1


0.239503 OL HS3ST5 NC_056054.1 4765001 4785001 2.37554 0.275844 OL IQCA1


0.246837 OL HS3ST5 NC_056054.1 4770001 4790001 2.47634 0.259456 OL IQCA1


0.249043 OL HS3ST5 NC_056054.1 4775001 4795001 2.64193 0.243856 OL IQCA1


0.218178 OL HSP90AB1;SNC_056054.1 4780001 4800001 2.77469 0.184101 OL IQCA1


0.228605 OL HSP90AB1;SNC_056054.1 4785001 4805001 2.66348 0.181041 OL IQCA1


0.242399 OL HSP90AB1;SNC_056054.1 4790001 4810001 2.70401 0.175692 OL IQCA1


0.270996 OL HTR2C NC_056080.1 126420001 126440001 2.59406 0.262142 OL IRS4


0.167798 OL HTR2C NC_056080.1 126425001 126445001 3.46875 0.311663 OL IRS4


0.21577 OL HTR2C NC_056080.1 126430001 126450001 2.89627 0.319856 OL IRS4


0.211219 OL HTR2C NC_056080.1 126435001 126455001 2.40959 0.277598 OL IRS4


0.157109 OL HTR2C NC_056080.1 126440001 126460001 2.89036 0.264251 OL IRS4


0.166738 OL HTR2C NC_056080.1 126445001 126465001 3.67223 0.237583 OL IRS4


0.17449 OL HTR4 NC_056067.1 15400001 15420001 7.928 0.266591 OL ITFG1;PHKB


0.278324 OL HTR4 NC_056067.1 15405001 15425001 3.84768 0.2126 OL ITFG1;PHKB


0.293474 OL HTR4 NC_056054.1 112310001 112330001 4.49648 0.171489 OL ITLN


0.290415 OL HTR4 NC_056080.1 70550001 70570001 2.04166 0.339932 OL ITM2A


0.237554 OL HTR5A NC_056080.1 70555001 70575001 2.01321 0.331445 OL ITM2A


0.268843 OL HTR5A NC_056080.1 70560001 70580001 1.95573 0.334771 OL ITM2A


0.303209 OL HTR5A NC_056080.1 70585001 70605001 1.97623 0.349486 OL ITM2A


0.24775 OL HTR5A NC_056071.1 55495001 55515001 2.23952 0.179267 OL ITPK1


0.174837 OL IGFBP4 NC_056071.1 55500001 55520001 2.42159 0.188382 OL ITPK1







0.18125 OL IGFBP4 NC_056056.1 56905001 56925001 2.40959 0.164051 OL KCMF1


0.158612 OL IL1RL2 NC_056056.1 56910001 56930001 2.21166 0.188809 OL KCMF1


0.200498 OL IL1RL2 NC_056056.1 56915001 56935001 2.23077 0.184123 OL KCMF1


0.267676 OL IL1RL2 NC_056054.1 87905001 87925001 2.04644 0.203827 OL KCNA2


0.308384 OL IL1RL2 NC_056054.1 87910001 87930001 2.50766 0.2275 OL KCNA2


0.310964 OL IL1RL2 NC_056062.1 49085001 49105001 2.26597 0.280107 OL KCNB2


0.195825 OL IL1RL2 NC_056057.1 86870001 86890001 3.16155 0.182782 OL KCND2


0.297816 OL IMPG1 NC_056059.1 41095001 41115001 2.96946 0.164823 OL KCNIP4


0.272879 OL IMPG1 NC_056059.1 41345001 41365001 2.07325 0.25158 OL KCNIP4


0.263079 OL IMPG2 NC_056059.1 41350001 41370001 2.93627 0.191012 OL KCNIP4


0.171929 OL ING3 NC_056060.1 99755001 99775001 6.67827 0.201248 OL KCNK13


0.201853 OL ING3 NC_056060.1 99760001 99780001 3.70374 0.276131 OL KCNK13


0.181898 OL ING3 NC_056060.1 99765001 99785001 3.79332 0.32923 OL KCNK13


0.193584 OL ING3 NC_056060.1 99770001 99790001 2.92109 0.380491 OL KCNK13


0.2335 OL ING3 NC_056080.1 44085001 44105001 2.0307 0.25577 OL KDM6A


0.199218 OL INHBB NC_056080.1 44090001 44110001 2.259 0.293193 OL KDM6A


0.180334 OL INHBB NC_056062.1 19435001 19455001 2.54529 0.373754 OL KHDRBS3


0.153214 OL INTS6L NC_056062.1 19440001 19460001 3.33333 0.334864 OL KHDRBS3


0.157122 OL INTS9 NC_056062.1 19445001 19465001 2.8794 0.35195 OL KHDRBS3


0.15701 OL INTS9 NC_056062.1 19450001 19470001 3.19622 0.325269 OL KHDRBS3


0.272645 OL INVS NC_056062.1 19455001 19475001 3.56344 0.290766 OL KHDRBS3


0.266913 OL INVS NC_056062.1 19460001 19480001 3.00588 0.245752 OL KHDRBS3


0.256917 OL INVS NC_056062.1 19465001 19485001 3.54071 0.208013 OL KHDRBS3


0.229373 OL INVS NC_056062.1 19470001 19490001 3.77933 0.18169 OL KHDRBS3


0.210073 OL INVS NC_056061.1 11095001 11115001 2.05042 0.163014 OL KIAA0408;SOGA3


0.243303 OL INVS NC_056068.1 63095001 63115001 3.26567 0.169109 OL KIAA1549L


0.227187 OL INVS NC_056068.1 63100001 63120001 3.4159 0.169137 OL KIAA1549L


0.16118 OL IQGAP2 NC_056068.1 63105001 63125001 3.51653 0.176295 OL KIAA1549L


0.209501 OL IRAK2 NC_056056.1 18225001 18245001 2.66136 0.16541 OL KIDINS220


0.245923 OL IRAK2 NC_056055.1 37195001 37215001 2.47191 0.193668 OL KIF24;NUDT2


0.300872 OL IRAK2 NC_056055.1 37200001 37220001 2.32052 0.181872 OL KIF24;NUDT2







0.25 OL IRS4 NC_056066.1 32730001 32750001 2.35491 0.173584 OL KIF5B


0.147237 OL ITGA4 NC_056066.1 32735001 32755001 2.24913 0.185613 OL KIF5B


0.146604 OL ITGA8 NC_056066.1 32740001 32760001 2.91183 0.182631 OL KIF5B


0.173525 OL ITGA8 NC_056062.1 74725001 74745001 1.96203 0.273706 OL KLF10


0.186757 OL ITGA8 NC_056060.1 69715001 69735001 2.23154 0.252975 OL L3HYPDH


0.153731 OL ITGA9 NC_056060.1 69720001 69740001 2.05057 0.22103 OL L3HYPDH


0.162774 OL ITGA9 NC_056061.1 55650001 55670001 2.1142 0.228942 OL L3MBTL3


0.160888 OL ITGAM NC_056061.1 55655001 55675001 3.24811 0.276523 OL L3MBTL3


0.187181 OL ITGAM NC_056061.1 55660001 55680001 4.1906 0.275501 OL L3MBTL3


0.179098 OL ITGAM NC_056061.1 55665001 55685001 8.29375 0.284608 OL L3MBTL3


0.169422 OL ITGAM NC_056061.1 55670001 55690001 14.6166 0.304628 OL L3MBTL3


0.213586 OL ITGAM NC_056061.1 55675001 55695001 19.2323 0.309927 OL L3MBTL3


0.226205 OL ITGAM NC_056061.1 55685001 55705001 22.125 0.308434 OL L3MBTL3


0.204529 OL ITGAM NC_056061.1 55690001 55710001 6.44381 0.250973 OL L3MBTL3


0.173155 OL ITGAM NC_056061.1 54850001 54870001 2.67678 0.160405 OL LAMA2


0.173582 OL ITGAM NC_056061.1 54855001 54875001 1.98717 0.16812 OL LAMA2


0.226152 OL ITGAM NC_056061.1 55050001 55070001 2.08156 0.163002 OL LAMA2


0.183182 OL ITGAM NC_056063.1 16640001 16660001 2.67836 0.185981 OL LCP1


0.172362 OL ITGAM;ITGANC_056055.1 241230001 241250001 4.58576 0.160041 OL LDLRAP1


0.285725 OL ITLN NC_056054.1 231305001 231325001 2.25487 0.170469 OL LEKR1


0.228704 OL ITLN NC_056054.1 231310001 231330001 2.24494 0.159051 OL LEKR1


0.167014 OL ITPRID1 NC_056056.1 107630001 107650001 3.80244 0.316548 OL LGR5


0.18589 OL ITPRID1 NC_056056.1 107635001 107655001 5.98521 0.370006 OL LGR5


0.153338 OL ITPRID1 NC_056056.1 107640001 107660001 12.2526 0.34586 OL LGR5


0.165139 OL ITPRID1 NC_056056.1 107645001 107665001 12.5889 0.297461 OL LGR5


0.181107 OL ITPRID1 NC_056056.1 107650001 107670001 6.12163 0.173207 OL LGR5


0.170073 OL ITPRID1 NC_056056.1 107670001 107690001 2.74 0.161485 OL LGR5


0.147928 OL ITPRID1 NC_056056.1 107675001 107695001 2.62295 0.214204 OL LGR5


0.363364 OL JAK1 NC_056080.1 121985001 122005001 2.39029 0.158905 OL LHFPL1


0.169438 OL JAKMIP2 NC_056080.1 121990001 122010001 2.26246 0.176137 OL LHFPL1


0.163437 OL JAKMIP2 NC_056080.1 121995001 122015001 2.50562 0.26074 OL LHFPL1







0.258866 OL JAM3 NC_056080.1 122000001 122020001 2.5014 0.270036 OL LHFPL1


0.265662 OL JAM3 NC_056080.1 122005001 122025001 2.60758 0.257601 OL LHFPL1


0.278497 OL JAM3 NC_056080.1 122010001 122030001 2.76441 0.253393 OL LHFPL1


0.30438 OL JAM3 NC_056080.1 122015001 122035001 4.12441 0.271949 OL LHFPL1


0.184787 OL JDP2 NC_056080.1 122020001 122040001 4.96175 0.337353 OL LHFPL1


0.167691 OL JPH2;OSER1NC_056080.1 122025001 122045001 3.13372 0.401614 OL LHFPL1


0.220541 OL JPH2;OSER1NC_056080.1 122030001 122050001 3.5775 0.455835 OL LHFPL1


0.146347 OL JUN NC_056080.1 122035001 122055001 2.7719 0.426747 OL LHFPL1


0.155909 OL JUNB;PRDXNC_056080.1 122040001 122060001 2.75688 0.430598 OL LHFPL1


0.329043 OL KAT6B NC_056080.1 122045001 122065001 3.08459 0.397531 OL LHFPL1


0.286303 OL KAT6B NC_056080.1 122050001 122070001 2.1178 0.279136 OL LHFPL1


0.211401 OL KAT6B NC_056065.1 76275001 76295001 3.45098 0.172122 OL LHX9


0.166471 OL KAT6B NC_056055.1 98085001 98105001 3.19145 0.173159 OL LINGO2


0.186127 OL KAT6B NC_056068.1 52540001 52560001 2.15955 0.158883 OL LIPT2


0.188193 OL KAT6B NC_056059.1 69685001 69705001 2.06277 0.248211 OL LNX1


0.167753 OL KAT6B NC_056059.1 69690001 69710001 2.44675 0.217803 OL LNX1


0.164038 OL KCNA1 NC_056059.1 69740001 69760001 4.71001 0.161047 OL LNX1


0.170121 OL KCNA1 NC_056078.1 12135001 12155001 3.19849 0.184288 OL LOC100527962


0.244046 OL KCNA1 NC_056078.1 12140001 12160001 3.16357 0.193591 OL LOC100527962


0.222169 OL KCNA1 NC_056078.1 12145001 12165001 3.20285 0.194678 OL LOC100527962


0.251266 OL KCNA1 NC_056078.1 12150001 12170001 3.10669 0.17581 OL LOC100527962


0.201833 OL KCND2 NC_056080.1 130965001 130985001 1.97756 0.20404 OL LOC101101957


0.161333 OL KCND3 NC_056080.1 130970001 130990001 2.01759 0.244724 OL LOC101101957


0.186982 OL KCND3 NC_056061.1 57960001 57980001 3.08864 0.242786 OL LOC101102492;LOC101118705


0.221191 OL KCND3 NC_056061.1 57955001 57975001 3.36729 0.2793 OL LOC101102492;TAAR8


0.282867 OL KCND3 NC_056060.1 21910001 21930001 2.13826 0.184669 OL LOC101102649


0.24748 OL KCND3 NC_056060.1 21915001 21935001 2.02612 0.186312 OL LOC101102649


0.210069 OL KCND3 NC_056054.1 123780001 123800001 2.00603 0.231598 OL LOC101102772;URB1


0.148712 OL KCND3 NC_056054.1 123785001 123805001 2.27425 0.213004 OL LOC101102772;URB1


0.273482 OL KCNE4 NC_056054.1 123790001 123810001 2.93457 0.195997 OL LOC101102772;URB1


0.393989 OL KCNE4 NC_056064.1 22645001 22665001 2.90876 0.171599 OL LOC101103740;PRPF8







0.436562 OL KCNE4 NC_056064.1 22635001 22655001 4.60151 0.206815 OL LOC101103740;PRPF8;SCARF1


0.158724 OL KCNH8 NC_056064.1 22640001 22660001 3.70859 0.212018 OL LOC101103740;PRPF8;SCARF1


0.181836 OL KCNIP4 NC_056056.1 163925001 163945001 3.66617 0.190181 OL LOC101104213


0.154657 OL KCNK13 NC_056056.1 163940001 163960001 7.8507 0.188953 OL LOC101104465


0.18966 OL KCNK13 NC_056056.1 163945001 163965001 4.85395 0.162894 OL LOC101104465


0.245231 OL KCNK13 NC_056056.1 57525001 57545001 5.21864 0.164129 OL LOC101104728


0.303729 OL KCNK13 NC_056056.1 57530001 57550001 11.3726 0.198003 OL LOC101104728


0.342944 OL KCNK13 NC_056067.1 65115001 65135001 1.99207 0.181086 OL LOC101105018


0.318343 OL KCNK13 NC_056067.1 65120001 65140001 2.09636 0.189852 OL LOC101105018


0.181103 OL KCNK2 NC_056067.1 65125001 65145001 2.27338 0.218659 OL LOC101105018


0.252429 OL KCNK2 NC_056067.1 65130001 65150001 2.04181 0.205355 OL LOC101105018


0.314353 OL KCNK2 NC_056068.1 44600001 44620001 2.07875 0.40215 OL LOC101105776


0.344197 OL KCNK2 NC_056062.1 34280001 34300001 3 0.286952 OL LOC101106696;ST18


0.347155 OL KCNK2 NC_056062.1 34290001 34310001 2.08889 0.18943 OL LOC101106696;ST18


0.291256 OL KCNK2 NC_056064.1 55150001 55170001 4.85858 0.18808 OL LOC101108931;UNK


0.176914 OL KCNK2 NC_056074.1 5000001 5020001 4.61918 0.202894 OL LOC101109839


0.153544 OL KCNK3 NC_056074.1 5005001 5025001 3.19191 0.173199 OL LOC101109839


0.1479 OL KIAA1614 NC_056058.1 8545001 8565001 2.64367 0.222981 OL LOC101109878


0.148118 OL KIAA1614 NC_056057.1 106490001 106510001 4.17371 0.210345 OL LOC101109961


0.15133 OL KLHDC7A NC_056057.1 106475001 106495001 6.3421 0.231734 OL LOC101109961;PRSS37


0.153385 OL KLHDC7A NC_056057.1 106480001 106500001 4.67545 0.248923 OL LOC101109961;PRSS37


0.157646 OL KLHL1 NC_056057.1 106485001 106505001 4.8356 0.245162 OL LOC101109961;PRSS37


0.172853 OL KLHL1 NC_056054.1 199815001 199835001 2.0619 0.237596 OL LOC101110107


0.186019 OL KLHL1 NC_056054.1 199820001 199840001 2.13394 0.246975 OL LOC101110107


0.184105 OL KLHL1 NC_056054.1 93120001 93140001 2.10276 0.162319 OL LOC101110112


0.178302 OL KLHL1 NC_056054.1 165750001 165770001 2.6674 0.171435 OL LOC101110195


0.175721 OL KLHL1 NC_056054.1 165755001 165775001 2.05075 0.160323 OL LOC101110195


0.162287 OL KLHL1 NC_056054.1 165870001 165890001 3.39253 0.207926 OL LOC101110467


0.154358 OL KLHL1 NC_056054.1 165875001 165895001 4.87015 0.244599 OL LOC101110467


0.150589 OL KLHL1 NC_056067.1 15460001 15480001 2.2637 0.20409 OL LOC101110611;PHKB


0.158086 OL KLHL1 NC_056067.1 60010001 60030001 2.90441 0.19358 OL LOC101110828







0.177716 OL KLHL1 NC_056067.1 60015001 60035001 2.19265 0.171692 OL LOC101110828


0.196851 OL KLHL1 NC_056054.1 107660001 107680001 8.27144 0.160001 OL LOC101111069


0.224044 OL KLHL1 NC_056054.1 107665001 107685001 8.63706 0.186963 OL LOC101111069


0.250639 OL KLHL1 NC_056054.1 107670001 107690001 5.64082 0.175896 OL LOC101111337


0.233189 OL KLHL1 NC_056054.1 107675001 107695001 4.79833 0.177435 OL LOC101111337


0.23919 OL KLHL1 NC_056054.1 107680001 107700001 4.28571 0.190886 OL LOC101111337


0.252012 OL KLHL1 NC_056054.1 107685001 107705001 3.00865 0.196283 OL LOC101111337


0.213711 OL KLHL1 NC_056056.1 209565001 209585001 6.73807 0.23661 OL LOC101111444


0.203575 OL KLHL1 NC_056065.1 41190001 41210001 3.11211 0.166905 OL LOC101111567


0.181334 OL KLHL1 NC_056065.1 41195001 41215001 3.8953 0.175484 OL LOC101111567


0.152387 OL KLHL1 NC_056080.1 56510001 56530001 2.11458 0.227565 OL LOC101112029;PORCN


0.15333 OL KLHL1 NC_056080.1 141980001 142000001 3.88112 0.165687 OL LOC101112115


0.161542 OL KLHL25 NC_056080.1 141985001 142005001 2.90842 0.194161 OL LOC101112115


0.258407 OL KLHL26 NC_056080.1 141990001 142010001 2.66449 0.220397 OL LOC101112115


0.181145 OL KLRG2 NC_056080.1 141995001 142015001 2.47648 0.253118 OL LOC101112115


0.171594 OL KLRG2 NC_056079.1 14800001 14820001 3.09776 0.181806 OL LOC101112284;SNX25


0.208328 OL KRT1 NC_056058.1 16560001 16580001 3.78613 0.162592 OL LOC101112316


0.186928 OL KRT80 NC_056077.1 33165001 33185001 2.18922 0.173928 OL LOC101112784


0.165022 OL KRT80 NC_056077.1 33170001 33190001 2.50916 0.180435 OL LOC101112784


0.180067 OL L3MBTL3 NC_056077.1 33175001 33195001 2.36715 0.17053 OL LOC101112784


0.255146 OL L3MBTL3 NC_056054.1 97795001 97815001 2.54511 0.185533 OL LOC101112864


0.281176 OL L3MBTL3 NC_056054.1 97800001 97820001 3.79845 0.26577 OL LOC101112864


0.281821 OL L3MBTL3 NC_056054.1 97805001 97825001 5.27393 0.306075 OL LOC101112864


0.289822 OL L3MBTL3 NC_056054.1 97810001 97830001 6.88842 0.315387 OL LOC101112864


0.300015 OL L3MBTL3 NC_056054.1 97815001 97835001 5.3133 0.285826 OL LOC101112864


0.283784 OL LAMA3 NC_056054.1 97820001 97840001 3.6448 0.241921 OL LOC101112864


0.320853 OL LAMA3 NC_056080.1 29430001 29450001 2.34403 0.16376 OL LOC101112886;LOC114111481


0.313126 OL LAMA3 NC_056068.1 46690001 46710001 2.56486 0.236639 OL LOC101113010


0.314119 OL LAMA3 NC_056068.1 46710001 46730001 4.3513 0.210343 OL LOC101113528


0.218542 OL LAMA3 NC_056068.1 46715001 46735001 3.58841 0.17659 OL LOC101113528;LOC101119931


0.249282 OL LAMA3 NC_056071.1 28100001 28120001 3.41288 0.158309 OL LOC101113889







0.21881 OL LAMA3 NC_056057.1 106925001 106945001 4.19907 0.210772 OL LOC101114438;LOC121816042


0.148908 OL LAMB4 NC_056057.1 106930001 106950001 3.94849 0.195389 OL LOC101114438;LOC121816042


0.153222 OL LAMB4 NC_056079.1 15150001 15170001 3.58904 0.161795 OL LOC101114586


0.191432 OL LAMB4 NC_056079.1 15155001 15175001 1.99651 0.196597 OL LOC101114586


0.177556 OL LAMB4 NC_056077.1 34600001 34620001 2.10234 0.190457 OL LOC101115252


0.145784 OL LAMB4 NC_056072.1 52655001 52675001 2.95881 0.223473 OL LOC101115659


0.194001 OL LAMC1 NC_056072.1 52660001 52680001 3.14325 0.213277 OL LOC101115659


0.167886 OL LCORL NC_056072.1 52665001 52685001 3.21633 0.184902 OL LOC101115659


0.24112 OL LCORL NC_056072.1 52670001 52690001 3.56631 0.178127 OL LOC101115659


0.228363 OL LCORL NC_056072.1 52675001 52695001 3.74286 0.167037 OL LOC101115659


0.234823 OL LCORL NC_056058.1 38910001 38930001 2.07839 0.176009 OL LOC101115794


0.212789 OL LCORL NC_056058.1 38915001 38935001 2.84895 0.198774 OL LOC101115794


0.183325 OL LCORL NC_056059.1 84730001 84750001 6.16067 0.160286 OL LOC101115964


0.192804 OL LCORL NC_056059.1 84735001 84755001 6.27703 0.216996 OL LOC101115964


0.185886 OL LCORL NC_056059.1 84740001 84760001 7.67892 0.254021 OL LOC101115964


0.193331 OL LCORL NC_056059.1 84745001 84765001 5.04843 0.251932 OL LOC101115964;LOC101116231


0.176485 OL LCORL NC_056059.1 84750001 84770001 2.84727 0.237321 OL LOC101115964;LOC101116231


0.159527 OL LDLRAD2 NC_056059.1 84755001 84775001 2.1642 0.227443 OL LOC101116231


0.162249 OL LEPR NC_056080.1 98325001 98345001 2.98043 0.166176 OL LOC101116968


0.198281 OL LEPR NC_056058.1 39050001 39070001 5.96511 0.30716 OL LOC101117077


0.2092 OL LEPR NC_056058.1 39055001 39075001 5.27347 0.2862 OL LOC101117077


0.210712 OL LEPR NC_056058.1 39060001 39080001 3.52495 0.259248 OL LOC101117077


0.202105 OL LEPR NC_056058.1 39065001 39085001 2.83039 0.327723 OL LOC101117077;TRIM58


0.166246 OL LEPR NC_056074.1 16290001 16310001 4.41216 0.180981 OL LOC101117288


0.151926 OL LEPR NC_056074.1 16300001 16320001 4.79208 0.171239 OL LOC101117288


0.158691 OL LEPR NC_056074.1 16305001 16325001 9.07318 0.250733 OL LOC101117288


0.154746 OL LHFPL2 NC_056074.1 16310001 16330001 25.605 0.293448 OL LOC101117288


0.170646 OL LHFPL2 NC_056074.1 16315001 16335001 37.1948 0.34829 OL LOC101117288


0.189865 OL LHFPL2 NC_056074.1 16325001 16345001 26.8857 0.434068 OL LOC101117288


0.162675 OL LHFPL2 NC_056074.1 16330001 16350001 15.5206 0.359083 OL LOC101117288


0.462963 OL LHX4 NC_056074.1 16335001 16355001 10.731 0.294444 OL LOC101117288







0.436522 OL LHX4 NC_056074.1 16340001 16360001 8.77823 0.249942 OL LOC101117288


0.150536 OL LIMK2 NC_056074.1 16345001 16365001 6.9101 0.216463 OL LOC101117288


0.162247 OL LIMK2 NC_056074.1 16350001 16370001 5.25048 0.217388 OL LOC101117288


0.158875 OL LIMK2 NC_056074.1 16355001 16375001 3.97059 0.229099 OL LOC101117288


0.160048 OL LIMK2;PIK3 NC_056074.1 16360001 16380001 3.17149 0.272642 OL LOC101117288


0.172709 OL LINGO2 NC_056074.1 16365001 16385001 2.82528 0.272668 OL LOC101117288


0.210207 OL LINGO2 NC_056074.1 16370001 16390001 3.55224 0.250801 OL LOC101117288


0.192998 OL LINGO2 NC_056074.1 16375001 16395001 4.51852 0.243239 OL LOC101117288


0.232041 OL LMOD3 NC_056074.1 16380001 16400001 4.55763 0.203833 OL LOC101117288


0.209838 OL LOC1011022NC_056074.1 16385001 16405001 6.90361 0.206458 OL LOC101117288


0.306311 OL LOC1011024NC_056074.1 16390001 16410001 5.00349 0.211981 OL LOC101117288


0.250009 OL LOC1011024NC_056074.1 16395001 16415001 3.82535 0.234505 OL LOC101117288


0.205393 OL LOC1011025NC_056074.1 16400001 16420001 3.18256 0.264968 OL LOC101117288


0.30544 OL LOC1011025NC_056074.1 16405001 16425001 2.67488 0.295488 OL LOC101117288


0.303887 OL LOC1011025NC_056074.1 16410001 16430001 2.42571 0.298083 OL LOC101117288


0.212594 OL LOC1011025NC_056074.1 16415001 16435001 2.5411 0.283542 OL LOC101117288


0.162484 OL LOC1011026NC_056074.1 16420001 16440001 2.90281 0.265547 OL LOC101117288


0.158441 OL LOC1011030NC_056074.1 16425001 16445001 3.11631 0.240576 OL LOC101117288


0.202981 OL LOC1011033NC_056074.1 16430001 16450001 2.91066 0.253822 OL LOC101117288


0.188705 OL LOC1011042NC_056074.1 16435001 16455001 2.6923 0.276031 OL LOC101117288


0.245543 OL LOC1011044NC_056074.1 16440001 16460001 2.31471 0.318537 OL LOC101117288


0.244052 OL LOC1011044NC_056074.1 16445001 16465001 2.02327 0.359307 OL LOC101117288


0.168791 OL LOC1011044NC_056074.1 16450001 16470001 2.31227 0.35246 OL LOC101117288


0.27967 OL LOC1011050NC_056074.1 16455001 16475001 2.58269 0.327482 OL LOC101117288


0.29105 OL LOC1011050NC_056074.1 16460001 16480001 2.84398 0.300474 OL LOC101117288


0.151713 OL LOC1011051NC_056074.1 16545001 16565001 2.63359 0.176797 OL LOC101117547


0.196993 OL LOC1011051NC_056074.1 16550001 16570001 2.6031 0.170968 OL LOC101117547


0.197734 OL LOC1011051NC_056074.1 16600001 16620001 1.96065 0.183574 OL LOC101117547


0.2137 OL LOC1011051NC_056074.1 16625001 16645001 3.14897 0.249422 OL LOC101117547


0.206201 OL LOC1011051NC_056074.1 16630001 16650001 4.42021 0.251623 OL LOC101117547


0.218938 OL LOC1011051NC_056074.1 16635001 16655001 4.94153 0.254911 OL LOC101117547







0.227158 OL LOC1011051NC_056074.1 16640001 16660001 4.04067 0.217926 OL LOC101117547


0.210448 OL LOC1011051NC_056074.1 16675001 16695001 2.13432 0.171042 OL LOC101117547


0.185168 OL LOC1011051NC_056070.1 71035001 71055001 2.75505 0.183873 OL LOC101117791;LOC101118053;LOC11


0.180298 OL LOC1011051NC_056070.1 71030001 71050001 2.763 0.207716 OL LOC101118053;LOC114108841


0.264063 OL LOC1011052NC_056057.1 78345001 78365001 2.2139 0.162755 OL LOC101118100


0.287002 OL LOC1011052NC_056057.1 78350001 78370001 2.5 0.176754 OL LOC101118100


0.242379 OL LOC1011055NC_056066.1 16975001 16995001 2.26419 0.167703 OL LOC101118373


0.145797 OL LOC1011061NC_056066.1 16980001 17000001 2.20561 0.164953 OL LOC101118373


0.158074 OL LOC1011061NC_056066.1 16985001 17005001 2.13771 0.159687 OL LOC101118373


0.153178 OL LOC1011073NC_056080.1 112100001 112120001 4.77294 0.266033 OL LOC101119281


0.169018 OL LOC1011073NC_056080.1 112105001 112125001 5.14895 0.265254 OL LOC101119281


0.153059 OL LOC1011079NC_056080.1 112110001 112130001 5.44623 0.272442 OL LOC101119281


0.192575 OL LOC1011079NC_056080.1 112115001 112135001 5.29062 0.25778 OL LOC101119281


0.264349 OL LOC1011079NC_056061.1 15260001 15280001 2.02309 0.234409 OL LOC101119992


0.257447 OL LOC1011079NC_056064.1 44910001 44930001 2.54913 0.184153 OL LOC101120000


0.234731 OL LOC1011079NC_056058.1 255001 275001 2.87044 0.16164 OL LOC101120076


0.154795 OL LOC1011079NC_056058.1 285001 305001 2.49611 0.161559 OL LOC101120076


0.230919 OL LOC1011081NC_056068.1 38940001 38960001 5.73852 0.179676 OL LOC101120269;PTH


0.195964 OL LOC1011081NC_056068.1 38950001 38970001 10.7175 0.176037 OL LOC101120269;PTH


0.199613 OL LOC1011081NC_056080.1 129285001 129305001 2.96825 0.208653 OL LOC101120810


0.220077 OL LOC1011081NC_056080.1 129290001 129310001 2.49351 0.233539 OL LOC101120810


0.238854 OL LOC1011081NC_056080.1 129295001 129315001 2.53572 0.27368 OL LOC101120810


0.218348 OL LOC1011081NC_056080.1 129300001 129320001 3.14391 0.244582 OL LOC101120810


0.188794 OL LOC1011081NC_056080.1 129305001 129325001 2.64023 0.175736 OL LOC101120810


0.227387 OL LOC1011083NC_056059.1 66150001 66170001 9.03776 0.162632 OL LOC101121518


0.317142 OL LOC1011083NC_056059.1 66155001 66175001 7.82193 0.158583 OL LOC101121518


0.196768 OL LOC1011087NC_056064.1 6030001 6050001 2.16331 0.194811 OL LOC101121870


0.220203 OL LOC1011087NC_056064.1 6035001 6055001 1.9849 0.161758 OL LOC101121870


0.191783 OL LOC1011087NC_056058.1 49535001 49555001 2.91364 0.160033 OL LOC101122108;LOC101122274;LOC10


0.215599 OL LOC1011093NC_056058.1 49540001 49560001 1.94751 0.197638 OL LOC101122274;LOC105611202;LOC10


0.168668 OL LOC1011094NC_056058.1 49545001 49565001 2.0695 0.18828 OL LOC101122274;LOC105611202;LOC10







0.178589 OL LOC1011094NC_056058.1 49550001 49570001 2.15254 0.179206 OL LOC101122274;LOC105611202;LOC10


0.16495 OL LOC1011098NC_056058.1 49555001 49575001 2.03245 0.164084 OL LOC101122274;LOC105611202;LOC10


0.174893 OL LOC1011099NC_056056.1 137690001 137710001 2.25536 0.161907 OL LOC101123028


0.145762 OL LOC1011099NC_056056.1 137695001 137715001 2.16764 0.186963 OL LOC101123028


0.152794 OL LOC1011099NC_056068.1 77130001 77150001 71.2251 0.194084 OL LOC101123067


0.171767 OL LOC1011101NC_056054.1 102855001 102875001 2.19974 0.171621 OL LOC101123167


0.155239 OL LOC1011101NC_056054.1 102860001 102880001 2.18845 0.198873 OL LOC101123167


0.205635 OL LOC1011101NC_056056.1 132980001 133000001 1.9912 0.299739 OL LOC101123619


0.159491 OL LOC1011101NC_056056.1 132995001 133015001 2.14595 0.209468 OL LOC101123619;MAP3K12;NPFF;TARB


0.175904 OL LOC1011101NC_056067.1 22040001 22060001 2.66311 0.167342 OL LOC105601845


0.229877 OL LOC1011101NC_056072.1 51090001 51110001 2.16289 0.309594 OL LOC105603546;SLC25A20


0.396918 OL LOC1011101NC_056072.1 51095001 51115001 2.47605 0.250524 OL LOC105603546;SLC25A20


0.161355 OL LOC1011102NC_056054.1 229905001 229925001 2.88607 0.220878 OL LOC105603698


0.159916 OL LOC1011102NC_056054.1 229910001 229930001 2.84986 0.20424 OL LOC105603698


0.159239 OL LOC1011104NC_056054.1 229915001 229935001 4.444 0.30261 OL LOC105603698


0.176025 OL LOC1011107NC_056054.1 229920001 229940001 4.61728 0.296198 OL LOC105603698


0.345179 OL LOC1011107NC_056054.1 229925001 229945001 5.61434 0.346221 OL LOC105603698


0.206279 OL LOC1011110NC_056073.1 25830001 25850001 2.95186 0.191648 OL LOC105603754


0.231537 OL LOC1011110NC_056073.1 25835001 25855001 3.50909 0.295067 OL LOC105603754


0.221299 OL LOC1011110NC_056073.1 25840001 25860001 6.36924 0.350951 OL LOC105603754


0.206246 OL LOC1011110NC_056073.1 25845001 25865001 3.76291 0.323552 OL LOC105603754


0.20763 OL LOC1011110NC_056073.1 25850001 25870001 4.07578 0.330374 OL LOC105603754


0.151566 OL LOC1011110NC_056073.1 25855001 25875001 3.65558 0.302217 OL LOC105603754


0.159965 OL LOC1011110NC_056073.1 25860001 25880001 2.37453 0.258373 OL LOC105603754


0.166772 OL LOC1011110NC_056073.1 25865001 25885001 2.01966 0.214248 OL LOC105603754


0.176799 OL LOC1011113NC_056077.1 36745001 36765001 7.16818 0.164682 OL LOC105604793


0.176517 OL LOC1011113NC_056054.1 218455001 218475001 2.28287 0.191548 OL LOC105605201;MECOM


0.162829 OL LOC1011113NC_056056.1 795001 815001 2.01428 0.217357 OL LOC105605821


0.23115 OL LOC1011115NC_056056.1 800001 820001 2 0.20179 OL LOC105605821


0.212044 OL LOC1011115NC_056072.1 22030001 22050001 12.8915 0.160663 OL LOC106991767


0.183664 OL LOC1011115NC_056072.1 22035001 22055001 11.9151 0.159259 OL LOC106991767







0.163512 OL LOC1011115NC_056072.1 22040001 22060001 16.709 0.160675 OL LOC106991767


0.454886 OL LOC1011118NC_056073.1 30485001 30505001 2.28481 0.232491 OL LOC114109685


0.485107 OL LOC1011118NC_056078.1 415001 435001 2.24446 0.266662 OL LOC114110808


0.46784 OL LOC1011118NC_056078.1 425001 445001 3.02977 0.287797 OL LOC114110808


0.361181 OL LOC1011118NC_056078.1 430001 450001 3.57092 0.236108 OL LOC114110808


0.379378 OL LOC1011118NC_056078.1 435001 455001 1.96839 0.181681 OL LOC114110808


0.412176 OL LOC1011118NC_056080.1 99835001 99855001 2.02158 0.219118 OL LOC114111389


0.442326 OL LOC1011118NC_056080.1 99825001 99845001 2.05917 0.196784 OL LOC114111389;ZNF75D


0.439912 OL LOC1011118NC_056080.1 29435001 29455001 2.62439 0.245724 OL LOC114111481


0.14605 OL LOC1011126NC_056080.1 29440001 29460001 3.79856 0.334971 OL LOC114111481


0.145943 OL LOC1011126NC_056080.1 29445001 29465001 2.78947 0.332235 OL LOC114111481


0.156023 OL LOC1011126NC_056080.1 29390001 29410001 2.10651 0.159639 OL LOC114111721


0.421595 OL LOC1011136NC_056080.1 29395001 29415001 1.96753 0.174842 OL LOC114111721


0.360669 OL LOC1011136NC_056080.1 29400001 29420001 2.33258 0.178132 OL LOC114111721


0.252899 OL LOC1011136NC_056057.1 121425001 121445001 17.1062 0.231968 OL LOC114114472


0.201132 OL LOC1011136NC_056057.1 121430001 121450001 10.2933 0.220984 OL LOC114114472


0.221427 OL LOC1011138NC_056057.1 11220001 11240001 2.43842 0.232224 OL LOC114114483;LOC114114485


0.217996 OL LOC1011138NC_056057.1 11225001 11245001 2.43279 0.177543 OL LOC114114483;LOC114114485


0.208241 OL LOC1011139NC_056057.1 11230001 11250001 2.8028 0.181269 OL LOC114114483;LOC114114485


0.311004 OL LOC1011140NC_056057.1 11210001 11230001 1.97914 0.192389 OL LOC114114485


0.28516 OL LOC1011140NC_056057.1 11215001 11235001 2.2069 0.204251 OL LOC114114485


0.294792 OL LOC1011140NC_056058.1 38265001 38285001 3.67492 0.321745 OL LOC114114935


0.3104 OL LOC1011140NC_056058.1 38270001 38290001 2.32451 0.24972 OL LOC114114935


0.284239 OL LOC1011140NC_056058.1 38920001 38940001 3.11704 0.176321 OL LOC114115007


0.249826 OL LOC1011140NC_056058.1 38925001 38945001 3.13593 0.179754 OL LOC114115007


0.332174 OL LOC1011140NC_056065.1 43980001 44000001 4.93699 0.159563 OL LOC114117228;RERE


0.39618 OL LOC1011140NC_056068.1 21445001 21465001 2.29975 0.174811 OL LOC114118245


0.341193 OL LOC1011140NC_056068.1 21450001 21470001 2.91448 0.162291 OL LOC114118245


0.32609 OL LOC1011140NC_056068.1 78835001 78855001 3.80592 0.176399 OL LOC114118302


0.332147 OL LOC1011140NC_056068.1 78840001 78860001 4.88858 0.209308 OL LOC114118302


0.330528 OL LOC1011140NC_056068.1 78845001 78865001 2.96741 0.181903 OL LOC114118302







0.344724 OL LOC1011140NC_056068.1 78850001 78870001 3.28048 0.210656 OL LOC114118302


0.339656 OL LOC1011140NC_056063.1 25200001 25220001 2.35054 0.172053 OL LOC121816025;SERTM1


0.152561 OL LOC1011143NC_056057.1 106920001 106940001 4.51643 0.228638 OL LOC121816042


0.371724 OL LOC1011145NC_056069.1 71000001 71020001 2.32269 0.220711 OL LOC121816830


0.370343 OL LOC1011145NC_056069.1 71005001 71025001 2.7114 0.26657 OL LOC121816830


0.160749 OL LOC1011151NC_056069.1 71010001 71030001 2.71613 0.278635 OL LOC121816830


0.175759 OL LOC1011151NC_056069.1 71015001 71035001 2.18552 0.252791 OL LOC121816830


0.337244 OL LOC1011153NC_056069.1 71020001 71040001 2.86825 0.253384 OL LOC121816830


0.3406 OL LOC1011153NC_056069.1 71025001 71045001 3.3272 0.281176 OL LOC121816830


0.252944 OL LOC1011153NC_056069.1 71030001 71050001 2.49918 0.233486 OL LOC121816830


0.360785 OL LOC1011153NC_056080.1 14790001 14810001 4.84176 0.432511 OL LOC121818210


0.21071 OL LOC1011172NC_056080.1 14795001 14815001 2.37701 0.496345 OL LOC121818210


0.188 OL LOC1011172NC_056080.1 14800001 14820001 2.86495 0.557741 OL LOC121818210


0.174637 OL LOC1011172NC_056080.1 14805001 14825001 2.4183 0.539081 OL LOC121818210


0.191809 OL LOC1011172NW_024599815 30001 50001 2.15265 0.166395 OL LOC121818481


0.193195 OL LOC1011172NW_024599815 35001 55001 2.39717 0.201748 OL LOC121818481


0.225344 OL LOC1011172NW_024599815 40001 60001 2.03529 0.189744 OL LOC121818481


0.321725 OL LOC1011172NC_056054.1 98005001 98025001 12.5754 0.165436 OL LOC121820159


0.324215 OL LOC1011172NC_056062.1 64355001 64375001 2.63366 0.191516 OL LOC121820346


0.281631 OL LOC1011172NC_056062.1 64360001 64380001 3.86039 0.226153 OL LOC121820346


0.243755 OL LOC1011172NC_056064.1 46385001 46405001 2.6911 0.158935 OL LOC121820633


0.21098 OL LOC1011172NC_056064.1 46390001 46410001 3.73555 0.223938 OL LOC121820633


0.169889 OL LOC1011172NC_056064.1 46410001 46430001 4.05815 0.317159 OL LOC121820633


0.215332 OL LOC1011172NC_056064.1 46415001 46435001 3.29999 0.261569 OL LOC121820633


0.210305 OL LOC1011172NC_056064.1 46420001 46440001 2.27737 0.220175 OL LOC121820633


0.186817 OL LOC1011172NC_056067.1 16240001 16260001 2.38792 0.193485 OL LONP2


0.201424 OL LOC1011172NC_056067.1 16245001 16265001 2.41935 0.200213 OL LONP2


0.225761 OL LOC1011172NC_056067.1 16250001 16270001 2.43275 0.183756 OL LONP2


0.259505 OL LOC1011172NC_056067.1 16255001 16275001 2.41486 0.176729 OL LONP2


0.28824 OL LOC1011172NC_056067.1 16260001 16280001 2.40139 0.201715 OL LONP2


0.297201 OL LOC1011172NC_056067.1 16265001 16285001 2.58164 0.182912 OL LONP2







0.289518 OL LOC1011172NC_056067.1 16270001 16290001 2.52954 0.193918 OL LONP2


0.266835 OL LOC1011172NC_056067.1 16275001 16295001 2.55228 0.19966 OL LONP2


0.243381 OL LOC1011172NC_056067.1 16280001 16300001 2.62186 0.175669 OL LONP2


0.256928 OL LOC1011172NC_056067.1 16285001 16305001 2.42829 0.188474 OL LONP2


0.273696 OL LOC1011172NC_056067.1 16290001 16310001 2.42335 0.172475 OL LONP2


0.319453 OL LOC1011172NC_056067.1 16295001 16315001 2.44081 0.171303 OL LONP2


0.364303 OL LOC1011172NC_056067.1 16300001 16320001 2.37663 0.183032 OL LONP2


0.337325 OL LOC1011172NC_056080.1 115475001 115495001 4.64491 0.198135 OL LONRF3


0.300796 OL LOC1011172NC_056080.1 69935001 69955001 2.19526 0.168081 OL LPAR4


0.259845 OL LOC1011172NC_056069.1 71035001 71055001 2.26382 0.202061 OL LPCAT1


0.193542 OL LOC1011175NC_056063.1 16940001 16960001 6.68812 0.223119 OL LRCH1


0.180795 OL LOC1011175NC_056063.1 16945001 16965001 5.59166 0.343677 OL LRCH1


0.155649 OL LOC1011175NC_056063.1 16950001 16970001 3.04519 0.336467 OL LRCH1


0.225884 OL LOC1011175NC_056063.1 16955001 16975001 2.6693 0.322254 OL LRCH1


0.216635 OL LOC1011175NC_056063.1 16960001 16980001 2.51375 0.319777 OL LRCH1


0.167115 OL LOC1011175NC_056072.1 35060001 35080001 2.22342 0.178071 OL LRIG1


0.15572 OL LOC1011175NC_056055.1 169355001 169375001 2.97157 0.195069 OL LRP1B


0.202759 OL LOC1011175NC_056055.1 169360001 169380001 5.12662 0.230657 OL LRP1B


0.192599 OL LOC1011175NC_056055.1 169365001 169385001 6.21103 0.256604 OL LRP1B


0.200697 OL LOC1011175NC_056055.1 169370001 169390001 5.57876 0.262729 OL LRP1B


0.207157 OL LOC1011175NC_056055.1 169375001 169395001 4.14942 0.243549 OL LRP1B


0.257023 OL LOC1011175NC_056055.1 169470001 169490001 2.85555 0.159376 OL LRP1B


0.25616 OL LOC1011175NC_056055.1 169495001 169515001 2.32234 0.164715 OL LRP1B


0.227508 OL LOC1011175NC_056055.1 169500001 169520001 2.95167 0.173459 OL LRP1B


0.262432 OL LOC1011175NC_056055.1 169505001 169525001 2.48302 0.163641 OL LRP1B


0.22873 OL LOC1011175NC_056056.1 203335001 203355001 2.14677 0.218944 OL LRP6


0.222967 OL LOC1011175NC_056056.1 203340001 203360001 2.01588 0.178809 OL LRP6


0.216193 OL LOC1011175NC_056064.1 38350001 38370001 2.07982 0.379454 OL LRRC46;MRPL10;OSBPL7;SCRN2;SP6


0.158788 OL LOC1011175NC_056064.1 38345001 38365001 1.95764 0.339086 OL LRRC46;MRPL10;SCRN2;SP6


0.196746 OL LOC1011175NC_056056.1 121380001 121400001 17.0748 0.189118 OL LRRIQ1


0.154557 OL LOC1011178NC_056072.1 22440001 22460001 3.07976 0.246616 OL LRRN1







0.192833 OL LOC1011178NC_056072.1 22445001 22465001 3.66749 0.252509 OL LRRN1


0.205392 OL LOC1011178NC_056072.1 22450001 22470001 3.16862 0.242225 OL LRRN1


0.233874 OL LOC1011178NC_056072.1 22455001 22475001 2.19594 0.186113 OL LRRN1


0.283989 OL LOC1011178NC_056066.1 7680001 7700001 3.68855 0.186795 OL MACROD2


0.222629 OL LOC1011178NC_056066.1 7685001 7705001 4.83333 0.176911 OL MACROD2


0.255588 OL LOC1011181NC_056066.1 9265001 9285001 2.67272 0.160501 OL MACROD2


0.298716 OL LOC1011181NC_056066.1 9270001 9290001 2.83101 0.165807 OL MACROD2


0.321233 OL LOC1011181NC_056066.1 9275001 9295001 2.34092 0.164916 OL MACROD2


0.341006 OL LOC1011181NC_056068.1 76095001 76115001 10.0048 0.181452 OL MADD;MYBPC3


0.31452 OL LOC1011181NC_056072.1 35885001 35905001 1.98816 0.18221 OL MAGI1


0.310126 OL LOC1011183NC_056072.1 35890001 35910001 2.08769 0.167346 OL MAGI1


0.349194 OL LOC1011183NC_056061.1 41610001 41630001 2.7492 0.233845 OL MANEA


0.383702 OL LOC1011183NC_056061.1 41615001 41635001 5.73481 0.292276 OL MANEA


0.37982 OL LOC1011183NC_056061.1 41620001 41640001 4.28413 0.290014 OL MANEA


0.225537 OL LOC1011183NC_056061.1 41625001 41645001 3.38685 0.29696 OL MANEA


0.163663 OL LOC1011183NC_056064.1 30525001 30545001 2.2238 0.157877 OL MAP2K4


0.155262 OL LOC1011185NC_056080.1 17905001 17925001 2.036 0.172779 OL MAP3K15;PDHA1


0.170684 OL LOC1011190NC_056080.1 17910001 17930001 2.21067 0.169388 OL MAP3K15;PDHA1


0.228694 OL LOC1011190NC_056062.1 79200001 79220001 2.04347 0.230305 OL MATN2


0.301131 OL LOC1011190NC_056062.1 79210001 79230001 1.97412 0.397859 OL MATN2


0.346461 OL LOC1011190NC_056062.1 79215001 79235001 2.37203 0.345786 OL MATN2


0.346554 OL LOC1011190NC_056062.1 79220001 79240001 2.19092 0.326648 OL MATN2


0.253205 OL LOC1011190NC_056062.1 79225001 79245001 1.97851 0.222621 OL MATN2


0.18359 OL LOC1011197NC_056077.1 36750001 36770001 5.76894 0.159711 OL MBLAC1


0.195066 OL LOC1011200NC_056057.1 55055001 55075001 2.18205 0.164921 OL MDFIC


0.14901 OL LOC1011200NC_056054.1 218460001 218480001 3.20168 0.234821 OL MECOM


0.161921 OL LOC1011200NC_056054.1 218465001 218485001 2.45599 0.196165 OL MECOM


0.194131 OL LOC1011200NC_056054.1 218470001 218490001 1.96531 0.175386 OL MECOM


0.237299 OL LOC1011200NC_056056.1 106110001 106130001 2.57143 0.165732 OL MERTK


0.236696 OL LOC1011200NC_056077.1 4335001 4355001 4.60606 0.228268 OL MGRN1


0.220552 OL LOC1011200NC_056077.1 4340001 4360001 6.30687 0.25938 OL MGRN1







0.214412 OL LOC1011200NC_056070.1 18105001 18125001 2.98326 0.202513 OL MGST2


0.182858 OL LOC1011200NC_056070.1 18110001 18130001 3.71589 0.252218 OL MGST2


0.153039 OL LOC1011200NC_056070.1 18115001 18135001 3.72111 0.258812 OL MGST2


0.15878 OL LOC1011200NC_056065.1 25350001 25370001 2.00533 0.319173 OL MIA3


0.168317 OL LOC1011200NC_056065.1 25355001 25375001 2.18304 0.291661 OL MIA3


0.149509 OL LOC1011200NC_056065.1 25360001 25380001 2.13455 0.299284 OL MIA3


0.146995 OL LOC1011200NC_056065.1 25365001 25385001 2.20174 0.277494 OL MIA3


0.147027 OL LOC1011200NC_056065.1 25370001 25390001 2.35282 0.200654 OL MIA3


0.153999 OL LOC1011200NC_056065.1 25315001 25335001 2.02973 0.200377 OL MIA3;TAF1A


0.18129 OL LOC1011205NC_056057.1 66990001 67010001 2.28112 0.187177 OL MINDY4


0.280755 OL LOC1011209NC_056057.1 66995001 67015001 2.4907 0.169976 OL MINDY4


0.296849 OL LOC1011211NC_056064.1 8840001 8860001 2.8813 0.235178 OL MKS1


0.312767 OL LOC1011211NC_056080.1 99260001 99280001 2.23511 0.21937 OL MMGT1


0.217412 OL LOC1011221NC_056080.1 99265001 99285001 2.69451 0.299092 OL MMGT1


0.173738 OL LOC1011221NC_056060.1 51940001 51960001 2.8941 0.242452 OL MNS1


0.418779 OL LOC1011222NC_056060.1 51945001 51965001 2.38046 0.244577 OL MNS1


0.418834 OL LOC1011222NC_056060.1 51980001 52000001 1.9596 0.253713 OL MNS1


0.36788 OL LOC1011222NC_056060.1 51985001 52005001 1.97625 0.239077 OL MNS1


0.161586 OL LOC1011223NC_056060.1 51995001 52015001 2.20753 0.21439 OL MNS1


0.169553 OL LOC1056019NC_056069.1 26110001 26130001 2.37787 0.159886 OL MOCS2


0.223678 OL LOC1056019NC_056080.1 129245001 129265001 5.0268 0.183604 OL MORF4L2


0.218618 OL LOC1056019NC_056080.1 129250001 129270001 4.62 0.211601 OL MORF4L2


0.16298 OL LOC1056030NC_056080.1 129255001 129275001 4.1282 0.219961 OL MORF4L2


0.175869 OL LOC1056047NC_056080.1 129260001 129280001 3.88678 0.182093 OL MORF4L2


0.252759 OL LOC1056077NC_056056.1 220095001 220115001 2.37218 0.15769 OL MPPED1


0.300773 OL LOC1056077NC_056056.1 220100001 220120001 2.36635 0.198879 OL MPPED1


0.293335 OL LOC1056077NC_056064.1 38365001 38385001 2.72516 0.41422 OL MRPL10;OSBPL7


0.262172 OL LOC1056077NC_056077.1 13385001 13405001 2.44952 0.161886 OL MRTFB


0.184127 OL LOC1056085NC_056070.1 62795001 62815001 3.01804 0.170214 OL MSI1


0.150239 OL LOC1056086NC_056070.1 62800001 62820001 2.74178 0.183321 OL MSI1


0.149284 OL LOC1056125NC_056070.1 62805001 62825001 2.0299 0.175365 OL MSI1







0.181758 OL LOC1056125NC_056057.1 9975001 9995001 3.40377 0.169353 OL MTERF1


0.193407 OL LOC1056125NC_056057.1 9980001 10000001 4.41633 0.205903 OL MTERF1


0.201018 OL LOC1056127NC_056057.1 9985001 10005001 3.40251 0.215298 OL MTERF1


0.180406 OL LOC1056127NC_056066.1 54715001 54735001 3.11154 0.317287 OL MTG2;SS18L1


0.194582 OL LOC1056164NC_056079.1 19090001 19110001 2.56912 0.270429 OL MTMR7


0.153426 OL LOC1056164NC_056079.1 19095001 19115001 4.14386 0.211345 OL MTMR7


0.155548 OL LOC1141115NC_056079.1 19100001 19120001 3.90369 0.201892 OL MTMR7


0.146846 OL LOC1141131NC_056079.1 19150001 19170001 2.75046 0.173455 OL MTMR7;VPS37A


0.282948 OL LOC1141147NC_056066.1 64250001 64270001 3.52423 0.300526 OL MYH7B


0.154135 OL LOC1141154NC_056066.1 64255001 64275001 5.21554 0.265578 OL MYH7B


0.26162 OL LOC1141154NC_056066.1 64260001 64280001 3.19091 0.275402 OL MYH7B


0.171674 OL LOC1141156NC_056066.1 64265001 64285001 2.00154 0.240014 OL MYH7B


0.152959 OL LOC1141180NC_056067.1 14585001 14605001 2.17693 0.270763 OL MYLK3


0.192303 OL LOC1141182NC_056067.1 14590001 14610001 1.98791 0.239375 OL MYLK3


0.188837 OL LOC1141182NC_056069.1 56495001 56515001 3.02646 0.224178 OL MYO10


0.189122 OL LOC1218160NC_056069.1 56500001 56520001 4.34332 0.233701 OL MYO10


0.154651 OL LOC1218160NC_056069.1 56505001 56525001 3.36014 0.20501 OL MYO10


0.182826 OL LOC1218160NC_056063.1 83200001 83220001 3.66666 0.20662 OL MYO16


0.400692 OL LOC1218162NC_056063.1 83210001 83230001 7.28318 0.244472 OL MYO16


0.40325 OL LOC1218162NC_056063.1 83215001 83235001 3.60321 0.182439 OL MYO16


0.294667 OL LOC1218165NC_056060.1 49100001 49120001 2.06289 0.205622 OL MYO1E


0.235815 OL LOC1218171NC_056060.1 49290001 49310001 16.5638 0.181689 OL MYO1E


0.249204 OL LOC1218171NC_056060.1 56010001 56030001 2.15115 0.198424 OL MYO5A


0.183632 OL LOC1218184NC_056076.1 49850001 49870001 2.44431 0.172674 OL MYO5B


0.189744 OL LOC1218184NC_056076.1 49855001 49875001 2.25081 0.172714 OL MYO5B


0.20453 OL LOC1218184NC_056068.1 34550001 34570001 2.65291 0.161112 OL MYOD1


0.203289 OL LOC1218191NC_056055.1 37190001 37210001 2.14241 0.175549 OL MYORG;NUDT2


0.147787 OL LOC1218194NC_056056.1 3325001 3345001 7.35187 0.173529 OL NACC2


0.162988 OL LOC1218195NC_056056.1 3330001 3350001 9.38458 0.167014 OL NACC2


0.274172 OL LOC1218198NC_056080.1 48905001 48925001 2.43403 0.157483 OL NBDY


0.166835 OL LOC1218198NC_056080.1 48910001 48930001 4.96178 0.222659 OL NBDY







0.155616 OL LOC1218200NC_056080.1 48915001 48935001 4.50932 0.20651 OL NBDY


0.1488 OL LPAR1 NC_056054.1 136140001 136160001 4.13045 0.206968 OL NCAM2


0.191648 OL LPAR1 NC_056054.1 136145001 136165001 3.36029 0.193916 OL NCAM2


0.299503 OL LRIG2 NC_056054.1 136150001 136170001 2.6934 0.170113 OL NCAM2


0.343626 OL LRIG2 NC_056055.1 126730001 126750001 2.34843 0.196406 OL NCKAP1


0.343236 OL LRIG2 NC_056055.1 126735001 126755001 2.00864 0.179182 OL NCKAP1


0.282872 OL LRIG2 NC_056062.1 46795001 46815001 2.1887 0.245407 OL NCOA2


0.160776 OL LRMDA NC_056062.1 46800001 46820001 2.7192 0.260467 OL NCOA2


0.245985 OL LRMDA NC_056076.1 37375001 37395001 2.65425 0.161255 OL NDC80


0.202362 OL LRMDA NC_056076.1 37380001 37400001 3.04439 0.173031 OL NDC80


0.233426 OL LRMDA NC_056076.1 37385001 37405001 3.24742 0.175857 OL NDC80


0.241554 OL LRMDA NC_056056.1 218890001 218910001 4.7208 0.195204 OL NDUFA6;PHETA2;SMDT1


0.2263 OL LRMDA NC_056056.1 218895001 218915001 2.71274 0.187091 OL NDUFA6;PHETA2;SMDT1


0.237417 OL LRMDA NC_056080.1 57645001 57665001 2.46512 0.205175 OL NDUFB11;RBM10


0.159432 OL LRMDA NC_056080.1 57650001 57670001 2.12315 0.229122 OL NDUFB11;RBM10


0.160234 OL LRMDA NC_056065.1 76470001 76490001 2.46497 0.30814 OL NEK7


0.160071 OL LRMDA NC_056065.1 76475001 76495001 6.59057 0.322346 OL NEK7


0.147517 OL LRMDA NC_056065.1 76480001 76500001 7.55626 0.25538 OL NEK7


0.262026 OL LRP1B NC_056065.1 76485001 76505001 7.50361 0.178131 OL NEK7


0.238528 OL LRP1B NC_056056.1 141815001 141835001 2.10889 0.227269 OL NELL2


0.211774 OL LRP1B NC_056060.1 41055001 41075001 2.14264 0.192479 OL NEMF


0.178749 OL LRP1B NC_056060.1 41060001 41080001 2.6849 0.242269 OL NEMF


0.149368 OL LRP1B NC_056060.1 41065001 41085001 3.24197 0.27004 OL NEMF


0.150526 OL LRRC28 NC_056060.1 41925001 41945001 2.03524 0.193082 OL NIN


0.190001 OL LRRC7 NC_056069.1 13885001 13905001 1.98154 0.166772 OL NLN


0.176443 OL LRRC7 NC_056054.1 97395001 97415001 3.27555 0.213293 OL NOTCH2


0.157188 OL LRRC7 NC_056054.1 97400001 97420001 2.66116 0.172682 OL NOTCH2


0.156383 OL LYRM1 NC_056067.1 53860001 53880001 3.61993 0.160725 OL NPAS1;TMEM160


0.171425 OL LYRM1 NC_056056.1 73735001 73755001 3.11374 0.200572 OL NRXN1


0.169795 OL LZTFL1;SLCNC_056056.1 73740001 73760001 7.53037 0.271963 OL NRXN1


0.20029 OL MAGI1 NC_056056.1 73745001 73765001 14.8524 0.286024 OL NRXN1







0.223466 OL MAGI1 NC_056056.1 73750001 73770001 8.89677 0.26916 OL NRXN1


0.183154 OL MAGI1 NC_056056.1 73755001 73775001 4.97738 0.231201 OL NRXN1


0.202499 OL MAGT1 NC_056056.1 73760001 73780001 3.04313 0.179257 OL NRXN1


0.152237 OL MAGT1 NC_056060.1 87580001 87600001 2.36949 0.300968 OL NRXN3


0.162896 OL MALRD1 NC_056060.1 87585001 87605001 2.39414 0.319779 OL NRXN3


0.180466 OL MAML3 NC_056060.1 87590001 87610001 2.14686 0.254859 OL NRXN3


0.166379 OL MAP1B NC_056060.1 89130001 89150001 3.54379 0.209273 OL NRXN3


0.193368 OL MAP3K13 NC_056060.1 89135001 89155001 3.93803 0.212167 OL NRXN3


0.241557 OL MAP3K13 NC_056060.1 89140001 89160001 3.12925 0.201078 OL NRXN3


0.289622 OL MAP3K13 NC_056060.1 89145001 89165001 2.52914 0.172617 OL NRXN3


0.272698 OL MAP3K13 NC_056060.1 89150001 89170001 2.87757 0.226935 OL NRXN3


0.215007 OL MAP3K13 NC_056060.1 89155001 89175001 2.37489 0.228619 OL NRXN3


0.2927 OL MAPK11;MANC_056071.1 25975001 25995001 2.32799 0.304175 OL NSMCE3


0.265166 OL MAPK11;MANC_056071.1 25980001 26000001 2.4 0.313283 OL NSMCE3


0.163977 OL MAPKAP1 NC_056056.1 60250001 60270001 9.93488 0.224603 OL NT5DC4


0.215787 OL MAPKAP1 NC_056056.1 60255001 60275001 5.22406 0.192722 OL NT5DC4


0.229912 OL MAPKAP1 NC_056061.1 51315001 51335001 3.4969 0.234799 OL NT5E;SNX14


0.156408 OL MASP1 NC_056056.1 165665001 165685001 2.4416 0.167879 OL NTN4


0.202647 OL MAST1;RNANC_056056.1 165670001 165690001 2.46585 0.172108 OL NTN4


0.168336 OL MAST1;RTBNC_056056.1 165675001 165695001 2.3983 0.179196 OL NTN4


0.239731 OL MAST4 NC_056056.1 165680001 165700001 2.5078 0.163539 OL NTN4


0.176688 OL MBD5 NC_056054.1 84830001 84850001 2.03288 0.187719 OL NTNG1


0.178528 OL MCM6 NC_056054.1 84835001 84855001 2.09601 0.1916 OL NTNG1


0.198354 OL MCM6 NC_056054.1 84840001 84860001 2.63803 0.171997 OL NTNG1


0.219422 OL MCM6 NC_056071.1 18210001 18230001 2.47636 0.246165 OL NTRK3


0.251832 OL MCM6 NC_056071.1 18215001 18235001 2.15567 0.159233 OL NTRK3


0.233075 OL MCM6 NC_056057.1 78575001 78595001 2.22616 0.169377 OL NUDCD3


0.217616 OL MCM9 NC_056057.1 78580001 78600001 2.4723 0.183051 OL NUDCD3


0.305979 OL MCM9 NC_056057.1 78585001 78605001 2.01991 0.16231 OL NUDCD3


0.309971 OL MCM9 NC_056057.1 78590001 78610001 2.04479 0.164794 OL NUDCD3


0.275562 OL MCM9 NC_056069.1 10360001 10380001 20.3398 0.417688 OL OCLN







0.218394 OL MCOLN2;M NC_056069.1 10365001 10385001 5.14747 0.344085 OL OCLN


0.244984 OL MCOLN3 NC_056069.1 10370001 10390001 2.9337 0.240495 OL OCLN


0.172688 OL MCTP1 NC_056057.1 78440001 78460001 2.75263 0.1576 OL OGDH


0.175039 OL MCTP1 NC_056057.1 78490001 78510001 2.82424 0.172457 OL OGDH


0.156087 OL MCTP1 NC_056057.1 78495001 78515001 2.21709 0.202688 OL OGDH;TMED4


0.147833 OL MCTP1 NC_056057.1 78500001 78520001 2.03714 0.237623 OL OGDH;TMED4


0.23169 OL MCU NC_056072.1 6295001 6315001 2.01423 0.177326 OL OSBPL10


0.157849 OL MCU NC_056072.1 6300001 6320001 3.29705 0.245318 OL OSBPL10


0.290882 OL MCU NC_056072.1 6305001 6325001 3.92961 0.282441 OL OSBPL10


0.270499 OL MCU NC_056072.1 6310001 6330001 3.58669 0.315828 OL OSBPL10


0.194604 OL MCU NC_056072.1 6315001 6335001 3.32785 0.297383 OL OSBPL10


0.277711 OL MDFIC NC_056072.1 6320001 6340001 2.88652 0.276568 OL OSBPL10


0.32907 OL MDFIC NC_056072.1 6325001 6345001 2.61096 0.202497 OL OSBPL10


0.414558 OL MDFIC NC_056064.1 38370001 38390001 3.17766 0.439043 OL OSBPL7


0.36887 OL MDFIC NC_056064.1 38375001 38395001 3.40084 0.453431 OL OSBPL7


0.273204 OL MDFIC NC_056064.1 38380001 38400001 2.73753 0.42725 OL OSBPL7


0.208072 OL MDFIC NC_056056.1 112375001 112395001 2.54667 0.188445 OL OSBPL8


0.280729 OL ME1 NC_056056.1 112380001 112400001 2.84728 0.205373 OL OSBPL8


0.387036 OL ME1 NC_056056.1 112385001 112405001 2.1095 0.16238 OL OSBPL8


0.361763 OL ME1 NC_056056.1 112390001 112410001 2.14088 0.167014 OL OSBPL8


0.335875 OL ME1 NC_056056.1 112395001 112415001 2.14893 0.164454 OL OSBPL8


0.329873 OL ME1 NC_056056.1 112400001 112420001 2.02319 0.160018 OL OSBPL8


0.290515 OL ME1 NC_056056.1 112405001 112425001 2.18992 0.172399 OL OSBPL8


0.326366 OL ME1 NC_056056.1 112410001 112430001 2.44669 0.190063 OL OSBPL8


0.364851 OL ME1 NC_056056.1 112415001 112435001 2.67599 0.208151 OL OSBPL8


0.368681 OL ME1 NC_056056.1 112420001 112440001 3.3103 0.222222 OL OSBPL8


0.323537 OL ME1 NC_056056.1 112425001 112445001 4.58877 0.227969 OL OSBPL8


0.27905 OL ME1 NC_056056.1 112430001 112450001 10.5726 0.221933 OL OSBPL8


0.163055 OL MEIKIN NC_056056.1 112435001 112455001 15.2708 0.256779 OL OSBPL8


0.163491 OL MEIKIN NC_056056.1 112440001 112460001 9.31183 0.284902 OL OSBPL8


0.163105 OL MEIKIN NC_056056.1 112445001 112465001 2.89303 0.194793 OL OSBPL8







0.160256 OL MEIKIN NC_056054.1 274310001 274330001 2.03551 0.177198 OL OXNAD1


0.158534 OL MEIKIN NC_056054.1 274330001 274350001 2.00135 0.219406 OL OXNAD1


0.159973 OL MEIKIN NC_056080.1 70120001 70140001 1.94667 0.33829 OL P2RY10


0.158054 OL MEIKIN NC_056080.1 70125001 70145001 1.95495 0.320285 OL P2RY10


0.162715 OL MEIKIN NC_056080.1 70130001 70150001 1.98485 0.327886 OL P2RY10


0.159681 OL MEIKIN NC_056080.1 70135001 70155001 2.03687 0.333882 OL P2RY10


0.159162 OL MEIKIN NC_056080.1 70140001 70160001 1.98319 0.326316 OL P2RY10


0.15873 OL MEIKIN NC_056080.1 100240001 100260001 2.66497 0.195633 OL PABIR2


0.153846 OL MEIKIN NC_056080.1 142830001 142850001 2.16239 0.174879 OL PABPC5


0.152174 OL MEIKIN NC_056080.1 142835001 142855001 2.29159 0.175995 OL PABPC5


0.251021 OL MGAT3;TABNC_056074.1 40665001 40685001 2.04757 0.20751 OL PACS1


0.172128 OL MGAT4A NC_056074.1 40670001 40690001 2.2672 0.233496 OL PACS1


0.165972 OL MGAT4A NC_056074.1 40675001 40695001 2.35213 0.240029 OL PACS1


0.163222 OL MGAT4A NC_056074.1 40680001 40700001 2.08692 0.220491 OL PACS1


0.147798 OL MGAT4A NC_056074.1 40710001 40730001 1.97202 0.191091 OL PACS1


0.191311 OL MGAT4A;UNNW_024599828 425001 445001 3.01421 0.201185 OL PAG3


0.185105 OL MGAT5 NW_024599828 430001 450001 2.85369 0.194618 OL PAG3


0.213739 OL MGAT5 NW_024599828 435001 455001 2.67359 0.183381 OL PAG3


0.177277 OL MGAT5 NC_056074.1 16185001 16205001 4.25559 0.161773 OL PAK1


0.212517 OL MGRN1 NC_056074.1 16190001 16210001 4.80387 0.166105 OL PAK1


0.243452 OL MGRN1 NC_056074.1 16255001 16275001 3.14286 0.168475 OL PAK1


0.275946 OL MGRN1 NC_056074.1 16260001 16280001 3.06598 0.186567 OL PAK1


0.286405 OL MID1 NC_056074.1 16265001 16285001 4.18678 0.184822 OL PAK1


0.340978 OL MID1 NC_056067.1 48215001 48235001 4.0909 0.246216 OL PAK4


0.166554 OL MIGA2 NC_056065.1 49655001 49675001 2.14047 0.209788 OL PANK4;PLCH2


0.166844 OL MIGA2;SH3GNC_056055.1 207710001 207730001 1.95523 0.170473 OL PARD3B


0.173951 OL MIGA2;SH3GNC_056075.1 21375001 21395001 3.47839 0.165763 OL PAX2


0.221366 OL MIGA2;SH3GNC_056056.1 10200001 10220001 2.35437 0.226854 OL PBX3


0.201862 OL MIPOL1 NC_056056.1 10210001 10230001 2.51748 0.194212 OL PBX3


0.150292 OL MIPOL1 NC_056054.1 105160001 105180001 2.09266 0.273255 OL PBXIP1


0.345248 OL MMP24 NC_056054.1 105155001 105175001 3.26759 0.383523 OL PBXIP1;PMVK







0.236018 OL MMP24 NC_056054.1 253550001 253570001 2.30622 0.165338 OL PCCB


0.21282 OL MMP24 NC_056054.1 253555001 253575001 2.14321 0.262938 OL PCCB


0.14678 OL MMP24 NC_056054.1 253560001 253580001 3.38443 0.267173 OL PCCB


0.222233 OL MORF4L1 NC_056054.1 253565001 253585001 5.56811 0.228611 OL PCCB


0.218605 OL MORF4L1 NC_056054.1 253570001 253590001 6.03106 0.201159 OL PCCB


0.216859 OL MORF4L1 NC_056054.1 253575001 253595001 6.2549 0.20697 OL PCCB


0.19974 OL MORF4L1 NC_056054.1 253585001 253605001 3.29351 0.173846 OL PCCB


0.207103 OL MORF4L1 NC_056054.1 253590001 253610001 2.89273 0.18206 OL PCCB


0.204762 OL MORF4L1 NC_056075.1 4430001 4450001 2.27447 0.210926 OL PCDH15


0.212235 OL MPI NC_056075.1 5060001 5080001 2.62597 0.215129 OL PCDH15


0.183373 OL MPPED1 NC_056075.1 5065001 5085001 2.69865 0.267431 OL PCDH15


0.15947 OL MPZL2;MPZNC_056075.1 5070001 5090001 2.26774 0.287961 OL PCDH15


0.154085 OL MTMR8 NC_056075.1 5080001 5100001 1.98593 0.241563 OL PCDH15


0.146637 OL MTMR8 NC_056075.1 5085001 5105001 2.1516 0.233271 OL PCDH15


0.158333 OL MTMR8 NC_056075.1 5090001 5110001 2.48663 0.22585 OL PCDH15


0.170068 OL MTMR8 NC_056075.1 5095001 5115001 5.30769 0.204975 OL PCDH15


0.174074 OL MTMR8 NC_056075.1 5100001 5120001 2.98509 0.187553 OL PCDH15


0.169913 OL MTMR8 NC_056063.1 40230001 40250001 3.19912 0.193987 OL PCDH9


0.153509 OL MTMR8 NC_056063.1 40235001 40255001 3.74656 0.188235 OL PCDH9


0.185185 OL MTMR8 NC_056069.1 20210001 20230001 1.95127 0.226586 OL PDE4D


0.226562 OL MTMR8 NC_056068.1 4175001 4195001 2.55779 0.181619 OL PDGFD


0.168129 OL MTMR8 NC_056068.1 4180001 4200001 2.51627 0.205124 OL PDGFD


0.183642 OL MTMR8 NC_056068.1 4185001 4205001 2.40055 0.217499 OL PDGFD


0.245363 OL MTOR NC_056068.1 4190001 4210001 2.00398 0.17522 OL PDGFD


0.181477 OL MTUS1 NC_056068.1 4240001 4260001 2.31703 0.182289 OL PDGFD


0.164293 OL MTUS1 NC_056056.1 19920001 19940001 2.15 0.20131 OL PDIA6


0.15688 OL MTUS2 NC_056056.1 19925001 19945001 3.65646 0.237069 OL PDIA6


0.168023 OL MTUS2 NC_056056.1 19930001 19950001 3.93669 0.245175 OL PDIA6


0.15391 OL MTUS2 NC_056056.1 19935001 19955001 4.33652 0.26283 OL PDIA6


0.187129 OL MTX2 NC_056056.1 19940001 19960001 3.95317 0.240948 OL PDIA6


0.202018 OL NAA50;USF3NC_056056.1 62950001 62970001 2.60836 0.222334 OL PEX13







0.221924 OL NAA50;USF3NC_056056.1 62955001 62975001 2.9403 0.217754 OL PEX13


0.163242 OL NAALADL2 NC_056056.1 62960001 62980001 2.36284 0.187725 OL PEX13


0.167702 OL NAALADL2 NC_056056.1 62965001 62985001 2.2496 0.192014 OL PEX13


0.165532 OL NAALADL2 NC_056056.1 62970001 62990001 3.02423 0.211175 OL PEX13


0.160305 OL NAALADL2 NC_056056.1 62975001 62995001 3.26061 0.237755 OL PEX13


0.206899 OL NAALADL2 NC_056056.1 62980001 63000001 3.12755 0.25015 OL PEX13


0.192187 OL NAALADL2 NC_056056.1 62985001 63005001 2.6868 0.237138 OL PEX13;PUS10


0.235422 OL NARF NC_056056.1 62990001 63010001 1.97322 0.201063 OL PEX13;PUS10


0.234239 OL NARF NC_056061.1 62155001 62175001 3.01133 0.162478 OL PEX7


0.216356 OL NBAS NC_056055.1 199220001 199240001 4.5 0.16725 OL PGAP1


0.221064 OL NBAS NC_056055.1 199225001 199245001 4.62981 0.171963 OL PGAP1


0.171451 OL NBAS NC_056055.1 68360001 68380001 3.79446 0.176712 OL PGM5


0.200668 OL NBAS NC_056055.1 68365001 68385001 3.96182 0.189848 OL PGM5


0.237834 OL NBAS NC_056055.1 68370001 68390001 4.67718 0.19613 OL PGM5


0.268532 OL NBAS NC_056055.1 68375001 68395001 4.08644 0.164873 OL PGM5


0.261788 OL NBAS NC_056055.1 68400001 68420001 2.21291 0.179334 OL PGM5


0.210729 OL NBAS NC_056055.1 68405001 68425001 2.40625 0.196186 OL PGM5


0.219153 OL NBAS NC_056064.1 53150001 53170001 2.50851 0.16737 OL PGS1


0.148147 OL NCAM2 NC_056064.1 53155001 53175001 2.69477 0.174275 OL PGS1;SOCS3


0.185578 OL NCAM2 NC_056070.1 55135001 55155001 1.9808 0.171018 OL PHETA1


0.225636 OL NCAM2 NC_056080.1 65225001 65245001 2.74935 0.193914 OL PHKA1


0.209346 OL NCAM2 NC_056080.1 65230001 65250001 3.84257 0.245827 OL PHKA1


0.174885 OL NCAM2 NC_056080.1 65235001 65255001 3.21802 0.242833 OL PHKA1


0.157244 OL NCAM2 NC_056080.1 65240001 65260001 3.39037 0.265026 OL PHKA1


0.151464 OL NCK2 NC_056080.1 65245001 65265001 2.97637 0.263403 OL PHKA1


0.15352 OL NDFIP2 NC_056080.1 65250001 65270001 1.99653 0.299838 OL PHKA1


0.189408 OL NDUFS1 NC_056080.1 65255001 65275001 1.95574 0.3446 OL PHKA1


0.171533 OL NEDD4L NC_056067.1 15465001 15485001 3.5405 0.28185 OL PHKB


0.167151 OL NEDD4L NC_056067.1 15470001 15490001 3.89912 0.312008 OL PHKB


0.167975 OL NEDD9 NC_056067.1 15475001 15495001 3.83714 0.3248 OL PHKB


0.188418 OL NEK5 NC_056067.1 15480001 15500001 3.22857 0.300622 OL PHKB







0.15403 OL NEK7 NC_056067.1 15495001 15515001 1.96825 0.222996 OL PHKB


0.165171 OL NEK7 NC_056067.1 15500001 15520001 2.4949 0.24755 OL PHKB


0.179667 OL NEK7 NC_056067.1 15505001 15525001 7.87144 0.385294 OL PHKB


0.167297 OL NEK7 NC_056067.1 15510001 15530001 3.68621 0.310156 OL PHKB


0.199173 OL NEK9;ZC2H NC_056067.1 15515001 15535001 2.11578 0.206473 OL PHKB


0.172607 OL NEK9;ZC2H NC_056076.1 46905001 46925001 2.00277 0.159274 OL PIAS2


0.175152 OL NELL1 NC_056074.1 9145001 9165001 2.00971 0.255997 OL PICALM


0.149081 OL NELL2 NC_056055.1 231230001 231250001 2.14684 0.185212 OL PID1


0.162342 OL NELL2 NC_056055.1 231235001 231255001 2.35251 0.196444 OL PID1


0.250474 OL NFATC1 NC_056055.1 231240001 231260001 3.6754 0.22866 OL PID1


0.27611 OL NFATC1 NC_056055.1 231245001 231265001 4.99999 0.241066 OL PID1


0.229403 OL NFATC1 NC_056056.1 197055001 197075001 2.99345 0.17487 OL PIK3C2G


0.150518 OL NFATC1 NC_056056.1 197060001 197080001 2.68251 0.193596 OL PIK3C2G


0.180387 OL NFATC3 NC_056056.1 197065001 197085001 2.14423 0.243797 OL PIK3C2G


0.185589 OL NFATC3 NC_056056.1 197070001 197090001 2.02948 0.233121 OL PIK3C2G


0.159775 OL NFATC3 NC_056056.1 197075001 197095001 2.15158 0.200436 OL PIK3C2G


0.14892 OL NFATC3 NC_056054.1 250980001 251000001 2.27615 0.253938 OL PIK3CB


0.148925 OL NFATC3 NC_056054.1 250985001 251005001 2.55056 0.262081 OL PIK3CB


0.15211 OL NFATC3 NC_056054.1 250990001 251010001 3.49173 0.232111 OL PIK3CB


0.151382 OL NFATC3 NC_056054.1 250995001 251015001 3.95902 0.206871 OL PIK3CB


0.200492 OL NGB;POMT2NC_056054.1 251000001 251020001 2.95377 0.178529 OL PIK3CB


0.226098 OL NGB;POMT2NC_056054.1 251005001 251025001 2.1854 0.161887 OL PIK3CB


0.275946 OL NKAIN2 NC_056080.1 13630001 13650001 2.30645 0.20431 OL PIR


0.275729 OL NKAIN2 NC_056070.1 70225001 70245001 2.93113 0.180499 OL PISD


0.207823 OL NKAIN2 NC_056070.1 70200001 70220001 2.8494 0.211124 OL PISD;SFI1


0.240288 OL NKAIN2 NC_056070.1 70205001 70225001 3.25057 0.159932 OL PISD;SFI1


0.208673 OL NKAIN2 NC_056070.1 70215001 70235001 2.98185 0.160102 OL PISD;SFI1


0.171251 OL NKAIN2 NC_056070.1 46770001 46790001 3.64111 0.208533 OL PIWIL1


0.195186 OL NKAIN2 NC_056070.1 46775001 46795001 3.28276 0.211835 OL PIWIL1


0.220722 OL NKAIN2 NC_056070.1 46780001 46800001 2.45545 0.190154 OL PIWIL1


0.23566 OL NKAIN2 NC_056070.1 46765001 46785001 2.73307 0.16461 OL PIWIL1;RIMBP2







0.208162 OL NKAIN2 NC_056067.1 38610001 38630001 3.22905 0.205039 OL PKD1L3


0.178902 OL NKAIN2 NC_056067.1 38615001 38635001 3.77547 0.183704 OL PKD1L3


0.154866 OL NKAIN2 NC_056056.1 81995001 82015001 2.37332 0.199793 OL PKDCC


0.161506 OL NKAIN2 NC_056060.1 35755001 35775001 6.2751 0.1623 OL PLA2G4F;VPS39


0.166571 OL NKAIN2 NC_056060.1 35760001 35780001 3.68163 0.158868 OL PLA2G4F;VPS39


0.162379 OL NKAIN2 NC_056069.1 33345001 33365001 3.41646 0.188006 OL PLCXD3


0.171995 OL NKAIN2 NC_056056.1 196360001 196380001 3.40935 0.161735 OL PLEKHA5


0.160162 OL NKAIN2 NC_056056.1 196365001 196385001 5.43074 0.251639 OL PLEKHA5


0.148022 OL NLGN4X NC_056056.1 196370001 196390001 7.20049 0.265954 OL PLEKHA5


0.193214 OL NLGN4X NC_056056.1 196375001 196395001 7.91196 0.304732 OL PLEKHA5


0.21715 OL NLGN4X NC_056056.1 196380001 196400001 3.57812 0.224182 OL PLEKHA5


0.223172 OL NLGN4X NC_056066.1 20925001 20945001 2.59113 0.197013 OL PLXDC2


0.196559 OL NLGN4X NC_056066.1 20930001 20950001 2.70705 0.220537 OL PLXDC2


0.148336 OL NLRC3 NC_056067.1 38460001 38480001 4.44133 0.218473 OL PMFBP1


0.203403 OL NNT NC_056067.1 38465001 38485001 9.92553 0.254735 OL PMFBP1


0.202781 OL NNT NC_056067.1 38480001 38500001 9.49342 0.264428 OL PMFBP1


0.162435 OL NNT NC_056067.1 38485001 38505001 6.018 0.253729 OL PMFBP1


0.266038 OL NODAL NC_056067.1 38490001 38510001 4.05112 0.202013 OL PMFBP1


0.287122 OL NODAL NC_056054.1 105150001 105170001 2.83309 0.382217 OL PMVK


0.165403 OL NOL11 NC_056072.1 48795001 48815001 2.39925 0.184893 OL POC1A


0.289337 OL NOTCH2 NC_056072.1 48800001 48820001 3.45191 0.224535 OL POC1A


0.198996 OL NOTCH2 NC_056072.1 48810001 48830001 5.25661 0.256624 OL POC1A


0.174337 OL NOTCH2 NC_056072.1 48825001 48845001 3.17544 0.179567 OL POC1A


0.157529 OL NOTCH2 NC_056072.1 48830001 48850001 3.75848 0.191196 OL POC1A


0.211538 OL NOTCH2 NC_056072.1 48835001 48855001 3.37002 0.179908 OL POC1A


0.203704 OL NOTCH2 NC_056072.1 48840001 48860001 3.68132 0.198002 OL POC1A


0.195802 OL NOTCH2 NC_056056.1 125890001 125910001 2.35463 0.183734 OL POC1B


0.209075 OL NOTCH2 NC_056056.1 175355001 175375001 2.3038 0.166315 OL POLR3B


0.208808 OL NOTCH2 NC_056056.1 175360001 175380001 2.28538 0.185345 OL POLR3B


0.196789 OL NOTCH2 NC_056056.1 175365001 175385001 2.28843 0.191859 OL POLR3B


0.160665 OL NOTCH2 NC_056056.1 175370001 175390001 2.29426 0.183401 OL POLR3B







0.162509 OL NOTCH2 NC_056056.1 175375001 175395001 2.2967 0.167066 OL POLR3B


0.190116 OL NOTCH2 NC_056058.1 87670001 87690001 2.23643 0.168517 OL POLR3G


0.231557 OL NOTCH2 NC_056073.1 30220001 30240001 11.2199 0.264665 OL POM121L2


0.228516 OL NOTCH2 NC_056073.1 30225001 30245001 13.6769 0.257405 OL POM121L2


0.207004 OL NOTCH2 NC_056073.1 30230001 30250001 9.3913 0.231969 OL POM121L2


0.199601 OL NOTCH2 NC_056073.1 30235001 30255001 9.92362 0.187063 OL POM121L2


0.16124 OL NPAS3 NC_056059.1 44635001 44655001 2.44259 0.334314 OL PPARGC1A


0.159751 OL NPAS3 NC_056059.1 44640001 44660001 2.73935 0.346638 OL PPARGC1A


0.181463 OL NRXN1 NC_056071.1 31310001 31330001 2.86296 0.222402 OL PPCDC


0.175571 OL NRXN1 NC_056071.1 31315001 31335001 2.88764 0.165933 OL PPCDC


0.191957 OL NRXN1 NC_056068.1 44735001 44755001 2.84375 0.269339 OL PPFIBP2


0.21981 OL NRXN1 NC_056068.1 44740001 44760001 8.03755 0.348744 OL PPFIBP2


0.155365 OL NRXN1 NC_056068.1 44755001 44775001 29.7635 0.375414 OL PPFIBP2


0.170434 OL NRXN3 NC_056068.1 44760001 44780001 23.6389 0.374304 OL PPFIBP2


0.175178 OL NRXN3 NC_056068.1 44775001 44795001 20.798 0.220512 OL PPFIBP2


0.21274 OL NRXN3 NC_056077.1 4520001 4540001 1.97055 0.265509 OL PPL


0.205384 OL NRXN3 NC_056077.1 4525001 4545001 2.22415 0.295632 OL PPL


0.167681 OL NRXN3 NC_056077.1 4510001 4530001 2.17903 0.285712 OL PPL;UBN1


0.154016 OL NRXN3 NC_056077.1 4515001 4535001 1.96085 0.264784 OL PPL;UBN1


0.149078 OL NRXN3 NC_056059.1 37100001 37120001 3.37259 0.177631 OL PPM1K


0.147925 OL NRXN3 NC_056059.1 37105001 37125001 3.80613 0.2026 OL PPM1K


0.183448 OL NRXN3 NC_056059.1 37110001 37130001 3.97667 0.185248 OL PPM1K


0.190347 OL NTM NC_056057.1 56085001 56105001 2.46541 0.272222 OL PPP1R3A


0.231537 OL NTM NC_056057.1 56090001 56110001 2.09 0.267518 OL PPP1R3A


0.2433 OL NTM NC_056069.1 39235001 39255001 2.66373 0.183961 OL PR


0.156324 OL NTM NC_056058.1 28295001 28315001 2.27936 0.181041 OL PRDM6


0.148191 OL NTM NC_056072.1 37225001 37245001 2.03038 0.209445 OL PRICKLE2


0.200389 OL NTNG1 NC_056072.1 37305001 37325001 2.24764 0.169878 OL PRICKLE2


0.215312 OL NTNG1 NC_056073.1 2930001 2950001 1.96913 0.282962 OL PRIM2


0.253031 OL NTNG1 NC_056073.1 2935001 2955001 1.98404 0.309374 OL PRIM2


0.236357 OL NUP188;SH3NC_056073.1 3025001 3045001 2.3709 0.285613 OL PRIM2







0.157197 OL NUP188;SH3NC_056061.1 85260001 85280001 6.36442 0.15878 OL PRKN


0.153513 OL NUP93 NC_056061.1 85410001 85430001 2.66357 0.171998 OL PRKN


0.155691 OL NUP93 NC_056061.1 85415001 85435001 3.01598 0.221764 OL PRKN


0.153072 OL NUP93 NC_056061.1 85420001 85440001 3.08027 0.240988 OL PRKN


0.164303 OL NUP93 NC_056061.1 85425001 85445001 3.23131 0.222605 OL PRKN


0.210982 OL NUP93 NC_056061.1 85430001 85450001 3.53695 0.244274 OL PRKN


0.22261 OL NUP93 NC_056061.1 85435001 85455001 2.85668 0.216151 OL PRKN


0.209151 OL NUP93 NC_056061.1 85440001 85460001 2.12969 0.179976 OL PRKN


0.184415 OL NUP93 NC_056063.1 23500001 23520001 2.14988 0.179908 OL PROSER1;STOML3


0.185036 OL NXN NC_056074.1 34580001 34600001 2.78234 0.21425 OL PRPF19


0.16233 OL OSBPL10 NC_056058.1 24205001 24225001 3.69657 0.187835 OL PRRC1


0.16431 OL OSBPL10 NC_056079.1 37940001 37960001 2.05344 0.198636 OL PSD3


0.164132 OL OSBPL10 NC_056079.1 37945001 37965001 2.92529 0.263625 OL PSD3


0.201111 OL OSBPL9 NC_056079.1 37950001 37970001 2.60524 0.202681 OL PSD3


0.200967 OL OSBPL9 NC_056065.1 29155001 29175001 3.22201 0.244227 OL PSEN2


0.217525 OL OSBPL9 NC_056066.1 54730001 54750001 2.31123 0.255263 OL PSMA7;SS18L1


0.208098 OL OSBPL9 NC_056055.1 30820001 30840001 4.33428 0.170872 OL PTCH1


0.188612 OL OSBPL9 NC_056055.1 30825001 30845001 5.38723 0.187656 OL PTCH1


0.17107 OL OSBPL9 NC_056074.1 34560001 34580001 3.50578 0.220493 OL PTGDR2


0.146716 OL OSBPL9 NC_056054.1 46595001 46615001 2.86388 0.161742 OL PTGER3


0.222378 OL OSER1 NC_056065.1 67160001 67180001 2.71993 0.255582 OL PTGS2


0.178919 OL OSER1 NC_056065.1 67165001 67185001 2.14074 0.218036 OL PTGS2


0.250631 OL OSER1 NC_056068.1 38930001 38950001 5.89968 0.189742 OL PTH


0.202237 OL OTUD7A NC_056068.1 38935001 38955001 5.07649 0.191126 OL PTH


0.150529 OL OVAR-DRB NC_056059.1 102370001 102390001 2.17428 0.228479 OL PTPN13


0.166178 OL OXR1 NC_056059.1 102375001 102395001 3.23209 0.260911 OL PTPN13


0.174581 OL OXR1 NC_056059.1 102380001 102400001 4.57103 0.305066 OL PTPN13


0.211416 OL OXR1 NC_056059.1 102385001 102405001 3.33806 0.280839 OL PTPN13


0.244322 OL OXR1 NC_056059.1 102390001 102410001 2.10488 0.238131 OL PTPN13


0.218191 OL OXR1 NC_056055.1 76645001 76665001 2.35921 0.397579 OL PTPRD


0.208884 OL OXR1 NC_056055.1 76650001 76670001 4.1434 0.322847 OL PTPRD







0.202637 OL OXR1 NC_056055.1 76655001 76675001 5.95213 0.259493 OL PTPRD


0.182946 OL OXR1 NC_056055.1 76660001 76680001 4.53993 0.283249 OL PTPRD


0.157648 OL PACS1 NC_056055.1 76665001 76685001 3.53936 0.274874 OL PTPRD


0.180043 OL PACS1 NC_056055.1 77650001 77670001 2.27331 0.238206 OL PTPRD


0.197522 OL PACS1 NC_056055.1 77655001 77675001 2.48569 0.227965 OL PTPRD


0.19194 OL PACS1 NC_056055.1 77660001 77680001 2.78138 0.191027 OL PTPRD


0.232686 OL PADI1;PADI NC_056055.1 77665001 77685001 3.28363 0.214768 OL PTPRD


0.230498 OL PADI1;PADI NC_056055.1 77670001 77690001 4.17163 0.258587 OL PTPRD


0.190986 OL PADI1;PADI NC_056055.1 77675001 77695001 6.9366 0.293037 OL PTPRD


0.18344 OL PADI3 NC_056055.1 77680001 77700001 18.546 0.331359 OL PTPRD


0.214413 OL PADI3 NC_056055.1 77685001 77705001 8.80171 0.330069 OL PTPRD


0.203834 OL PADI3 NC_056055.1 77690001 77710001 4.68128 0.373767 OL PTPRD


0.211401 OL PADI3 NC_056055.1 77695001 77715001 3.63157 0.356319 OL PTPRD


0.19585 OL PADI3 NC_056055.1 77700001 77720001 3.24743 0.352835 OL PTPRD


0.184273 OL PADI3 NC_056055.1 77705001 77725001 3.21316 0.349007 OL PTPRD


0.202192 OL PADI3 NC_056055.1 77710001 77730001 2.00846 0.264631 OL PTPRD


0.170334 OL PAG3 NC_056072.1 39230001 39250001 2.94051 0.294517 OL PTPRG


0.204686 OL PAG3 NC_056072.1 39235001 39255001 5.33196 0.336245 OL PTPRG


0.188825 OL PAG3 NC_056072.1 39240001 39260001 10.1619 0.389612 OL PTPRG


0.178715 OL PAG3 NC_056072.1 39245001 39265001 16.4107 0.392465 OL PTPRG


0.151681 OL PAG3 NC_056072.1 39250001 39270001 3.55867 0.335068 OL PTPRG


0.210673 OL PAK1 NC_056072.1 39255001 39275001 2.6449 0.249247 OL PTPRG


0.214824 OL PAK1 NC_056072.1 39525001 39545001 1.96391 0.215305 OL PTPRG


0.222314 OL PAK1 NC_056072.1 39530001 39550001 2.41773 0.216423 OL PTPRG


0.174631 OL PAK1 NC_056072.1 39535001 39555001 2.5614 0.180477 OL PTPRG


0.327383 OL PALD1 NC_056061.1 53535001 53555001 2.50492 0.200242 OL PTPRK


0.32996 OL PALD1 NC_056061.1 53540001 53560001 3.42954 0.191319 OL PTPRK


0.268766 OL PALD1 NC_056061.1 53545001 53565001 2.12746 0.171619 OL PTPRK


0.402289 OL PALD1 NC_056076.1 41080001 41100001 4.47125 0.20884 OL PTPRM


0.310328 OL PALD1 NC_056076.1 41085001 41105001 3.15606 0.30403 OL PTPRM


0.193839 OL PALD1 NC_056076.1 41090001 41110001 2.66948 0.362898 OL PTPRM







0.170351 OL PALM2AKA NC_056076.1 41095001 41115001 2.50704 0.403398 OL PTPRM


0.155287 OL PANX2;TRANC_056057.1 120530001 120550001 9.38153 0.178702 OL PTPRN2


0.163947 OL PAPPA2 NC_056057.1 120535001 120555001 8.13184 0.21705 OL PTPRN2


0.175624 OL PAPPA2 NC_056057.1 120540001 120560001 6.77799 0.178929 OL PTPRN2


0.285011 OL PARD3B NC_056057.1 120655001 120675001 3.27701 0.16144 OL PTPRN2


0.284272 OL PARD3B NC_056057.1 120665001 120685001 5.05284 0.177264 OL PTPRN2


0.24735 OL PARD3B NC_056057.1 120670001 120690001 4.25726 0.189733 OL PTPRN2


0.156589 OL PARD3B NC_056057.1 120675001 120695001 3.59409 0.163402 OL PTPRN2


0.263243 OL PASD1 NC_056057.1 78340001 78360001 2.12946 0.158925 OL PURB


0.26918 OL PASD1 NC_056079.1 26215001 26235001 5.99704 0.168008 OL PURG


0.268284 OL PASD1 NC_056054.1 248280001 248300001 3.11111 0.540343 OL PXYLP1


0.264566 OL PASD1 NC_056054.1 248285001 248305001 6.31033 0.60179 OL PXYLP1


0.159028 OL PATJ NC_056054.1 248290001 248310001 3.65873 0.528318 OL PXYLP1


0.154293 OL PBX3 NC_056054.1 248295001 248315001 2.31325 0.527469 OL PXYLP1


0.260387 OL PCDH15 NC_056060.1 45010001 45030001 3.37453 0.187222 OL RAB8B


0.247579 OL PCDH15 NC_056060.1 45015001 45035001 5.26639 0.229925 OL RAB8B


0.253097 OL PCDH15 NC_056060.1 45020001 45040001 5.79017 0.25997 OL RAB8B


0.237579 OL PCDH15 NC_056060.1 45025001 45045001 5.22456 0.258479 OL RAB8B


0.155145 OL PCDH15 NC_056060.1 45030001 45050001 3.65178 0.232671 OL RAB8B


0.172839 OL PCDH9 NC_056056.1 9210001 9230001 2.14233 0.183648 OL RALGPS1


0.210658 OL PCDH9 NC_056062.1 90890001 90910001 3.97361 0.176488 OL RALYL


0.203545 OL PCDH9 NC_056062.1 90895001 90915001 5.4 0.190601 OL RALYL


0.18564 OL PCDH9 NC_056062.1 90900001 90920001 4.99999 0.172989 OL RALYL


0.171534 OL PDE1C NC_056062.1 90905001 90925001 5.21336 0.169941 OL RALYL


0.205535 OL PDE1C NC_056058.1 20700001 20720001 1.98614 0.275995 OL RAPGEF6


0.180566 OL PDE1C NC_056058.1 20705001 20725001 3.00602 0.349096 OL RAPGEF6


0.145811 OL PDE1C NC_056058.1 20710001 20730001 4.34433 0.398943 OL RAPGEF6


0.174115 OL PDGFC NC_056058.1 20715001 20735001 5.07462 0.406259 OL RAPGEF6


0.178552 OL PDGFC NC_056058.1 20720001 20740001 4.21183 0.387065 OL RAPGEF6


0.186931 OL PDGFD NC_056058.1 20725001 20745001 3.11016 0.333431 OL RAPGEF6


0.26177 OL PDGFD NC_056063.1 32870001 32890001 2.72953 0.163178 OL RASL11A







0.324014 OL PDGFD NC_056077.1 6570001 6590001 2.17003 0.166241 OL RBFOX1


0.329219 OL PDGFD NC_056077.1 6575001 6595001 3.00578 0.179338 OL RBFOX1


0.332558 OL PDGFD NC_056064.1 52335001 52355001 3.40958 0.173233 OL RBFOX3


0.338203 OL PDGFD NC_056080.1 57635001 57655001 3.525 0.205121 OL RBM10


0.258377 OL PDGFD NC_056080.1 57640001 57660001 2.44263 0.250549 OL RBM10


0.252796 OL PDGFD NC_056054.1 250250001 250270001 2.07539 0.260037 OL RBP2


0.221657 OL PDGFD NC_056054.1 250255001 250275001 2.16667 0.255978 OL RBP2


0.266126 OL PDGFD NC_056073.1 19645001 19665001 4.54103 0.179585 OL RCAN2


0.295711 OL PDGFD NC_056073.1 19650001 19670001 3.44061 0.160779 OL RCAN2


0.309907 OL PDGFD NC_056065.1 44005001 44025001 8.39419 0.230082 OL RERE


0.277771 OL PDGFD NC_056065.1 44010001 44030001 8.71438 0.211596 OL RERE


0.309646 OL PDGFD NC_056065.1 44015001 44035001 5.11748 0.19424 OL RERE


0.352163 OL PDGFD NC_056065.1 44020001 44040001 4.84879 0.177038 OL RERE


0.320762 OL PDGFD NC_056056.1 175635001 175655001 1.9555 0.308891 OL RFX4


0.363645 OL PDGFD NC_056065.1 64335001 64355001 3.04444 0.246838 OL RGL1


0.276323 OL PDGFD NC_056065.1 64340001 64360001 4.18939 0.263238 OL RGL1


0.158577 OL PDSS2 NC_056065.1 64345001 64365001 4.72201 0.31732 OL RGL1


0.160574 OL PDSS2 NC_056065.1 64350001 64370001 4.2085 0.344987 OL RGL1


0.157766 OL PDSS2 NC_056065.1 64355001 64375001 2.39382 0.324073 OL RGL1


0.2539 OL PDZK1IP1 NC_056065.1 64360001 64380001 2.01553 0.350991 OL RGL1


0.148035 OL PGM5 NC_056065.1 64365001 64385001 2.51785 0.323578 OL RGL1


0.169877 OL PGM5 NC_056065.1 64370001 64390001 3.66818 0.312099 OL RGL1


0.195043 OL PGM5 NC_056065.1 64375001 64395001 6.92897 0.332914 OL RGL1


0.188588 OL PGM5 NC_056065.1 64380001 64400001 14.3962 0.326117 OL RGL1


0.217308 OL PHACTR2 NC_056080.1 128435001 128455001 3.51991 0.250923 OL RIPPLY1


0.255519 OL PHACTR2 NC_056080.1 128440001 128460001 13.2671 0.319967 OL RIPPLY1


0.19127 OL PHACTR2 NC_056056.1 16875001 16895001 2.08731 0.229019 OL RNF144A


0.193482 OL PHACTR2 NC_056064.1 51680001 51700001 19.7333 0.220235 OL RNF213


0.218259 OL PHACTR2 NC_056064.1 51685001 51705001 8.58035 0.188851 OL RNF213


0.204592 OL PHACTR2 NC_056064.1 51690001 51710001 4.39142 0.190306 OL RNF213


0.215752 OL PHACTR2 NC_056070.1 53800001 53820001 4.31429 0.314286 OL RNF34







0.165337 OL PHEX NC_056070.1 53805001 53825001 2.57143 0.214583 OL RNF34


0.180437 OL PIEZO2 NC_056077.1 27405001 27425001 2.39109 0.214515 OL RNF40;ZNF629


0.15405 OL PIEZO2 NC_056054.1 147145001 147165001 2.50185 0.468172 OL ROBO1


0.153502 OL PIEZO2 NC_056054.1 147150001 147170001 3.82058 0.546709 OL ROBO1


0.168557 OL PIEZO2 NC_056054.1 147155001 147175001 4.37041 0.610413 OL ROBO1


0.194571 OL PIEZO2 NC_056054.1 147160001 147180001 2.83573 0.571855 OL ROBO1


0.179744 OL PIEZO2 NC_056054.1 147205001 147225001 1.94979 0.493339 OL ROBO1


0.16767 OL PIEZO2 NC_056054.1 147210001 147230001 2.16617 0.42347 OL ROBO1


0.149335 OL PIEZO2 NC_056054.1 147240001 147260001 2.57053 0.230609 OL ROBO1


0.179459 OL PIGM NC_056054.1 147960001 147980001 1.95203 0.315671 OL ROBO1


0.159626 OL PIGM NC_056054.1 147995001 148015001 3.20935 0.168466 OL ROBO1


0.187074 OL PIR NC_056054.1 148000001 148020001 4.02285 0.17646 OL ROBO1


0.20699 OL PIR NC_056056.1 20165001 20185001 2.07922 0.160792 OL ROCK2;SLC66A3


0.220993 OL PIR NC_056055.1 26910001 26930001 2.7 0.177285 OL ROR2


0.150458 OL PIR NC_056055.1 26915001 26935001 3.80426 0.2173 OL ROR2


0.18847 OL PIR NC_056055.1 26920001 26940001 4.72617 0.235808 OL ROR2


0.173883 OL PIR NC_056055.1 26925001 26945001 4.11094 0.215178 OL ROR2


0.176873 OL PIR NC_056060.1 47485001 47505001 1.96126 0.262655 OL RORA


0.167198 OL PIR NC_056060.1 47490001 47510001 2.40622 0.290152 OL RORA


0.186235 OL PIR NC_056060.1 47495001 47515001 2.71195 0.333446 OL RORA


0.322795 OL PIR NC_056060.1 47500001 47520001 3.06145 0.399098 OL RORA


0.310876 OL PIR NC_056056.1 216565001 216585001 2.78252 0.16535 OL RPL3


0.183776 OL PIR;VEGFD NC_056071.1 31400001 31420001 2.30025 0.21228 OL RPP25


0.185356 OL PITPNB NC_056071.1 31405001 31425001 2.31152 0.242339 OL RPP25


0.213435 OL PITPNB NC_056068.1 38135001 38155001 1.99461 0.189148 OL RRAS2


0.261444 OL PLA2G2C;UBNC_056068.1 38140001 38160001 2.04021 0.171361 OL RRAS2


0.250186 OL PLA2G2C;UBNC_056068.1 38145001 38165001 2.08915 0.179467 OL RRAS2


0.175483 OL PLA2G2C;UBNC_056068.1 38165001 38185001 2.57239 0.237726 OL RRAS2


0.210286 OL PLCH1 NC_056068.1 38170001 38190001 2.08637 0.255849 OL RRAS2


0.194575 OL PLCH1 NC_056054.1 264540001 264560001 5.11056 0.157782 OL RRP1


0.158359 OL PLCL2;TBC1NC_056066.1 30495001 30515001 1.97991 0.160944 OL RSU1







0.162794 OL PLCL2;TBC1NC_056060.1 70125001 70145001 11.1238 0.168798 OL RTN1


0.166542 OL PLCXD3 NC_056054.1 143475001 143495001 2.86035 0.188602 OL SAMSN1


0.181933 OL PLD5 NC_056054.1 143480001 143500001 2.96709 0.170753 OL SAMSN1


0.195886 OL PLD5 NC_056056.1 62940001 62960001 2.0018 0.214691 OL SANBR


0.151321 OL PLD5 NC_056058.1 63520001 63540001 7.2875 0.224208 OL SAP30L


0.207493 OL PLD5 NC_056074.1 40505001 40525001 2.32516 0.244274 OL SART1


0.150048 OL PLEKHH2 NC_056061.1 72945001 72965001 2.64433 0.203641 OL SASH1


0.153212 OL PLEKHH2 NC_056061.1 72950001 72970001 2.94872 0.158794 OL SASH1


0.269209 OL PLEKHH2 NC_056060.1 9525001 9545001 2.15 0.159975 OL SCAMP1


0.312708 OL PLEKHH2 NC_056060.1 9530001 9550001 2.30744 0.185568 OL SCAMP1


0.150409 OL PLEKHM3 NC_056060.1 9535001 9555001 2.22388 0.19501 OL SCAMP1


0.171053 OL PLEKHM3 NC_056071.1 31475001 31495001 1.98032 0.223148 OL SCAMP2


0.197917 OL PLEKHM3 NC_056071.1 29515001 29535001 4.9329 0.229331 OL SCAPER


0.186082 OL PLEKHM3 NC_056071.1 29520001 29540001 4.33749 0.221355 OL SCAPER


0.168837 OL PLEKHM3 NC_056071.1 29525001 29545001 2.22037 0.171443 OL SCAPER


0.164038 OL PLEKHM3 NC_056059.1 69580001 69600001 2.44444 0.313864 OL SCFD2


0.177522 OL PLEKHM3 NC_056059.1 69585001 69605001 2.32541 0.353553 OL SCFD2


0.200495 OL PLEKHM3 NC_056059.1 69590001 69610001 2.14687 0.353624 OL SCFD2


0.22355 OL PLEKHM3 NC_056073.1 31170001 31190001 2.90485 0.164956 OL SCGN


0.245265 OL PLEKHM3 NC_056054.1 15550001 15570001 2.40849 0.201212 OL SCMH1


0.249323 OL PLEKHM3 NC_056054.1 15555001 15575001 2.77917 0.1799 OL SCMH1


0.218706 OL PLEKHM3 NC_056054.1 15595001 15615001 2.01288 0.175008 OL SCMH1


0.205493 OL PLEKHM3 NC_056065.1 32910001 32930001 5.95877 0.200711 OL SDCCAG8


0.148906 OL PLEKHM3 NC_056065.1 32915001 32935001 2.84856 0.163676 OL SDCCAG8


0.177126 OL POC1A NC_056065.1 33035001 33055001 2.88069 0.180987 OL SDCCAG8


0.207121 OL POC1A NC_056065.1 33040001 33060001 2.79171 0.162795 OL SDCCAG8


0.157163 OL POC5 NC_056059.1 16230001 16250001 2.42857 0.174119 OL SEC24B


0.182839 OL POLR1C;XPONC_056059.1 16235001 16255001 2.93643 0.189018 OL SEC24B


0.157793 OL POLR3E NC_056059.1 16240001 16260001 8.70136 0.256244 OL SEC24B


0.172281 OL PPFIBP2 NC_056059.1 16245001 16265001 12.8138 0.277142 OL SEC24B


0.182623 OL PPFIBP2 NC_056060.1 90925001 90945001 7.41667 0.196663 OL SEL1L







0.190181 OL PPFIBP2 NC_056060.1 90930001 90950001 14.6148 0.22274 OL SEL1L


0.16577 OL PPFIBP2 NC_056060.1 90970001 90990001 10.843 0.251826 OL SEL1L


0.167592 OL PPFIBP2 NC_056060.1 90975001 90995001 4.8506 0.173963 OL SEL1L


0.158591 OL PPFIBP2 NC_056060.1 90985001 91005001 2.31398 0.224795 OL SEL1L


0.178114 OL PPIF;ZCCHCNC_056060.1 90990001 91010001 2.01462 0.173 OL SEL1L


0.176832 OL PPIF;ZCCHCNC_056070.1 69865001 69885001 3.31353 0.169544 OL SELENOM;SMTN


0.145921 OL PPME1 NC_056057.1 37625001 37645001 2.12473 0.182633 OL SEMA3A


0.235334 OL PPP1R12B NC_056057.1 37630001 37650001 2.19032 0.172896 OL SEMA3A


0.200949 OL PPP1R12B NC_056057.1 37635001 37655001 2.06866 0.161019 OL SEMA3A


0.172906 OL PPP1R12B NC_056057.1 37640001 37660001 2.798 0.193078 OL SEMA3A


0.169989 OL PPP1R12B NC_056057.1 37645001 37665001 4.14576 0.223071 OL SEMA3A


0.189095 OL PPP1R12B;S NC_056057.1 37650001 37670001 2.56644 0.17725 OL SEMA3A


0.224556 OL PPP1R12B;S NC_056072.1 50215001 50235001 3.48793 0.170777 OL SEMA3F


0.246032 OL PPP2R3A NC_056069.1 64045001 64065001 2.11423 0.158551 OL SEMA5A


0.24321 OL PPP2R3A NC_056069.1 64145001 64165001 2.96822 0.15821 OL SEMA5A


0.222781 OL PPP2R3A NC_056060.1 61230001 61250001 1.95238 0.169442 OL SEMA6D


0.218592 OL PPP2R3A NC_056080.1 114795001 114815001 3.10361 0.177961 OL SEPTIN6


0.240363 OL PPP2R3A NC_056080.1 114800001 114820001 2.95885 0.186688 OL SEPTIN6


0.239006 OL PPP2R3A NC_056080.1 114805001 114825001 3.62189 0.213002 OL SEPTIN6


0.205275 OL PPP2R3A NC_056063.1 25195001 25215001 3.34869 0.186507 OL SERTM1


0.360085 OL PPP3CA NC_056070.1 70170001 70190001 5.45148 0.157603 OL SFI1


0.145846 OL PR NC_056070.1 70180001 70200001 3.10478 0.169933 OL SFI1


0.241864 OL PR NC_056070.1 70185001 70205001 2.66906 0.208971 OL SFI1


0.38895 OL PR NC_056070.1 70190001 70210001 2.80133 0.195681 OL SFI1


0.401513 OL PR NC_056070.1 70195001 70215001 2.76953 0.215687 OL SFI1


0.466037 OL PR NC_056058.1 65575001 65595001 2.86754 0.24954 OL SGCD


0.189546 OL PRDX2;RNANC_056058.1 65580001 65600001 2.55766 0.330117 OL SGCD


0.183315 OL PRELID2 NC_056058.1 65585001 65605001 3.10839 0.417047 OL SGCD


0.146305 OL PRELID2 NC_056058.1 65590001 65610001 3.50321 0.443777 OL SGCD


0.157822 OL PRICKLE2 NC_056058.1 65595001 65615001 2.85376 0.438917 OL SGCD


0.252333 OL PRIM2 NC_056058.1 65600001 65620001 5.00794 0.447532 OL SGCD







0.195835 OL PRKD1 NC_056058.1 65605001 65625001 5.43575 0.435825 OL SGCD


0.162788 OL PRKD1 NC_056058.1 65610001 65630001 2.2306 0.352387 OL SGCD


0.153899 OL PRKG1 NC_056058.1 65615001 65635001 2.26139 0.265567 OL SGCD


0.169398 OL PRKG1 NC_056061.1 59560001 59580001 2.47593 0.226341 OL SGK1


0.162682 OL PRKG1 NC_056061.1 59570001 59590001 2.88536 0.195506 OL SGK1


0.1938 OL PRKG1 NC_056066.1 72125001 72145001 2.45789 0.462799 OL SGK2


0.206957 OL PRKG2 NC_056066.1 72130001 72150001 2.56376 0.405218 OL SGK2


0.244862 OL PRKG2 NC_056056.1 8440001 8460001 2.77272 0.181479 OL SH2D3C


0.35656 OL PRKG2 NC_056056.1 8460001 8480001 7.38463 0.254163 OL SH2D3C;TOR2A


0.327029 OL PRKG2 NC_056056.1 8465001 8485001 4.55507 0.229832 OL SH2D3C;TOR2A;TTC16


0.16821 OL PRKN NC_056056.1 8470001 8490001 3.67897 0.21759 OL SH2D3C;TOR2A;TTC16


0.186055 OL PRKN NC_056058.1 58180001 58200001 10.2276 0.174481 OL SH3TC2


0.16399 OL PRKN NC_056058.1 58185001 58205001 10.0892 0.177888 OL SH3TC2


0.164638 OL PRKN NC_056058.1 58190001 58210001 8.20904 0.172447 OL SH3TC2


0.218789 OL PRMT2 NC_056058.1 58195001 58215001 9.04055 0.171172 OL SH3TC2


0.238589 OL PRRG3 NC_056058.1 58240001 58260001 9.63243 0.179262 OL SH3TC2


0.231161 OL PRRG3 NC_056064.1 29820001 29840001 2.12219 0.166512 OL SHISA6


0.229395 OL PRRG3 NC_056063.1 16275001 16295001 3.42486 0.205946 OL SIAH3


0.165385 OL PRSS36 NC_056058.1 48035001 48055001 2.25792 0.162179 OL SIL1


0.186451 OL PRSS36 NC_056058.1 48040001 48060001 2.85443 0.166489 OL SIL1


0.248249 OL PRSS38 NC_056064.1 37845001 37865001 2.30924 0.220101 OL SKAP1


0.206741 OL PRSS38 NC_056063.1 53480001 53500001 2.25249 0.319491 OL SLAIN1


0.230591 OL PRSS38 NC_056063.1 53490001 53510001 2.53649 0.218953 OL SLAIN1


0.246547 OL PRSS38 NC_056076.1 45830001 45850001 1.98148 0.171941 OL SLC14A1


0.209097 OL PRSS38 NC_056076.1 45320001 45340001 2.53757 0.274676 OL SLC14A2


0.220471 OL PRSS38 NC_056076.1 45325001 45345001 3.44736 0.297195 OL SLC14A2


0.164826 OL PRSS38 NC_056076.1 45330001 45350001 6.44591 0.366006 OL SLC14A2


0.231617 OL PRTFDC1 NC_056076.1 45335001 45355001 15.0774 0.408275 OL SLC14A2


0.315369 OL PRTFDC1 NC_056076.1 45340001 45360001 19.43 0.444522 OL SLC14A2


0.414698 OL PRTFDC1 NC_056076.1 45345001 45365001 14.0468 0.455603 OL SLC14A2


0.321286 OL PRTFDC1 NC_056076.1 45350001 45370001 4.5 0.418148 OL SLC14A2







0.237184 OL PRTFDC1 NC_056056.1 199235001 199255001 2.38662 0.190297 OL SLC15A5


0.246095 OL PSMA1 NC_056056.1 199240001 199260001 2.50704 0.183485 OL SLC15A5


0.198967 OL PSMA1 NC_056054.1 27660001 27680001 3.11407 0.248569 OL SLC1A7


0.174535 OL PTK2 NC_056054.1 27665001 27685001 4.29686 0.315341 OL SLC1A7


0.199103 OL PTK2 NC_056073.1 49530001 49550001 6.3877 0.163136 OL SLC22A23


0.158505 OL PTK2 NC_056060.1 12515001 12535001 3.71036 0.180153 OL SLC24A1


0.148855 OL PTK2 NC_056060.1 12520001 12540001 3.52044 0.195442 OL SLC24A1


0.156423 OL PTK2 NC_056072.1 51100001 51120001 2.05691 0.235627 OL SLC25A20


0.148853 OL PTPN11 NC_056055.1 35410001 35430001 13.1714 0.252561 OL SLC28A3


0.183709 OL PTPN11 NC_056055.1 35415001 35435001 17.22 0.309972 OL SLC28A3


0.178007 OL PTPN11 NC_056061.1 49800001 49820001 2.01997 0.205426 OL SLC35A1


0.163137 OL PTPN11 NC_056054.1 77365001 77385001 2.12575 0.191351 OL SLC35A3


0.301869 OL PTPRD NC_056068.1 74770001 74790001 5.06997 0.165853 OL SLC35C1


0.308648 OL PTPRD NC_056056.1 151215001 151235001 2.49554 0.217942 OL SLC35E3


0.175799 OL PTPRD NC_056061.1 19965001 19985001 3.75624 0.15779 OL SLC35F1


0.21392 OL PTPRD NC_056054.1 51575001 51595001 2.79825 0.19378 OL SLC44A5


0.164046 OL PTPRD NC_056054.1 51580001 51600001 4.29267 0.208279 OL SLC44A5


0.230583 OL PTPRG NC_056054.1 51595001 51615001 17.4516 0.159406 OL SLC44A5


0.4642 OL PTPRG NC_056080.1 58075001 58095001 6.41598 0.193543 OL SLC9A7


0.497539 OL PTPRG NC_056080.1 58080001 58100001 4.43137 0.192327 OL SLC9A7


0.47303 OL PTPRG NC_056080.1 58085001 58105001 3.71557 0.159113 OL SLC9A7


0.395158 OL PTPRG NC_056060.1 13515001 13535001 2.04826 0.159071 OL SMAD6


0.265324 OL PTPRG NC_056060.1 13530001 13550001 2.26281 0.161541 OL SMAD6


0.194845 OL PTPRG NC_056080.1 113430001 113450001 2.21918 0.158391 OL SMARCA1


0.153255 OL PTPRG NC_056080.1 113435001 113455001 2.88163 0.181657 OL SMARCA1


0.194663 OL PTPRG NC_056080.1 113440001 113460001 2.82832 0.173829 OL SMARCA1


0.23862 OL PTPRG NC_056055.1 70370001 70390001 7.21025 0.174784 OL SMARCA2


0.188052 OL PTPRG NC_056059.1 30990001 31010001 2.4435 0.19995 OL SMARCAD1


0.186494 OL PTPRN2 NC_056058.1 6145001 6165001 2.14085 0.17177 OL SMIM7;TMEM38A


0.204483 OL PTPRN2 NC_056061.1 15660001 15680001 1.97754 0.172751 OL SMPDL3A


0.192658 OL PTPRN2 NC_056080.1 20095001 20115001 3.88365 0.178568 OL SMPX







0.151026 OL PTPRN2 NC_056070.1 69855001 69875001 3.20429 0.160376 OL SMTN


0.161306 OL PTPRO NC_056070.1 69860001 69880001 3.90244 0.195964 OL SMTN


0.192158 OL PTPRO NC_056062.1 32935001 32955001 2.15995 0.203996 OL SNAI2


0.151429 OL PUM2 NC_056062.1 32940001 32960001 2.31919 0.173242 OL SNAI2


0.1495 OL PUM2 NC_056057.1 93575001 93595001 2.31489 0.286785 OL SND1


0.1473 OL PUM2 NC_056057.1 93580001 93600001 2.38406 0.196185 OL SND1


0.14595 OL PUM2 NC_056057.1 93585001 93605001 2.6528 0.210312 OL SND1


0.146162 OL PUM2 NC_056062.1 33655001 33675001 1.99639 0.206796 OL SNTG1


0.149723 OL PUM2 NC_056060.1 44080001 44100001 1.97304 0.190649 OL SNX1


0.151052 OL PUM2 NC_056061.1 51300001 51320001 3.19511 0.271348 OL SNX14


0.155036 OL PUM2 NC_056061.1 51305001 51325001 3.21818 0.314954 OL SNX14


0.152143 OL PUM2 NC_056061.1 51310001 51330001 2.93203 0.314113 OL SNX14


0.155901 OL RAB27A NC_056079.1 14770001 14790001 3.90051 0.161285 OL SNX25


0.166503 OL RAB27A NC_056079.1 14775001 14795001 2.29857 0.314834 OL SNX25


0.203862 OL RAB31 NC_056079.1 14795001 14815001 2.29976 0.246975 OL SNX25


0.161652 OL RAB3C NC_056064.1 53160001 53180001 2.88516 0.186388 OL SOCS3


0.148646 OL RAB3C NC_056064.1 53165001 53185001 2.44061 0.169453 OL SOCS3


0.147126 OL RAB8B NC_056063.1 25580001 25600001 1.98969 0.342952 OL SOHLH2


0.158905 OL RAB8B NC_056075.1 27035001 27055001 2.07091 0.16186 OL SORCS1


0.152663 OL RABGAP1L NC_056075.1 27040001 27060001 2.02252 0.182162 OL SORCS1


0.160718 OL RABGAP1L NC_056075.1 27140001 27160001 7.6268 0.325075 OL SORCS1


0.219056 OL RABGAP1L NC_056075.1 27145001 27165001 13.6621 0.338701 OL SORCS1


0.250701 OL RABGAP1L NC_056075.1 27150001 27170001 9.37263 0.255379 OL SORCS1


0.317066 OL RAD51;RMDNC_056075.1 27155001 27175001 7.6974 0.167629 OL SORCS1


0.333124 OL RAD51;RMDNC_056075.1 27170001 27190001 4.83806 0.181404 OL SORCS1


0.294303 OL RAD51;RMDNC_056075.1 27175001 27195001 4.17148 0.255978 OL SORCS1


0.155778 OL RAD51B NC_056075.1 27180001 27200001 3.50949 0.31941 OL SORCS1


0.147414 OL RAD51B NC_056075.1 27185001 27205001 2.40038 0.294602 OL SORCS1


0.149714 OL RAD54L2 NC_056075.1 27190001 27210001 2.16303 0.244937 OL SORCS1


0.182106 OL RALYL NC_056059.1 114330001 114350001 2.30437 0.315853 OL SORCS2


0.190938 OL RALYL NC_056059.1 114830001 114850001 3.83394 0.182598 OL SORCS2







0.167096 OL RALYL NC_056063.1 85350001 85370001 2.45176 0.239274 OL SOX1


0.162136 OL RALYL NC_056063.1 85355001 85375001 3.22805 0.229959 OL SOX1


0.234622 OL RARS2 NC_056056.1 15855001 15875001 2.37788 0.309596 OL SOX11


0.25856 OL RARS2;SLC3NC_056068.1 35640001 35660001 3.10358 0.165696 OL SOX6


0.243917 OL RARS2;SLC3NC_056064.1 58080001 58100001 10.1589 0.619775 OL SOX9


0.230475 OL RARS2;SLC3NC_056064.1 58095001 58115001 14.1058 0.549558 OL SOX9


0.191261 OL RARS2;SLC3NC_056064.1 58100001 58120001 6.51659 0.469577 OL SOX9


0.150658 OL RASSF6 NC_056055.1 72925001 72945001 2.50674 0.167728 OL SPATA6L


0.212687 OL RASSF6 NC_056055.1 72930001 72950001 3.80314 0.179323 OL SPATA6L


0.21031 OL RASSF6 NC_056055.1 72935001 72955001 4.91689 0.225516 OL SPATA6L


0.172411 OL RASSF6 NC_056055.1 72940001 72960001 4.40666 0.218317 OL SPATA6L


0.220152 OL RBFOX1 NC_056055.1 72945001 72965001 2.52515 0.179594 OL SPATA6L


0.180052 OL RBFOX3 NC_056069.1 1635001 1655001 6.36913 0.208726 OL SPDL1


0.189854 OL RBFOX3 NC_056069.1 1640001 1660001 6.95532 0.218544 OL SPDL1


0.171734 OL RBFOX3 NC_056069.1 1645001 1665001 6.89 0.238443 OL SPDL1


0.165365 OL RBFOX3 NC_056069.1 1650001 1670001 5.2617 0.228227 OL SPDL1


0.211157 OL RBM19 NC_056069.1 1655001 1675001 3.27926 0.169254 OL SPDL1


0.223869 OL RBM19 NC_056067.1 14195001 14215001 2.42639 0.216294 OL SPIRE2


0.2126 OL RBM19 NC_056067.1 14200001 14220001 2.23488 0.291006 OL SPIRE2


0.155816 OL RCAN2 NC_056067.1 14205001 14225001 2.08707 0.316744 OL SPIRE2


0.153192 OL RCAN2 NC_056068.1 38210001 38230001 4.80596 0.166833 OL SPON1


0.172067 OL RCAN2 NC_056068.1 38215001 38235001 7.64567 0.164322 OL SPON1


0.174763 OL RCBTB2 NC_056068.1 38220001 38240001 8.96732 0.198023 OL SPON1


0.194296 OL RECK NC_056068.1 38225001 38245001 4.19553 0.249985 OL SPON1


0.18803 OL RECK NC_056068.1 38230001 38250001 3.19055 0.255576 OL SPON1


0.200918 OL RECK NC_056068.1 38235001 38255001 2.17559 0.166079 OL SPON1


0.215948 OL RECK NC_056054.1 109585001 109605001 2.04584 0.170645 OL SPTA1


0.249847 OL RECK NC_056054.1 109590001 109610001 1.9712 0.171475 OL SPTA1


0.227816 OL RECK NC_056066.1 54720001 54740001 4.57284 0.366667 OL SS18L1


0.19422 OL RECK NC_056066.1 54725001 54745001 3.30392 0.314516 OL SS18L1


0.151639 OL RECK NC_056070.1 64285001 64305001 1.96115 0.175875 OL SSH1







0.168758 OL RECK NC_056070.1 64290001 64310001 2.31159 0.187066 OL SSH1


0.216746 OL RECK NC_056070.1 64295001 64315001 2.53874 0.168552 OL SSH1


0.232809 OL RECK NC_056062.1 34275001 34295001 2.11917 0.319156 OL ST18


0.221966 OL RECK NC_056062.1 20965001 20985001 2.01003 0.240332 OL ST3GAL1


0.223252 OL RELN NC_056062.1 20990001 21010001 2.13206 0.238914 OL ST3GAL1


0.220121 OL RELN NC_056056.1 57790001 57810001 2.10625 0.195607 OL ST3GAL5


0.188302 OL RELN NC_056056.1 57795001 57815001 2.04875 0.222158 OL ST3GAL5


0.301801 OL RELN NC_056056.1 57800001 57820001 1.95281 0.217917 OL ST3GAL5


0.326757 OL RELN NC_056054.1 253060001 253080001 2.89448 0.292142 OL STAG1


0.330539 OL RELN NC_056054.1 253065001 253085001 2.34631 0.270629 OL STAG1


0.237551 OL RERE NC_056054.1 253070001 253090001 2.75798 0.265941 OL STAG1


0.230633 OL RERE NC_056054.1 253075001 253095001 3.17064 0.271229 OL STAG1


0.211827 OL RERE NC_056054.1 253080001 253100001 2.71845 0.343591 OL STAG1


0.203203 OL RERE NC_056054.1 253085001 253105001 3.00695 0.371073 OL STAG1


0.168058 OL RERE NC_056054.1 253090001 253110001 2.9322 0.333255 OL STAG1


0.172553 OL RGS2 NC_056054.1 253095001 253115001 2.60429 0.330796 OL STAG1


0.206802 OL RHAG NC_056054.1 253100001 253120001 2.78439 0.363246 OL STAG1


0.222426 OL RHAG NC_056054.1 253105001 253125001 2.86641 0.329331 OL STAG1


0.251952 OL RHAG NC_056054.1 253110001 253130001 2.51301 0.326069 OL STAG1


0.23233 OL RHAG NC_056054.1 253115001 253135001 3.35715 0.319168 OL STAG1


0.323359 OL RHAG NC_056054.1 253120001 253140001 3.05597 0.305851 OL STAG1


0.302987 OL RHAG NC_056054.1 253125001 253145001 3.70115 0.379004 OL STAG1


0.338782 OL RHAG NC_056054.1 253130001 253150001 3.7027 0.39516 OL STAG1


0.340439 OL RHAG NC_056054.1 253135001 253155001 4.36428 0.404929 OL STAG1


0.175302 OL RHBDF2 NC_056054.1 253140001 253160001 5.87772 0.396267 OL STAG1


0.179163 OL RHBDF2 NC_056054.1 253145001 253165001 4.85714 0.358365 OL STAG1


0.166376 OL RIMS2 NC_056054.1 253150001 253170001 5.29048 0.34336 OL STAG1


0.168864 OL RIMS2 NC_056054.1 253155001 253175001 4.05819 0.306091 OL STAG1


0.220106 OL RIMS2 NC_056054.1 253160001 253180001 3.55776 0.284132 OL STAG1


0.161262 OL RIOK3 NC_056054.1 253165001 253185001 3.64536 0.296078 OL STAG1


0.150482 OL RIPOR1 NC_056054.1 253170001 253190001 3.49093 0.290089 OL STAG1







0.15493 OL RIPOR1 NC_056054.1 253175001 253195001 3.19126 0.298465 OL STAG1


0.159158 OL RIPOR1 NC_056054.1 253180001 253200001 3.22116 0.309262 OL STAG1


0.221238 OL RIPOR1 NC_056054.1 253185001 253205001 3.13952 0.313258 OL STAG1


0.236929 OL RIPPLY3 NC_056054.1 253190001 253210001 3.6403 0.36171 OL STAG1


0.199316 OL RNASEH2B NC_056054.1 253195001 253215001 4.35065 0.363667 OL STAG1


0.234231 OL RNF114 NC_056054.1 253200001 253220001 4.28571 0.369056 OL STAG1


0.314905 OL RNF114 NC_056054.1 253205001 253225001 5.33976 0.368181 OL STAG1


0.283974 OL RNF114 NC_056054.1 253210001 253230001 4.81973 0.352456 OL STAG1


0.22027 OL RNF114;SNANC_056054.1 253215001 253235001 4.81318 0.368675 OL STAG1


0.147255 OL RNF13 NC_056054.1 253220001 253240001 4.61991 0.375053 OL STAG1


0.167764 OL RNF220 NC_056054.1 253225001 253245001 4.22765 0.372556 OL STAG1


0.245238 OL RNF220 NC_056054.1 253230001 253250001 4.22494 0.372412 OL STAG1


0.24236 OL RNF38 NC_056054.1 253235001 253255001 4.14321 0.387026 OL STAG1


0.175526 OL RNF38 NC_056054.1 253240001 253260001 4.30539 0.363484 OL STAG1


0.173016 OL RNF38 NC_056054.1 253245001 253265001 4.21403 0.35669 OL STAG1


0.166892 OL RNLS NC_056054.1 253250001 253270001 4.63373 0.360116 OL STAG1


0.188396 OL RNLS NC_056054.1 253255001 253275001 4.47619 0.354593 OL STAG1


0.353253 OL RPRD2 NC_056054.1 253260001 253280001 3.90476 0.381339 OL STAG1


0.33474 OL RPRD2 NC_056054.1 253265001 253285001 3.17333 0.387059 OL STAG1


0.262875 OL RPRD2 NC_056054.1 253270001 253290001 2.92683 0.363639 OL STAG1


0.214557 OL RPRD2 NC_056054.1 253275001 253295001 2.7602 0.346995 OL STAG1


0.169684 OL RPRD2 NC_056054.1 253280001 253300001 2.74826 0.331162 OL STAG1


0.151954 OL RPRD2 NC_056054.1 253285001 253305001 2.96135 0.315801 OL STAG1


0.205793 OL RSPH4A;ZU NC_056054.1 253290001 253310001 2.81721 0.295664 OL STAG1


0.197234 OL RSPH4A;ZU NC_056054.1 253295001 253315001 2.7539 0.317475 OL STAG1


0.158897 OL RTKN2 NC_056054.1 253300001 253320001 2.81701 0.272865 OL STAG1


0.205706 OL RTKN2 NC_056054.1 253305001 253325001 2.97904 0.288351 OL STAG1


0.170278 OL RWDD1 NC_056054.1 253310001 253330001 2.10911 0.233211 OL STAG1


0.147735 OL S100A14;S10NC_056054.1 253315001 253335001 2.13229 0.200359 OL STAG1


0.168058 OL S100A16 NC_056054.1 253320001 253340001 2.24555 0.239443 OL STAG1


0.29235 OL SAMD4A NC_056054.1 253325001 253345001 2.07343 0.249308 OL STAG1







0.15156 OL SAP30 NC_056054.1 253330001 253350001 3.04298 0.324351 OL STAG1


0.15381 OL SAP30 NC_056054.1 253335001 253355001 3.22969 0.333721 OL STAG1


0.151515 OL SAP30 NC_056054.1 253340001 253360001 2.90727 0.311694 OL STAG1


0.150997 OL SAP30 NC_056054.1 253345001 253365001 3.41497 0.264027 OL STAG1


0.150459 OL SAP30;SCRGNC_056054.1 253350001 253370001 4.02703 0.247177 OL STAG1


0.224049 OL SART1 NC_056054.1 253355001 253375001 4.25631 0.21709 OL STAG1


0.15206 OL SASH1 NC_056054.1 253360001 253380001 4.16791 0.202768 OL STAG1


0.203745 OL SCAMP1 NC_056054.1 253365001 253385001 4.23103 0.205792 OL STAG1


0.149086 OL SCAMP1 NC_056054.1 253370001 253390001 3.8689 0.201771 OL STAG1


0.198624 OL SCAMP2 NC_056054.1 253375001 253395001 3.58255 0.204085 OL STAG1


0.219507 OL SCAMP2 NC_056054.1 253380001 253400001 3.86268 0.213 OL STAG1


0.225325 OL SCAMP2 NC_056054.1 253385001 253405001 3.8522 0.224007 OL STAG1


0.211287 OL SCAMP2 NC_056054.1 253390001 253410001 3.88214 0.23627 OL STAG1


0.168439 OL SCAPER NC_056054.1 253395001 253415001 4.40225 0.235235 OL STAG1


0.175268 OL SCAPER NC_056054.1 253400001 253420001 4.47924 0.236481 OL STAG1


0.183344 OL SCAPER NC_056054.1 253405001 253425001 5.65425 0.23382 OL STAG1


0.168929 OL SCAPER NC_056054.1 253410001 253430001 6.06667 0.240994 OL STAG1


0.187062 OL SCG3 NC_056054.1 253415001 253435001 5.14285 0.228571 OL STAG1


0.307998 OL SDK1 NC_056054.1 253420001 253440001 5.04918 0.237551 OL STAG1


0.379542 OL SDK1 NC_056054.1 253425001 253445001 4.69035 0.231864 OL STAG1


0.292559 OL SDK1 NC_056054.1 253430001 253450001 4.65026 0.2171 OL STAG1


0.366539 OL SDK1 NC_056054.1 253435001 253455001 5.70131 0.223146 OL STAG1


0.345193 OL SDK1 NC_056054.1 253440001 253460001 5.59764 0.200864 OL STAG1


0.261257 OL SDK1 NC_056054.1 253445001 253465001 4.99452 0.204424 OL STAG1


0.201011 OL SDK1 NC_056054.1 253450001 253470001 4.18092 0.215389 OL STAG1


0.148428 OL SELENOI NC_056054.1 253455001 253475001 4.06153 0.211481 OL STAG1


0.16688 OL SEMA5B NC_056054.1 253460001 253480001 4.42308 0.227045 OL STAG1


0.187803 OL SEMA5B NC_056054.1 253465001 253485001 3.70414 0.204503 OL STAG1


0.204701 OL SEMA5B NC_056054.1 253490001 253510001 3.01776 0.177178 OL STAG1


0.151239 OL SENP6 NC_056054.1 253495001 253515001 2.60784 0.197463 OL STAG1


0.162236 OL SENP6 NC_056054.1 253500001 253520001 2.9977 0.207446 OL STAG1







0.16497 OL SENP6 NC_056054.1 253505001 253525001 2.93521 0.179943 OL STAG1


0.148317 OL SENP6 NC_056054.1 253510001 253530001 3.18526 0.192971 OL STAG1


0.146257 OL SENP6 NC_056054.1 253515001 253535001 3.4933 0.195006 OL STAG1


0.150007 OL SENP6 NC_056054.1 253520001 253540001 3.88018 0.202318 OL STAG1


0.159242 OL SENP6 NC_056054.1 253525001 253545001 4.25791 0.22623 OL STAG1


0.169562 OL SENP6 NC_056054.1 253530001 253550001 3.86551 0.194832 OL STAG1


0.186485 OL SENP6 NC_056064.1 42155001 42175001 3.0424 0.210832 OL STAT3


0.190935 OL SENP6 NC_056062.1 78375001 78395001 2.43877 0.16996 OL STK3


0.158767 OL SENP6 NC_056062.1 78380001 78400001 2.47864 0.168557 OL STK3


0.207184 OL SERPINB11 NC_056059.1 104615001 104635001 2.03486 0.234605 OL STK32B


0.150442 OL SERTM1 NC_056068.1 43650001 43670001 3.75806 0.186923 OL STK33


0.216025 OL SERTM1 NC_056068.1 43655001 43675001 4.29281 0.178545 OL STK33


0.177641 OL SETX NC_056068.1 43660001 43680001 3.72212 0.191062 OL STK33


0.155929 OL SETX NC_056068.1 43670001 43690001 2.29851 0.208792 OL STK33


0.147381 OL SETX NC_056068.1 43675001 43695001 2.24041 0.231757 OL STK33


0.147324 OL SETX NC_056068.1 43680001 43700001 2.08295 0.217375 OL STK33


0.237832 OL SGIP1 NC_056055.1 141265001 141285001 2.3957 0.223229 OL STK39


0.282247 OL SGIP1 NC_056055.1 141270001 141290001 2.04658 0.224662 OL STK39


0.247076 OL SGIP1 NC_056060.1 90795001 90815001 1.96133 0.169419 OL STON2


0.238372 OL SGIP1 NC_056060.1 90800001 90820001 2.204 0.162037 OL STON2


0.174922 OL SHANK2 NC_056060.1 90810001 90830001 2.3989 0.176529 OL STON2


0.163544 OL SHANK2 NC_056055.1 47930001 47950001 2.17256 0.166868 OL STX17


0.177091 OL SHANK2 NC_056055.1 47935001 47955001 2.10526 0.189673 OL STX17


0.191569 OL SHANK2 NC_056055.1 47940001 47960001 2.12293 0.208201 OL STX17


0.21602 OL SHANK2 NC_056070.1 46395001 46415001 9.87255 0.218285 OL STX2


0.157392 OL SHC3 NC_056070.1 46400001 46420001 8.61269 0.263024 OL STX2


0.341586 OL SHLD1 NC_056070.1 46405001 46425001 2.1009 0.185023 OL STX2


0.176783 OL SHLD2 NC_056065.1 61480001 61500001 2.5603 0.171787 OL STX6


0.149451 OL SIDT1;SPICENC_056064.1 5080001 5100001 2.3941 0.260653 OL STXBP4


0.259831 OL SIGLEC11;VNC_056064.1 5085001 5105001 2.25985 0.252454 OL STXBP4


0.351914 OL SIGLEC11;VNC_056065.1 39380001 39400001 3.84878 0.157524 OL SUCO







0.389037 OL SIGLEC11;VNC_056057.1 82380001 82400001 2.23676 0.221634 OL SUGCT


0.397913 OL SLAIN1 NC_056057.1 82385001 82405001 3.85883 0.270935 OL SUGCT


0.424905 OL SLAIN1 NC_056057.1 82390001 82410001 2.71936 0.249574 OL SUGCT


0.40702 OL SLAIN1 NC_056057.1 82400001 82420001 1.99055 0.198314 OL SUGCT


0.344569 OL SLAIN1 NC_056056.1 220460001 220480001 2.4542 0.182254 OL SULT4A1


0.276967 OL SLAIN1 NC_056056.1 220465001 220485001 2.97623 0.190917 OL SULT4A1


0.198274 OL SLC10A7 NC_056056.1 220470001 220490001 3.94422 0.234174 OL SULT4A1


0.243714 OL SLC10A7 NC_056056.1 220475001 220495001 2.7551 0.185378 OL SULT4A1


0.264941 OL SLC10A7 NC_056063.1 24925001 24945001 2.07107 0.178591 OL SUPT20H


0.235806 OL SLC10A7 NC_056073.1 18475001 18495001 2.22395 0.191114 OL SUPT3H


0.211711 OL SLC10A7 NC_056073.1 18480001 18500001 2.271 0.259256 OL SUPT3H


0.163968 OL SLC10A7 NC_056073.1 18485001 18505001 2.27107 0.251664 OL SUPT3H


0.166987 OL SLC14A2 NC_056073.1 18490001 18510001 2.18729 0.246284 OL SUPT3H


0.363134 OL SLC15A2 NC_056073.1 18495001 18515001 2.12277 0.243048 OL SUPT3H


0.394426 OL SLC15A2 NC_056073.1 18500001 18520001 2.2751 0.191295 OL SUPT3H


0.153656 OL SLC15A3;TMNC_056073.1 18505001 18525001 2.2097 0.218242 OL SUPT3H


0.263335 OL SLC17A6 NC_056073.1 18510001 18530001 2.09114 0.312621 OL SUPT3H


0.1581 OL SLC17A6 NC_056080.1 56380001 56400001 2.55065 0.175724 OL SUV39H1


0.232068 OL SLC17A6 NC_056080.1 56385001 56405001 2.45992 0.226558 OL SUV39H1;WAS


0.237438 OL SLC17A6 NC_056080.1 56390001 56410001 2.4329 0.208889 OL SUV39H1;WAS


0.199296 OL SLC17A6 NC_056061.1 76895001 76915001 3.37823 0.166146 OL SYNE1


0.170265 OL SLC17A6 NC_056061.1 76905001 76925001 2.99293 0.189684 OL SYNE1


0.196896 OL SLC24A3 NC_056061.1 76910001 76930001 2.54286 0.184299 OL SYNE1


0.188161 OL SLC24A3 NC_056061.1 76915001 76935001 2.10764 0.168831 OL SYNE1


0.189579 OL SLC24A3 NC_056061.1 76935001 76955001 2.89415 0.217704 OL SYNE1


0.191105 OL SLC24A3 NC_056061.1 76940001 76960001 2.10941 0.173254 OL SYNE1


0.236369 OL SLC24A3 NC_056061.1 77260001 77280001 2.18406 0.192403 OL SYNE1


0.228881 OL SLC24A3 NC_056060.1 74285001 74305001 2.43042 0.20289 OL SYNE2


0.218057 OL SLC24A3 NC_056060.1 74290001 74310001 2.18537 0.293988 OL SYNE2


0.185354 OL SLC25A13 NC_056059.1 6795001 6815001 1.98933 0.160694 OL SYNPO2


0.335278 OL SLC25A21 NC_056072.1 38055001 38075001 2.38598 0.163167 OL SYNPR







0.349237 OL SLC25A21 NC_056072.1 38060001 38080001 2.00458 0.234107 OL SYNPR


0.274497 OL SLC25A21 NC_056066.1 73595001 73615001 2.17541 0.240573 OL SYS1


0.387172 OL SLC25A21 NC_056066.1 73600001 73620001 2.27525 0.24646 OL SYS1;TP53TG5


0.459917 OL SLC25A21 NC_056066.1 73605001 73625001 2.61917 0.252883 OL SYS1;TP53TG5


0.202261 OL SLC25A21 NC_056080.1 37290001 37310001 2.45676 0.229301 OL SYTL5


0.152925 OL SLC25A29 NC_056080.1 37295001 37315001 2.51141 0.225703 OL SYTL5


0.152382 OL SLC25A29 NC_056080.1 37300001 37320001 2.63478 0.279213 OL SYTL5


0.148902 OL SLC25A29 NC_056080.1 37305001 37325001 2.46952 0.231556 OL SYTL5


0.176116 OL SLC30A5 NC_056080.1 37310001 37330001 2.34348 0.226787 OL SYTL5


0.166151 OL SLC30A5 NC_056080.1 37315001 37335001 2.23541 0.215935 OL SYTL5


0.21189 OL SLC35A1 NC_056061.1 57945001 57965001 3.29835 0.26792 OL TAAR8


0.166318 OL SLC39A11 NC_056061.1 57950001 57970001 3.69227 0.29022 OL TAAR8


0.168872 OL SLC39A11 NC_056061.1 57940001 57960001 2.12389 0.178429 OL TAAR8;TAAR9


0.175573 OL SLC4A4 NC_056072.1 33080001 33100001 9.50156 0.406859 OL TAFA1


0.188516 OL SLC5A7 NC_056072.1 33085001 33105001 9.60335 0.411235 OL TAFA1


0.206709 OL SLC6A20 NC_056072.1 33090001 33110001 8.18182 0.392597 OL TAFA1


0.19053 OL SLC9A7 NC_056072.1 33095001 33115001 4.92966 0.336067 OL TAFA1


0.230342 OL SLC9A7 NC_056072.1 33100001 33120001 3.64258 0.294123 OL TAFA1


0.270384 OL SLC9A7 NC_056072.1 33105001 33125001 2.54173 0.301955 OL TAFA1


0.185756 OL SLC9A7 NC_056055.1 148575001 148595001 2.27735 0.172188 OL TANK


0.289156 OL SLC9A8 NC_056055.1 148580001 148600001 2.30859 0.176476 OL TANK


0.295599 OL SLC9A8 NC_056055.1 148585001 148605001 2.28516 0.185044 OL TANK


0.237067 OL SLC9A8 NC_056055.1 148590001 148610001 2.27024 0.170028 OL TANK


0.146046 OL SLIT2 NC_056055.1 148600001 148620001 2.21787 0.169751 OL TANK


0.202566 OL SMARCC1 NC_056055.1 148605001 148625001 2.26835 0.177218 OL TANK


0.209842 OL SMARCC1 NC_056055.1 148610001 148630001 2.2681 0.19676 OL TANK


0.22659 OL SMARCC1 NC_056055.1 148615001 148635001 2.17316 0.211978 OL TANK


0.208697 OL SMARCC1 NC_056055.1 148620001 148640001 2.27099 0.210522 OL TANK


0.203098 OL SMARCC1 NC_056055.1 148625001 148645001 2.17795 0.206679 OL TANK


0.199902 OL SMARCC1 NC_056059.1 58110001 58130001 2.39893 0.174508 OL TBC1D1


0.201808 OL SMARCC1 NC_056059.1 58115001 58135001 3.59669 0.231936 OL TBC1D1







0.203488 OL SMARCC1 NC_056059.1 58120001 58140001 7.89014 0.330815 OL TBC1D1


0.246562 OL SMARCC1 NC_056059.1 58125001 58145001 11.6731 0.37749 OL TBC1D1


0.318391 OL SMARCC1 NC_056059.1 58130001 58150001 2.13393 0.223727 OL TBC1D1


0.184906 OL SNAI1 NC_056080.1 128455001 128475001 5.06665 0.181654 OL TBC1D8B


0.162393 OL SNAI1 NC_056056.1 219120001 219140001 3.30661 0.165093 OL TCF20


0.157728 OL SNTB1 NC_056056.1 219125001 219145001 3.69598 0.180083 OL TCF20


0.169751 OL SNTB1 NC_056056.1 219130001 219150001 3.86974 0.192967 OL TCF20


0.186809 OL SNTB1 NC_056056.1 219135001 219155001 3.65461 0.204667 OL TCF20


0.159337 OL SNTB1 NC_056056.1 219140001 219160001 3.04424 0.173523 OL TCF20


0.177885 OL SNX19 NC_056056.1 219145001 219165001 2.94493 0.16964 OL TCF20


0.155306 OL SNX29 NC_056054.1 104745001 104765001 2.30344 0.248068 OL TDRD10


0.218111 OL SNX29 NC_056054.1 104750001 104770001 3.02528 0.329518 OL TDRD10


0.265328 OL SNX29 NC_056054.1 104755001 104775001 2.63128 0.272282 OL TDRD10


0.282057 OL SNX29 NC_056054.1 104760001 104780001 2.29004 0.213304 OL TDRD10


0.288852 OL SNX29 NC_056059.1 67545001 67565001 2.12152 0.174536 OL TEC


0.243599 OL SNX29 NC_056059.1 80510001 80530001 2.15629 0.281424 OL TECRL


0.269684 OL SNX29 NC_056059.1 80515001 80535001 2.85864 0.30441 OL TECRL


0.289688 OL SNX29 NC_056059.1 80520001 80540001 7.26825 0.350105 OL TECRL


0.292387 OL SNX29 NC_056059.1 80525001 80545001 2.22748 0.356484 OL TECRL


0.34586 OL SNX29 NC_056079.1 12630001 12650001 2.75988 0.170064 OL TENM3


0.151259 OL SNX6 NC_056079.1 12635001 12655001 2.95094 0.173889 OL TENM3


0.250271 OL SNX6 NC_056079.1 12640001 12660001 2.77282 0.166348 OL TENM3


0.258266 OL SNX6 NC_056054.1 95055001 95075001 2.12342 0.300207 OL TENT5C


0.296571 OL SNX6 NC_056054.1 95060001 95080001 2.21025 0.322272 OL TENT5C


0.25613 OL SNX6 NC_056054.1 95065001 95085001 2.93381 0.307804 OL TENT5C


0.232471 OL SNX6 NC_056054.1 95070001 95090001 2.41014 0.279303 OL TENT5C


0.194122 OL SNX6 NC_056079.1 26105001 26125001 2.03326 0.320158 OL TEX15


0.156401 OL SORCS3 NC_056054.1 256240001 256260001 2.26938 0.209901 OL TF


0.176881 OL SORCS3 NC_056055.1 48690001 48710001 2.47749 0.280116 OL TGFBR1


0.235411 OL SORCS3 NC_056055.1 48695001 48715001 2.42658 0.263677 OL TGFBR1


0.243671 OL SORCS3 NC_056055.1 48700001 48720001 2.17466 0.239985 OL TGFBR1







0.255513 OL SORCS3 NC_056055.1 48705001 48725001 2.18905 0.223136 OL TGFBR1


0.292136 OL SORCS3 NC_056055.1 48710001 48730001 2.37267 0.217575 OL TGFBR1


0.190488 OL SOS2 NC_056055.1 48715001 48735001 2.43406 0.210925 OL TGFBR1


0.14578 OL SOS2 NC_056055.1 48720001 48740001 2.44539 0.224342 OL TGFBR1


0.167446 OL SOS2 NC_056055.1 48725001 48745001 2.28488 0.231612 OL TGFBR1


0.204655 OL SOS2 NC_056055.1 48730001 48750001 2.26717 0.237719 OL TGFBR1


0.21675 OL SOS2 NC_056055.1 48735001 48755001 2.18575 0.231375 OL TGFBR1


0.226687 OL SOS2 NC_056055.1 48740001 48760001 1.96858 0.169689 OL TGFBR1


0.321011 OL SOS2;VCPKMNC_056055.1 138610001 138630001 2.21099 0.165409 OL TLK1


0.310587 OL SOS2;VCPKMNC_056055.1 138615001 138635001 2.08334 0.177255 OL TLK1


0.271139 OL SOS2;VCPKMNC_056054.1 239385001 239405001 3.13532 0.178422 OL TM4SF4


0.220028 OL SOS2;VCPKMNC_056054.1 239390001 239410001 2.15132 0.209917 OL TM4SF4


0.150799 OL SOX5 NC_056060.1 86700001 86720001 2.52164 0.214044 OL TMED8


0.184884 OL SOX5 NC_056060.1 86705001 86725001 2.81717 0.240892 OL TMED8


0.246094 OL SOX5 NC_056060.1 86710001 86730001 2.21951 0.197611 OL TMED8


0.203805 OL SOX5 NC_056054.1 256875001 256895001 4.68582 0.167548 OL TMEM108


0.17011 OL SOX5 NC_056054.1 256880001 256900001 7.1875 0.288049 OL TMEM108


0.222742 OL SOX6 NC_056054.1 256885001 256905001 7.91498 0.347403 OL TMEM108


0.252042 OL SOX6 NC_056054.1 256890001 256910001 6.53079 0.353107 OL TMEM108


0.254574 OL SOX6 NC_056054.1 256895001 256915001 4.50814 0.385908 OL TMEM108


0.324592 OL SOX6 NC_056054.1 256900001 256920001 2.74822 0.331429 OL TMEM108


0.294173 OL SOX6 NC_056076.1 33660001 33680001 2.58431 0.193203 OL TMEM241


0.261437 OL SOX6 NC_056076.1 33665001 33685001 2.66308 0.192451 OL TMEM241


0.291587 OL SOX6 NC_056076.1 33670001 33690001 2.09203 0.183632 OL TMEM241


0.212251 OL SOX6 NC_056080.1 132810001 132830001 2.05787 0.159313 OL TMEM35A


0.209792 OL SOX6 NC_056058.1 6135001 6155001 3.21122 0.15949 OL TMEM38A


0.217572 OL SOX6 NC_056058.1 6140001 6160001 3.61844 0.206199 OL TMEM38A


0.184351 OL SOX6 NC_056080.1 81950001 81970001 2.65501 0.217764 OL TMLHE


0.16194 OL SOX6 NC_056056.1 118815001 118835001 3.39221 0.170748 OL TMTC2


0.149042 OL SOX6 NC_056068.1 79315001 79335001 2.10476 0.212211 OL TNKS1BP1


0.151427 OL SOX6 NC_056068.1 79320001 79340001 2.82072 0.235944 OL TNKS1BP1







0.157109 OL SOX6 NC_056068.1 79325001 79345001 2.65416 0.206406 OL TNKS1BP1


0.174136 OL SOX6 NC_056068.1 79330001 79350001 2.05022 0.170862 OL TNKS1BP1


0.179861 OL SOX6 NC_056057.1 76415001 76435001 2.18481 0.184854 OL TNS3


0.201946 OL SOX6 NC_056057.1 76420001 76440001 3.32946 0.241761 OL TNS3


0.248508 OL SOX6 NC_056057.1 76425001 76445001 3.9212 0.252757 OL TNS3


0.177665 OL SOX6 NC_056057.1 76430001 76450001 4.351 0.232798 OL TNS3


0.179349 OL SOX6 NC_056057.1 76435001 76455001 4.9021 0.231977 OL TNS3


0.210939 OL SOX6 NC_056057.1 76440001 76460001 3.69908 0.189382 OL TNS3


0.191987 OL SOX6 NC_056056.1 8475001 8495001 2.67488 0.186193 OL TOR2A;TTC16


0.256079 OL SOX6 NC_056056.1 980001 1000001 2.55391 0.31294 OL TRAF2


0.232512 OL SOX6 NC_056056.1 985001 1005001 2.24741 0.293961 OL TRAF2


0.165442 OL SOX6 NC_056058.1 39070001 39090001 2.23126 0.28471 OL TRIM58


0.169555 OL SOX6 NC_056068.1 43645001 43665001 2.68663 0.201244 OL TRIM66


0.174363 OL SOX6 NC_056078.1 3300001 3320001 1.97974 0.248627 OL TRIM67


0.18204 OL SOX6 NC_056078.1 3305001 3325001 3.41219 0.349986 OL TRIM67


0.201508 OL SOX6 NC_056078.1 3310001 3330001 7.84615 0.452998 OL TRIM67


0.210238 OL SOX6 NC_056078.1 3315001 3335001 8.00001 0.506505 OL TRIM67


0.214275 OL SOX6 NC_056078.1 3320001 3340001 4.67657 0.451253 OL TRIM67


0.205601 OL SOX6 NC_056078.1 3325001 3345001 3.91403 0.437388 OL TRIM67


0.18793 OL SOX6 NC_056078.1 3330001 3350001 3.54009 0.419364 OL TRIM67


0.169378 OL SOX6 NC_056078.1 3335001 3355001 2.73357 0.398801 OL TRIM67


0.188 OL SOX6 NC_056072.1 7260001 7280001 2.3559 0.158261 OL TRIM71


0.199026 OL SOX6 NC_056072.1 7265001 7285001 4.27027 0.185035 OL TRIM71


0.212893 OL SOX6 NC_056080.1 123040001 123060001 2.15216 0.190881 OL TRPC5


0.214396 OL SOX6 NC_056080.1 123045001 123065001 2.54653 0.204558 OL TRPC5


0.178686 OL SOX6 NC_056074.1 23730001 23750001 2.47227 0.18566 OL TSG101;UEVLD


0.158158 OL SOX6 NC_056074.1 23735001 23755001 2.65991 0.210276 OL TSG101;UEVLD


0.3316 OL SOX9 NC_056056.1 102235001 102255001 2.73458 0.160438 OL TSGA10


0.157213 OL SP5 NC_056056.1 102240001 102260001 3.15506 0.158507 OL TSGA10


0.202075 OL SP5 NC_056056.1 102250001 102270001 3.89237 0.158438 OL TSGA10


0.21004 OL SPAST NC_056056.1 102255001 102275001 3.38194 0.164536 OL TSGA10







0.183252 OL SPAST NC_056056.1 102260001 102280001 5.35065 0.164519 OL TSGA10


0.152251 OL SPAST NC_056056.1 102265001 102285001 5.52121 0.163533 OL TSGA10


0.146112 OL SPDL1 NC_056056.1 102270001 102290001 7.72385 0.166746 OL TSGA10


0.170159 OL SPESP1 NC_056073.1 16845001 16865001 6.27414 0.193957 OL TTBK1


0.281734 OL SPESP1 NC_056073.1 16850001 16870001 6.09677 0.247597 OL TTBK1


0.187542 OL SPICE1 NC_056073.1 16855001 16875001 8.84497 0.284614 OL TTBK1


0.198214 OL SPICE1 NC_056073.1 16860001 16880001 3.89634 0.241949 OL TTBK1


0.213112 OL SPICE1 NC_056059.1 67435001 67455001 2.49895 0.333903 OL TXK


0.205543 OL SPICE1 NC_056058.1 12745001 12765001 2.03235 0.276202 OL TYK2


0.153295 OL SPIDR NC_056058.1 12750001 12770001 2.9899 0.272872 OL TYK2


0.157143 OL SPIDR NC_056058.1 12755001 12775001 2.41375 0.224108 OL TYK2


0.148167 OL SPOCK1 NC_056079.1 41470001 41490001 2.22362 0.168115 OL UBE2E1


0.212813 OL SPOCK1 NC_056062.1 74915001 74935001 1.99753 0.238701 OL UBR5


0.170257 OL SPOCK1 NC_056062.1 74920001 74940001 2.34859 0.252121 OL UBR5


0.152509 OL SRC NC_056062.1 74925001 74945001 2.04554 0.165152 OL UBR5


0.187788 OL SRC NC_056055.1 117320001 117340001 2.06868 0.289565 OL UGGT1


0.152391 OL SRC NC_056055.1 117325001 117345001 1.98886 0.267623 OL UGGT1


0.170114 OL SRFBP1 NC_056059.1 85060001 85080001 8.59539 0.209841 OL UGT2B7


0.176085 OL SRFBP1 NC_056064.1 33550001 33570001 2.51206 0.268062 OL ULK2


0.188909 OL SRFBP1 NC_056064.1 33555001 33575001 2.57373 0.273045 OL ULK2


0.155039 OL SRFBP1 NC_056064.1 33605001 33625001 2.19872 0.204023 OL ULK2


0.167218 OL SRPK2 NC_056057.1 16680001 16700001 2.22951 0.194707 OL UMAD1


0.156269 OL SRPK2 NC_056054.1 262990001 263010001 3.04236 0.232906 OL UMODL1


0.155172 OL SRPK2 NC_056054.1 262995001 263015001 5.45701 0.273657 OL UMODL1


0.150172 OL SRPK2 NC_056054.1 263000001 263020001 9.1028 0.295643 OL UMODL1


0.164283 OL SRPK2 NC_056054.1 263020001 263040001 21.7364 0.278801 OL UMODL1


0.155909 OL SRPK2 NC_056054.1 263025001 263045001 6.87021 0.199363 OL UMODL1


0.15463 OL SSBP3 NC_056060.1 54080001 54100001 2.04914 0.267356 OL UNC13C


0.16285 OL SSBP3 NC_056060.1 54085001 54105001 2.98722 0.261378 OL UNC13C


0.189089 OL SSBP3 NC_056060.1 54380001 54400001 2.34982 0.168701 OL UNC13C


0.172144 OL SSBP3 NC_056060.1 54385001 54405001 2.13092 0.165509 OL UNC13C







0.319416 OL ST3GAL1 NC_056060.1 54495001 54515001 2.33113 0.280834 OL UNC13C


0.365159 OL ST3GAL1 NC_056054.1 123795001 123815001 3.88821 0.237556 OL URB1


0.421936 OL ST3GAL1 NC_056054.1 123800001 123820001 4.63836 0.238976 OL URB1


0.394275 OL ST3GAL1 NC_056054.1 123805001 123825001 4.1064 0.259219 OL URB1


0.379029 OL ST3GAL1 NC_056054.1 123810001 123830001 3.82679 0.249256 OL URB1


0.375346 OL ST3GAL1 NC_056054.1 123815001 123835001 2.85157 0.194258 OL URB1


0.366559 OL ST3GAL1 NC_056054.1 123820001 123840001 2.14403 0.167938 OL URB1


0.339648 OL ST3GAL1 NC_056065.1 18485001 18505001 3.60544 0.163675 OL USH2A


0.275947 OL ST3GAL1 NC_056065.1 18490001 18510001 3.76401 0.179636 OL USH2A


0.323617 OL ST3GAL1 NC_056065.1 18500001 18520001 5.7376 0.163859 OL USH2A


0.370396 OL ST3GAL1 NC_056065.1 18510001 18530001 2.06021 0.159438 OL USH2A


0.326628 OL ST3GAL1 NC_056059.1 6405001 6425001 4.23977 0.164232 OL USP53


0.159212 OL ST8SIA4 NC_056059.1 6410001 6430001 2.84677 0.205994 OL USP53


0.16284 OL STARD13 NC_056059.1 6415001 6435001 2.5483 0.201485 OL USP53


0.180588 OL STARD13 NC_056080.1 40370001 40390001 2.73542 0.235175 OL USP9X


0.163685 OL STARD13 NC_056080.1 40375001 40395001 3.64932 0.282563 OL USP9X


0.355319 OL STAU2 NC_056080.1 40380001 40400001 3.67545 0.292016 OL USP9X


0.403814 OL STAU2 NC_056080.1 40385001 40405001 4.19332 0.297026 OL USP9X


0.392173 OL STAU2 NC_056080.1 40390001 40410001 4.00338 0.315152 OL USP9X


0.420167 OL STAU2 NC_056080.1 40395001 40415001 2.36 0.249668 OL USP9X


0.426664 OL STAU2 NC_056064.1 17975001 17995001 6.97658 0.179691 OL UTP6


0.393696 OL STAU2 NC_056064.1 17980001 18000001 5.45014 0.166545 OL UTP6


0.368261 OL STAU2 NC_056067.1 890001 910001 2.00771 0.214055 OL VAC14


0.265181 OL STAU2 NC_056067.1 895001 915001 2.19461 0.201171 OL VAC14


0.173047 OL STK38L NC_056067.1 900001 920001 2.40586 0.218523 OL VAC14


0.149546 OL STK38L NC_056067.1 905001 925001 2.81126 0.220373 OL VAC14


0.196047 OL STK38L NC_056067.1 910001 930001 4.08008 0.269853 OL VAC14


0.147031 OL SUMO3 NC_056067.1 915001 935001 4.42308 0.268769 OL VAC14


0.149271 OL SYN3 NC_056067.1 920001 940001 3.99659 0.189938 OL VAC14


0.272121 OL SYNE1 NC_056067.1 955001 975001 2.43602 0.164718 OL VAC14


0.253862 OL SYNE1 NC_056062.1 77565001 77585001 3.51798 0.160633 OL VPS13B







0.263653 OL SYNE1 NC_056062.1 77665001 77685001 7.34439 0.159888 OL VPS13B


0.229997 OL SYNE1 NC_056062.1 77700001 77720001 2.66973 0.177518 OL VPS13B


0.156954 OL SYPL1 NC_056062.1 77705001 77725001 3.13888 0.204947 OL VPS13B


0.307672 OL SYS1 NC_056062.1 77710001 77730001 2.84437 0.187446 OL VPS13B


0.358503 OL SYS1;TP53T NC_056062.1 77715001 77735001 2.68678 0.173062 OL VPS13B


0.336852 OL SYS1;TP53T NC_056078.1 24730001 24750001 2.19149 0.165639 OL VPS26A


0.22644 OL SYS1;TP53T NC_056078.1 24735001 24755001 2.03002 0.194381 OL VPS26A


0.148551 OL SYT14 NC_056070.1 53170001 53190001 2.40086 0.174811 OL VPS33A


0.186282 OL SYT14 NC_056054.1 203195001 203215001 2.25048 0.168894 OL VPS8


0.175976 OL SYT14 NC_056074.1 535001 555001 3.65853 0.163839 OL VSTM5


0.185482 OL SYT14 NC_056061.1 66885001 66905001 3.57416 0.175967 OL VTA1


0.178183 OL SYT14 NC_056061.1 66890001 66910001 4.37474 0.174732 OL VTA1


0.171036 OL SYT14 NC_056061.1 66895001 66915001 5.12151 0.19431 OL VTA1


0.21086 OL SYT14 NC_056056.1 103010001 103030001 4.03704 0.179049 OL VWA3B


0.218116 OL SYT14 NC_056056.1 103015001 103035001 3.43032 0.196681 OL VWA3B


0.216065 OL SYT14 NC_056056.1 103020001 103040001 2.7112 0.190185 OL VWA3B


0.235673 OL SYT14 NC_056056.1 103025001 103045001 2.38572 0.1809 OL VWA3B


0.197163 OL SYT14 NC_056056.1 103035001 103055001 2.04536 0.166433 OL VWA3B


0.28937 OL TAB1 NC_056063.1 12420001 12440001 2.23293 0.176571 OL VWA8


0.299745 OL TBC1D4 NC_056074.1 36340001 36360001 1.97391 0.197039 OL VWCE


0.378538 OL TBC1D4 NC_056074.1 36345001 36365001 4.3431 0.321739 OL VWCE


0.279259 OL TBC1D4 NC_056056.1 210035001 210055001 3.98213 0.168161 OL VWF


0.165904 OL TBC1D4 NC_056056.1 210040001 210060001 2.55545 0.180528 OL VWF


0.171067 OL TCEAL9 NC_056057.1 89595001 89615001 3.65719 0.184358 OL WASL


0.221178 OL TEC NC_056057.1 89600001 89620001 2.75365 0.158434 OL WASL


0.277851 OL TEC NC_056078.1 42070001 42090001 2.34398 0.184772 OL WDFY4


0.294408 OL TEC NC_056071.1 28505001 28525001 2.05755 0.197855 OL WDR61


0.302993 OL TEC NC_056071.1 28510001 28530001 2.26817 0.178269 OL WDR61


0.210874 OL TEC NC_056076.1 56575001 56595001 1.96646 0.162405 OL WDR7


0.19954 OL TEC NC_056069.1 36920001 36940001 2.10872 0.218282 OL WDR70


0.190804 OL TEC NC_056069.1 36925001 36945001 2.40822 0.215914 OL WDR70







0.155639 OL TECRL NC_056060.1 54845001 54865001 3.86007 0.205288 OL WDR72


0.146808 OL TECRL NC_056060.1 54850001 54870001 3.1598 0.195178 OL WDR72


0.147938 OL TECRL NC_056060.1 54855001 54875001 2.93642 0.190801 OL WDR72


0.1504 OL TECRL NC_056056.1 213955001 213975001 2.28886 0.199618 OL WNT5B


0.161575 OL TECRL NC_056056.1 213960001 213980001 3.37021 0.298519 OL WNT5B


0.159162 OL TECRL NC_056056.1 213965001 213985001 5.9086 0.413076 OL WNT5B


0.15756 OL TECRL NC_056056.1 213970001 213990001 7.30278 0.463921 OL WNT5B


0.155175 OL TECRL NC_056056.1 213975001 213995001 6.05796 0.43532 OL WNT5B


0.154702 OL TECRL NC_056056.1 213980001 214000001 3.34794 0.348807 OL WNT5B


0.153296 OL TECRL NC_056056.1 213985001 214005001 2.14804 0.20142 OL WNT5B


0.153982 OL TECRL NC_056072.1 12490001 12510001 3.03214 0.261672 OL XIRP1


0.148084 OL TECRL NC_056072.1 12495001 12515001 2.7463 0.210491 OL XIRP1


0.147095 OL TECRL NC_056072.1 12505001 12525001 2.66729 0.19829 OL XIRP1


0.152999 OL TECRL NC_056055.1 49885001 49905001 2.77165 0.15864 OL XPA


0.146078 OL TECRL NC_056055.1 49890001 49910001 4.20376 0.206281 OL XPA


0.152244 OL TECRL NC_056055.1 49895001 49915001 3.75149 0.193165 OL XPA


0.147106 OL TECRL NC_056055.1 49900001 49920001 3.69552 0.186003 OL XPA


0.152728 OL TECRL NC_056058.1 80565001 80585001 2.20498 0.160748 OL XRCC4


0.148607 OL TECRL NC_056056.1 144730001 144750001 2.17122 0.205714 OL YAF2


0.14999 OL TECRL NC_056056.1 144735001 144755001 2.07031 0.168406 OL YAF2


0.148699 OL TECRL NC_056080.1 47655001 47675001 12.3571 0.379129 OL ZC3H12B


0.147579 OL TENM1 NC_056068.1 19830001 19850001 6.50486 0.379629 OL ZC3H12C


0.16591 OL TENM1 NC_056080.1 46950001 46970001 4.86957 0.187643 OL ZC4H2


0.175461 OL TGFBR2 NC_056080.1 46955001 46975001 4.25984 0.191396 OL ZC4H2


0.160691 OL THSD4 NC_056080.1 46960001 46980001 3.89763 0.164648 OL ZC4H2


0.295242 OL TIAM1 NC_056061.1 81755001 81775001 3.55019 0.217779 OL ZDHHC14


0.307396 OL TIAM1 NC_056061.1 81760001 81780001 5.17427 0.289626 OL ZDHHC14


0.291667 OL TIAM1 NC_056061.1 81765001 81785001 4.66992 0.315028 OL ZDHHC14


0.29532 OL TIAM2 NC_056061.1 81770001 81790001 3.58123 0.330718 OL ZDHHC14


0.352585 OL TIAM2 NC_056061.1 81775001 81795001 2.49838 0.270605 OL ZDHHC14


0.331279 OL TIAM2 NC_056080.1 67510001 67530001 3.71224 0.245833 OL ZDHHC15







0.420952 OL TIAM2 NC_056080.1 67525001 67545001 6.77069 0.195447 OL ZDHHC15


0.333356 OL TIAM2 NC_056080.1 67535001 67555001 6.37968 0.16246 OL ZDHHC15


0.296621 OL TIAM2 NC_056080.1 67540001 67560001 4.59482 0.177083 OL ZDHHC15


0.260498 OL TIAM2 NC_056080.1 67545001 67565001 5.07041 0.19133 OL ZDHHC15


0.275501 OL TIAM2 NC_056080.1 67550001 67570001 3.09345 0.202016 OL ZDHHC15


0.178706 OL TLL2 NC_056080.1 67555001 67575001 3.84568 0.186866 OL ZDHHC15


0.15019 OL TM4SF4 NC_056055.1 83245001 83265001 5.67122 0.219636 OL ZDHHC21


0.147243 OL TMEFF2 NC_056055.1 83250001 83270001 5.67532 0.204748 OL ZDHHC21


0.191647 OL TMEFF2 NC_056055.1 83255001 83275001 3.46275 0.166217 OL ZDHHC21


0.163937 OL TMEFF2 NC_056055.1 83260001 83280001 3.88039 0.182134 OL ZDHHC21


0.155623 OL TMEFF2 NC_056062.1 72180001 72200001 2.18506 0.294146 OL ZFPM2


0.161217 OL TMEFF2 NC_056062.1 72185001 72205001 2.24709 0.330096 OL ZFPM2


0.153272 OL TMEFF2 NC_056062.1 72190001 72210001 1.96916 0.325986 OL ZFPM2


0.183721 OL TMEM132B NC_056055.1 27370001 27390001 6.16341 0.297465 OL ZNF169


0.20421 OL TMEM132B NC_056055.1 27375001 27395001 4.64876 0.306618 OL ZNF169


0.21525 OL TMEM132B NC_056055.1 27380001 27400001 3.18473 0.312111 OL ZNF169


0.21665 OL TMEM132B NC_056055.1 130500001 130520001 2.12442 0.157515 OL ZNF385B


0.16703 OL TMEM132B NC_056080.1 57425001 57445001 2.26476 0.210564 OL ZNF41


0.179285 OL TMEM132B NC_056077.1 4395001 4415001 3.64 0.187843 OL ZNF500


0.184464 OL TMEM132B NC_056055.1 9710001 9730001 4.30631 0.200397 OL ZNF618


0.162099 OL TMEM132B NC_056079.1 32070001 32090001 2.66667 0.19519 OL ZNF703


0.154767 OL TMEM132B NC_056057.1 74925001 74945001 5.14131 0.209894 OL ZNF804B


0.158704 OL TMEM132B NC_056057.1 74930001 74950001 6.4021 0.208421 OL ZNF804B


0.155632 OL TMEM132B NC_056057.1 74935001 74955001 2.92957 0.18008 OL ZNF804B


0.178784 OL TMEM132B


0.264087 OL TMEM132B


0.291014 OL TMEM132B


0.199735 OL TMEM241


0.225471 OL TMEM241


0.235376 OL TMEM241


0.246826 OL TMEM241







0.221687 OL TMEM42


0.235472 OL TMEM42


0.175002 OL TMEM42;ZDHHC3


0.331866 OL TMEM59L


0.282072 OL TMEM59L


0.159708 OL TMEM63C


0.197426 OL TMEM63C


0.213146 OL TMEM63C


0.218036 OL TMEM63C


0.190235 OL TMPRSS3


0.15111 OL TMTC2


0.158888 OL TMTC2


0.197424 OL TMTC2


0.178388 OL TMTC2


0.228817 OL TMTC2


0.214043 OL TMTC2


0.180646 OL TMTC2


0.163733 OL TMTC2


0.182403 OL TMTC2


0.185556 OL TMTC2


0.175401 OL TMTC2


0.189881 OL TMTC2


0.180914 OL TNFSF4


0.15017 OL TNFSF4


0.213999 OL TNR


0.174338 OL TNR


0.166323 OL TNR


0.178076 OL TNR


0.153141 OL TNR


0.187591 OL TNR


0.181159 OL TNS4







0.216049 OL TNS4


0.243056 OL TNS4


0.195478 OL TOM1L2


0.21006 OL TOM1L2


0.258765 OL TRAF6


0.251633 OL TRAF6


0.214336 OL TRAF6


0.151361 OL TRAF6


0.147054 OL TRAPPC11


0.161948 OL TRAPPC11


0.14696 OL TRAPPC11


0.168384 OL TRIM27


0.388248 OL TRIM34


0.36345 OL TRIM34


0.279246 OL TRIM34


0.183053 OL TRIM71


0.422997 OL TRIM72


0.448249 OL TRIM72


0.485309 OL TRIM72


0.421259 OL TRIM72


0.151933 OL TRIM9


0.164832 OL TRIM9


0.176736 OL TRIM9


0.174352 OL TRIM9


0.175202 OL TRIM9


0.201437 OL TRIM9


0.208349 OL TRIM9


0.151651 OL TRIO


0.173849 OL TRIO


0.271791 OL TSG101


0.289243 OL TSG101







0.308588 OL TSG101


0.301354 OL TSG101


0.289379 OL TSG101


0.274307 OL TSG101


0.205009 OL TSG101


0.212044 OL TSG101;UEVLD


0.231649 OL TSG101;UEVLD


0.168328 OL TTC8


0.185692 OL TTC8


0.152767 OL TTC8


0.185538 OL TTC8


0.206344 OL TTLL5


0.214793 OL TTLL5


0.225748 OL TTLL5


0.189532 OL TTLL5


0.188066 OL TTLL5


0.221073 OL TTLL5


0.231472 OL TTLL5


0.250227 OL TTLL5


0.232163 OL TTLL5


0.267008 OL TTLL5


0.291575 OL TTLL5


0.26756 OL TTLL5


0.308178 OL UBE2J1


0.318819 OL UBE2J1


0.220897 OL UBE2J1


0.185949 OL UBE2J1


0.193753 OL UBE2J1


0.225468 OL UBXN10


0.162903 OL ULK4


0.154353 OL ULK4







0.17912 OL ULK4


0.187892 OL ULK4


0.218993 OL ULK4


0.189855 OL ULK4


0.150083 OL UMODL1


0.213907 OL UMODL1


0.198175 OL UMODL1


0.164109 OL UMODL1


0.182237 OL UNC13C


0.212715 OL UNC13C


0.165527 OL UNC13C


0.160087 OL UNC13C


0.155465 OL UNC13C


0.189676 OL UNC13C


0.484306 OL UNC13C


0.433647 OL UNC13C


0.146761 OL USH2A


0.168333 OL USP22


0.164059 OL USP32


0.190078 OL USP32


0.182561 OL USP53


0.184208 OL UST


0.24079 OL UST


0.245124 OL UST


0.24573 OL UST


0.148545 OL UST


0.161576 OL UTRN


0.151762 OL UTRN


0.18612 OL UTRN


0.177324 OL UTRN


0.175644 OL UTRN







0.2426 OL VAC14


0.219173 OL VAC14


0.215727 OL VAC14


0.19184 OL VAC14


0.189754 OL VAC14


0.18486 OL VAC14


0.226488 OL VCPKMT


0.291374 OL VCPKMT


0.332788 OL VCPKMT


0.206853 OL VIPR2


0.246811 OL VIPR2


0.243195 OL VIPR2


0.145909 OL VIRMA


0.163897 OL VIRMA


0.166176 OL VPS13B


0.178748 OL VPS13B


0.149759 OL VPS13B


0.229675 OL VPS13B


0.268724 OL VPS13B


0.268403 OL VPS13B


0.267541 OL VPS13B


0.224586 OL VPS13B


0.166998 OL VPS13B


0.149211 OL VPS33A


0.183403 OL VPS33A


0.21813 OL VSTM2A


0.278241 OL VSTM2A


0.289713 OL VSTM2A


0.169056 OL WDR11


0.211568 OL WDR11


0.252581 OL WDR11







0.247649 OL WDR11


0.248798 OL WDR11


0.245617 OL WDR11


0.198972 OL WDR64


0.226903 OL WDR64


0.241598 OL WDR64


0.173529 OL WDR76


0.159606 OL WFDC1


0.262503 OL YAP1


0.151281 OL YIPF4


0.157505 OL ZBTB20


0.186711 OL ZBTB20


0.181004 OL ZBTB20


0.165925 OL ZBTB20


0.151155 OL ZBTB21


0.188628 OL ZC3H12C


0.243673 OL ZC3H12C


0.286972 OL ZC3H12C


0.312255 OL ZC3H12C


0.28047 OL ZC3H12C


0.270591 OL ZC3H12C


0.243848 OL ZC3H12C


0.213792 OL ZC3HAV1


0.15914 OL ZC3HAV1


0.186348 OL ZC3HAV1;ZC3HAV1L


0.198355 OL ZC4H2


0.202695 OL ZC4H2


0.152915 OL ZC4H2


0.213465 OL ZC4H2


0.247947 OL ZC4H2


0.254919 OL ZDHHC21







0.211452 OL ZDHHC21


0.185563 OL ZDHHC21


0.147523 OL ZFHX3


0.157155 OL ZFHX3


0.154954 OL ZFPM1;ZNF469


0.165654 OL ZFYVE28


0.213828 OL ZFYVE28


0.20544 OL ZFYVE28


0.15417 OL ZFYVE28


0.198244 OL ZFYVE28


0.211972 OL ZFYVE28


0.188031 OL ZFYVE28


0.201114 OL ZFYVE28


0.333843 OL ZFYVE9


0.290415 OL ZFYVE9


0.254519 OL ZFYVE9


0.21399 OL ZFYVE9


0.151797 OL ZFYVE9


0.209133 OL ZFYVE9


0.238624 OL ZFYVE9


0.149851 OL ZFYVE9


0.195203 OL ZMIZ1


0.146668 OL ZMIZ1


0.18642 OL ZMPSTE24


0.199376 OL ZMPSTE24


0.216616 OL ZMPSTE24


0.177682 OL ZMPSTE24


0.230555 OL ZNF140


0.162736 OL ZNF140


0.299451 OL ZNF292


0.390716 OL ZNF292







0.465543 OL ZNF292


0.455035 OL ZNF292


0.38296 OL ZNF292


0.181141 OL ZNF322


0.16575 OL ZNF385B


0.150235 OL ZNF469


0.216301 OL ZNF469


0.297715 OL ZNF469


0.180507 OL ZNF469


0.167231 OL ZNF704
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OL vs SG1 SG1vs SG2


CHROM Start end Pi Fst Region Gene CHROM Start end


NC_056068.1 29460001 29480001 0.216667 0.276636 SG1 ABCG4;NLRX1 NC_056054.1 71130001 71150001


NC_056068.1 29465001 29485001 0.101015 0.247821 SG1 ABCG4;NLRX1 NC_056054.1 263215001 263235001


NC_056061.1 64050001 64070001 0.399738 0.214272 SG1 ABRACL NC_056054.1 177700001 177720001


NC_056068.1 63600001 63620001 0.414554 0.377649 SG1 ABTB2 NC_056071.1 19905001 19925001


NC_056068.1 63605001 63625001 0.247739 0.444128 SG1 ABTB2 NC_056071.1 19910001 19930001


NC_056068.1 63610001 63630001 0.230405 0.424002 SG1 ABTB2 NC_056071.1 19915001 19935001


NC_056068.1 63615001 63635001 0.255218 0.386337 SG1 ABTB2 NC_056071.1 19920001 19940001


NC_056068.1 63620001 63640001 0.415094 0.374799 SG1 ABTB2 NC_056071.1 19925001 19945001


NC_056070.1 63105001 63125001 0.094065 0.232668 SG1 ACADS NC_056071.1 19930001 19950001


NC_056070.1 63110001 63130001 0.243347 0.259242 SG1 ACADS NC_056071.1 19950001 19970001


NC_056070.1 63115001 63135001 0.276162 0.254165 SG1 ACADS NC_056071.1 19955001 19975001


NC_056070.1 63120001 63140001 0.393451 0.194612 SG1 ACADS NC_056055.1 205385001 205405001


NC_056070.1 63100001 63120001 0.119612 0.219107 SG1 ACADS;UNC119B NC_056075.1 34565001 34585001


NC_056068.1 17435001 17455001 0.418265 0.231746 SG1 ACAT1 NC_056075.1 34570001 34590001


NC_056068.1 17440001 17460001 0.377738 0.264167 SG1 ACAT1 NC_056059.1 115045001 115065001


NC_056058.1 78885001 78905001 0.392903 0.300174 SG1 ACOT12 NC_056059.1 115055001 115075001


NC_056058.1 78870001 78890001 0.192414 0.353278 SG1 ACOT12;ZCCHC9 NC_056059.1 115060001 115080001


NC_056058.1 78875001 78895001 0.230047 0.376247 SG1 ACOT12;ZCCHC9 NC_056059.1 115065001 115085001


NC_056058.1 78880001 78900001 0.281004 0.369155 SG1 ACOT12;ZCCHC9 NC_056059.1 115075001 115095001


NC_056056.1 105245001 1.05E+08 0.35794 0.19995 SG1 ACOXL NC_056059.1 115080001 115100001


NC_056056.1 105250001 1.05E+08 0.362207 0.204645 SG1 ACOXL NC_056059.1 115085001 115105001


NC_056056.1 105255001 1.05E+08 0.388499 0.205186 SG1 ACOXL NC_056059.1 115170001 115190001


NC_056056.1 105260001 1.05E+08 0.304418 0.240449 SG1 ACOXL NC_056059.1 115175001 115195001


NC_056056.1 105285001 1.05E+08 0.417666 0.196577 SG1 ACOXL;BCL2L11 NC_056059.1 115180001 115200001


NC_056067.1 48170001 48190001 0.418973 0.220983 SG1 ACP7 NC_056075.1 43890001 43910001


NC_056067.1 48175001 48195001 0.409941 0.191344 SG1 ACP7 NC_056066.1 17110001 17130001


NC_056058.1 66750001 66770001 0.377858 0.383604 SG1 ADAM19 NC_056066.1 17115001 17135001


NC_056058.1 66755001 66775001 0.453729 0.361277 SG1 ADAM19 NC_056066.1 17095001 17115001


NC_056056.1 143165001 1.43E+08 0.401615 0.19074 SG1 ADAMTS20 NC_056066.1 17100001 17120001


Supplementary Table11.Putative selection regions associated with horn phenotypes among different breeds







NC_056059.1 88200001 88220001 0.288732 0.186809 SG1 ADAMTS3 NC_056066.1 17105001 17125001


NC_056059.1 88205001 88225001 0.238277 0.243298 SG1 ADAMTS3 NC_056063.1 52665001 52685001


NC_056059.1 88210001 88230001 0.299156 0.262534 SG1 ADAMTS3 NC_056056.1 105105001 105125001


NC_056059.1 88215001 88235001 0.447741 0.226703 SG1 ADAMTS3 NC_056056.1 105110001 105130001


NC_056071.1 28160001 28180001 0.225479 0.219313 SG1 ADAMTS7 NC_056056.1 105115001 105135001


NC_056071.1 28165001 28185001 0.12771 0.199984 SG1 ADAMTS7 NC_056055.1 250001 270001


NC_056067.1 2350001 2370001 0.266783 0.207255 SG1 ADAT1;GABARAPL2NC_056055.1 255001 275001


NC_056067.1 2360001 2380001 0.137888 0.209773 SG1 ADAT1;GABARAPL2NC_056072.1 47140001 47160001


NC_056059.1 77480001 77500001 0.474693 0.219757 SG1 ADGRL3 NC_056056.1 18825001 18845001


NC_056059.1 77485001 77505001 0.423937 0.261616 SG1 ADGRL3 NC_056056.1 18830001 18850001


NC_056059.1 77490001 77510001 0.464002 0.257059 SG1 ADGRL3 NC_056056.1 18835001 18855001


NC_056059.1 77660001 77680001 0.473799 0.308401 SG1 ADGRL3 NC_056054.1 130175001 130195001


NC_056059.1 77665001 77685001 0.371076 0.359143 SG1 ADGRL3 NC_056054.1 130180001 130200001


NC_056059.1 77670001 77690001 0.321215 0.357311 SG1 ADGRL3 NC_056058.1 14905001 14925001


NC_056059.1 77675001 77695001 0.20213 0.294657 SG1 ADGRL3 NC_056058.1 14915001 14935001


NC_056059.1 77680001 77700001 0.254189 0.206301 SG1 ADGRL3 NC_056058.1 14920001 14940001


NC_056059.1 77685001 77705001 0.322578 0.187515 SG1 ADGRL3 NC_056058.1 14885001 14905001


NC_056059.1 77695001 77715001 0.329049 0.18942 SG1 ADGRL3 NC_056058.1 14890001 14910001


NC_056059.1 77770001 77790001 0.133686 0.183699 SG1 ADGRL3 NC_056058.1 14895001 14915001


NC_056058.1 88300001 88320001 0.096508 0.215323 SG1 ADGRV1 NC_056058.1 14900001 14920001


NC_056058.1 88305001 88325001 0.060366 0.240191 SG1 ADGRV1 NC_056069.1 40320001 40340001


NC_056058.1 88310001 88330001 0.145511 0.199471 SG1 ADGRV1 NC_056069.1 40325001 40345001


NC_056056.1 196075001 1.96E+08 0.433707 0.19615 SG1 AEBP2;LOC10699032NC_056069.1 40330001 40350001


NC_056075.1 34365001 34385001 0.078886 0.226879 SG1 AFAP1L2 NC_056069.1 40335001 40355001


NC_056075.1 34370001 34390001 0.1842 0.24649 SG1 AFAP1L2 NC_056069.1 40355001 40375001


NC_056075.1 34375001 34395001 0.399538 0.281941 SG1 AFAP1L2 NC_056071.1 5810001 5830001


NC_056075.1 34285001 34305001 0.143406 0.290881 SG1 AFAP1L2;VWA2 NC_056071.1 6010001 6030001


NC_056071.1 16450001 16470001 0.362262 0.218431 SG1 AGBL1 NC_056071.1 6015001 6035001


NC_056071.1 16455001 16475001 0.315138 0.274998 SG1 AGBL1 NC_056071.1 6020001 6040001


NC_056071.1 16460001 16480001 0.326316 0.306379 SG1 AGBL1 NC_056071.1 6100001 6120001


NC_056069.1 39280001 39300001 0.430758 0.195179 SG1 AGXT2 NC_056071.1 6105001 6125001


NC_056069.1 39285001 39305001 0.328284 0.209299 SG1 AGXT2 NC_056054.1 265660001 265680001







NC_056069.1 39290001 39310001 0.26607 0.200123 SG1 AGXT2 NC_056054.1 265665001 265685001


NC_056069.1 39295001 39315001 0.23322 0.196966 SG1 AGXT2 NC_056054.1 265705001 265725001


NC_056061.1 60580001 60600001 0.436205 0.271288 SG1 AHI1 NC_056054.1 265710001 265730001


NC_056061.1 60585001 60605001 0.378186 0.296517 SG1 AHI1 NC_056054.1 265715001 265735001


NC_056061.1 60590001 60610001 0.314965 0.312043 SG1 AHI1 NC_056054.1 265720001 265740001


NC_056061.1 60595001 60615001 0.241004 0.282441 SG1 AHI1 NC_056054.1 265725001 265745001


NC_056061.1 60600001 60620001 0.272993 0.286672 SG1 AHI1 NC_056066.1 45740001 45760001


NC_056061.1 60605001 60625001 0.32683 0.251063 SG1 AHI1 NC_056066.1 45745001 45765001


NC_056061.1 60610001 60630001 0.474089 0.184561 SG1 AHI1 NC_056066.1 45750001 45770001


NC_056061.1 60690001 60710001 0.150243 0.192916 SG1 AHI1 NC_056066.1 45755001 45775001


NC_056074.1 37345001 37365001 0.144928 0.228913 SG1 AHNAK NC_056066.1 45760001 45780001


NC_056074.1 37350001 37370001 0.292005 0.185008 SG1 AHNAK NC_056066.1 45765001 45785001


NC_056074.1 37330001 37350001 0.148957 0.334934 SG1 AHNAK;SCGB1A1 NC_056066.1 45770001 45790001


NC_056080.1 114020001 1.14E+08 0.435256 0.206284 SG1 AIFM1;RAB33A NC_056054.1 120050001 120070001


NC_056071.1 15610001 15630001 0.304449 0.252291 SG1 AKAP13 NC_056054.1 120055001 120075001


NC_056071.1 15615001 15635001 0.122957 0.341805 SG1 AKAP13 NC_056054.1 120060001 120080001


NC_056071.1 15620001 15640001 0.037149 0.382097 SG1 AKAP13 NC_056054.1 120065001 120085001


NC_056071.1 15640001 15660001 0.044081 0.38053 SG1 AKAP13 NC_056054.1 120070001 120090001


NC_056061.1 60235001 60255001 0.18851 0.208027 SG1 ALDH8A1 NC_056054.1 120075001 120095001


NC_056061.1 60240001 60260001 0.227383 0.221187 SG1 ALDH8A1 NC_056054.1 120080001 120100001


NC_056061.1 60245001 60265001 0.264744 0.235514 SG1 ALDH8A1 NC_056054.1 120085001 120105001


NC_056061.1 60250001 60270001 0.254771 0.290855 SG1 ALDH8A1 NC_056054.1 120090001 120110001


NC_056061.1 60255001 60275001 0.252495 0.30196 SG1 ALDH8A1 NC_056054.1 120095001 120115001


NC_056061.1 60260001 60280001 0.314545 0.28998 SG1 ALDH8A1;HBS1L NC_056054.1 120100001 120120001


NC_056061.1 60265001 60285001 0.372855 0.267552 SG1 ALDH8A1;HBS1L NC_056054.1 120105001 120125001


NC_056061.1 60270001 60290001 0.398308 0.239914 SG1 ALDH8A1;HBS1L NC_056054.1 188545001 188565001


NC_056064.1 34170001 34190001 0.319392 0.189474 SG1 ALKBH5 NC_056057.1 66875001 66895001


NC_056064.1 34160001 34180001 0.454546 0.192846 SG1 ALKBH5;LLGL1 NC_056073.1 20165001 20185001


NC_056064.1 34175001 34195001 0.359684 0.274191 SG1 ALKBH5;MYO15A NC_056073.1 20170001 20190001


NC_056064.1 34180001 34200001 0.344087 0.186779 SG1 ALKBH5;MYO15A NC_056067.1 25125001 25145001


NC_056059.1 13575001 13595001 0.443444 0.186363 SG1 ALPK1 NC_056078.1 29440001 29460001


NC_056080.1 125030001 1.25E+08 0.432836 0.319972 SG1 AMMECR1 NC_056078.1 29445001 29465001







NC_056080.1 125035001 1.25E+08 0.336674 0.283499 SG1 AMMECR1 NC_056078.1 29450001 29470001


NC_056080.1 125040001 1.25E+08 0.366853 0.254003 SG1 AMMECR1 NC_056078.1 18165001 18185001


NC_056057.1 84045001 84065001 0.423013 0.234453 SG1 AMPH NC_056078.1 18170001 18190001


NC_056057.1 84040001 84060001 0.458738 0.187521 SG1 AMPH;LOC10561323 NC_056078.1 18175001 18195001


NC_056076.1 33325001 33345001 0.350357 0.210194 SG1 ANKRD29 NC_056058.1 69130001 69150001


NC_056076.1 33345001 33365001 0.247602 0.207506 SG1 ANKRD29 NC_056058.1 69135001 69155001


NC_056076.1 33350001 33370001 0.211447 0.210623 SG1 ANKRD29 NC_056058.1 69140001 69160001


NC_056060.1 6670001 6690001 0.471709 0.192811 SG1 ANKRD31 NC_056075.1 31105001 31125001


NC_056060.1 6675001 6695001 0.434196 0.269505 SG1 ANKRD31 NC_056075.1 31110001 31130001


NC_056056.1 163290001 1.63E+08 0.40075 0.191659 SG1 ANKRD52 NC_056056.1 104200001 104220001


NC_056056.1 163310001 1.63E+08 0.350816 0.18381 SG1 ANKRD52;NABP2;RNNC_056056.1 104205001 104225001


NC_056056.1 163295001 1.63E+08 0.378459 0.186592 SG1 ANKRD52;SLC39A5 NC_056054.1 240205001 240225001


NC_056061.1 48060001 48080001 0.465784 0.375327 SG1 ANKRD6 NC_056054.1 240210001 240230001


NC_056061.1 48065001 48085001 0.436981 0.363591 SG1 ANKRD6 NC_056054.1 240215001 240235001


NC_056061.1 48070001 48090001 0.369719 0.299573 SG1 ANKRD6 NC_056054.1 240250001 240270001


NC_056061.1 48075001 48095001 0.393838 0.196972 SG1 ANKRD6 NC_056065.1 47925001 47945001


NC_056056.1 168505001 1.69E+08 0.156863 0.199191 SG1 ANKS1B NC_056065.1 47930001 47950001


NC_056056.1 168530001 1.69E+08 0.205989 0.256246 SG1 ANKS1B NC_056065.1 47935001 47955001


NC_056056.1 168535001 1.69E+08 0.212064 0.262707 SG1 ANKS1B NC_056065.1 47940001 47960001


NC_056056.1 168540001 1.69E+08 0.278542 0.232805 SG1 ANKS1B NC_056065.1 47945001 47965001


NC_056056.1 168545001 1.69E+08 0.267103 0.236175 SG1 ANKS1B NC_056065.1 47950001 47970001


NC_056055.1 202915001 2.03E+08 0.40819 0.203622 SG1 AOX1 NC_056065.1 47955001 47975001


NC_056080.1 13985001 14005001 0.438007 0.310934 SG1 AP1S2 NC_056071.1 15845001 15865001


NC_056080.1 13990001 14010001 0.439053 0.317892 SG1 AP1S2 NC_056071.1 15850001 15870001


NC_056080.1 13995001 14015001 0.411299 0.323406 SG1 AP1S2 NC_056057.1 84090001 84110001


NC_056080.1 14000001 14020001 0.442918 0.337486 SG1 AP1S2 NC_056058.1 13470001 13490001


NC_056080.1 14005001 14025001 0.419441 0.320756 SG1 AP1S2 NC_056058.1 13475001 13495001


NC_056080.1 14010001 14030001 0.417021 0.305126 SG1 AP1S2 NC_056057.1 10445001 10465001


NC_056080.1 13970001 13990001 0.470587 0.248146 SG1 AP1S2;ZRSR2 NC_056057.1 10450001 10470001


NC_056080.1 13980001 14000001 0.427874 0.297013 SG1 AP1S2;ZRSR2 NC_056057.1 10455001 10475001


NC_056064.1 14370001 14390001 0.432544 0.220187 SG1 AP2B1 NC_056057.1 10460001 10480001


NC_056064.1 14375001 14395001 0.417151 0.183242 SG1 AP2B1 NC_056057.1 10465001 10485001







NC_056064.1 14360001 14380001 0.346648 0.217701 SG1 AP2B1;RASL10B NC_056057.1 10470001 10490001


NC_056064.1 14365001 14385001 0.396211 0.250905 SG1 AP2B1;RASL10B NC_056075.1 10320001 10340001


NC_056067.1 53695001 53715001 0.398337 0.272748 SG1 AP2S1 NC_056065.1 50425001 50445001


NC_056067.1 53700001 53720001 0.363844 0.22886 SG1 AP2S1;ARHGAP35 NC_056057.1 84410001 84430001


NC_056060.1 9350001 9370001 0.44354 0.215741 SG1 AP3B1 NC_056057.1 84415001 84435001


NC_056060.1 9355001 9375001 0.399121 0.206553 SG1 AP3B1 NC_056057.1 84420001 84440001


NC_056059.1 56365001 56385001 0.386724 0.200236 SG1 ARAP2 NC_056057.1 84400001 84420001


NC_056066.1 32830001 32850001 0.445545 0.207582 SG1 ARHGAP12 NC_056057.1 84405001 84425001


NC_056066.1 32835001 32855001 0.227462 0.276332 SG1 ARHGAP12 NC_056057.1 62405001 62425001


NC_056068.1 20295001 20315001 0.441899 0.283181 SG1 ARHGAP20 NC_056057.1 62415001 62435001


NC_056058.1 51705001 51725001 0.470954 0.211259 SG1 ARHGAP26 NC_056068.1 55635001 55655001


NC_056058.1 51710001 51730001 0.340644 0.240489 SG1 ARHGAP26 NC_056057.1 62245001 62265001


NC_056058.1 51715001 51735001 0.228814 0.268602 SG1 ARHGAP26 NC_056057.1 62250001 62270001


NC_056058.1 51720001 51740001 0.285987 0.237919 SG1 ARHGAP26 NC_056057.1 62255001 62275001


NC_056058.1 51725001 51745001 0.354838 0.236795 SG1 ARHGAP26 NC_056057.1 62260001 62280001


NC_056058.1 51780001 51800001 0.315519 0.250826 SG1 ARHGAP26 NC_056057.1 62265001 62285001


NC_056054.1 184940001 1.85E+08 0.044703 0.236225 SG1 ARHGAP31 NC_056057.1 62270001 62290001


NC_056054.1 184945001 1.85E+08 0.066397 0.223378 SG1 ARHGAP31 NC_056057.1 62275001 62295001


NC_056054.1 184950001 1.85E+08 0.138255 0.192713 SG1 ARHGAP31 NC_056057.1 62280001 62300001


NC_056054.1 184985001 1.85E+08 0.105798 0.190421 SG1 ARHGAP31 NC_056057.1 62285001 62305001


NC_056058.1 58685001 58705001 0.454281 0.225982 SG1 ARHGEF37 NC_056057.1 62290001 62310001


NC_056080.1 98545001 98565001 0.366142 0.183281 SG1 ARHGEF6;CD40LG NC_056057.1 62295001 62315001


NC_056080.1 46135001 46155001 0.348894 0.305432 SG1 ARHGEF9 NC_056074.1 46790001 46810001


NC_056080.1 46140001 46160001 0.255061 0.30695 SG1 ARHGEF9 NC_056074.1 46795001 46815001


NC_056080.1 46160001 46180001 0.325641 0.328001 SG1 ARHGEF9 NC_056074.1 46800001 46820001


NC_056080.1 46165001 46185001 0.396635 0.323529 SG1 ARHGEF9 NC_056071.1 22295001 22315001


NC_056080.1 46170001 46190001 0.359999 0.325794 SG1 ARHGEF9 NC_056071.1 22300001 22320001


NC_056080.1 46175001 46195001 0.297872 0.302827 SG1 ARHGEF9 NC_056071.1 22310001 22330001


NC_056080.1 46190001 46210001 0.2707 0.251948 SG1 ARHGEF9 NC_056071.1 39415001 39435001


NC_056080.1 46195001 46215001 0.379257 0.213308 SG1 ARHGEF9 NC_056071.1 39420001 39440001


NC_056080.1 46200001 46220001 0.454694 0.198608 SG1 ARHGEF9 NC_056056.1 174355001 174375001


NC_056061.1 81210001 81230001 0.361006 0.224091 SG1 ARID1B NC_056056.1 174360001 174380001







NC_056061.1 81215001 81235001 0.329954 0.284808 SG1 ARID1B NC_056057.1 66950001 66970001


NC_056061.1 81220001 81240001 0.273066 0.320473 SG1 ARID1B NC_056068.1 20305001 20325001


NC_056061.1 81225001 81245001 0.317118 0.316845 SG1 ARID1B NC_056068.1 20310001 20330001


NC_056061.1 81565001 81585001 0.448352 0.214508 SG1 ARID1B NC_056078.1 41945001 41965001


NC_056069.1 25380001 25400001 0.468931 0.22056 SG1 ARL15 NC_056078.1 41950001 41970001


NC_056080.1 133270001 1.33E+08 0.417359 0.218832 SG1 ARMCX2 NC_056078.1 41955001 41975001


NC_056072.1 9700001 9720001 0.467912 0.198291 SG1 ARPP21 NC_056078.1 41960001 41980001


NC_056054.1 105520001 1.06E+08 0.366907 0.201451 SG1 ASH1L NC_056078.1 41965001 41985001


NC_056057.1 15850001 15870001 0.262879 0.257468 SG1 ASNS NC_056078.1 41970001 41990001


NC_056057.1 15855001 15875001 0.242492 0.247547 SG1 ASNS NC_056078.1 41975001 41995001


NC_056057.1 15860001 15880001 0.308848 0.234921 SG1 ASNS NC_056059.1 101410001 101430001


NC_056057.1 15865001 15885001 0.326819 0.247129 SG1 ASNS NC_056059.1 101415001 101435001


NC_056065.1 57760001 57780001 0.396841 0.200165 SG1 ASTN1 NC_056059.1 101420001 101440001


NC_056055.1 6950001 6970001 0.054658 0.192645 SG1 ASTN2 NC_056059.1 101425001 101445001


NC_056072.1 55300001 55320001 0.413558 0.184098 SG1 ATG7 NC_056054.1 71355001 71375001


NC_056068.1 17630001 17650001 0.294092 0.199736 SG1 ATM NC_056054.1 71360001 71380001


NC_056054.1 88875001 88895001 0.45123 0.282709 SG1 ATP5PB NC_056054.1 71365001 71385001


NC_056054.1 88880001 88900001 0.46692 0.274009 SG1 ATP5PB;C1H1orf162 NC_056054.1 106965001 106985001


NC_056054.1 88870001 88890001 0.459257 0.247701 SG1 ATP5PB;WDR77 NC_056055.1 114730001 114750001


NC_056067.1 34640001 34660001 0.446237 0.189982 SG1 ATP6V0D1;LOC4432 NC_056055.1 114735001 114755001


NC_056067.1 34645001 34665001 0.462348 0.185909 SG1 ATP6V0D1;LOC4432 NC_056055.1 114740001 114760001


NC_056057.1 48325001 48345001 0.273662 0.201609 SG1 ATXN7L1 NC_056055.1 114745001 114765001


NC_056057.1 48330001 48350001 0.247035 0.218373 SG1 ATXN7L1 NC_056069.1 24955001 24975001


NC_056072.1 2770001 2790001 0.115775 0.328501 SG1 AZI2 NC_056069.1 24960001 24980001


NC_056072.1 2775001 2795001 0.139319 0.291328 SG1 AZI2 NC_056062.1 23600001 23620001


NC_056072.1 2780001 2800001 0.162837 0.27451 SG1 AZI2 NC_056080.1 6625001 6645001


NC_056072.1 2755001 2775001 0.382426 0.247895 SG1 AZI2;CMC1;LOC1141NC_056056.1 209350001 209370001


NC_056072.1 2760001 2780001 0.266242 0.262634 SG1 AZI2;CMC1;LOC1141NC_056056.1 209355001 209375001


NC_056072.1 2765001 2785001 0.187892 0.308765 SG1 AZI2;CMC1;LOC1141NC_056056.1 209360001 209380001


NC_056072.1 2785001 2805001 0.259947 0.224854 SG1 AZI2;ZCWPW2 NC_056056.1 209365001 209385001


NC_056058.1 41070001 41090001 0.338257 0.343884 SG1 AZU1;ELANE;PLPPRNC_056056.1 209370001 209390001


NC_056058.1 41060001 41080001 0.433206 0.226538 SG1 AZU1;PLPPR3 NC_056056.1 209375001 209395001







NC_056058.1 41065001 41085001 0.373272 0.284135 SG1 AZU1;PLPPR3;PRTN NC_056058.1 69885001 69905001


NC_056063.1 29920001 29940001 0.385462 0.184904 SG1 B3GLCT NC_056063.1 36875001 36895001


NC_056063.1 29960001 29980001 0.340079 0.253918 SG1 B3GLCT NC_056063.1 36880001 36900001


NC_056063.1 29965001 29985001 0.28631 0.31459 SG1 B3GLCT NC_056063.1 36865001 36885001


NC_056063.1 29970001 29990001 0.390375 0.284303 SG1 B3GLCT NC_056063.1 36870001 36890001


NC_056054.1 204610001 2.05E+08 0.466986 0.203039 SG1 B3GNT5;MCF2L2 NC_056056.1 125975001 125995001


NC_056067.1 50100001 50120001 0.458944 0.358127 SG1 B3GNT8;BCKDHA NC_056056.1 125980001 126000001


NC_056067.1 50085001 50105001 0.210017 0.453321 SG1 B3GNT8;BCKDHA;E NC_056056.1 125985001 126005001


NC_056067.1 50090001 50110001 0.256869 0.453641 SG1 B3GNT8;BCKDHA;E NC_056054.1 122275001 122295001


NC_056067.1 50095001 50115001 0.473341 0.336894 SG1 B3GNT8;BCKDHA;E NC_056056.1 19885001 19905001


NC_056067.1 50080001 50100001 0.15389 0.464863 SG1 B3GNT8;BCKDHA;E NC_056056.1 19890001 19910001


NC_056067.1 50115001 50135001 0.447283 0.185228 SG1 B3GNT8;DMAC2 NC_056056.1 19895001 19915001


NC_056067.1 50070001 50090001 0.174852 0.308587 SG1 B9D2;EXOSC5;TMEMNC_056056.1 19900001 19920001


NC_056067.1 50065001 50085001 0.258621 0.240456 SG1 B9D2;TMEM91 NC_056066.1 79435001 79455001


NC_056062.1 74260001 74280001 0.289546 0.226021 SG1 BAALC NC_056066.1 79440001 79460001


NC_056062.1 74265001 74285001 0.255923 0.230959 SG1 BAALC NC_056075.1 35655001 35675001


NC_056062.1 74275001 74295001 0.113241 0.249175 SG1 BAALC NC_056077.1 31075001 31095001


NC_056062.1 74280001 74300001 0.224116 0.242149 SG1 BAALC NC_056077.1 31080001 31100001


NC_056061.1 47520001 47540001 0.240867 0.212757 SG1 BACH2 NC_056077.1 31085001 31105001


NC_056061.1 47550001 47570001 0.380449 0.209257 SG1 BACH2 NC_056077.1 31090001 31110001


NC_056056.1 215675001 2.16E+08 0.283489 0.257377 SG1 BAIAP2L2;PICK1;SLCNC_056077.1 31095001 31115001


NC_056056.1 215680001 2.16E+08 0.407493 0.228706 SG1 BAIAP2L2;PICK1;SLCNC_056077.1 31100001 31120001


NC_056059.1 23075001 23095001 0.355421 0.195092 SG1 BANK1 NC_056077.1 31105001 31125001


NC_056059.1 23080001 23100001 0.38482 0.212797 SG1 BANK1 NC_056077.1 31110001 31130001


NC_056059.1 23085001 23105001 0.391345 0.209102 SG1 BANK1 NC_056077.1 31140001 31160001


NC_056059.1 23185001 23205001 0.190275 0.215944 SG1 BANK1 NC_056062.1 3145001 3165001


NC_056059.1 23190001 23210001 0.135684 0.192284 SG1 BANK1 NC_056062.1 3150001 3170001


NC_056059.1 23250001 23270001 0.108141 0.255805 SG1 BANK1 NC_056062.1 3155001 3175001


NC_056059.1 23255001 23275001 0.195122 0.185323 SG1 BANK1 NC_056062.1 3160001 3180001


NC_056056.1 190735001 1.91E+08 0.391983 0.364081 SG1 BCAT1 NC_056070.1 53190001 53210001


NC_056056.1 190740001 1.91E+08 0.342025 0.379095 SG1 BCAT1 NC_056070.1 53195001 53215001


NC_056056.1 190745001 1.91E+08 0.343316 0.342298 SG1 BCAT1 NC_056067.1 34360001 34380001







NC_056056.1 105290001 1.05E+08 0.419811 0.189936 SG1 BCL2L11 NC_056054.1 127410001 127430001


NC_056056.1 105295001 1.05E+08 0.417177 0.186461 SG1 BCL2L11 NC_056054.1 127415001 127435001


NC_056056.1 214945001 2.15E+08 0.424535 0.213093 SG1 BCL2L13 NC_056054.1 127420001 127440001


NC_056056.1 214950001 2.15E+08 0.439011 0.213311 SG1 BCL2L13;BID NC_056056.1 215710001 215730001


NC_056054.1 192795001 1.93E+08 0.225913 0.185845 SG1 BDH1 NC_056056.1 215715001 215735001


NC_056078.1 13645001 13665001 0.347623 0.227074 SG1 BICC1 NC_056060.1 83455001 83475001


NC_056078.1 13650001 13670001 0.372321 0.274518 SG1 BICC1 NC_056060.1 83460001 83480001


NC_056075.1 17380001 17400001 0.380055 0.19379 SG1 BLNK NC_056060.1 83465001 83485001


NC_056075.1 17385001 17405001 0.267587 0.20126 SG1 BLNK NC_056060.1 83470001 83490001


NC_056075.1 17390001 17410001 0.249179 0.202782 SG1 BLNK NC_056057.1 64845001 64865001


NC_056075.1 17400001 17420001 0.176444 0.227288 SG1 BLNK NC_056057.1 65015001 65035001


NC_056075.1 17405001 17425001 0.214417 0.197141 SG1 BLNK NC_056057.1 65020001 65040001


NC_056067.1 52600001 52620001 0.133896 0.248823 SG1 BLOC1S3;NKPD1;TRNC_056057.1 65025001 65045001


NC_056067.1 52605001 52625001 0.171361 0.254357 SG1 BLOC1S3;NKPD1;TRNC_056064.1 11865001 11885001


NC_056067.1 52610001 52630001 0.223575 0.215058 SG1 BLOC1S3;TRAPPC6ANC_056064.1 11875001 11895001


NC_056067.1 52615001 52635001 0.280799 0.211719 SG1 BLOC1S3;TRAPPC6ANC_056064.1 11880001 11900001


NW_024599827 1610001 1630001 0.441237 0.255817 SG1 BTBD1 NC_056065.1 34165001 34185001


NW_024599827 1615001 1635001 0.394756 0.24746 SG1 BTBD1 NC_056065.1 34170001 34190001


NC_056069.1 42100001 42120001 0.040698 0.307882 SG1 C16H5orf22 NC_056066.1 27505001 27525001


NC_056069.1 42115001 42135001 0.081509 0.475891 SG1 C16H5orf22;DROSHANC_056063.1 78410001 78430001


NC_056069.1 42120001 42140001 0.184119 0.442406 SG1 C16H5orf22;DROSHANC_056073.1 46595001 46615001


NC_056069.1 42125001 42145001 0.253108 0.371066 SG1 C16H5orf22;DROSHANC_056073.1 46600001 46620001


NC_056069.1 42130001 42150001 0.289091 0.282925 SG1 C16H5orf22;DROSHANC_056057.1 78980001 79000001


NC_056054.1 121715001 1.22E+08 0.433048 0.215518 SG1 C1H21orf140;SMIM1 NC_056057.1 78985001 79005001


NC_056060.1 46200001 46220001 0.353694 0.220776 SG1 C2CD4A NC_056077.1 14355001 14375001


NC_056060.1 46205001 46225001 0.297699 0.282908 SG1 C2CD4A NC_056077.1 14360001 14380001


NC_056060.1 46210001 46230001 0.369858 0.314663 SG1 C2CD4A NC_056077.1 14365001 14385001


NC_056060.1 46215001 46235001 0.286818 0.331422 SG1 C2CD4A;VPS13C NC_056077.1 14435001 14455001


NC_056055.1 199155001 1.99E+08 0.226443 0.208509 SG1 C2H2orf66 NC_056073.1 46795001 46815001


NC_056056.1 124320001 1.24E+08 0.44622 0.198818 SG1 C3H12orf29;C3H12or NC_056073.1 46800001 46820001


NC_056054.1 31500001 31520001 0.320762 0.201571 SG1 C8A NC_056073.1 46805001 46825001


NC_056054.1 31505001 31525001 0.328704 0.238779 SG1 C8A NC_056057.1 64290001 64310001







NC_056054.1 31510001 31530001 0.45365 0.279387 SG1 C8A NC_056078.1 40435001 40455001


NC_056054.1 31515001 31535001 0.449511 0.283713 SG1 C8A;C8B NC_056063.1 28935001 28955001


NC_056054.1 31520001 31540001 0.466058 0.310072 SG1 C8A;C8B NC_056063.1 28940001 28960001


NC_056054.1 31525001 31545001 0.426829 0.274882 SG1 C8A;C8B NC_056063.1 28945001 28965001


NC_056054.1 31530001 31550001 0.410587 0.264012 SG1 C8A;C8B NC_056063.1 28950001 28970001


NC_056054.1 31535001 31555001 0.424135 0.277229 SG1 C8B NC_056063.1 28955001 28975001


NC_056054.1 31540001 31560001 0.385787 0.238181 SG1 C8B NC_056063.1 28960001 28980001


NC_056054.1 31550001 31570001 0.447268 0.31409 SG1 C8B NC_056063.1 28965001 28985001


NC_056054.1 31555001 31575001 0.472829 0.208427 SG1 C8B NW_024599827. 1665001 1685001


NC_056080.1 13950001 13970001 0.345069 0.276399 SG1 CA5B;ZRSR2 NW_024599827. 1670001 1690001


NC_056080.1 13955001 13975001 0.330709 0.256963 SG1 CA5B;ZRSR2 NC_056054.1 273655001 273675001


NC_056070.1 71455001 71475001 0.443213 0.216339 SG1 CABIN1;SUSD2 NC_056067.1 49400001 49420001


NC_056072.1 47260001 47280001 0.463904 0.255619 SG1 CACNA1D NC_056067.1 49405001 49425001


NC_056072.1 47255001 47275001 0.407476 0.296608 SG1 CACNA1D;CHDH NC_056067.1 49410001 49430001


NC_056056.1 216855001 2.17E+08 0.468474 0.197875 SG1 CACNA1I NC_056068.1 17705001 17725001


NC_056056.1 216860001 2.17E+08 0.384112 0.209591 SG1 CACNA1I NC_056070.1 28915001 28935001


NC_056056.1 216865001 2.17E+08 0.343298 0.253594 SG1 CACNA1I NC_056070.1 40550001 40570001


NC_056055.1 157510001 1.58E+08 0.282181 0.2129 SG1 CACNB4 NC_056070.1 40555001 40575001


NC_056054.1 154610001 1.55E+08 0.246551 0.193131 SG1 CADM2 NC_056071.1 58590001 58610001


NC_056054.1 154615001 1.55E+08 0.172483 0.275465 SG1 CADM2 NC_056071.1 58595001 58615001


NC_056054.1 154620001 1.55E+08 0.160979 0.311944 SG1 CADM2 NC_056071.1 58600001 58620001


NC_056054.1 154625001 1.55E+08 0.262202 0.250861 SG1 CADM2 NC_056054.1 113835001 113855001


NC_056054.1 154630001 1.55E+08 0.449676 0.236522 SG1 CADM2 NC_056054.1 113840001 113860001


NC_056062.1 86580001 86600001 0.387865 0.18337 SG1 CALB1;DECR1 NC_056054.1 113845001 113865001


NC_056057.1 11565001 11585001 0.135161 0.21063 SG1 CALCR NC_056054.1 113850001 113870001


NC_056066.1 16470001 16490001 0.335583 0.285665 SG1 CAMK1D NC_056073.1 26495001 26515001


NC_056066.1 16475001 16495001 0.275802 0.321491 SG1 CAMK1D NC_056073.1 26500001 26520001


NC_056066.1 16480001 16500001 0.427218 0.242427 SG1 CAMK1D NC_056073.1 26505001 26525001


NC_056066.1 16645001 16665001 0.432745 0.38739 SG1 CAMK1D NC_056073.1 26490001 26510001


NC_056066.1 16650001 16670001 0.237432 0.359117 SG1 CAMK1D NC_056073.1 26480001 26500001


NC_056066.1 16655001 16675001 0.188838 0.240739 SG1 CAMK1D NC_056073.1 26485001 26505001


NC_056078.1 28935001 28955001 0.456048 0.201261 SG1 CAMK2G NC_056075.1 42065001 42085001







NC_056055.1 247010001 2.47E+08 0.195137 0.186586 SG1 CAPZB NC_056075.1 42070001 42090001


NC_056055.1 247015001 2.47E+08 0.155147 0.217835 SG1 CAPZB NC_056075.1 42055001 42075001


NC_056055.1 247020001 2.47E+08 0.203144 0.241066 SG1 CAPZB;SLC66A1 NC_056075.1 42060001 42080001


NC_056055.1 247025001 2.47E+08 0.368384 0.203993 SG1 CAPZB;SLC66A1 NC_056077.1 4255001 4275001


NC_056058.1 93680001 93700001 0.298361 0.244626 SG1 CAST NC_056077.1 4260001 4280001


NC_056058.1 93685001 93705001 0.395735 0.217392 SG1 CAST NC_056078.1 2990001 3010001


NC_056058.1 16425001 16445001 0.309214 0.186876 SG1 CATSPERD;LONP1 NC_056056.1 96270001 96290001


NC_056054.1 189150001 1.89E+08 0.186724 0.186283 SG1 CCDC14 NC_056056.1 96275001 96295001


NC_056054.1 189155001 1.89E+08 0.15101 0.197943 SG1 CCDC14 NC_056056.1 96280001 96300001


NC_056054.1 189160001 1.89E+08 0.141896 0.207395 SG1 CCDC14 NC_056056.1 96285001 96305001


NC_056054.1 189165001 1.89E+08 0.130167 0.211477 SG1 CCDC14 NC_056076.1 33835001 33855001


NC_056067.1 53285001 53305001 0.384418 0.205114 SG1 CCDC61;PGLYRP1 NC_056066.1 54535001 54555001


NC_056056.1 67915001 67935001 0.452481 0.258275 SG1 CCDC85A NC_056076.1 32885001 32905001


NC_056056.1 67920001 67940001 0.182584 0.257773 SG1 CCDC85A NC_056076.1 32890001 32910001


NC_056056.1 67925001 67945001 0.09158 0.231975 SG1 CCDC85A NC_056076.1 32895001 32915001


NC_056071.1 53985001 54005001 0.293452 0.24963 SG1 CCDC88C NC_056056.1 216880001 216900001


NC_056071.1 53990001 54010001 0.137205 0.320445 SG1 CCDC88C NC_056056.1 216885001 216905001


NC_056071.1 53995001 54015001 0.170114 0.337663 SG1 CCDC88C NC_056056.1 216890001 216910001


NC_056071.1 54000001 54020001 0.260934 0.284174 SG1 CCDC88C NC_056056.1 216895001 216915001


NC_056071.1 54005001 54025001 0.283133 0.281379 SG1 CCDC88C NC_056057.1 39635001 39655001


NC_056060.1 36635001 36655001 0.186294 0.288142 SG1 CCNDBP1;EPB42;TMNC_056057.1 39640001 39660001


NC_056060.1 36625001 36645001 0.327912 0.230657 SG1 CCNDBP1;TMEM62 NC_056057.1 39645001 39665001


NC_056060.1 36630001 36650001 0.263255 0.25302 SG1 CCNDBP1;TMEM62 NC_056057.1 39650001 39670001


NC_056077.1 17585001 17605001 0.394483 0.256591 SG1 CCP110;GDE1 NC_056072.1 50030001 50050001


NC_056077.1 17590001 17610001 0.459732 0.252663 SG1 CCP110;GDE1 NC_056072.1 50035001 50055001


NC_056059.1 34425001 34445001 0.385656 0.2001 SG1 CCSER1 NC_056072.1 50025001 50045001


NC_056059.1 34430001 34450001 0.380649 0.199756 SG1 CCSER1 NC_056066.1 31955001 31975001


NC_056054.1 119690001 1.2E+08 0.366816 0.217266 SG1 CD247 NC_056066.1 31960001 31980001


NC_056054.1 119695001 1.2E+08 0.246282 0.234946 SG1 CD247 NC_056066.1 31965001 31985001


NC_056054.1 119705001 1.2E+08 0.238776 0.189449 SG1 CD247 NC_056066.1 32055001 32075001


NC_056080.1 98550001 98570001 0.328657 0.189112 SG1 CD40LG NC_056066.1 32060001 32080001


NC_056054.1 93895001 93915001 0.44661 0.307337 SG1 CD58 NC_056066.1 32065001 32085001







NC_056061.1 27290001 27310001 0.094833 0.232659 SG1 CDC40 NC_056066.1 32080001 32100001


NC_056061.1 27295001 27315001 0.109344 0.275776 SG1 CDC40 NC_056066.1 32090001 32110001


NC_056061.1 27300001 27320001 0.10789 0.246197 SG1 CDC40 NC_056066.1 32095001 32115001


NC_056066.1 54860001 54880001 0.12134 0.460148 SG1 CDH4 NC_056066.1 32100001 32120001


NC_056066.1 54865001 54885001 0.288752 0.547844 SG1 CDH4 NC_056066.1 32160001 32180001


NC_056066.1 54870001 54890001 0.358117 0.56229 SG1 CDH4 NC_056057.1 100230001 100250001


NC_056066.1 54850001 54870001 0.300366 0.34967 SG1 CDH4;TAF4 NC_056057.1 100235001 100255001


NC_056066.1 54855001 54875001 0.218298 0.388579 SG1 CDH4;TAF4 NC_056057.1 100240001 100260001


NC_056055.1 3040001 3060001 0.154046 0.198814 SG1 CDK5RAP2 NC_056057.1 100245001 100265001


NC_056055.1 3045001 3065001 0.165821 0.192711 SG1 CDK5RAP2 NC_056057.1 78735001 78755001


NC_056057.1 10935001 10955001 0.433075 0.218547 SG1 CDK6 NC_056057.1 78740001 78760001


NC_056063.1 32345001 32365001 0.20887 0.271255 SG1 CDX2;URAD NC_056057.1 78745001 78765001


NC_056063.1 32350001 32370001 0.474139 0.231481 SG1 CDX2;URAD NC_056057.1 78750001 78770001


NC_056060.1 19080001 19100001 0.433271 0.204395 SG1 CELF6 NC_056057.1 78755001 78775001


NC_056056.1 222585001 2.23E+08 0.356313 0.389613 SG1 CELSR1 NC_056057.1 78760001 78780001


NC_056056.1 222595001 2.23E+08 0.461093 0.296317 SG1 CELSR1 NC_056057.1 78765001 78785001


NC_056080.1 132845001 1.33E+08 0.354613 0.311802 SG1 CENPI NC_056059.1 12230001 12250001


NC_056080.1 132850001 1.33E+08 0.307693 0.34371 SG1 CENPI NC_056059.1 12235001 12255001


NC_056080.1 132855001 1.33E+08 0.377091 0.316881 SG1 CENPI NC_056078.1 28960001 28980001


NC_056064.1 61455001 61475001 0.253601 0.319793 SG1 CEP112 NC_056078.1 28965001 28985001


NC_056064.1 61460001 61480001 0.468564 0.261159 SG1 CEP112 NC_056065.1 45305001 45325001


NC_056054.1 255425001 2.55E+08 0.4646 0.285772 SG1 CEP63 NC_056065.1 45310001 45330001


NC_056054.1 255435001 2.55E+08 0.458091 0.194282 SG1 CEP63 NC_056065.1 45315001 45335001


NC_056054.1 251215001 2.51E+08 0.359967 0.228864 SG1 CEP70 NC_056065.1 45320001 45340001


NC_056054.1 251220001 2.51E+08 0.299295 0.245214 SG1 CEP70 NC_056065.1 45325001 45345001


NC_056054.1 251225001 2.51E+08 0.356246 0.216296 SG1 CEP70 NC_056065.1 45330001 45350001


NC_056060.1 6845001 6865001 0.307207 0.257136 SG1 CERT1 NC_056065.1 26365001 26385001


NC_056060.1 6850001 6870001 0.115528 0.351941 SG1 CERT1 NC_056065.1 26370001 26390001


NC_056060.1 6870001 6890001 0.059094 0.374427 SG1 CERT1 NC_056067.1 34310001 34330001


NC_056060.1 6875001 6895001 0.05891 0.364043 SG1 CERT1 NC_056054.1 171300001 171320001


NC_056060.1 6880001 6900001 0.090647 0.303368 SG1 CERT1 NC_056054.1 171305001 171325001


NC_056060.1 6885001 6905001 0.183223 0.265862 SG1 CERT1 NC_056054.1 171310001 171330001







NC_056071.1 24735001 24755001 0.355844 0.250016 SG1 CFAP161 NC_056054.1 171315001 171335001


NC_056072.1 42450001 42470001 0.454545 0.194987 SG1 CFAP20DC NC_056054.1 171320001 171340001


NC_056072.1 42455001 42475001 0.302853 0.245619 SG1 CFAP20DC NC_056075.1 34145001 34165001


NC_056072.1 42460001 42480001 0.163996 0.301116 SG1 CFAP20DC NC_056075.1 34150001 34170001


NC_056072.1 42465001 42485001 0.166261 0.291329 SG1 CFAP20DC NC_056078.1 14905001 14925001


NC_056072.1 42470001 42490001 0.149209 0.299447 SG1 CFAP20DC NC_056070.1 56045001 56065001


NC_056072.1 42475001 42495001 0.168803 0.289907 SG1 CFAP20DC NC_056057.1 78255001 78275001


NC_056072.1 42480001 42500001 0.150932 0.304708 SG1 CFAP20DC NC_056057.1 78260001 78280001


NC_056072.1 42485001 42505001 0.190701 0.291771 SG1 CFAP20DC NC_056057.1 78265001 78285001


NC_056072.1 42490001 42510001 0.22027 0.294397 SG1 CFAP20DC NC_056059.1 34400001 34420001


NC_056072.1 42495001 42515001 0.263199 0.249496 SG1 CFAP20DC NC_056059.1 34405001 34425001


NC_056072.1 42630001 42650001 0.077656 0.189125 SG1 CFAP20DC NC_056056.1 58680001 58700001


NC_056072.1 42635001 42655001 0.080613 0.191142 SG1 CFAP20DC NC_056056.1 58685001 58705001


NC_056072.1 42640001 42660001 0.076275 0.189534 SG1 CFAP20DC NC_056056.1 58690001 58710001


NC_056072.1 42645001 42665001 0.063259 0.19125 SG1 CFAP20DC NC_056058.1 20865001 20885001


NC_056059.1 95825001 95845001 0.437201 0.30767 SG1 CFAP299 NC_056058.1 20870001 20890001


NC_056059.1 96295001 96315001 0.10341 0.183111 SG1 CFAP299 NC_056066.1 54880001 54900001


NC_056059.1 96300001 96320001 0.109157 0.192715 SG1 CFAP299 NC_056066.1 54905001 54925001


NC_056059.1 96350001 96370001 0.070175 0.184195 SG1 CFAP299 NC_056066.1 54910001 54930001


NC_056054.1 179025001 1.79E+08 0.127734 0.329278 SG1 CFAP44 NC_056066.1 54915001 54935001


NC_056054.1 179030001 1.79E+08 0.157459 0.33352 SG1 CFAP44 NC_056066.1 54920001 54940001


NC_056054.1 179035001 1.79E+08 0.267346 0.294496 SG1 CFAP44 NC_056066.1 54935001 54955001


NC_056054.1 179040001 1.79E+08 0.343628 0.269367 SG1 CFAP44 NC_056066.1 54940001 54960001


NC_056058.1 41085001 41105001 0.2625 0.334501 SG1 CFD;ELANE;MED16;NC_056066.1 54945001 54965001


NC_056058.1 41075001 41095001 0.310298 0.378842 SG1 CFD;ELANE;MED16;NC_056069.1 42385001 42405001


NC_056058.1 41080001 41100001 0.270651 0.344167 SG1 CFD;ELANE;MED16;NC_056067.1 29150001 29170001


NC_056058.1 41090001 41110001 0.302326 0.283278 SG1 CFD;MED16;PLPPR3 NC_056067.1 29155001 29175001


NC_056057.1 52275001 52295001 0.454547 0.183301 SG1 CFTR NC_056067.1 29160001 29180001


NC_056061.1 50150001 50170001 0.259061 0.186232 SG1 CGA NC_056069.1 46760001 46780001


NC_056061.1 50160001 50180001 0.418125 0.205122 SG1 CGA NC_056058.1 35740001 35760001


NC_056066.1 70100001 70120001 0.460909 0.221533 SG1 CHD6 NC_056058.1 35735001 35755001


NC_056057.1 68290001 68310001 0.438965 0.215218 SG1 CHN2 NC_056061.1 26950001 26970001







NC_056057.1 68355001 68375001 0.397985 0.475696 SG1 CHN2 NC_056061.1 26955001 26975001


NC_056057.1 68360001 68380001 0.445045 0.213336 SG1 CHN2 NC_056061.1 26960001 26980001


NC_056074.1 37745001 37765001 0.086331 0.255882 SG1 CHRM1 NC_056073.1 36195001 36215001


NC_056074.1 37750001 37770001 0.197855 0.232246 SG1 CHRM1 NC_056073.1 36200001 36220001


NC_056074.1 37755001 37775001 0.439811 0.317735 SG1 CHRM1 NC_056073.1 36205001 36225001


NC_056074.1 37760001 37780001 0.459736 0.311333 SG1 CHRM1;LOC1011127NC_056056.1 202770001 202790001


NC_056071.1 28780001 28800001 0.053251 0.2465 SG1 CHRNA3;CHRNA5 NC_056056.1 202780001 202800001


NC_056071.1 28750001 28770001 0.380707 0.183169 SG1 CHRNA5 NC_056067.1 43295001 43315001


NC_056061.1 64315001 64335001 0.24682 0.184599 SG1 CITED2 NC_056067.1 43300001 43320001


NC_056061.1 64320001 64340001 0.29198 0.19022 SG1 CITED2 NC_056068.1 76205001 76225001


NC_056058.1 78840001 78860001 0.426958 0.201974 SG1 CKMT2 NC_056056.1 33910001 33930001


NC_056058.1 78845001 78865001 0.459176 0.260696 SG1 CKMT2 NC_056063.1 36700001 36720001


NC_056058.1 78810001 78830001 0.34949 0.224849 SG1 CKMT2;RASGRF2 NC_056063.1 36705001 36725001


NC_056058.1 78815001 78835001 0.411417 0.22494 SG1 CKMT2;RASGRF2 NC_056064.1 61695001 61715001


NC_056058.1 78820001 78840001 0.429695 0.186233 SG1 CKMT2;RASGRF2 NC_056060.1 90180001 90200001


NC_056058.1 78850001 78870001 0.460461 0.277793 SG1 CKMT2;ZCCHC9 NC_056060.1 90185001 90205001


NC_056071.1 57775001 57795001 0.377358 0.227416 SG1 CLMN NC_056065.1 60700001 60720001


NC_056071.1 57780001 57800001 0.282409 0.270745 SG1 CLMN NC_056054.1 255455001 255475001


NC_056071.1 57785001 57805001 0.421054 0.251036 SG1 CLMN NC_056054.1 255460001 255480001


NC_056071.1 57840001 57860001 0.408932 0.299917 SG1 CLMN NC_056054.1 255470001 255490001


NC_056071.1 57845001 57865001 0.400281 0.285141 SG1 CLMN NC_056067.1 42850001 42870001


NC_056071.1 57850001 57870001 0.397553 0.304883 SG1 CLMN NC_056067.1 42855001 42875001


NC_056071.1 57855001 57875001 0.417397 0.302139 SG1 CLMN NC_056067.1 42860001 42880001


NC_056071.1 57860001 57880001 0.466081 0.253511 SG1 CLMN NC_056067.1 42865001 42885001


NC_056059.1 71580001 71600001 0.191555 0.240515 SG1 CLOCK NC_056067.1 42870001 42890001


NC_056059.1 71575001 71595001 0.244693 0.212024 SG1 CLOCK;TMEM165 NC_056067.1 42875001 42895001


NC_056060.1 12070001 12090001 0.228642 0.204835 SG1 CLPX NC_056067.1 42880001 42900001


NC_056060.1 12075001 12095001 0.121951 0.200626 SG1 CLPX NC_056064.1 48415001 48435001


NC_056060.1 12080001 12100001 0.086957 0.184359 SG1 CLPX NC_056064.1 48420001 48440001


NC_056055.1 52350001 52370001 0.245566 0.235093 SG1 CLTA NC_056064.1 48425001 48445001


NC_056055.1 52355001 52375001 0.196079 0.240439 SG1 CLTA NC_056064.1 48430001 48450001


NC_056067.1 33995001 34015001 0.398229 0.186517 SG1 CMTM4 NC_056064.1 48435001 48455001







NC_056060.1 21355001 21375001 0.222222 0.26106 SG1 CMTM5;EFS;IL25 NC_056064.1 48440001 48460001


NC_056062.1 88520001 88540001 0.40222 0.211264 SG1 CNBD1 NC_056075.1 50760001 50780001


NC_056062.1 88525001 88545001 0.388335 0.239425 SG1 CNBD1 NC_056080.1 35420001 35440001


NC_056062.1 88535001 88555001 0.454764 0.20794 SG1 CNBD1 NC_056080.1 35425001 35445001


NC_056062.1 88540001 88560001 0.310029 0.184998 SG1 CNBD1 NC_056056.1 166530001 166550001


NC_056056.1 149425001 1.49E+08 0.397424 0.212226 SG1 CNOT2 NC_056056.1 166535001 166555001


NC_056056.1 149430001 1.49E+08 0.41757 0.211351 SG1 CNOT2 NC_056057.1 76045001 76065001


NC_056056.1 149460001 1.49E+08 0.341463 0.191503 SG1 CNOT2 NC_056057.1 76030001 76050001


NC_056056.1 149470001 1.49E+08 0.304771 0.19939 SG1 CNOT2 NC_056057.1 76035001 76055001


NC_056056.1 149475001 1.49E+08 0.237578 0.221276 SG1 CNOT2 NC_056057.1 76040001 76060001


NC_056056.1 149480001 1.5E+08 0.282362 0.18359 SG1 CNOT2 NC_056078.1 28500001 28520001


NC_056056.1 149485001 1.5E+08 0.230012 0.207968 SG1 CNOT2 NC_056059.1 116955001 116975001


NC_056056.1 149550001 1.5E+08 0.468443 0.204815 SG1 CNOT2 NC_056059.1 116960001 116980001


NC_056056.1 149555001 1.5E+08 0.306138 0.266561 SG1 CNOT2 NC_056074.1 40410001 40430001


NC_056058.1 450001 470001 0.474865 0.396818 SG1 CNOT6 NC_056074.1 40405001 40425001


NC_056058.1 455001 475001 0.468052 0.423132 SG1 CNOT6 NC_056074.1 40395001 40415001


NC_056059.1 93185001 93205001 0.432658 0.325477 SG1 CNOT6L NC_056074.1 40400001 40420001


NC_056061.1 49120001 49140001 0.174763 0.203769 SG1 CNR1 NC_056074.1 40390001 40410001


NC_056068.1 9885001 9905001 0.40414 0.205755 SG1 CNTN5 NC_056056.1 60390001 60410001


NC_056068.1 9890001 9910001 0.253506 0.255749 SG1 CNTN5 NC_056056.1 60395001 60415001


NC_056068.1 9895001 9915001 0.197503 0.257477 SG1 CNTN5 NC_056056.1 60400001 60420001


NC_056068.1 9900001 9920001 0.186665 0.245966 SG1 CNTN5 NC_056056.1 60405001 60425001


NC_056068.1 9905001 9925001 0.157674 0.206676 SG1 CNTN5 NC_056062.1 36370001 36390001


NC_056057.1 5590001 5610001 0.435083 0.215227 SG1 COBL NC_056062.1 39295001 39315001


NC_056057.1 5595001 5615001 0.447532 0.231419 SG1 COBL NC_056062.1 39300001 39320001


NC_056062.1 17170001 17190001 0.424721 0.183623 SG1 COL22A1 NC_056054.1 88565001 88585001


NC_056056.1 46100001 46120001 0.436141 0.253572 SG1 COMMD1 NC_056054.1 88570001 88590001


NC_056060.1 59210001 59230001 0.16231 0.29046 SG1 COPS2 NC_056054.1 88575001 88595001


NC_056060.1 59215001 59235001 0.157738 0.255445 SG1 COPS2 NC_056054.1 88580001 88600001


NC_056060.1 59220001 59240001 0.124488 0.220194 SG1 COPS2 NC_056054.1 88585001 88605001


NC_056060.1 59225001 59245001 0.14983 0.191293 SG1 COPS2 NC_056054.1 88590001 88610001


NC_056060.1 59230001 59250001 0.141764 0.192436 SG1 COPS2 NC_056057.1 68210001 68230001







NC_056060.1 59190001 59210001 0.32763 0.297622 SG1 COPS2;GALK2 NC_056057.1 68215001 68235001


NC_056060.1 59195001 59215001 0.299405 0.312732 SG1 COPS2;GALK2 NC_056057.1 68245001 68265001


NC_056060.1 59200001 59220001 0.296088 0.294981 SG1 COPS2;GALK2 NC_056057.1 68270001 68290001


NC_056060.1 59205001 59225001 0.208308 0.303838 SG1 COPS2;GALK2 NC_056057.1 68310001 68330001


NC_056055.1 233490001 2.34E+08 0.142857 0.292683 SG1 COPS7B NC_056057.1 68315001 68335001


NC_056055.1 233495001 2.34E+08 0.177829 0.264957 SG1 COPS7B NC_056057.1 68320001 68340001


NC_056055.1 233500001 2.34E+08 0.425414 0.189922 SG1 COPS7B NC_056057.1 68325001 68345001


NC_056059.1 98725001 98745001 0.335856 0.242362 SG1 COQ2 NC_056057.1 68330001 68350001


NC_056059.1 98730001 98750001 0.446309 0.231609 SG1 COQ2 NC_056057.1 68335001 68355001


NC_056070.1 62945001 62965001 0.336037 0.212891 SG1 COQ5;RNF10 NC_056057.1 68340001 68360001


NC_056073.1 10745001 10765001 0.240397 0.21314 SG1 CPNE5 NC_056057.1 68350001 68370001


NC_056073.1 10750001 10770001 0.30092 0.208804 SG1 CPNE5 NC_056060.1 86450001 86470001


NC_056073.1 10740001 10760001 0.349641 0.195631 SG1 CPNE5;LOC10110243NC_056060.1 86455001 86475001


NC_056073.1 10725001 10745001 0.405964 0.284687 SG1 CPNE5;LOC10110243NC_056060.1 86460001 86480001


NC_056073.1 10730001 10750001 0.438314 0.261035 SG1 CPNE5;LOC10110243NC_056060.1 86465001 86485001


NC_056073.1 10735001 10755001 0.402396 0.256076 SG1 CPNE5;LOC10110243NC_056060.1 86470001 86490001


NC_056056.1 102375001 1.02E+08 0.351995 0.241862 SG1 CRACDL NC_056060.1 86475001 86495001


NC_056056.1 102380001 1.02E+08 0.361521 0.233361 SG1 CRACDL NC_056080.1 8125001 8145001


NC_056056.1 102385001 1.02E+08 0.346257 0.236181 SG1 CRACDL NC_056080.1 8150001 8170001


NC_056056.1 102390001 1.02E+08 0.303221 0.218347 SG1 CRACDL NC_056080.1 8155001 8175001


NC_056056.1 102395001 1.02E+08 0.297445 0.207769 SG1 CRACDL NC_056056.1 92870001 92890001


NC_056056.1 102400001 1.02E+08 0.457705 0.311673 SG1 CRACDL NC_056070.1 17370001 17390001


NC_056056.1 102405001 1.02E+08 0.446639 0.326977 SG1 CRACDL NC_056070.1 17375001 17395001


NC_056056.1 102410001 1.02E+08 0.450786 0.296558 SG1 CRACDL NC_056070.1 17380001 17400001


NC_056056.1 102415001 1.02E+08 0.450076 0.255916 SG1 CRACDL NC_056070.1 17385001 17405001


NC_056072.1 22855001 22875001 0.468365 0.192755 SG1 CRBN NC_056070.1 17390001 17410001


NC_056057.1 103030001 1.03E+08 0.283343 0.269358 SG1 CREB3L2 NC_056070.1 17395001 17415001


NC_056057.1 103035001 1.03E+08 0.075361 0.354549 SG1 CREB3L2 NC_056054.1 121370001 121390001


NC_056057.1 103045001 1.03E+08 0.048893 0.284141 SG1 CREB3L2 NC_056054.1 121375001 121395001


NC_056057.1 103070001 1.03E+08 0.457994 0.226456 SG1 CREB3L2 NC_056071.1 57800001 57820001


NC_056057.1 103075001 1.03E+08 0.414773 0.296526 SG1 CREB3L2 NC_056062.1 88635001 88655001


NC_056057.1 69095001 69115001 0.068831 0.195114 SG1 CREB5 NC_056072.1 27430001 27450001







NC_056057.1 69105001 69125001 0.071687 0.237615 SG1 CREB5 NC_056072.1 27435001 27455001


NC_056064.1 45540001 45560001 0.34382 0.190211 SG1 CRHR1 NC_056072.1 27440001 27460001


NC_056056.1 175875001 1.76E+08 0.198604 0.19351 SG1 CRY1 NC_056068.1 9335001 9355001


NC_056061.1 30660001 30680001 0.422732 0.208209 SG1 CRYBG1;RTN4IP1 NC_056068.1 9535001 9555001


NC_056061.1 30665001 30685001 0.19483 0.28444 SG1 CRYBG1;RTN4IP1 NC_056068.1 9540001 9560001


NC_056061.1 30670001 30690001 0.254403 0.260741 SG1 CRYBG1;RTN4IP1 NC_056057.1 111015001 111035001


NC_056054.1 201435001 2.01E+08 0.452682 0.430806 SG1 CRYGS;TBCCD1 NC_056064.1 27435001 27455001


NC_056079.1 3660001 3680001 0.125866 0.226093 SG1 CSMD1 NC_056064.1 27440001 27460001


NC_056079.1 3665001 3685001 0.267448 0.213831 SG1 CSMD1 NC_056071.1 39320001 39340001


NC_056079.1 3670001 3690001 0.410164 0.229066 SG1 CSMD1 NC_056071.1 39325001 39345001


NC_056059.1 86250001 86270001 0.174022 0.193877 SG1 CSN1S2 NC_056055.1 229490001 229510001


NC_056059.1 86255001 86275001 0.170668 0.19251 SG1 CSN1S2 NC_056055.1 229495001 229515001


NC_056058.1 58680001 58700001 0.418732 0.256062 SG1 CSNK1A1 NC_056055.1 229500001 229520001


NC_056060.1 43900001 43920001 0.292135 0.184241 SG1 CSNK1G1 NC_056054.1 266555001 266575001


NC_056060.1 44005001 44025001 0.085454 0.185132 SG1 CSNK1G1 NC_056054.1 266560001 266580001


NC_056060.1 43890001 43910001 0.231767 0.199386 SG1 CSNK1G1;PCLAF NC_056076.1 35720001 35740001


NC_056060.1 43895001 43915001 0.204713 0.20405 SG1 CSNK1G1;PCLAF NC_056076.1 35725001 35745001


NC_056056.1 51920001 51940001 0.304719 0.326194 SG1 CTNNA2 NC_056076.1 35730001 35750001


NC_056056.1 51925001 51945001 0.40474 0.336804 SG1 CTNNA2 NC_056076.1 35735001 35755001


NC_056078.1 23260001 23280001 0.451806 0.259483 SG1 CTNNA3 NC_056076.1 35740001 35760001


NC_056078.1 23265001 23285001 0.443991 0.295729 SG1 CTNNA3 NC_056064.1 21445001 21465001


NC_056064.1 24230001 24250001 0.379791 0.270783 SG1 CTNS;EMC6;P2RX5; NC_056057.1 87150001 87170001


NC_056057.1 52010001 52030001 0.079279 0.199683 SG1 CTTNBP2 NC_056057.1 87155001 87175001


NC_056057.1 52015001 52035001 0.082856 0.237839 SG1 CTTNBP2 NC_056057.1 87160001 87180001


NC_056054.1 89870001 89890001 0.291733 0.256248 SG1 CTTNBP2NL NC_056057.1 87165001 87185001


NC_056054.1 89875001 89895001 0.160083 0.235906 SG1 CTTNBP2NL NC_056057.1 87170001 87190001


NC_056054.1 89880001 89900001 0.210838 0.227523 SG1 CTTNBP2NL NC_056057.1 87175001 87195001


NC_056066.1 30905001 30925001 0.437205 0.303487 SG1 CUBN NC_056057.1 87180001 87200001


NC_056066.1 30910001 30930001 0.346104 0.357615 SG1 CUBN NC_056057.1 87185001 87205001


NC_056066.1 30915001 30935001 0.288826 0.424193 SG1 CUBN NC_056057.1 87190001 87210001


NC_056066.1 30920001 30940001 0.335097 0.421967 SG1 CUBN NC_056057.1 87315001 87335001


NC_056069.1 14630001 14650001 0.264673 0.374805 SG1 CWC27 NC_056057.1 87320001 87340001







NC_056069.1 14635001 14655001 0.18996 0.41656 SG1 CWC27 NC_056057.1 87095001 87115001


NC_056069.1 14640001 14660001 0.363955 0.305519 SG1 CWC27 NC_056060.1 5260001 5280001


NC_056069.1 14645001 14665001 0.467942 0.245115 SG1 CWC27 NC_056066.1 64825001 64845001


NC_056067.1 50460001 50480001 0.416667 0.253843 SG1 CXCL17;LIPE NC_056054.1 258790001 258810001


NC_056067.1 50465001 50485001 0.416736 0.201765 SG1 CXCL17;LIPE NC_056054.1 258795001 258815001


NC_056055.1 174715001 1.75E+08 0.106682 0.185277 SG1 CXCR4 NC_056054.1 258800001 258820001


NC_056080.1 63800001 63820001 0.283506 0.407179 SG1 CXHXorf65;FOXO4 NC_056054.1 258825001 258845001


NC_056080.1 74755001 74775001 0.285715 0.27439 SG1 CYLC1 NC_056054.1 258830001 258850001


NC_056080.1 74780001 74800001 0.226138 0.290881 SG1 CYLC1 NC_056054.1 258835001 258855001


NC_056080.1 74785001 74805001 0.209635 0.289952 SG1 CYLC1 NC_056054.1 258840001 258860001


NC_056077.1 37180001 37200001 0.396805 0.428628 SG1 CYP3A24 NC_056054.1 258845001 258865001


NC_056077.1 37185001 37205001 0.31694 0.413218 SG1 CYP3A24 NC_056054.1 258850001 258870001


NC_056080.1 69405001 69425001 0.351255 0.197024 SG1 CYSLTR1 NC_056054.1 258855001 258875001


NC_056080.1 77730001 77750001 0.237399 0.294808 SG1 DACH2 NC_056054.1 258860001 258880001


NC_056080.1 77735001 77755001 0.212915 0.295985 SG1 DACH2 NC_056054.1 258865001 258885001


NC_056080.1 77740001 77760001 0.256972 0.298439 SG1 DACH2 NC_056054.1 258875001 258895001


NC_056080.1 77755001 77775001 0.284635 0.317066 SG1 DACH2 NC_056054.1 258910001 258930001


NC_056080.1 77760001 77780001 0.397933 0.306965 SG1 DACH2 NC_056054.1 258915001 258935001


NC_056080.1 77765001 77785001 0.462643 0.28752 SG1 DACH2 NC_056054.1 258920001 258940001


NC_056080.1 77770001 77790001 0.453521 0.270434 SG1 DACH2 NC_056054.1 258940001 258960001


NC_056060.1 78915001 78935001 0.132472 0.215359 SG1 DCAF5 NC_056054.1 258970001 258990001


NC_056068.1 60780001 60800001 0.228346 0.195995 SG1 DCDC1 NC_056054.1 258975001 258995001


NC_056063.1 25915001 25935001 0.436435 0.232294 SG1 DCLK1 NC_056054.1 258980001 259000001


NC_056063.1 25920001 25940001 0.455265 0.20638 SG1 DCLK1 NC_056054.1 258985001 259005001


NC_056063.1 25925001 25945001 0.370674 0.199521 SG1 DCLK1 NC_056054.1 259010001 259030001


NC_056079.1 13085001 13105001 0.396882 0.190303 SG1 DCTD NC_056054.1 259015001 259035001


NC_056068.1 5170001 5190001 0.103879 0.210082 SG1 DCUN1D5 NC_056060.1 20860001 20880001


NC_056080.1 123710001 1.24E+08 0.130112 0.223131 SG1 DCX NC_056057.1 68680001 68700001


NC_056080.1 123715001 1.24E+08 0.197183 0.220028 SG1 DCX NC_056057.1 68685001 68705001


NC_056054.1 114275001 1.14E+08 0.368848 0.212487 SG1 DDR2 NC_056057.1 68690001 68710001


NC_056054.1 114280001 1.14E+08 0.465677 0.211248 SG1 DDR2 NC_056057.1 68695001 68715001


NC_056066.1 77310001 77330001 0.457898 0.234969 SG1 DDX27 NC_056075.1 43070001 43090001







NC_056066.1 77315001 77335001 0.387272 0.214643 SG1 DDX27 NC_056075.1 43105001 43125001


NC_056066.1 77320001 77340001 0.379252 0.203675 SG1 DDX27 NC_056075.1 43120001 43140001


NC_056055.1 101615001 1.02E+08 0.321239 0.185174 SG1 DDX58 NC_056075.1 43125001 43145001


NC_056054.1 91975001 91995001 0.233963 0.408983 SG1 DENND2C NC_056054.1 104335001 104355001


NC_056054.1 91995001 92015001 0.073755 0.500461 SG1 DENND2C NC_056054.1 104340001 104360001


NC_056054.1 92000001 92020001 0.19305 0.430906 SG1 DENND2C NC_056054.1 104355001 104375001


NC_056054.1 92005001 92025001 0.432144 0.32441 SG1 DENND2C NC_056054.1 104350001 104370001


NC_056068.1 43160001 43180001 0.284911 0.183366 SG1 DENND5A NC_056054.1 104345001 104365001


NC_056068.1 43165001 43185001 0.310379 0.238493 SG1 DENND5A NC_056056.1 202840001 202860001


NC_056068.1 43170001 43190001 0.412581 0.225313 SG1 DENND5A NC_056056.1 202845001 202865001


NC_056070.1 72620001 72640001 0.140065 0.4451 SG1 DGCR2;ESS2;GSC2;TNC_056056.1 202850001 202870001


NC_056070.1 72610001 72630001 0.395258 0.304298 SG1 DGCR2;ESS2;TSSK1BNC_056056.1 202855001 202875001


NC_056070.1 72615001 72635001 0.25251 0.395003 SG1 DGCR2;ESS2;TSSK1BNC_056056.1 202830001 202850001


NC_056057.1 103000001 1.03E+08 0.344371 0.216988 SG1 DGKI NC_056056.1 202835001 202855001


NC_056080.1 54900001 54920001 0.363825 0.240838 SG1 DGKK NC_056066.1 17565001 17585001


NC_056067.1 38575001 38595001 0.046038 0.312996 SG1 DHODH NC_056066.1 17570001 17590001


NC_056067.1 38580001 38600001 0.107331 0.284517 SG1 DHODH NC_056066.1 17625001 17645001


NC_056067.1 38585001 38605001 0.220618 0.244399 SG1 DHODH NC_056064.1 22445001 22465001


NC_056067.1 38590001 38610001 0.330695 0.206181 SG1 DHODH NC_056064.1 22450001 22470001


NC_056080.1 138345001 1.38E+08 0.368933 0.213314 SG1 DIAPH2 NC_056064.1 22455001 22475001


NC_056080.1 138350001 1.38E+08 0.25083 0.244862 SG1 DIAPH2 NC_056057.1 25575001 25595001


NC_056080.1 138355001 1.38E+08 0.244907 0.251186 SG1 DIAPH2 NC_056054.1 263990001 264010001


NC_056080.1 138360001 1.38E+08 0.252692 0.240632 SG1 DIAPH2 NC_056054.1 263995001 264015001


NC_056080.1 138365001 1.38E+08 0.19102 0.251027 SG1 DIAPH2 NC_056054.1 201455001 201475001


NC_056080.1 138370001 1.38E+08 0.252395 0.242498 SG1 DIAPH2 NC_056054.1 201445001 201465001


NC_056054.1 70045001 70065001 0.426544 0.266673 SG1 DIPK1A NC_056054.1 201450001 201470001


NC_056054.1 70050001 70070001 0.457873 0.249692 SG1 DIPK1A NC_056054.1 92100001 92120001


NC_056054.1 70030001 70050001 0.443478 0.366514 SG1 DIPK1A;RPL5 NC_056054.1 92105001 92125001


NC_056054.1 70035001 70055001 0.377804 0.332563 SG1 DIPK1A;RPL5 NC_056054.1 92090001 92110001


NC_056054.1 70040001 70060001 0.390473 0.299026 SG1 DIPK1A;RPL5 NC_056054.1 92095001 92115001


NC_056055.1 233645001 2.34E+08 0.382728 0.193904 SG1 DIS3L2 NC_056054.1 87245001 87265001


NC_056055.1 233650001 2.34E+08 0.398374 0.202006 SG1 DIS3L2 NC_056071.1 31535001 31555001







NC_056065.1 25540001 25560001 0.359161 0.212169 SG1 DISP1 NC_056071.1 31540001 31560001


NC_056065.1 25545001 25565001 0.197171 0.317132 SG1 DISP1 NC_056071.1 31545001 31565001


NC_056065.1 25550001 25570001 0.154351 0.308717 SG1 DISP1 NC_056071.1 31550001 31570001


NC_056065.1 25555001 25575001 0.234828 0.265278 SG1 DISP1 NC_056075.1 44085001 44105001


NC_056065.1 25560001 25580001 0.268913 0.229895 SG1 DISP1 NC_056075.1 44090001 44110001


NC_056060.1 34185001 34205001 0.313432 0.189056 SG1 DISP2 NC_056075.1 44200001 44220001


NC_056060.1 34190001 34210001 0.303318 0.198974 SG1 DISP2;KNSTRN NC_056076.1 48700001 48720001


NC_056068.1 40460001 40480001 0.053484 0.334212 SG1 DKK3 NC_056076.1 48705001 48725001


NC_056068.1 40465001 40485001 0.071661 0.359665 SG1 DKK3 NC_056076.1 48710001 48730001


NC_056068.1 40470001 40490001 0.166515 0.342411 SG1 DKK3 NC_056076.1 48780001 48800001


NC_056068.1 40475001 40495001 0.207211 0.362078 SG1 DKK3 NC_056076.1 48785001 48805001


NC_056068.1 40480001 40500001 0.398125 0.286755 SG1 DKK3 NC_056076.1 48790001 48810001


NC_056057.1 50450001 50470001 0.336663 0.331459 SG1 DLD NC_056076.1 48795001 48815001


NC_056057.1 50455001 50475001 0.204607 0.388036 SG1 DLD NC_056069.1 61715001 61735001


NC_056057.1 50460001 50480001 0.144677 0.411305 SG1 DLD NC_056069.1 61705001 61725001


NC_056057.1 50465001 50485001 0.281412 0.344535 SG1 DLD;LAMB1 NC_056069.1 61710001 61730001


NC_056074.1 11190001 11210001 0.340651 0.184232 SG1 DLG2 NC_056074.1 40415001 40435001


NC_056076.1 38310001 38330001 0.134657 0.252274 SG1 DLGAP1 NC_056066.1 17635001 17655001


NC_056076.1 38315001 38335001 0.159574 0.28581 SG1 DLGAP1 NC_056066.1 17665001 17685001


NC_056076.1 38320001 38340001 0.135105 0.322608 SG1 DLGAP1 NC_056066.1 17700001 17720001


NC_056076.1 38325001 38345001 0.119219 0.342524 SG1 DLGAP1 NC_056066.1 17705001 17725001


NC_056076.1 38330001 38350001 0.097187 0.290349 SG1 DLGAP1 NC_056066.1 17710001 17730001


NC_056076.1 38335001 38355001 0.152335 0.31731 SG1 DLGAP1 NC_056066.1 17715001 17735001


NC_056076.1 38340001 38360001 0.369637 0.265222 SG1 DLGAP1 NC_056066.1 17720001 17740001


NC_056080.1 31735001 31755001 0.331935 0.227899 SG1 DMD NC_056066.1 17725001 17745001


NC_056080.1 31740001 31760001 0.277108 0.2365 SG1 DMD NC_056054.1 140295001 140315001


NC_056080.1 31745001 31765001 0.382385 0.230056 SG1 DMD NC_056054.1 140300001 140320001


NC_056060.1 57030001 57050001 0.293094 0.212187 SG1 DMXL2 NC_056054.1 140315001 140335001


NC_056060.1 57035001 57055001 0.380584 0.193035 SG1 DMXL2 NC_056071.1 31590001 31610001


NC_056060.1 57040001 57060001 0.369046 0.183801 SG1 DMXL2 NC_056071.1 31595001 31615001


NC_056060.1 57045001 57065001 0.312891 0.198207 SG1 DMXL2 NC_056071.1 31605001 31625001


NC_056060.1 57050001 57070001 0.182156 0.213089 SG1 DMXL2 NC_056071.1 31610001 31630001







NC_056060.1 57055001 57075001 0.05278 0.21827 SG1 DMXL2 NC_056071.1 31615001 31635001


NC_056060.1 57060001 57080001 0.22251 0.26927 SG1 DMXL2 NC_056058.1 49035001 49055001


NC_056060.1 57065001 57085001 0.278418 0.280795 SG1 DMXL2 NC_056058.1 49040001 49060001


NC_056057.1 31580001 31600001 0.411782 0.197643 SG1 DNAH11 NC_056058.1 49045001 49065001


NC_056057.1 31585001 31605001 0.360872 0.208764 SG1 DNAH11 NC_056058.1 49055001 49075001


NC_056077.1 19240001 19260001 0.313445 0.229853 SG1 DNAH3 NC_056080.1 77865001 77885001


NC_056077.1 19245001 19265001 0.164884 0.240404 SG1 DNAH3 NC_056080.1 77875001 77895001


NC_056077.1 19250001 19270001 0.36447 0.261885 SG1 DNAH3 NC_056080.1 77880001 77900001


NC_056055.1 198125001 1.98E+08 0.321839 0.266593 SG1 DNAH7 NC_056080.1 77900001 77920001


NC_056055.1 198130001 1.98E+08 0.179134 0.324113 SG1 DNAH7 NC_056080.1 77905001 77925001


NC_056055.1 198135001 1.98E+08 0.3 0.299771 SG1 DNAH7 NC_056080.1 77910001 77930001


NC_056055.1 198200001 1.98E+08 0.350866 0.350974 SG1 DNAH7 NC_056080.1 77915001 77935001


NC_056055.1 198205001 1.98E+08 0.439121 0.312575 SG1 DNAH7 NC_056080.1 77920001 77940001


NC_056054.1 62130001 62150001 0.340077 0.199699 SG1 DNAI3 NC_056080.1 77925001 77945001


NC_056054.1 62135001 62155001 0.303071 0.210325 SG1 DNAI3 NC_056080.1 77955001 77975001


NC_056056.1 190430001 1.9E+08 0.395636 0.316126 SG1 DNAI7 NC_056080.1 77960001 77980001


NC_056056.1 190435001 1.9E+08 0.370766 0.3029 SG1 DNAI7 NC_056080.1 77965001 77985001


NC_056056.1 190440001 1.9E+08 0.40484 0.337864 SG1 DNAI7 NC_056080.1 77995001 78015001


NC_056056.1 190445001 1.9E+08 0.387355 0.310392 SG1 DNAI7 NC_056080.1 78000001 78020001


NC_056056.1 190420001 1.9E+08 0.435714 0.349748 SG1 DNAI7;ETFRF1 NC_056080.1 78005001 78025001


NC_056056.1 190425001 1.9E+08 0.46309 0.374925 SG1 DNAI7;ETFRF1 NC_056080.1 78010001 78030001


NC_056056.1 190415001 1.9E+08 0.405951 0.324458 SG1 DNAI7;ETFRF1;KRA NC_056080.1 78015001 78035001


NC_056056.1 190495001 1.91E+08 0.330959 0.189514 SG1 DNAI7;IRAG2 NC_056080.1 78020001 78040001


NC_056071.1 28465001 28485001 0.126274 0.214719 SG1 DNAJA4 NC_056080.1 78025001 78045001


NC_056071.1 28470001 28490001 0.213223 0.189925 SG1 DNAJA4 NC_056080.1 78110001 78130001


NC_056072.1 59240001 59260001 0.160064 0.240087 SG1 DNAJB8 NC_056080.1 78115001 78135001


NC_056072.1 59245001 59265001 0.109019 0.264485 SG1 DNAJB8 NC_056080.1 78120001 78140001


NC_056072.1 59250001 59270001 0.072626 0.226252 SG1 DNAJB8 NC_056080.1 78125001 78145001


NC_056072.1 59235001 59255001 0.17044 0.239688 SG1 DNAJB8;GATA2 NC_056080.1 78130001 78150001


NC_056066.1 22385001 22405001 0.393817 0.196733 SG1 DNAJC1 NC_056080.1 78135001 78155001


NC_056066.1 22390001 22410001 0.193086 0.271994 SG1 DNAJC1 NC_056080.1 78140001 78160001


NC_056066.1 22395001 22415001 0.194754 0.274018 SG1 DNAJC1 NC_056060.1 20835001 20855001







NC_056066.1 22400001 22420001 0.146165 0.280337 SG1 DNAJC1 NC_056060.1 20845001 20865001


NC_056066.1 22405001 22425001 0.183577 0.25252 SG1 DNAJC1 NC_056060.1 20840001 20860001


NC_056066.1 22410001 22430001 0.302358 0.184023 SG1 DNAJC1 NC_056054.1 120215001 120235001


NC_056066.1 22435001 22455001 0.456393 0.231945 SG1 DNAJC1 NC_056054.1 120220001 120240001


NC_056066.1 22440001 22460001 0.451913 0.230133 SG1 DNAJC1 NC_056054.1 120230001 120250001


NC_056066.1 22445001 22465001 0.46618 0.217923 SG1 DNAJC1 NC_056054.1 120240001 120260001


NC_056066.1 22525001 22545001 0.429921 0.224927 SG1 DNAJC1 NC_056054.1 120250001 120270001


NC_056066.1 22530001 22550001 0.238506 0.306559 SG1 DNAJC1 NC_056054.1 120255001 120275001


NC_056066.1 22535001 22555001 0.274095 0.323489 SG1 DNAJC1 NC_056054.1 120265001 120285001


NC_056066.1 22540001 22560001 0.39247 0.287861 SG1 DNAJC1 NC_056054.1 120270001 120290001


NC_056074.1 38985001 39005001 0.128588 0.188588 SG1 DNAJC4;FKBP2;PLC NC_056054.1 120315001 120335001


NC_056055.1 227045001 2.27E+08 0.092795 0.195745 SG1 DOCK10 NC_056068.1 60565001 60585001


NC_056055.1 227050001 2.27E+08 0.129227 0.220044 SG1 DOCK10 NC_056068.1 60570001 60590001


NC_056055.1 227055001 2.27E+08 0.106241 0.254998 SG1 DOCK10 NC_056068.1 60575001 60595001


NC_056055.1 227060001 2.27E+08 0.142461 0.233069 SG1 DOCK10 NC_056068.1 60850001 60870001


NC_056055.1 227065001 2.27E+08 0.198441 0.190092 SG1 DOCK10 NC_056066.1 77335001 77355001


NC_056055.1 227070001 2.27E+08 0.164572 0.197621 SG1 DOCK10 NC_056066.1 77340001 77360001


NC_056060.1 82405001 82425001 0.224979 0.229108 SG1 DPF3 NC_056069.1 23600001 23620001


NC_056060.1 82440001 82460001 0.144491 0.357272 SG1 DPF3 NC_056069.1 23605001 23625001


NC_056060.1 82445001 82465001 0.245777 0.314961 SG1 DPF3 NC_056069.1 23610001 23630001


NC_056060.1 82450001 82470001 0.332994 0.246685 SG1 DPF3 NC_056069.1 23615001 23635001


NC_056054.1 75165001 75185001 0.396785 0.191305 SG1 DPYD NC_056069.1 23620001 23640001


NC_056054.1 75170001 75190001 0.312068 0.222094 SG1 DPYD NC_056065.1 26580001 26600001


NC_056054.1 75175001 75195001 0.212728 0.249366 SG1 DPYD NC_056058.1 50640001 50660001


NC_056054.1 75180001 75200001 0.135647 0.282619 SG1 DPYD NC_056070.1 70365001 70385001


NC_056078.1 42565001 42585001 0.44668 0.281747 SG1 DRGX NC_056070.1 70370001 70390001


NC_056078.1 42570001 42590001 0.405252 0.333284 SG1 DRGX NC_056070.1 70375001 70395001


NC_056078.1 42575001 42595001 0.222769 0.422308 SG1 DRGX NC_056065.1 31825001 31845001


NC_056078.1 42580001 42600001 0.1843 0.384013 SG1 DRGX NC_056065.1 31830001 31850001


NC_056069.1 42135001 42155001 0.24864 0.241893 SG1 DROSHA NC_056065.1 31835001 31855001


NC_056054.1 260875001 2.61E+08 0.233617 0.186756 SG1 DSCAM NC_056057.1 102735001 102755001


NC_056054.1 260880001 2.61E+08 0.307335 0.218167 SG1 DSCAM NC_056057.1 102765001 102785001







NC_056059.1 56500001 56520001 0.408114 0.201585 SG1 DTHD1 NC_056057.1 102770001 102790001


NC_056059.1 56505001 56525001 0.357872 0.24966 SG1 DTHD1 NC_056057.1 102775001 102795001


NC_056059.1 56510001 56530001 0.325551 0.247153 SG1 DTHD1 NC_056065.1 40420001 40440001


NC_056076.1 22490001 22510001 0.172131 0.228129 SG1 DTNA NC_056065.1 40425001 40445001


NC_056076.1 22565001 22585001 0.313808 0.187036 SG1 DTNA NC_056066.1 46100001 46120001


NC_056075.1 30580001 30600001 0.350962 0.31037 SG1 DUSP5 NC_056066.1 46130001 46150001


NC_056075.1 30605001 30625001 0.397261 0.324817 SG1 DUSP5 NC_056066.1 46135001 46155001


NC_056075.1 30610001 30630001 0.183183 0.315381 SG1 DUSP5 NC_056066.1 46140001 46160001


NC_056068.1 5155001 5175001 0.398983 0.187601 SG1 DYNC2H1 NC_056066.1 46280001 46300001


NC_056068.1 5160001 5180001 0.271111 0.217644 SG1 DYNC2H1 NC_056066.1 46285001 46305001


NC_056061.1 82785001 82805001 0.238658 0.185542 SG1 DYNLT1;SYTL3;TMENC_056066.1 46290001 46310001


NC_056061.1 82775001 82795001 0.357064 0.211001 SG1 DYNLT1;TMEM181 NC_056066.1 46330001 46350001


NC_056061.1 82780001 82800001 0.335788 0.215043 SG1 DYNLT1;TMEM181 NC_056066.1 46335001 46355001


NC_056067.1 48770001 48790001 0.419408 0.199229 SG1 DYRK1B NC_056066.1 46340001 46360001


NC_056067.1 48775001 48795001 0.46389 0.240407 SG1 DYRK1B;FBL NC_056054.1 70165001 70185001


NC_056067.1 48780001 48800001 0.420382 0.210962 SG1 DYRK1B;FBL NC_056060.1 13155001 13175001


NC_056058.1 68060001 68080001 0.445235 0.199413 SG1 EBF1 NC_056060.1 13160001 13180001


NC_056067.1 34925001 34945001 0.393221 0.194885 SG1 EDC4;NRN1L;NUTF2NC_056060.1 13165001 13185001


NC_056067.1 34930001 34950001 0.389656 0.213962 SG1 EDC4;NRN1L;NUTF2NC_056060.1 13170001 13190001


NC_056072.1 59290001 59310001 0.181885 0.211443 SG1 EEFSEC NC_056060.1 13175001 13195001


NC_056072.1 56270001 56290001 0.448829 0.192366 SG1 EFCAB12;RPL32 NC_056078.1 3925001 3945001


NC_056060.1 21360001 21380001 0.374341 0.258658 SG1 EFS;IL25 NC_056065.1 25730001 25750001


NC_056060.1 21365001 21385001 0.419395 0.220681 SG1 EFS;IL25;SLC22A17 NC_056054.1 192320001 192340001


NC_056069.1 36210001 36230001 0.438886 0.19585 SG1 EGFLAM NC_056054.1 192325001 192345001


NC_056069.1 36215001 36235001 0.309928 0.259999 SG1 EGFLAM NC_056054.1 192330001 192350001


NC_056069.1 36220001 36240001 0.314202 0.272726 SG1 EGFLAM NC_056054.1 192335001 192355001


NC_056069.1 36225001 36245001 0.348778 0.330324 SG1 EGFLAM NC_056054.1 192340001 192360001


NC_056069.1 36230001 36250001 0.369009 0.363781 SG1 EGFLAM NC_056054.1 192345001 192365001


NC_056069.1 36235001 36255001 0.43768 0.357796 SG1 EGFLAM NC_056071.1 63255001 63275001


NC_056069.1 36240001 36260001 0.447829 0.35865 SG1 EGFLAM NC_056071.1 63260001 63280001


NC_056069.1 36245001 36265001 0.392477 0.333809 SG1 EGFLAM NC_056071.1 63265001 63285001


NC_056069.1 36250001 36270001 0.338121 0.30108 SG1 EGFLAM NC_056071.1 63270001 63290001







NC_056069.1 36255001 36275001 0.240292 0.305346 SG1 EGFLAM NC_056075.1 41985001 42005001


NC_056069.1 36260001 36280001 0.184582 0.281602 SG1 EGFLAM NC_056075.1 41990001 42010001


NC_056069.1 36265001 36285001 0.183064 0.224891 SG1 EGFLAM NC_056056.1 216015001 216035001


NC_056069.1 36270001 36290001 0.236441 0.185068 SG1 EGFLAM NC_056080.1 30915001 30935001


NC_056069.1 36285001 36305001 0.289178 0.22246 SG1 EGFLAM NC_056080.1 31335001 31355001


NC_056069.1 36290001 36310001 0.195923 0.301973 SG1 EGFLAM NC_056055.1 91150001 91170001


NC_056069.1 36295001 36315001 0.177732 0.304304 SG1 EGFLAM NC_056055.1 91160001 91180001


NC_056069.1 36300001 36320001 0.158341 0.286482 SG1 EGFLAM NC_056055.1 91165001 91185001


NC_056069.1 36305001 36325001 0.200698 0.307503 SG1 EGFLAM NC_056070.1 51935001 51955001


NC_056078.1 3475001 3495001 0.175623 0.321974 SG1 EGLN1;SPRTN NC_056070.1 51940001 51960001


NC_056078.1 3480001 3500001 0.139387 0.378737 SG1 EGLN1;SPRTN NC_056070.1 51945001 51965001


NC_056078.1 3485001 3505001 0.128942 0.429875 SG1 EGLN1;SPRTN NC_056070.1 51950001 51970001


NC_056078.1 3490001 3510001 0.272545 0.412415 SG1 EGLN1;SPRTN NC_056077.1 4160001 4180001


NC_056078.1 3495001 3515001 0.420856 0.388867 SG1 EGLN1;SPRTN NC_056077.1 4165001 4185001


NC_056060.1 59465001 59485001 0.276707 0.25009 SG1 EID1;SHC4 NC_056077.1 4170001 4190001


NC_056060.1 59470001 59490001 0.165586 0.272763 SG1 EID1;SHC4 NC_056078.1 28485001 28505001


NC_056060.1 59475001 59495001 0.210526 0.3035 SG1 EID1;SHC4 NC_056078.1 28490001 28510001


NC_056060.1 59480001 59500001 0.331081 0.253078 SG1 EID1;SHC4 NC_056078.1 28495001 28515001


NC_056056.1 215485001 2.16E+08 0.116958 0.248222 SG1 EIF3L NC_056078.1 28480001 28500001


NC_056056.1 215490001 2.16E+08 0.312993 0.194094 SG1 EIF3L NC_056075.1 17460001 17480001


NC_056054.1 201220001 2.01E+08 0.431296 0.213364 SG1 EIF4A2;RFC4 NC_056075.1 17465001 17485001


NC_056070.1 70105001 70125001 0.387674 0.243408 SG1 EIF4ENIF1 NC_056075.1 17470001 17490001


NC_056070.1 70110001 70130001 0.406425 0.216819 SG1 EIF4ENIF1 NC_056075.1 17475001 17495001


NC_056063.1 11555001 11575001 0.306721 0.197095 SG1 ELF1 NC_056069.1 2025001 2045001


NC_056077.1 41670001 41690001 0.265534 0.241953 SG1 ELFN1 NC_056057.1 57910001 57930001


NC_056077.1 41675001 41695001 0.375234 0.193016 SG1 ELFN1 NC_056057.1 57930001 57950001


NC_056067.1 56335001 56355001 0.300656 0.258603 SG1 EMC10;FAM71E1;MYNC_056054.1 261225001 261245001


NC_056067.1 56340001 56360001 0.296298 0.260568 SG1 EMC10;FAM71E1;MYNC_056054.1 261230001 261250001


NC_056056.1 69020001 69040001 0.391469 0.202275 SG1 EML6;RTN4 NC_056054.1 261235001 261255001


NC_056056.1 69025001 69045001 0.431002 0.188434 SG1 EML6;RTN4 NC_056069.1 4695001 4715001


NC_056068.1 54670001 54690001 0.422111 0.215148 SG1 EMSY NC_056064.1 13475001 13495001


NC_056068.1 54675001 54695001 0.436046 0.224167 SG1 EMSY NC_056064.1 13480001 13500001







NC_056068.1 54680001 54700001 0.46519 0.221214 SG1 EMSY NC_056064.1 13485001 13505001


NC_056068.1 54685001 54705001 0.418478 0.221148 SG1 EMSY NC_056064.1 13470001 13490001


NC_056068.1 54690001 54710001 0.278547 0.280452 SG1 EMSY NC_056065.1 4240001 4260001


NC_056068.1 54695001 54715001 0.300879 0.255997 SG1 EMSY NC_056065.1 4245001 4265001


NC_056068.1 54700001 54720001 0.403333 0.214029 SG1 EMSY NC_056054.1 174370001 174390001


NC_056076.1 36000001 36020001 0.418835 0.582043 SG1 ENOSF1;TYMS NC_056054.1 174375001 174395001


NC_056063.1 14010001 14030001 0.277447 0.182997 SG1 ENOX1 NC_056055.1 12045001 12065001


NC_056056.1 535001 555001 0.425829 0.201516 SG1 ENTPD8;NOXA1 NC_056055.1 12050001 12070001


NC_056060.1 36655001 36675001 0.223724 0.314134 SG1 EPB42 NC_056058.1 81650001 81670001


NC_056054.1 158220001 1.58E+08 0.385757 0.383493 SG1 EPHA3 NC_056073.1 43345001 43365001


NC_056054.1 158225001 1.58E+08 0.444028 0.323538 SG1 EPHA3 NC_056073.1 43350001 43370001


NC_056059.1 81565001 81585001 0.352709 0.302416 SG1 EPHA5 NC_056073.1 46550001 46570001


NC_056059.1 81570001 81590001 0.25365 0.356622 SG1 EPHA5 NC_056073.1 46555001 46575001


NC_056059.1 81575001 81595001 0.207637 0.365638 SG1 EPHA5 NC_056073.1 46560001 46580001


NC_056059.1 81580001 81600001 0.209303 0.392251 SG1 EPHA5 NC_056073.1 46565001 46585001


NC_056059.1 81585001 81605001 0.146038 0.476606 SG1 EPHA5 NC_056057.1 62665001 62685001


NC_056059.1 81590001 81610001 0.262296 0.431656 SG1 EPHA5 NC_056057.1 62670001 62690001


NC_056059.1 81595001 81615001 0.315088 0.417888 SG1 EPHA5 NC_056065.1 31595001 31615001


NC_056059.1 81610001 81630001 0.446284 0.34103 SG1 EPHA5 NC_056056.1 220335001 220355001


NC_056059.1 81615001 81635001 0.353731 0.404426 SG1 EPHA5 NC_056080.1 61720001 61740001


NC_056059.1 81620001 81640001 0.315825 0.433921 SG1 EPHA5 NC_056080.1 61725001 61745001


NC_056059.1 81625001 81645001 0.34 0.413329 SG1 EPHA5 NC_056080.1 61745001 61765001


NC_056059.1 81630001 81650001 0.402655 0.35575 SG1 EPHA5 NC_056068.1 63980001 64000001


NC_056059.1 81635001 81655001 0.401721 0.303738 SG1 EPHA5 NC_056056.1 59295001 59315001


NC_056059.1 81640001 81660001 0.307051 0.278013 SG1 EPHA5 NC_056056.1 59300001 59320001


NC_056059.1 81645001 81665001 0.221053 0.273064 SG1 EPHA5 NC_056075.1 38785001 38805001


NC_056059.1 81650001 81670001 0.09176 0.307836 SG1 EPHA5 NC_056075.1 38790001 38810001


NC_056059.1 81655001 81675001 0.154753 0.312177 SG1 EPHA5 NC_056055.1 1780001 1800001


NC_056059.1 81660001 81680001 0.364186 0.417981 SG1 EPHA5 NC_056055.1 1785001 1805001


NC_056059.1 81665001 81685001 0.4254 0.460911 SG1 EPHA5 NC_056055.1 1790001 1810001


NC_056059.1 81680001 81700001 0.433472 0.394381 SG1 EPHA5 NC_056055.1 1795001 1815001


NC_056059.1 81685001 81705001 0.403415 0.335028 SG1 EPHA5 NC_056055.1 1800001 1820001







NC_056059.1 81690001 81710001 0.39536 0.288808 SG1 EPHA5 NC_056068.1 61145001 61165001


NC_056059.1 81695001 81715001 0.402962 0.266517 SG1 EPHA5 NC_056068.1 61150001 61170001


NC_056059.1 81700001 81720001 0.419089 0.265664 SG1 EPHA5 NC_056068.1 61155001 61175001


NC_056059.1 81705001 81725001 0.424632 0.277321 SG1 EPHA5 NC_056068.1 61160001 61180001


NC_056059.1 81710001 81730001 0.393804 0.285604 SG1 EPHA5 NC_056056.1 209320001 209340001


NC_056059.1 81715001 81735001 0.319073 0.279337 SG1 EPHA5 NC_056056.1 209325001 209345001


NC_056059.1 81720001 81740001 0.228436 0.261366 SG1 EPHA5 NC_056056.1 209330001 209350001


NC_056059.1 81725001 81745001 0.242598 0.232187 SG1 EPHA5 NC_056056.1 209335001 209355001


NC_056059.1 81730001 81750001 0.256357 0.227982 SG1 EPHA5 NC_056057.1 118810001 118830001


NC_056059.1 81735001 81755001 0.358489 0.219335 SG1 EPHA5 NC_056057.1 118815001 118835001


NC_056059.1 81745001 81765001 0.449102 0.27049 SG1 EPHA5 NC_056065.1 27950001 27970001


NC_056059.1 81755001 81775001 0.460474 0.246322 SG1 EPHA5 NC_056065.1 27955001 27975001


NC_056059.1 81760001 81780001 0.366666 0.215076 SG1 EPHA5 NC_056065.1 27960001 27980001


NC_056059.1 81765001 81785001 0.406308 0.188754 SG1 EPHA5 NC_056065.1 27965001 27985001


NC_056054.1 162045001 1.62E+08 0.359656 0.211604 SG1 EPHA6 NC_056075.1 36760001 36780001


NC_056054.1 162610001 1.63E+08 0.440346 0.207559 SG1 EPHA6 NC_056075.1 36765001 36785001


NC_056054.1 162615001 1.63E+08 0.459681 0.194599 SG1 EPHA6 NC_056075.1 36790001 36810001


NC_056054.1 254800001 2.55E+08 0.413553 0.216343 SG1 EPHB1 NC_056075.1 36795001 36815001


NC_056054.1 254805001 2.55E+08 0.385617 0.235353 SG1 EPHB1 NC_056079.1 13940001 13960001


NC_056054.1 254810001 2.55E+08 0.384583 0.21521 SG1 EPHB1 NC_056079.1 13945001 13965001


NC_056062.1 13895001 13915001 0.359664 0.24308 SG1 EPPK1 NC_056079.1 13950001 13970001


NC_056062.1 13900001 13920001 0.421122 0.24492 SG1 EPPK1;NRBP2 NC_056079.1 13955001 13975001


NC_056058.1 6435001 6455001 0.061145 0.217107 SG1 EPS15L1 NC_056060.1 83445001 83465001


NC_056054.1 3120001 3140001 0.161329 0.322928 SG1 ERFE;LOC101109322NC_056060.1 83450001 83470001


NC_056054.1 3125001 3145001 0.083664 0.32062 SG1 ERFE;LOC101109322NC_056066.1 32545001 32565001


NC_056054.1 3130001 3150001 0.242672 0.215113 SG1 ERFE;LOC101109322NC_056066.1 32550001 32570001


NC_056069.1 4750001 4770001 0.165468 0.223684 SG1 ERGIC1 NC_056066.1 32555001 32575001


NC_056069.1 4755001 4775001 0.092037 0.195482 SG1 ERGIC1 NC_056066.1 32560001 32580001


NC_056069.1 4760001 4780001 0.090792 0.237851 SG1 ERGIC1 NC_056066.1 32565001 32585001


NC_056069.1 4765001 4785001 0.081272 0.23061 SG1 ERGIC1 NC_056066.1 32570001 32590001


NC_056069.1 4770001 4790001 0.074766 0.251611 SG1 ERGIC1 NC_056066.1 32575001 32595001


NC_056069.1 4775001 4795001 0.246154 0.218171 SG1 ERGIC1 NC_056076.1 45965001 45985001







NC_056061.1 76820001 76840001 0.461059 0.22682 SG1 ESR1 NC_056076.1 45970001 45990001


NC_056061.1 76825001 76845001 0.320763 0.242674 SG1 ESR1 NC_056076.1 45975001 45995001


NC_056061.1 76830001 76850001 0.300619 0.224239 SG1 ESR1 NC_056076.1 45980001 46000001


NC_056061.1 76835001 76855001 0.261102 0.218958 SG1 ESR1 NC_056076.1 45985001 46005001


NC_056070.1 72625001 72645001 0.280931 0.323672 SG1 ESS2;GSC2;TSSK1B; NC_056057.1 108020001 108040001


NC_056067.1 51450001 51470001 0.094226 0.208168 SG1 ETHE1;XRCC1;ZNF5NC_056054.1 255055001 255075001


NC_056067.1 51445001 51465001 0.102028 0.221235 SG1 ETHE1;ZNF575 NC_056054.1 255060001 255080001


NC_056056.1 203680001 2.04E+08 0.390538 0.190918 SG1 ETV6 NC_056054.1 255065001 255085001


NC_056056.1 203685001 2.04E+08 0.443787 0.191763 SG1 ETV6 NC_056054.1 255070001 255090001


NC_056078.1 3445001 3465001 0.338605 0.264598 SG1 EXOC8;GNPAT NC_056065.1 22725001 22745001


NC_056078.1 3450001 3470001 0.466667 0.357262 SG1 EXOC8;SPRTN NC_056065.1 22730001 22750001


NC_056067.1 50075001 50095001 0.081697 0.477707 SG1 EXOSC5;TMEM91 NC_056065.1 22735001 22755001


NC_056063.1 24955001 24975001 0.370807 0.352677 SG1 EXOSC8;SUPT20H NC_056072.1 45145001 45165001


NC_056063.1 24960001 24980001 0.44287 0.367654 SG1 EXOSC8;SUPT20H NC_056062.1 82550001 82570001


NC_056062.1 59445001 59465001 0.466813 0.187355 SG1 EXT1 NC_056062.1 82555001 82575001


NC_056061.1 58695001 58715001 0.283695 0.189577 SG1 EYA4 NC_056062.1 82560001 82580001


NC_056061.1 58705001 58725001 0.18254 0.220307 SG1 EYA4 NC_056062.1 82565001 82585001


NC_056061.1 58710001 58730001 0.244593 0.223782 SG1 EYA4 NC_056071.1 29305001 29325001


NC_056065.1 36420001 36440001 0.139688 0.281392 SG1 F5 NC_056071.1 29310001 29330001


NC_056065.1 36425001 36445001 0.162211 0.249309 SG1 F5 NC_056071.1 29315001 29335001


NC_056065.1 36430001 36450001 0.332656 0.201863 SG1 F5 NC_056071.1 29320001 29340001


NC_056080.1 81470001 81490001 0.248705 0.1906 SG1 F8 NC_056070.1 40540001 40560001


NC_056054.1 86010001 86030001 0.45326 0.315858 SG1 FAM102B;HENMT1;LNC_056070.1 40545001 40565001


NC_056054.1 86015001 86035001 0.310177 0.326243 SG1 FAM102B;LOC12181 NC_056065.1 34230001 34250001


NC_056078.1 14235001 14255001 0.123616 0.242888 SG1 FAM13C NC_056057.1 98605001 98625001


NC_056078.1 14240001 14260001 0.136424 0.214893 SG1 FAM13C NC_056057.1 98610001 98630001


NC_056078.1 14225001 14245001 0.411933 0.225148 SG1 FAM13C;PHYHIPL NC_056057.1 98615001 98635001


NC_056078.1 14230001 14250001 0.117788 0.321603 SG1 FAM13C;PHYHIPL NC_056057.1 98620001 98640001


NC_056054.1 187680001 1.88E+08 0.235504 0.192677 SG1 FAM162A;WDR5B NC_056056.1 94460001 94480001


NC_056068.1 51720001 51740001 0.451084 0.190377 SG1 FAM168A NC_056061.1 58675001 58695001


NC_056068.1 51725001 51745001 0.333472 0.212322 SG1 FAM168A NC_056061.1 58680001 58700001


NC_056068.1 51730001 51750001 0.282697 0.212654 SG1 FAM168A NC_056061.1 58685001 58705001







NC_056068.1 51735001 51755001 0.298713 0.202018 SG1 FAM168A NC_056072.1 42815001 42835001


NC_056055.1 52700001 52720001 0.303797 0.195811 SG1 FAM221B;TMEM8B NC_056059.1 36585001 36605001


NC_056055.1 52705001 52725001 0.290514 0.210578 SG1 FAM221B;TMEM8B NC_056055.1 122625001 122645001


NC_056055.1 52710001 52730001 0.255278 0.250802 SG1 FAM221B;TMEM8B NC_056066.1 59230001 59250001


NC_056055.1 29210001 29230001 0.305797 0.192681 SG1 FAM240B NC_056066.1 59240001 59260001


NC_056067.1 56325001 56345001 0.260244 0.198394 SG1 FAM71E1;MYBPC2 NC_056072.1 42800001 42820001


NC_056067.1 56330001 56350001 0.282169 0.215096 SG1 FAM71E1;MYBPC2 NC_056072.1 42805001 42825001


NC_056054.1 395001 415001 0.458639 0.256478 SG1 FARP2 NC_056072.1 42810001 42830001


NC_056054.1 400001 420001 0.463487 0.267023 SG1 FARP2 NC_056056.1 217190001 217210001


NC_056054.1 405001 425001 0.431227 0.300893 SG1 FARP2 NC_056056.1 217195001 217215001


NC_056054.1 410001 430001 0.391495 0.300913 SG1 FARP2 NC_056068.1 38730001 38750001


NC_056070.1 57920001 57940001 0.474064 0.300367 SG1 FBXO21 NC_056068.1 38735001 38755001


NC_056068.1 51120001 51140001 0.350725 0.224708 SG1 FCHSD2 NC_056068.1 38740001 38760001


NC_056068.1 51125001 51145001 0.191232 0.258022 SG1 FCHSD2 NC_056068.1 38745001 38765001


NC_056068.1 51130001 51150001 0.268233 0.271805 SG1 FCHSD2 NC_056068.1 38750001 38770001


NC_056068.1 51135001 51155001 0.321692 0.267188 SG1 FCHSD2 NC_056068.1 38755001 38775001


NC_056068.1 51140001 51160001 0.363489 0.272824 SG1 FCHSD2 NC_056068.1 38760001 38780001


NC_056068.1 51145001 51165001 0.422378 0.299791 SG1 FCHSD2 NC_056068.1 38765001 38785001


NC_056068.1 51150001 51170001 0.472738 0.353581 SG1 FCHSD2 NC_056068.1 38770001 38790001


NC_056054.1 108025001 1.08E+08 0.36595 0.231301 SG1 FCRL3 NC_056068.1 38775001 38795001


NC_056054.1 108050001 1.08E+08 0.403691 0.241833 SG1 FCRL3 NC_056068.1 38780001 38800001


NC_056054.1 108055001 1.08E+08 0.456954 0.214155 SG1 FCRL3 NC_056068.1 38795001 38815001


NC_056054.1 108020001 1.08E+08 0.437202 0.18411 SG1 FCRL3;LOC10110878NC_056068.1 38800001 38820001


NC_056071.1 21075001 21095001 0.12132 0.397371 SG1 FES;FURIN NC_056074.1 1635001 1655001


NC_056071.1 21080001 21100001 0.233958 0.320798 SG1 FES;FURIN NC_056074.1 1640001 1660001


NC_056067.1 45390001 45410001 0.449715 0.202705 SG1 FFAR2 NC_056074.1 1645001 1665001


NC_056059.1 95670001 95690001 0.397356 0.183807 SG1 FGF5 NC_056070.1 32635001 32655001


NC_056059.1 95675001 95695001 0.340191 0.220621 SG1 FGF5 NC_056070.1 32640001 32660001


NC_056059.1 95680001 95700001 0.301433 0.191007 SG1 FGF5 NC_056070.1 32645001 32665001


NC_056059.1 95685001 95705001 0.271438 0.218537 SG1 FGF5 NC_056070.1 32650001 32670001


NC_056059.1 95690001 95710001 0.168176 0.258655 SG1 FGF5 NC_056070.1 32655001 32675001


NC_056070.1 4880001 4900001 0.431247 0.198652 SG1 FHDC1 NC_056067.1 34370001 34390001







NC_056070.1 4885001 4905001 0.313476 0.225265 SG1 FHDC1 NC_056067.1 34365001 34385001


NC_056070.1 4890001 4910001 0.14718 0.270645 SG1 FHDC1 NC_056071.1 29010001 29030001


NC_056070.1 4895001 4915001 0.259961 0.224175 SG1 FHDC1 NC_056071.1 29015001 29035001


NC_056070.1 4900001 4920001 0.282635 0.212227 SG1 FHDC1 NC_056065.1 26540001 26560001


NC_056072.1 43295001 43315001 0.43165 0.200576 SG1 FLNB NC_056065.1 26550001 26570001


NC_056066.1 7730001 7750001 0.404226 0.235775 SG1 FLRT3;MACROD2 NC_056065.1 26555001 26575001


NC_056066.1 7735001 7755001 0.348692 0.272458 SG1 FLRT3;MACROD2 NC_056065.1 26560001 26580001


NC_056066.1 7740001 7760001 0.245504 0.300185 SG1 FLRT3;MACROD2 NC_056068.1 51095001 51115001


NC_056066.1 7745001 7765001 0.195713 0.306818 SG1 FLRT3;MACROD2 NC_056068.1 51100001 51120001


NC_056063.1 31910001 31930001 0.111856 0.323014 SG1 FLT1 NC_056068.1 51105001 51125001


NC_056063.1 31915001 31935001 0.19984 0.202235 SG1 FLT1 NC_056060.1 63625001 63645001


NC_056067.1 55670001 55690001 0.260168 0.232847 SG1 FLT3LG;RPL13A;RPSNC_056060.1 63630001 63650001


NC_056054.1 70605001 70625001 0.342981 0.189287 SG1 FNBP1L NC_056060.1 63635001 63655001


NC_056054.1 70610001 70630001 0.189655 0.241026 SG1 FNBP1L NC_056060.1 63640001 63660001


NC_056054.1 70620001 70640001 0.163792 0.270591 SG1 FNBP1L NC_056060.1 63645001 63665001


NC_056054.1 70625001 70645001 0.192469 0.288872 SG1 FNBP1L NC_056060.1 63650001 63670001


NC_056054.1 70630001 70650001 0.23489 0.269315 SG1 FNBP1L NC_056060.1 63655001 63675001


NC_056054.1 70635001 70655001 0.331338 0.212691 SG1 FNBP1L NC_056056.1 87430001 87450001


NC_056056.1 207140001 2.07E+08 0.248336 0.196126 SG1 FOXJ2 NC_056056.1 87435001 87455001


NC_056056.1 76110001 76130001 0.318301 0.199483 SG1 FOXN2 NC_056063.1 35610001 35630001


NC_056056.1 76115001 76135001 0.296652 0.198238 SG1 FOXN2 NC_056063.1 35615001 35635001


NC_056060.1 98880001 98900001 0.424971 0.304187 SG1 FOXN3 NC_056063.1 35620001 35640001


NC_056060.1 98885001 98905001 0.243168 0.325253 SG1 FOXN3 NC_056065.1 51455001 51475001


NC_056060.1 98890001 98910001 0.191077 0.289578 SG1 FOXN3 NC_056072.1 40670001 40690001


NC_056060.1 99065001 99085001 0.428488 0.22338 SG1 FOXN3 NC_056063.1 31980001 32000001


NC_056060.1 99070001 99090001 0.412286 0.255916 SG1 FOXN3 NC_056078.1 2635001 2655001


NC_056072.1 30615001 30635001 0.379378 0.222333 SG1 FOXP1 NC_056078.1 2640001 2660001


NC_056072.1 30620001 30640001 0.4072 0.249319 SG1 FOXP1 NC_056078.1 2645001 2665001


NC_056072.1 30625001 30645001 0.380993 0.202393 SG1 FOXP1 NC_056068.1 50505001 50525001


NC_056057.1 55455001 55475001 0.425625 0.222782 SG1 FOXP2 NC_056071.1 53440001 53460001


NC_056057.1 55460001 55480001 0.285036 0.263363 SG1 FOXP2 NC_056071.1 53445001 53465001


NC_056057.1 55465001 55485001 0.179993 0.283654 SG1 FOXP2 NC_056071.1 53465001 53485001







NC_056057.1 55470001 55490001 0.169453 0.285394 SG1 FOXP2 NC_056071.1 53470001 53490001


NC_056057.1 55475001 55495001 0.279178 0.27527 SG1 FOXP2 NC_056070.1 37170001 37190001


NC_056057.1 55670001 55690001 0.313168 0.19198 SG1 FOXP2 NC_056070.1 37175001 37195001


NC_056057.1 55675001 55695001 0.355083 0.202007 SG1 FOXP2 NC_056071.1 38955001 38975001


NC_056057.1 55680001 55700001 0.287865 0.195491 SG1 FOXP2 NC_056071.1 38960001 38980001


NC_056057.1 55685001 55705001 0.280957 0.201301 SG1 FOXP2 NC_056071.1 38965001 38985001


NC_056057.1 55810001 55830001 0.47161 0.240818 SG1 FOXP2 NC_056071.1 38970001 38990001


NC_056057.1 55815001 55835001 0.295103 0.279503 SG1 FOXP2 NC_056071.1 38975001 38995001


NC_056057.1 55820001 55840001 0.258997 0.289143 SG1 FOXP2 NC_056071.1 38995001 39015001


NC_056057.1 55825001 55845001 0.404153 0.286284 SG1 FOXP2 NC_056080.1 83375001 83395001


NC_056059.1 93840001 93860001 0.149517 0.183585 SG1 FRAS1 NC_056080.1 83380001 83400001


NC_056061.1 21830001 21850001 0.287172 0.208475 SG1 FRK NC_056080.1 83385001 83405001


NC_056061.1 21890001 21910001 0.24017 0.200322 SG1 FRK NC_056080.1 83390001 83410001


NC_056061.1 21895001 21915001 0.255659 0.214896 SG1 FRK NC_056059.1 66690001 66710001


NC_056066.1 27720001 27740001 0.423224 0.302062 SG1 FRMD4A NC_056078.1 1650001 1670001


NC_056066.1 27725001 27745001 0.357323 0.247059 SG1 FRMD4A NC_056078.1 1655001 1675001


NC_056071.1 22390001 22410001 0.462373 0.259633 SG1 FSD2;WHAMM NC_056078.1 1660001 1680001


NC_056060.1 33520001 33540001 0.165138 0.20319 SG1 FSIP1 NC_056055.1 107840001 107860001


NC_056060.1 33525001 33545001 0.338874 0.291199 SG1 FSIP1 NC_056055.1 107845001 107865001


NC_056070.1 37230001 37250001 0.404169 0.269962 SG1 FSTL5 NC_056055.1 107975001 107995001


NC_056070.1 37235001 37255001 0.34832 0.299238 SG1 FSTL5 NC_056055.1 107980001 108000001


NC_056070.1 37240001 37260001 0.230173 0.336202 SG1 FSTL5 NC_056055.1 107985001 108005001


NC_056070.1 37245001 37265001 0.281415 0.235814 SG1 FSTL5 NC_056055.1 107990001 108010001


NC_056060.1 75615001 75635001 0.374184 0.206093 SG1 FUT8 NC_056055.1 107995001 108015001


NC_056060.1 75620001 75640001 0.357873 0.248854 SG1 FUT8 NC_056055.1 108020001 108040001


NC_056060.1 75625001 75645001 0.413191 0.282586 SG1 FUT8 NC_056067.1 44255001 44275001


NC_056069.1 35465001 35485001 0.467328 0.229874 SG1 FYB1 NC_056067.1 44260001 44280001


NC_056069.1 35470001 35490001 0.378108 0.275754 SG1 FYB1 NC_056067.1 44165001 44185001


NC_056069.1 35475001 35495001 0.286617 0.300292 SG1 FYB1 NC_056054.1 264845001 264865001


NC_056069.1 35480001 35500001 0.361744 0.22943 SG1 FYB1 NC_056054.1 264830001 264850001


NC_056060.1 58110001 58130001 0.36777 0.221823 SG1 GABPB1 NC_056054.1 264835001 264855001


NC_056060.1 58115001 58135001 0.394837 0.188168 SG1 GABPB1 NC_056054.1 264840001 264860001







NC_056058.1 71170001 71190001 0.230897 0.197203 SG1 GABRA1 NC_056057.1 78770001 78790001


NC_056058.1 71175001 71195001 0.149355 0.290988 SG1 GABRA1 NC_056057.1 66940001 66960001


NC_056060.1 59130001 59150001 0.377849 0.203255 SG1 GALK2 NC_056057.1 66945001 66965001


NC_056060.1 59135001 59155001 0.239369 0.275075 SG1 GALK2 NC_056055.1 186125001 186145001


NC_056060.1 59140001 59160001 0.198586 0.269183 SG1 GALK2 NC_056055.1 186130001 186150001


NC_056060.1 59145001 59165001 0.313836 0.211756 SG1 GALK2 NC_056055.1 186135001 186155001


NC_056060.1 59150001 59170001 0.343483 0.183383 SG1 GALK2 NC_056055.1 186145001 186165001


NC_056060.1 59185001 59205001 0.423078 0.246077 SG1 GALK2 NC_056055.1 186150001 186170001


NC_056078.1 1710001 1730001 0.198862 0.202964 SG1 GALNT2 NC_056055.1 59200001 59220001


NC_056078.1 1715001 1735001 0.15158 0.214664 SG1 GALNT2 NC_056055.1 59245001 59265001


NC_056078.1 1720001 1740001 0.25836 0.244756 SG1 GALNT2 NC_056055.1 59250001 59270001


NC_056078.1 1725001 1745001 0.37499 0.264519 SG1 GALNT2 NC_056055.1 59255001 59275001


NC_056064.1 14355001 14375001 0.272295 0.184488 SG1 GAS2L2;RASL10B NC_056055.1 59280001 59300001


NC_056072.1 59230001 59250001 0.164094 0.250612 SG1 GATA2 NC_056055.1 11820001 11840001


NC_056054.1 95315001 95335001 0.334235 0.292961 SG1 GDAP2 NC_056058.1 18750001 18770001


NC_056054.1 95320001 95340001 0.221547 0.455385 SG1 GDAP2 NC_056058.1 18880001 18900001


NC_056054.1 95325001 95345001 0.114757 0.470808 SG1 GDAP2 NC_056054.1 105845001 105865001


NC_056054.1 95330001 95350001 0.185558 0.426155 SG1 GDAP2 NC_056054.1 105850001 105870001


NC_056054.1 95335001 95355001 0.33483 0.324346 SG1 GDAP2 NC_056054.1 105865001 105885001


NC_056077.1 17570001 17590001 0.395336 0.225648 SG1 GDE1 NC_056063.1 66660001 66680001


NC_056077.1 17575001 17595001 0.411018 0.253345 SG1 GDE1 NC_056063.1 66665001 66685001


NC_056077.1 17580001 17600001 0.40717 0.259842 SG1 GDE1 NC_056063.1 66670001 66690001


NC_056077.1 17565001 17585001 0.370546 0.194692 SG1 GDE1;TMC5 NC_056063.1 66675001 66695001


NC_056056.1 28525001 28545001 0.122363 0.307524 SG1 GDF7;LDAH NC_056063.1 66820001 66840001


NC_056056.1 28530001 28550001 0.136964 0.316446 SG1 GDF7;LDAH NC_056063.1 66825001 66845001


NC_056063.1 76525001 76545001 0.208807 0.20723 SG1 GGACT NC_056063.1 66830001 66850001


NC_056063.1 76530001 76550001 0.114612 0.272621 SG1 GGACT NC_056063.1 66835001 66855001


NC_056063.1 76535001 76555001 0.082409 0.291068 SG1 GGACT NC_056063.1 66840001 66860001


NC_056063.1 76540001 76560001 0.129638 0.261715 SG1 GGACT NC_056063.1 67375001 67395001


NC_056063.1 76545001 76565001 0.147685 0.206197 SG1 GGACT NC_056063.1 67380001 67400001


NC_056061.1 73905001 73925001 0.173653 0.195038 SG1 GINM1;KATNA1 NC_056063.1 67385001 67405001


NC_056057.1 42115001 42135001 0.20869 0.21486 SG1 GNAT3 NC_056063.1 67390001 67410001







NC_056057.1 42120001 42140001 0.144106 0.253181 SG1 GNAT3 NC_056060.1 76725001 76745001


NC_056078.1 3440001 3460001 0.261481 0.250483 SG1 GNPAT NC_056067.1 44265001 44285001


NC_056072.1 10905001 10925001 0.345567 0.251105 SG1 GOLGA4 NC_056058.1 15510001 15530001


NC_056075.1 32255001 32275001 0.439667 0.302061 SG1 GPAM NC_056066.1 25515001 25535001


NC_056075.1 32260001 32280001 0.227048 0.403749 SG1 GPAM NC_056066.1 25520001 25540001


NC_056075.1 32265001 32285001 0.152174 0.441334 SG1 GPAM NC_056066.1 25525001 25545001


NC_056075.1 32270001 32290001 0.191983 0.402991 SG1 GPAM NC_056066.1 25565001 25585001


NC_056075.1 32275001 32295001 0.093573 0.429363 SG1 GPAM NC_056054.1 120375001 120395001


NC_056075.1 32280001 32300001 0.118473 0.295878 SG1 GPAM NC_056054.1 120380001 120400001


NC_056079.1 35875001 35895001 0.24985 0.191756 SG1 GPAT4 NC_056054.1 120385001 120405001


NC_056079.1 35880001 35900001 0.265713 0.203203 SG1 GPAT4;NKX6-3 NC_056054.1 120390001 120410001


NC_056063.1 66730001 66750001 0.366414 0.19538 SG1 GPC5 NC_056054.1 120395001 120415001


NC_056063.1 66735001 66755001 0.382871 0.266838 SG1 GPC5 NC_056054.1 120400001 120420001


NC_056063.1 66740001 66760001 0.371695 0.269856 SG1 GPC5 NC_056054.1 120405001 120425001


NC_056063.1 66745001 66765001 0.292457 0.244631 SG1 GPC5 NC_056056.1 202785001 202805001


NC_056063.1 68330001 68350001 0.367614 0.251668 SG1 GPC6 NC_056056.1 202790001 202810001


NC_056063.1 68335001 68355001 0.196362 0.334761 SG1 GPC6 NC_056056.1 202795001 202815001


NC_056063.1 68340001 68360001 0.106519 0.34146 SG1 GPC6 NC_056056.1 202800001 202820001


NC_056063.1 68345001 68365001 0.226837 0.29348 SG1 GPC6 NC_056061.1 40270001 40290001


NC_056063.1 68470001 68490001 0.231495 0.23096 SG1 GPC6 NC_056061.1 40275001 40295001


NC_056063.1 68475001 68495001 0.37037 0.200027 SG1 GPC6 NC_056061.1 40280001 40300001


NC_056060.1 77135001 77155001 0.43567 0.205447 SG1 GPHN NC_056061.1 40285001 40305001


NC_056060.1 77140001 77160001 0.432559 0.200151 SG1 GPHN NC_056058.1 60050001 60070001


NC_056080.1 70350001 70370001 0.464442 0.219116 SG1 GPR174 NC_056058.1 60055001 60075001


NC_056080.1 70355001 70375001 0.471607 0.211578 SG1 GPR174 NC_056058.1 60060001 60080001


NC_056060.1 33665001 33685001 0.471139 0.366291 SG1 GPR176 NC_056058.1 25200001 25220001


NC_056060.1 33670001 33690001 0.454852 0.318235 SG1 GPR176 NC_056058.1 25205001 25225001


NC_056060.1 33675001 33695001 0.320951 0.33571 SG1 GPR176 NC_056058.1 25210001 25230001


NC_056060.1 33680001 33700001 0.339923 0.266579 SG1 GPR176 NC_056058.1 25215001 25235001


NC_056060.1 33685001 33705001 0.339049 0.211623 SG1 GPR176 NC_056068.1 1740001 1760001


NC_056060.1 33690001 33710001 0.194372 0.301544 SG1 GPR176 NC_056068.1 1745001 1765001


NC_056060.1 33695001 33715001 0.22073 0.322823 SG1 GPR176 NC_056068.1 1750001 1770001







NC_056060.1 33700001 33720001 0.32106 0.316879 SG1 GPR176 NC_056068.1 1755001 1775001


NC_056075.1 42950001 42970001 0.37591 0.330172 SG1 GPR26 NC_056059.1 32575001 32595001


NC_056057.1 56945001 56965001 0.291966 0.187832 SG1 GPR85 NC_056059.1 32580001 32600001


NC_056058.1 62715001 62735001 0.212168 0.191603 SG1 GRIA1 NC_056059.1 32585001 32605001


NC_056059.1 32855001 32875001 0.39361 0.261491 SG1 GRID2 NC_056059.1 32665001 32685001


NC_056059.1 32860001 32880001 0.232109 0.368756 SG1 GRID2 NC_056059.1 32670001 32690001


NC_056059.1 32865001 32885001 0.153813 0.416835 SG1 GRID2 NC_056059.1 32675001 32695001


NC_056059.1 32870001 32890001 0.163644 0.432534 SG1 GRID2 NC_056059.1 32680001 32700001


NC_056059.1 32875001 32895001 0.277655 0.394139 SG1 GRID2 NC_056061.1 35875001 35895001


NC_056059.1 32880001 32900001 0.366361 0.367016 SG1 GRID2 NC_056059.1 116445001 116465001


NC_056059.1 32885001 32905001 0.460267 0.334675 SG1 GRID2 NC_056075.1 39120001 39140001


NC_056059.1 32965001 32985001 0.362371 0.418581 SG1 GRID2 NC_056072.1 19065001 19085001


NC_056059.1 32970001 32990001 0.343349 0.40764 SG1 GRID2 NC_056072.1 19070001 19090001


NC_056059.1 32975001 32995001 0.343577 0.390701 SG1 GRID2 NC_056072.1 19075001 19095001


NC_056059.1 32980001 33000001 0.381709 0.379496 SG1 GRID2 NC_056057.1 92750001 92770001


NC_056072.1 57665001 57685001 0.32427 0.189099 SG1 GRIP2 NC_056057.1 92790001 92810001


NC_056072.1 57670001 57690001 0.35152 0.201743 SG1 GRIP2 NC_056057.1 92795001 92815001


NC_056061.1 70730001 70750001 0.423734 0.227457 SG1 GRM1 NC_056080.1 53745001 53765001


NC_056061.1 70735001 70755001 0.335306 0.24576 SG1 GRM1 NC_056080.1 53750001 53770001


NC_056061.1 70740001 70760001 0.305405 0.238536 SG1 GRM1 NC_056080.1 53755001 53775001


NC_056061.1 70745001 70765001 0.192481 0.269686 SG1 GRM1 NC_056080.1 53760001 53780001


NC_056061.1 70750001 70770001 0.244555 0.244527 SG1 GRM1 NC_056080.1 53765001 53785001


NC_056074.1 6220001 6240001 0.278887 0.226904 SG1 GRM5 NC_056057.1 76170001 76190001


NC_056074.1 6225001 6245001 0.261013 0.22417 SG1 GRM5 NC_056072.1 28845001 28865001


NC_056074.1 6230001 6250001 0.259148 0.209445 SG1 GRM5 NC_056069.1 29655001 29675001


NC_056072.1 19210001 19230001 0.250904 0.189479 SG1 GRM7 NC_056069.1 29660001 29680001


NC_056072.1 19215001 19235001 0.178904 0.199169 SG1 GRM7 NC_056069.1 29665001 29685001


NC_056057.1 93135001 93155001 0.380405 0.232661 SG1 GRM8 NC_056069.1 29695001 29715001


NC_056057.1 93140001 93160001 0.428909 0.207847 SG1 GRM8 NC_056069.1 29705001 29725001


NC_056077.1 33435001 33455001 0.226604 0.212242 SG1 GTF2IRD1 NC_056054.1 2375001 2395001


NC_056077.1 33440001 33460001 0.121483 0.269686 SG1 GTF2IRD1 NC_056054.1 2380001 2400001


NC_056054.1 174680001 1.75E+08 0.352429 0.224815 SG1 GUCA1C NC_056057.1 28370001 28390001







NC_056054.1 174685001 1.75E+08 0.3308 0.210381 SG1 GUCA1C NC_056057.1 28375001 28395001


NC_056054.1 174690001 1.75E+08 0.31121 0.242428 SG1 GUCA1C NC_056057.1 28380001 28400001


NC_056054.1 174695001 1.75E+08 0.269524 0.257176 SG1 GUCA1C NC_056060.1 83000001 83020001


NC_056054.1 174700001 1.75E+08 0.244594 0.218665 SG1 GUCA1C NC_056060.1 83005001 83025001


NC_056054.1 174705001 1.75E+08 0.202584 0.199121 SG1 GUCA1C NC_056060.1 83010001 83030001


NC_056054.1 174710001 1.75E+08 0.255102 0.191016 SG1 GUCA1C NC_056060.1 83015001 83035001


NC_056054.1 174720001 1.75E+08 0.410534 0.18387 SG1 GUCA1C NC_056070.1 62010001 62030001


NC_056054.1 174725001 1.75E+08 0.433011 0.219132 SG1 GUCA1C NC_056070.1 62025001 62045001


NC_056054.1 174730001 1.75E+08 0.321204 0.224698 SG1 GUCA1C;MORC1 NC_056057.1 79315001 79335001


NC_056054.1 174735001 1.75E+08 0.355555 0.278526 SG1 GUCA1C;MORC1 NC_056057.1 79320001 79340001


NC_056070.1 71545001 71565001 0.434949 0.197517 SG1 GUCD1;SNRPD3;UPBNC_056057.1 79325001 79345001


NC_056068.1 16035001 16055001 0.398632 0.501551 SG1 GUCY1A2 NC_056057.1 79330001 79350001


NC_056056.1 165825001 1.66E+08 0.454959 0.243528 SG1 HAL NC_056057.1 79485001 79505001


NC_056056.1 165830001 1.66E+08 0.316698 0.219932 SG1 HAL NC_056057.1 79490001 79510001


NC_056066.1 50400001 50420001 0.107679 0.233245 SG1 HAO1 NC_056080.1 48385001 48405001


NC_056066.1 50405001 50425001 0.160939 0.235246 SG1 HAO1 NC_056080.1 48390001 48410001


NC_056066.1 50410001 50430001 0.197764 0.233516 SG1 HAO1 NC_056080.1 48395001 48415001


NC_056066.1 50415001 50435001 0.23124 0.215042 SG1 HAO1 NC_056062.1 56045001 56065001


NC_056066.1 50420001 50440001 0.209227 0.199629 SG1 HAO1 NC_056062.1 56050001 56070001


NC_056066.1 50425001 50445001 0.173709 0.190622 SG1 HAO1 NC_056054.1 99315001 99335001


NC_056061.1 60275001 60295001 0.457874 0.214558 SG1 HBS1L NC_056077.1 4175001 4195001


NC_056061.1 60280001 60300001 0.472759 0.201515 SG1 HBS1L NC_056077.1 4180001 4200001


NC_056056.1 173330001 1.73E+08 0.333334 0.270328 SG1 HCFC2 NC_056071.1 22415001 22435001


NC_056056.1 173335001 1.73E+08 0.201735 0.325381 SG1 HCFC2 NC_056071.1 22420001 22440001


NC_056056.1 173340001 1.73E+08 0.404617 0.193802 SG1 HCFC2;LOC10111247NC_056055.1 134030001 134050001


NC_056056.1 173345001 1.73E+08 0.377332 0.216127 SG1 HCFC2;LOC10111247NC_056075.1 36720001 36740001


NC_056066.1 61265001 61285001 0.313614 0.193174 SG1 HCK NC_056075.1 36725001 36745001


NC_056071.1 21045001 21065001 0.213555 0.213165 SG1 HDDC3;MAN2A2 NC_056075.1 36730001 36750001


NC_056071.1 21040001 21060001 0.219251 0.185765 SG1 HDDC3;MAN2A2;UNNC_056075.1 36735001 36755001


NC_056080.1 75410001 75430001 0.450866 0.184272 SG1 HDX NC_056063.1 30075001 30095001


NC_056080.1 75420001 75440001 0.451613 0.217112 SG1 HDX NC_056063.1 30080001 30100001


NC_056080.1 75455001 75475001 0.471875 0.1875 SG1 HDX NC_056063.1 30085001 30105001







NC_056055.1 198655001 1.99E+08 0.324616 0.212473 SG1 HECW2 NC_056063.1 30090001 30110001


NC_056079.1 14555001 14575001 0.317258 0.211758 SG1 HELT NC_056063.1 30095001 30115001


NC_056079.1 14560001 14580001 0.31748 0.221798 SG1 HELT NC_056063.1 30100001 30120001


NC_056060.1 19085001 19105001 0.269277 0.308029 SG1 HEXA NC_056063.1 30105001 30125001


NC_056060.1 19090001 19110001 0.403244 0.258027 SG1 HEXA NC_056059.1 116440001 116460001


NC_056061.1 67500001 67520001 0.245225 0.197064 SG1 HIVEP2 NC_056057.1 76175001 76195001


NC_056061.1 67505001 67525001 0.213959 0.232682 SG1 HIVEP2 NC_056067.1 39380001 39400001


NC_056061.1 67510001 67530001 0.393502 0.188922 SG1 HIVEP2 NC_056067.1 39390001 39410001


NC_056061.1 67535001 67555001 0.390164 0.189117 SG1 HIVEP2 NC_056067.1 39395001 39415001


NC_056065.1 66125001 66145001 0.079059 0.249416 SG1 HMCN1 NC_056067.1 39400001 39420001


NC_056065.1 66130001 66150001 0.086956 0.242571 SG1 HMCN1 NC_056067.1 39405001 39425001


NC_056065.1 66135001 66155001 0.080895 0.309571 SG1 HMCN1 NC_056067.1 39445001 39465001


NC_056065.1 66140001 66160001 0.063129 0.356683 SG1 HMCN1 NC_056067.1 39450001 39470001


NC_056065.1 66145001 66165001 0.051572 0.401917 SG1 HMCN1 NC_056067.1 39455001 39475001


NC_056065.1 66150001 66170001 0.201444 0.395494 SG1 HMCN1 NC_056057.1 17115001 17135001


NC_056065.1 66155001 66175001 0.271368 0.386206 SG1 HMCN1 NC_056080.1 80485001 80505001


NC_056065.1 66160001 66180001 0.331961 0.36203 SG1 HMCN1 NC_056076.1 47190001 47210001


NC_056065.1 66165001 66185001 0.379363 0.344436 SG1 HMCN1 NC_056076.1 47195001 47215001


NC_056065.1 66170001 66190001 0.254202 0.399363 SG1 HMCN1 NC_056054.1 122960001 122980001


NC_056065.1 66175001 66195001 0.190042 0.383145 SG1 HMCN1 NC_056072.1 50110001 50130001


NC_056065.1 66180001 66200001 0.089619 0.330843 SG1 HMCN1 NC_056054.1 227860001 227880001


NC_056073.1 8445001 8465001 0.471236 0.22491 SG1 HMGA1 NC_056054.1 227865001 227885001


NC_056062.1 51700001 51720001 0.27889 0.229453 SG1 HNF4G NC_056067.1 52170001 52190001


NC_056062.1 51705001 51725001 0.202804 0.195353 SG1 HNF4G NC_056067.1 52180001 52200001


NC_056062.1 51825001 51845001 0.353426 0.188001 SG1 HNF4G NC_056067.1 52185001 52205001


NC_056079.1 36915001 36935001 0.038462 0.267258 SG1 HOOK3;RNF170 NC_056071.1 24775001 24795001


NC_056056.1 19570001 19590001 0.153729 0.20516 SG1 HPCAL1 NC_056071.1 24780001 24800001


NC_056056.1 19585001 19605001 0.036613 0.209335 SG1 HPCAL1;ODC1 NC_056071.1 24785001 24805001


NC_056075.1 19685001 19705001 0.150238 0.206066 SG1 HPSE2 NC_056071.1 24790001 24810001


NC_056075.1 19690001 19710001 0.115766 0.250599 SG1 HPSE2 NC_056071.1 24795001 24815001


NC_056075.1 19695001 19715001 0.071552 0.267513 SG1 HPSE2 NC_056069.1 23490001 23510001


NC_056075.1 19700001 19720001 0.074515 0.25261 SG1 HPSE2 NC_056069.1 23350001 23370001







NC_056075.1 19705001 19725001 0.13751 0.230472 SG1 HPSE2 NC_056069.1 23355001 23375001


NC_056075.1 19710001 19730001 0.172636 0.215455 SG1 HPSE2 NC_056057.1 58930001 58950001


NC_056075.1 19715001 19735001 0.171428 0.191523 SG1 HPSE2 NC_056057.1 58935001 58955001


NC_056075.1 19720001 19740001 0.158408 0.209635 SG1 HPSE2 NC_056057.1 94260001 94280001


NC_056055.1 52600001 52620001 0.435691 0.258974 SG1 HRCT1 NC_056057.1 87075001 87095001


NC_056055.1 52605001 52625001 0.429779 0.213341 SG1 HRCT1;SPAAR NC_056057.1 87080001 87100001


NC_056055.1 52610001 52630001 0.430491 0.224335 SG1 HRCT1;SPAAR NC_056057.1 87085001 87105001


NC_056055.1 52615001 52635001 0.3861 0.18573 SG1 HRCT1;SPAAR NC_056057.1 87090001 87110001


NC_056060.1 5460001 5480001 0.443578 0.270454 SG1 HRH2 NC_056054.1 4725001 4745001


NC_056060.1 5465001 5485001 0.473986 0.256773 SG1 HRH2 NC_056054.1 4730001 4750001


NC_056060.1 5470001 5490001 0.461989 0.220035 SG1 HRH2 NC_056054.1 4735001 4755001


NC_056068.1 72690001 72710001 0.419672 0.232252 SG1 HSD17B12 NC_056054.1 4790001 4810001


NC_056055.1 243390001 2.43E+08 0.319164 0.30213 SG1 HTR1D;LOC1141129 NC_056071.1 21450001 21470001


NC_056061.1 50230001 50250001 0.218272 0.219906 SG1 HTR1E NC_056071.1 21520001 21540001


NC_056061.1 50235001 50255001 0.213563 0.255165 SG1 HTR1E NC_056066.1 6700001 6720001


NC_056061.1 50240001 50260001 0.214842 0.209836 SG1 HTR1E NC_056066.1 29405001 29425001


NC_056059.1 115310001 1.15E+08 0.464629 0.217241 SG1 HTRA3 NC_056066.1 29520001 29540001


NC_056054.1 124190001 1.24E+08 0.245849 0.195941 SG1 HUNK NC_056066.1 29525001 29545001


NC_056054.1 124195001 1.24E+08 0.290922 0.196551 SG1 HUNK NC_056066.1 29530001 29550001


NC_056054.1 124200001 1.24E+08 0.225053 0.261755 SG1 HUNK NC_056066.1 29535001 29555001


NC_056054.1 124205001 1.24E+08 0.196177 0.259897 SG1 HUNK NC_056057.1 66345001 66365001


NC_056054.1 124210001 1.24E+08 0.247771 0.23199 SG1 HUNK NC_056057.1 66350001 66370001


NC_056056.1 18190001 18210001 0.452421 0.19083 SG1 ID2 NC_056057.1 66355001 66375001


NC_056056.1 34475001 34495001 0.396572 0.245725 SG1 IFT172;KRTCAP3;NRNC_056057.1 66360001 66380001


NC_056056.1 34480001 34500001 0.315789 0.251451 SG1 IFT172;KRTCAP3;NRNC_056057.1 66365001 66385001


NC_056056.1 34485001 34505001 0.354929 0.190937 SG1 IFT172;KRTCAP3;NRNC_056057.1 69540001 69560001


NC_056070.1 54195001 54215001 0.178654 0.195437 SG1 IFT81 NC_056057.1 69605001 69625001


NC_056070.1 54200001 54220001 0.241008 0.192416 SG1 IFT81 NC_056057.1 69610001 69630001


NC_056054.1 237390001 2.37E+08 0.465888 0.268263 SG1 IGSF10;MED12L NC_056057.1 69615001 69635001


NC_056054.1 237395001 2.37E+08 0.473769 0.203514 SG1 IGSF10;MED12L NC_056078.1 18560001 18580001


NC_056068.1 22170001 22190001 0.363542 0.190502 SG1 IL18;TEX12 NC_056078.1 18555001 18575001


NC_056068.1 22175001 22195001 0.349937 0.193233 SG1 IL18;TEX12 NC_056057.1 65490001 65510001







NC_056069.1 23500001 23520001 0.314446 0.251227 SG1 IL31RA NC_056056.1 210965001 210985001


NC_056069.1 23505001 23525001 0.269851 0.266477 SG1 IL31RA NC_056056.1 210970001 210990001


NC_056069.1 23510001 23530001 0.274252 0.273716 SG1 IL31RA NC_056056.1 211140001 211160001


NC_056058.1 19680001 19700001 0.372686 0.219423 SG1 IL5;RAD50 NC_056056.1 211145001 211165001


NC_056054.1 118975001 1.19E+08 0.437931 0.265546 SG1 ILDR2 NC_056056.1 211150001 211170001


NC_056054.1 118980001 1.19E+08 0.3829 0.298991 SG1 ILDR2 NC_056054.1 121745001 121765001


NC_056054.1 118985001 1.19E+08 0.463492 0.317106 SG1 ILDR2 NC_056054.1 121750001 121770001


NC_056054.1 118990001 1.19E+08 0.446977 0.303661 SG1 ILDR2 NC_056054.1 277370001 277390001


NC_056076.1 32610001 32630001 0.326577 0.341492 SG1 IMPACT NC_056054.1 277375001 277395001


NC_056076.1 32615001 32635001 0.267826 0.369479 SG1 IMPACT NC_056059.1 41470001 41490001


NC_056076.1 32620001 32640001 0.35147 0.296406 SG1 IMPACT NC_056059.1 41475001 41495001


NC_056061.1 2870001 2890001 0.338519 0.232395 SG1 IMPG1 NC_056059.1 41480001 41500001


NC_056061.1 2875001 2895001 0.260761 0.229266 SG1 IMPG1 NC_056059.1 41485001 41505001


NC_056061.1 2880001 2900001 0.213764 0.214646 SG1 IMPG1 NC_056059.1 41495001 41515001


NC_056061.1 2885001 2905001 0.223999 0.202972 SG1 IMPG1 NC_056059.1 41500001 41520001


NC_056061.1 2890001 2910001 0.117235 0.302431 SG1 IMPG1 NC_056059.1 41505001 41525001


NC_056061.1 2895001 2915001 0.104651 0.344907 SG1 IMPG1 NC_056059.1 41510001 41530001


NC_056061.1 2900001 2920001 0.103872 0.310823 SG1 IMPG1 NC_056059.1 41515001 41535001


NC_056061.1 2905001 2925001 0.234634 0.243064 SG1 IMPG1 NC_056054.1 270740001 270760001


NC_056075.1 39400001 39420001 0.461245 0.213739 SG1 INPP5F NC_056054.1 105085001 105105001


NC_056075.1 39405001 39425001 0.331408 0.282511 SG1 INPP5F NC_056070.1 63865001 63885001


NC_056075.1 39410001 39430001 0.334595 0.272283 SG1 INPP5F NC_056066.1 24645001 24665001


NC_056075.1 39415001 39435001 0.299432 0.254082 SG1 INPP5F NC_056066.1 24650001 24670001


NC_056075.1 39420001 39440001 0.368806 0.254584 SG1 INPP5F NC_056066.1 24655001 24675001


NC_056061.1 78765001 78785001 0.332559 0.318363 SG1 IPCEF1 NC_056066.1 24660001 24680001


NC_056069.1 16935001 16955001 0.296246 0.244095 SG1 IPO11 NC_056055.1 10980001 11000001


NC_056069.1 16940001 16960001 0.215839 0.212987 SG1 IPO11 NC_056055.1 74120001 74140001


NC_056069.1 16945001 16965001 0.263144 0.226769 SG1 IPO11 NC_056055.1 74125001 74145001


NC_056069.1 16950001 16970001 0.321083 0.190666 SG1 IPO11 NC_056055.1 74130001 74150001


NC_056069.1 17000001 17020001 0.475448 0.296994 SG1 IPO11 NC_056055.1 74135001 74155001


NC_056069.1 17005001 17025001 0.277677 0.360855 SG1 IPO11 NC_056055.1 74140001 74160001


NC_056069.1 17010001 17030001 0.360215 0.344803 SG1 IPO11 NC_056055.1 74150001 74170001







NC_056069.1 17015001 17035001 0.44003 0.309622 SG1 IPO11 NC_056055.1 74155001 74175001


NC_056069.1 17040001 17060001 0.4189 0.215868 SG1 IPO11 NC_056054.1 108395001 108415001


NC_056069.1 17045001 17065001 0.329372 0.256303 SG1 IPO11 NC_056054.1 108400001 108420001


NC_056069.1 17050001 17070001 0.251942 0.430733 SG1 IPO11 NC_056054.1 108405001 108425001


NC_056069.1 17055001 17075001 0.107071 0.524041 SG1 IPO11 NC_056074.1 27695001 27715001


NC_056069.1 17060001 17080001 0.184815 0.481325 SG1 IPO11 NC_056056.1 124745001 124765001


NC_056069.1 17065001 17085001 0.248796 0.457996 SG1 IPO11 NC_056056.1 124750001 124770001


NC_056069.1 17070001 17090001 0.434692 0.306682 SG1 IPO11 NC_056056.1 124755001 124775001


NC_056060.1 7770001 7790001 0.189588 0.350448 SG1 IQGAP2 NC_056056.1 124780001 124800001


NC_056060.1 7775001 7795001 0.141938 0.373964 SG1 IQGAP2 NC_056056.1 124785001 124805001


NC_056060.1 7780001 7800001 0.214098 0.356554 SG1 IQGAP2 NC_056056.1 124835001 124855001


NC_056060.1 7785001 7805001 0.33855 0.31086 SG1 IQGAP2 NC_056056.1 124840001 124860001


NC_056057.1 89360001 89380001 0.212472 0.243462 SG1 IQUB NC_056056.1 124845001 124865001


NC_056057.1 89365001 89385001 0.117276 0.284164 SG1 IQUB NC_056063.1 49575001 49595001


NC_056057.1 89370001 89390001 0.181273 0.275956 SG1 IQUB NC_056063.1 49580001 49600001


NC_056057.1 89375001 89395001 0.203132 0.216017 SG1 IQUB NC_056063.1 49585001 49605001


NC_056057.1 89380001 89400001 0.370312 0.184268 SG1 IQUB NC_056063.1 49590001 49610001


NC_056057.1 89415001 89435001 0.299263 0.253436 SG1 IQUB NC_056071.1 16000001 16020001


NC_056057.1 89420001 89440001 0.371528 0.282778 SG1 IQUB NC_056071.1 16005001 16025001


NC_056058.1 19730001 19750001 0.265306 0.238076 SG1 IRF1;RAD50 NC_056071.1 16010001 16030001


NC_056058.1 19735001 19755001 0.167669 0.351039 SG1 IRF1;RAD50 NC_056071.1 52530001 52550001


NC_056072.1 48170001 48190001 0.197892 0.229815 SG1 ITIH1;ITIH3 NC_056061.1 40060001 40080001


NC_056072.1 48165001 48185001 0.14897 0.2538 SG1 ITIH3 NC_056061.1 40065001 40085001


NC_056072.1 48150001 48170001 0.118251 0.256125 SG1 ITIH3;ITIH4 NC_056061.1 40070001 40090001


NC_056072.1 48155001 48175001 0.080333 0.275646 SG1 ITIH3;ITIH4 NC_056056.1 205550001 205570001


NC_056072.1 48160001 48180001 0.072066 0.278442 SG1 ITIH3;ITIH4 NC_056056.1 205555001 205575001


NC_056072.1 48130001 48150001 0.201404 0.209634 SG1 ITIH4;LOC101108428NC_056056.1 205575001 205595001


NC_056072.1 48135001 48155001 0.208932 0.198344 SG1 ITIH4;LOC101108428NC_056054.1 125780001 125800001


NC_056072.1 48140001 48160001 0.232077 0.194491 SG1 ITIH4;LOC101108428NC_056054.1 125785001 125805001


NC_056072.1 48145001 48165001 0.126362 0.241111 SG1 ITIH4;MUSTN1 NC_056061.1 54815001 54835001


NC_056072.1 21525001 21545001 0.455822 0.186643 SG1 ITPR1 NC_056061.1 54820001 54840001


NC_056072.1 21530001 21550001 0.422756 0.236215 SG1 ITPR1 NC_056061.1 54825001 54845001







NC_056054.1 122440001 1.22E+08 0.415293 0.265468 SG1 ITSN1 NC_056061.1 54830001 54850001


NC_056054.1 122445001 1.22E+08 0.333334 0.233623 SG1 ITSN1 NC_056054.1 204740001 204760001


NC_056054.1 122465001 1.22E+08 0.455924 0.224257 SG1 ITSN1 NC_056054.1 204745001 204765001


NC_056054.1 122470001 1.22E+08 0.352355 0.253283 SG1 ITSN1 NC_056072.1 670001 690001


NC_056054.1 122475001 1.22E+08 0.420463 0.222189 SG1 ITSN1 NC_056072.1 675001 695001


NC_056057.1 69620001 69640001 0.42233 0.430439 SG1 JAZF1 NC_056072.1 680001 700001


NC_056057.1 69625001 69645001 0.417569 0.41212 SG1 JAZF1 NC_056056.1 3630001 3650001


NC_056057.1 69630001 69650001 0.449161 0.342037 SG1 JAZF1 NC_056059.1 112830001 112850001


NC_056057.1 69635001 69655001 0.262991 0.2966 SG1 JAZF1 NC_056059.1 112835001 112855001


NC_056057.1 69640001 69660001 0.203086 0.324919 SG1 JAZF1 NC_056059.1 112840001 112860001


NC_056057.1 69645001 69665001 0.140413 0.410207 SG1 JAZF1 NC_056059.1 112845001 112865001


NC_056057.1 69650001 69670001 0.088351 0.436186 SG1 JAZF1 NC_056059.1 112850001 112870001


NC_056057.1 69655001 69675001 0.165406 0.463615 SG1 JAZF1 NC_056068.1 65345001 65365001


NC_056057.1 69660001 69680001 0.279595 0.387666 SG1 JAZF1 NC_056068.1 65350001 65370001


NC_056057.1 69665001 69685001 0.335093 0.290053 SG1 JAZF1 NC_056060.1 83570001 83590001


NC_056057.1 69670001 69690001 0.420289 0.250523 SG1 JAZF1 NC_056060.1 83575001 83595001


NC_056066.1 34415001 34435001 0.386092 0.254869 SG1 JCAD NC_056060.1 83580001 83600001


NC_056066.1 34420001 34440001 0.309388 0.288368 SG1 JCAD NC_056065.1 28580001 28600001


NC_056066.1 34425001 34445001 0.105476 0.357824 SG1 JCAD NC_056065.1 28585001 28605001


NC_056066.1 34430001 34450001 0.153066 0.332965 SG1 JCAD NC_056065.1 28590001 28610001


NC_056066.1 34435001 34455001 0.243517 0.297309 SG1 JCAD NC_056055.1 97110001 97130001


NC_056066.1 34440001 34460001 0.272839 0.272412 SG1 JCAD NC_056057.1 119845001 119865001


NC_056066.1 34445001 34465001 0.422263 0.190524 SG1 JCAD NC_056057.1 119850001 119870001


NC_056054.1 189400001 1.89E+08 0.390038 0.203929 SG1 KALRN NC_056057.1 119855001 119875001


NC_056054.1 189405001 1.89E+08 0.352452 0.207555 SG1 KALRN NC_056057.1 119860001 119880001


NC_056054.1 189410001 1.89E+08 0.333333 0.2002 SG1 KALRN NC_056057.1 119885001 119905001


NC_056054.1 189445001 1.89E+08 0.169892 0.229076 SG1 KALRN NC_056058.1 7810001 7830001


NC_056054.1 189450001 1.89E+08 0.097655 0.287637 SG1 KALRN NC_056075.1 42110001 42130001


NC_056054.1 189455001 1.89E+08 0.109837 0.283201 SG1 KALRN NC_056075.1 42115001 42135001


NC_056054.1 189460001 1.89E+08 0.188714 0.255098 SG1 KALRN NC_056073.1 30460001 30480001


NC_056063.1 30790001 30810001 0.425974 0.229638 SG1 KATNAL1 NC_056073.1 30465001 30485001


NC_056063.1 30795001 30815001 0.335322 0.185844 SG1 KATNAL1 NC_056056.1 205545001 205565001







NC_056063.1 30800001 30820001 0.299223 0.187719 SG1 KATNAL1 NC_056056.1 205540001 205560001


NC_056063.1 30805001 30825001 0.301724 0.184572 SG1 KATNAL1 NC_056057.1 91980001 92000001


NC_056063.1 30815001 30835001 0.468505 0.183496 SG1 KATNAL1 NC_056057.1 91985001 92005001


NC_056077.1 25740001 25760001 0.470196 0.187359 SG1 KATNIP NC_056071.1 20840001 20860001


NC_056054.1 121675001 1.22E+08 0.1915 0.195099 SG1 KCNE1 NC_056071.1 20845001 20865001


NC_056062.1 16580001 16600001 0.139 0.184712 SG1 KCNK9 NC_056071.1 20855001 20875001


NC_056062.1 16585001 16605001 0.267431 0.21849 SG1 KCNK9 NC_056055.1 89470001 89490001


NC_056062.1 16590001 16610001 0.399696 0.23307 SG1 KCNK9 NC_056055.1 89480001 89500001


NC_056062.1 21930001 21950001 0.359832 0.291514 SG1 KCNQ3 NC_056060.1 83070001 83090001


NC_056062.1 21935001 21955001 0.313052 0.321212 SG1 KCNQ3 NC_056060.1 83075001 83095001


NC_056063.1 19795001 19815001 0.384605 0.216696 SG1 KCNRG NC_056067.1 33855001 33875001


NC_056058.1 53165001 53185001 0.464544 0.222885 SG1 KCTD16 NC_056067.1 33835001 33855001


NC_056058.1 53170001 53190001 0.38707 0.225271 SG1 KCTD16 NC_056067.1 33840001 33860001


NC_056058.1 53175001 53195001 0.400001 0.199139 SG1 KCTD16 NC_056067.1 33845001 33865001


NC_056058.1 53180001 53200001 0.376623 0.196612 SG1 KCTD16 NC_056067.1 33850001 33870001


NC_056065.1 18060001 18080001 0.091058 0.281234 SG1 KCTD3 NC_056071.1 65600001 65620001


NC_056065.1 18065001 18085001 0.261332 0.281489 SG1 KCTD3 NC_056071.1 65605001 65625001


NC_056065.1 18070001 18090001 0.424082 0.188266 SG1 KCTD3 NC_056071.1 65610001 65630001


NC_056073.1 955001 975001 0.275603 0.193457 SG1 KHDRBS2 NC_056071.1 65615001 65635001


NC_056073.1 960001 980001 0.333585 0.206539 SG1 KHDRBS2 NC_056060.1 83110001 83130001


NC_056073.1 965001 985001 0.375507 0.215401 SG1 KHDRBS2 NC_056060.1 83115001 83135001


NC_056073.1 970001 990001 0.446915 0.215473 SG1 KHDRBS2 NC_056060.1 83120001 83140001


NC_056065.1 55775001 55795001 0.372117 0.252193 SG1 KIAA0040 NC_056073.1 30245001 30265001


NC_056065.1 55780001 55800001 0.227791 0.345393 SG1 KIAA0040 NC_056073.1 30250001 30270001


NC_056065.1 55730001 55750001 0.436508 0.200618 SG1 KIAA0040;TNN NC_056073.1 30255001 30275001


NC_056066.1 24280001 24300001 0.211717 0.196929 SG1 KIAA1217 NC_056057.1 89785001 89805001


NC_056066.1 24285001 24305001 0.098606 0.225883 SG1 KIAA1217 NC_056057.1 89790001 89810001


NC_056066.1 24290001 24310001 0.114512 0.217936 SG1 KIAA1217 NC_056054.1 264340001 264360001


NC_056066.1 24295001 24315001 0.165586 0.205158 SG1 KIAA1217 NC_056054.1 264345001 264365001


NC_056066.1 24310001 24330001 0.437603 0.204229 SG1 KIAA1217 NC_056057.1 89800001 89820001


NC_056066.1 24350001 24370001 0.314469 0.220853 SG1 KIAA1217 NC_056055.1 134105001 134125001


NC_056066.1 24355001 24375001 0.245168 0.237935 SG1 KIAA1217 NC_056058.1 11780001 11800001







NC_056066.1 24360001 24380001 0.144204 0.255545 SG1 KIAA1217 NC_056054.1 87025001 87045001


NC_056066.1 24365001 24385001 0.246785 0.224186 SG1 KIAA1217 NC_056054.1 87015001 87035001


NC_056068.1 63015001 63035001 0.473077 0.19572 SG1 KIAA1549L NC_056054.1 87020001 87040001


NC_056070.1 65355001 65375001 0.442759 0.199209 SG1 KIAA1671 NC_056058.1 15515001 15535001


NC_056070.1 65400001 65420001 0.43372 0.218786 SG1 KIAA1671 NC_056071.1 31565001 31585001


NC_056066.1 9890001 9910001 0.420328 0.193302 SG1 KIF16B NC_056071.1 31570001 31590001


NC_056066.1 9895001 9915001 0.252117 0.260408 SG1 KIF16B NC_056071.1 31575001 31595001


NC_056066.1 9900001 9920001 0.385904 0.202438 SG1 KIF16B NC_056071.1 31580001 31600001


NC_056058.1 6450001 6470001 0.074144 0.217255 SG1 KLF2 NC_056071.1 31585001 31605001


NC_056055.1 89890001 89910001 0.117845 0.19593 SG1 KLHL9 NC_056055.1 53020001 53040001


NC_056055.1 89895001 89915001 0.220671 0.221702 SG1 KLHL9 NC_056067.1 60770001 60790001


NC_056067.1 56765001 56785001 0.420596 0.203658 SG1 KLK14 NC_056067.1 60775001 60795001


NC_056067.1 56770001 56790001 0.42348 0.224654 SG1 KLK14 NC_056067.1 60790001 60810001


NC_056057.1 116315001 1.16E+08 0.204967 0.185498 SG1 KMT2C NC_056067.1 60795001 60815001


NC_056057.1 116320001 1.16E+08 0.17129 0.197094 SG1 KMT2C NC_056067.1 60800001 60820001


NC_056057.1 116325001 1.16E+08 0.22327 0.205067 SG1 KMT2C NC_056067.1 60805001 60825001


NC_056057.1 116330001 1.16E+08 0.344299 0.198508 SG1 KMT2C NC_056066.1 16945001 16965001


NC_056057.1 116360001 1.16E+08 0.431314 0.256281 SG1 KMT2C NC_056054.1 199835001 199855001


NC_056057.1 116365001 1.16E+08 0.34885 0.272615 SG1 KMT2C NC_056054.1 199840001 199860001


NC_056057.1 116370001 1.16E+08 0.305121 0.220206 SG1 KMT2C NC_056054.1 199845001 199865001


NC_056054.1 21110001 21130001 0.230153 0.23877 SG1 KNCN;MKNK1 NC_056069.1 10280001 10300001


NC_056054.1 21115001 21135001 0.398869 0.211856 SG1 KNCN;MKNK1 NC_056069.1 10285001 10305001


NC_056064.1 40615001 40635001 0.318138 0.201063 SG1 KRT222 NC_056069.1 10290001 10310001


NC_056070.1 57305001 57325001 0.338494 0.215882 SG1 KSR2 NC_056055.1 10955001 10975001


NC_056061.1 54890001 54910001 0.397834 0.201263 SG1 LAMA2 NC_056055.1 10960001 10980001


NC_056061.1 54895001 54915001 0.447677 0.185583 SG1 LAMA2 NC_056055.1 10965001 10985001


NC_056076.1 33260001 33280001 0.453076 0.294548 SG1 LAMA3 NC_056055.1 10970001 10990001


NC_056076.1 33265001 33285001 0.378787 0.32523 SG1 LAMA3 NC_056055.1 10975001 10995001


NC_056076.1 33270001 33290001 0.366986 0.355049 SG1 LAMA3 NC_056063.1 29495001 29515001


NC_056076.1 33275001 33295001 0.467314 0.280988 SG1 LAMA3 NC_056063.1 29500001 29520001


NC_056056.1 177425001 1.77E+08 0.468787 0.287626 SG1 LARGE1 NC_056080.1 26050001 26070001


NC_056056.1 177435001 1.77E+08 0.451581 0.19645 SG1 LARGE1 NC_056080.1 26055001 26075001







NC_056058.1 63770001 63790001 0.306024 0.203152 SG1 LARP1 NC_056080.1 26065001 26085001


NC_056056.1 28535001 28555001 0.402662 0.216896 SG1 LDAH NC_056060.1 75435001 75455001


NC_056059.1 112705001 1.13E+08 0.395562 0.236921 SG1 LDB2 NC_056080.1 26420001 26440001


NC_056056.1 194120001 1.94E+08 0.398169 0.185205 SG1 LDHB NC_056080.1 26425001 26445001


NC_056056.1 194125001 1.94E+08 0.36773 0.202832 SG1 LDHB NC_056080.1 26430001 26450001


NC_056057.1 47375001 47395001 0.395197 0.232065 SG1 LHFPL3 NC_056080.1 26445001 26465001


NC_056057.1 47380001 47400001 0.287688 0.261411 SG1 LHFPL3 NC_056080.1 26450001 26470001


NC_056057.1 47385001 47405001 0.229807 0.267019 SG1 LHFPL3 NC_056064.1 29265001 29285001


NC_056057.1 47390001 47410001 0.172414 0.233419 SG1 LHFPL3 NC_056064.1 29270001 29290001


NC_056057.1 47395001 47415001 0.258806 0.196108 SG1 LHFPL3 NC_056075.1 42205001 42225001


NC_056057.1 47455001 47475001 0.24082 0.198814 SG1 LHFPL3 NC_056075.1 42210001 42230001


NC_056057.1 47460001 47480001 0.198907 0.261858 SG1 LHFPL3 NC_056075.1 42215001 42235001


NC_056057.1 47465001 47485001 0.164955 0.2398 SG1 LHFPL3 NC_056080.1 90365001 90385001


NC_056057.1 47470001 47490001 0.151865 0.189824 SG1 LHFPL3 NC_056080.1 90370001 90390001


NC_056072.1 53645001 53665001 0.404299 0.200176 SG1 LIMD1 NC_056080.1 90375001 90395001


NC_056072.1 53650001 53670001 0.24362 0.258151 SG1 LIMD1 NC_056080.1 90380001 90400001


NC_056072.1 53655001 53675001 0.210097 0.225218 SG1 LIMD1 NC_056060.1 24585001 24605001


NC_056056.1 61990001 62010001 0.313364 0.230464 SG1 LIMS1 NC_056060.1 24590001 24610001


NC_056056.1 61995001 62015001 0.158609 0.327078 SG1 LIMS1 NC_056060.1 24605001 24625001


NC_056056.1 62000001 62020001 0.133394 0.380018 SG1 LIMS1 NC_056060.1 24610001 24630001


NC_056056.1 62005001 62025001 0.279043 0.398909 SG1 LIMS1 NC_056060.1 24635001 24655001


NC_056056.1 62010001 62030001 0.454986 0.317967 SG1 LIMS1 NC_056060.1 24640001 24660001


NC_056055.1 97220001 97240001 0.083342 0.406609 SG1 LINGO2 NC_056077.1 19720001 19740001


NC_056055.1 97225001 97245001 0.13366 0.404609 SG1 LINGO2 NC_056068.1 49350001 49370001


NC_056055.1 97230001 97250001 0.096816 0.260905 SG1 LINGO2 NC_056068.1 49355001 49375001


NC_056055.1 97235001 97255001 0.088723 0.225841 SG1 LINGO2 NC_056057.1 107715001 107735001


NC_056055.1 97250001 97270001 0.053002 0.330501 SG1 LINGO2 NC_056057.1 107720001 107740001


NC_056055.1 97255001 97275001 0.341151 0.236376 SG1 LINGO2 NC_056054.1 220160001 220180001


NW_024599828 1095001 1115001 0.333248 0.191345 SG1 LOC101102275;PAG3NC_056054.1 220165001 220185001


NW_024599828 1100001 1120001 0.241063 0.237604 SG1 LOC101102275;PAG3NC_056054.1 220170001 220190001


NW_024599828 1105001 1125001 0.195839 0.261632 SG1 LOC101102275;PAG3NC_056054.1 220175001 220195001


NC_056067.1 38560001 38580001 0.122396 0.270972 SG1 LOC101102413 NC_056065.1 5500001 5520001







NC_056068.1 47280001 47300001 0.275192 0.22007 SG1 LOC101102419 NC_056063.1 33555001 33575001


NC_056068.1 47285001 47305001 0.330897 0.309993 SG1 LOC101102419 NC_056063.1 33565001 33585001


NC_056067.1 50360001 50380001 0.435774 0.240389 SG1 LOC101103174 NC_056063.1 33570001 33590001


NC_056067.1 50365001 50385001 0.255874 0.338592 SG1 LOC101103174 NC_056063.1 33575001 33595001


NC_056067.1 50370001 50390001 0.212997 0.381533 SG1 LOC101103174 NC_056063.1 33580001 33600001


NC_056058.1 49945001 49965001 0.443749 0.206989 SG1 LOC101103233;LOC1NC_056063.1 33585001 33605001


NC_056058.1 49935001 49955001 0.470085 0.185714 SG1 LOC101103233;LOC1NC_056060.1 63565001 63585001


NC_056058.1 49940001 49960001 0.450658 0.192529 SG1 LOC101103233;LOC1NC_056060.1 63570001 63590001


NC_056066.1 66405001 66425001 0.217948 0.200875 SG1 LOC101103339 NC_056060.1 63575001 63595001


NC_056066.1 66415001 66435001 0.155587 0.228448 SG1 LOC101103339 NC_056060.1 63580001 63600001


NC_056066.1 66420001 66440001 0.243285 0.190701 SG1 LOC101103339 NC_056060.1 63585001 63605001


NC_056066.1 66450001 66470001 0.443713 0.195553 SG1 LOC101103339 NC_056054.1 126090001 126110001


NC_056066.1 66455001 66475001 0.295138 0.234356 SG1 LOC101103339 NC_056066.1 62295001 62315001


NC_056067.1 50405001 50425001 0.366454 0.262029 SG1 LOC101103343 NC_056063.1 19430001 19450001


NC_056067.1 50410001 50430001 0.45411 0.2016 SG1 LOC101103343 NC_056080.1 24350001 24370001


NC_056061.1 74520001 74540001 0.442575 0.205194 SG1 LOC101103958 NC_056080.1 24355001 24375001


NC_056061.1 74525001 74545001 0.306456 0.244882 SG1 LOC101103958 NC_056056.1 204950001 204970001


NC_056058.1 50030001 50050001 0.268418 0.264936 SG1 LOC101104234 NC_056063.1 19440001 19460001


NC_056058.1 50035001 50055001 0.248555 0.283191 SG1 LOC101104234 NC_056063.1 19445001 19465001


NC_056058.1 50040001 50060001 0.335842 0.26339 SG1 LOC101104234;TAF7 NC_056063.1 19450001 19470001


NC_056055.1 90660001 90680001 0.444611 0.218534 SG1 LOC101104463 NC_056063.1 19455001 19475001


NC_056065.1 37960001 37980001 0.434857 0.258612 SG1 LOC101104591 NC_056061.1 52790001 52810001


NC_056065.1 37965001 37985001 0.385038 0.291264 SG1 LOC101104591 NC_056061.1 52795001 52815001


NC_056065.1 37970001 37990001 0.423651 0.291714 SG1 LOC101104591 NC_056061.1 52800001 52820001


NC_056058.1 50065001 50085001 0.458557 0.222486 SG1 LOC101104745;LOC1NC_056064.1 19215001 19235001


NC_056068.1 17445001 17465001 0.405178 0.259211 SG1 LOC101104855 NC_056075.1 20650001 20670001


NC_056068.1 17450001 17470001 0.467863 0.232658 SG1 LOC101104855 NC_056075.1 20655001 20675001


NC_056056.1 180250001 1.8E+08 0.219895 0.2012 SG1 LOC101104893;LOC1NC_056075.1 20660001 20680001


NC_056056.1 180255001 1.8E+08 0.24661 0.198951 SG1 LOC101104893;LOC1NC_056075.1 20665001 20685001


NC_056056.1 180260001 1.8E+08 0.251607 0.194113 SG1 LOC101104893;LOC1NC_056075.1 20715001 20735001


NC_056055.1 18530001 18550001 0.283712 0.209636 SG1 LOC101105139;LOC1NC_056056.1 165325001 165345001


NC_056068.1 44550001 44570001 0.161612 0.233084 SG1 LOC101105275 NC_056064.1 16910001 16930001







NC_056068.1 44555001 44575001 0.212141 0.196646 SG1 LOC101105275 NC_056064.1 16915001 16935001


NC_056068.1 44540001 44560001 0.354663 0.185315 SG1 LOC101105275;LOC1NC_056064.1 16920001 16940001


NC_056068.1 44545001 44565001 0.167129 0.245909 SG1 LOC101105275;LOC1NC_056064.1 16925001 16945001


NC_056058.1 50140001 50160001 0.442895 0.227162 SG1 LOC101105495 NC_056058.1 77830001 77850001


NC_056058.1 50185001 50205001 0.168539 0.299024 SG1 LOC101105495 NC_056058.1 77835001 77855001


NC_056058.1 50190001 50210001 0.079606 0.421484 SG1 LOC101105495 NC_056056.1 205535001 205555001


NC_056058.1 50195001 50215001 0.128378 0.423261 SG1 LOC101105495 NC_056080.1 35025001 35045001


NC_056058.1 50200001 50220001 0.220519 0.353621 SG1 LOC101105495 NC_056080.1 35035001 35055001


NC_056058.1 50205001 50225001 0.366497 0.253148 SG1 LOC101105495 NC_056080.1 35040001 35060001


NC_056054.1 166730001 1.67E+08 0.43113 0.261151 SG1 LOC101105553;SENPNC_056056.1 14090001 14110001


NC_056054.1 166735001 1.67E+08 0.349659 0.250077 SG1 LOC101105553;SENPNC_056056.1 14095001 14115001


NC_056055.1 89920001 89940001 0.467694 0.256302 SG1 LOC101105632;LOC1NC_056056.1 14100001 14120001


NC_056054.1 126065001 1.26E+08 0.342723 0.281695 SG1 LOC101106046;LOC1NC_056079.1 21220001 21240001


NC_056080.1 69245001 69265001 0.184615 0.243674 SG1 LOC101106237 NC_056079.1 21225001 21245001


NC_056080.1 69250001 69270001 0.20806 0.216269 SG1 LOC101106237 NC_056079.1 21230001 21250001


NC_056080.1 69255001 69275001 0.217446 0.199185 SG1 LOC101106237 NC_056057.1 107725001 107745001


NC_056064.1 23805001 23825001 0.45098 0.209594 SG1 LOC101106784;LOC1NC_056057.1 107730001 107750001


NC_056064.1 41555001 41575001 0.441078 0.213664 SG1 LOC101108147 NC_056072.1 13330001 13350001


NC_056055.1 52585001 52605001 0.372603 0.20752 SG1 LOC101108371 NC_056072.1 13335001 13355001


NC_056072.1 48090001 48110001 0.255841 0.206569 SG1 LOC101108428 NC_056072.1 13340001 13360001


NC_056072.1 48095001 48115001 0.22042 0.236662 SG1 LOC101108428 NC_056072.1 13345001 13365001


NC_056072.1 48100001 48120001 0.2 0.245064 SG1 LOC101108428 NC_056072.1 13305001 13325001


NC_056072.1 48105001 48125001 0.150877 0.250081 SG1 LOC101108428 NC_056072.1 13310001 13330001


NC_056072.1 48110001 48130001 0.145342 0.247616 SG1 LOC101108428 NC_056072.1 13315001 13335001


NC_056072.1 48115001 48135001 0.167907 0.232231 SG1 LOC101108428 NC_056071.1 65545001 65565001


NC_056072.1 48120001 48140001 0.165463 0.225722 SG1 LOC101108428 NC_056071.1 65550001 65570001


NC_056072.1 48125001 48145001 0.191971 0.211172 SG1 LOC101108428 NC_056071.1 65555001 65575001


NC_056066.1 44700001 44720001 0.237101 0.389993 SG1 LOC101108592 NC_056071.1 65560001 65580001


NC_056066.1 44705001 44725001 0.302194 0.361171 SG1 LOC101108592 NC_056071.1 65530001 65550001


NC_056066.1 44710001 44730001 0.381184 0.276421 SG1 LOC101108592 NC_056071.1 65535001 65555001


NC_056066.1 44715001 44735001 0.41405 0.22099 SG1 LOC101108592 NC_056071.1 65540001 65560001


NC_056066.1 44685001 44705001 0.415983 0.278069 SG1 LOC101108592;PITRMNC_056072.1 56165001 56185001







NC_056066.1 44690001 44710001 0.262978 0.368471 SG1 LOC101108592;PITRMNC_056072.1 56160001 56180001


NC_056066.1 44695001 44715001 0.163028 0.394305 SG1 LOC101108592;PITRMNC_056068.1 49725001 49745001


NC_056054.1 166220001 1.66E+08 0.248513 0.21091 SG1 LOC101108803 NC_056056.1 205050001 205070001


NC_056054.1 166225001 1.66E+08 0.421053 0.292839 SG1 LOC101108803 NC_056056.1 205055001 205075001


NC_056054.1 166230001 1.66E+08 0.463424 0.28765 SG1 LOC101108803 NC_056058.1 79780001 79800001


NC_056054.1 166235001 1.66E+08 0.421801 0.206473 SG1 LOC101108803 NC_056058.1 79785001 79805001


NC_056054.1 166255001 1.66E+08 0.044147 0.275833 SG1 LOC101108803 NC_056058.1 79790001 79810001


NC_056054.1 166260001 1.66E+08 0.03642 0.389704 SG1 LOC101108803 NC_056058.1 79795001 79815001


NC_056054.1 166265001 1.66E+08 0.069454 0.395332 SG1 LOC101108803 NC_056067.1 58615001 58635001


NC_056054.1 166270001 1.66E+08 0.132492 0.375659 SG1 LOC101108803 NC_056067.1 58620001 58640001


NC_056054.1 166275001 1.66E+08 0.191632 0.366802 SG1 LOC101108803 NC_056067.1 58625001 58645001


NC_056054.1 166280001 1.66E+08 0.353126 0.299643 SG1 LOC101108803 NC_056067.1 58630001 58650001


NC_056054.1 166285001 1.66E+08 0.398569 0.406292 SG1 LOC101108803 NC_056067.1 58635001 58655001


NC_056054.1 166315001 1.66E+08 0.345013 0.246213 SG1 LOC101108803 NC_056067.1 58685001 58705001


NC_056054.1 166320001 1.66E+08 0.261129 0.284921 SG1 LOC101108803 NC_056067.1 58690001 58710001


NC_056054.1 166325001 1.66E+08 0.253357 0.299567 SG1 LOC101108803 NC_056067.1 58695001 58715001


NC_056054.1 166330001 1.66E+08 0.277677 0.296724 SG1 LOC101108803 NC_056067.1 58700001 58720001


NC_056054.1 166335001 1.66E+08 0.264057 0.230133 SG1 LOC101108803 NC_056067.1 58705001 58725001


NC_056054.1 166340001 1.66E+08 0.218113 0.288104 SG1 LOC101108803 NC_056067.1 58710001 58730001


NC_056054.1 166345001 1.66E+08 0.12 0.366682 SG1 LOC101108803 NC_056067.1 58715001 58735001


NC_056054.1 166350001 1.66E+08 0.090417 0.38936 SG1 LOC101108803 NC_056071.1 65620001 65640001


NC_056054.1 166355001 1.66E+08 0.110374 0.393998 SG1 LOC101108803 NC_056071.1 65625001 65645001


NC_056054.1 166360001 1.66E+08 0.207097 0.380615 SG1 LOC101108803 NC_056071.1 65630001 65650001


NC_056054.1 166365001 1.66E+08 0.286738 0.363372 SG1 LOC101108803 NC_056071.1 65635001 65655001


NC_056066.1 3510001 3530001 0.291447 0.216516 SG1 LOC101109032 NC_056071.1 65640001 65660001


NC_056066.1 3515001 3535001 0.176581 0.246831 SG1 LOC101109032 NC_056071.1 65645001 65665001


NC_056066.1 3520001 3540001 0.133865 0.256078 SG1 LOC101109032 NC_056071.1 65650001 65670001


NC_056066.1 3525001 3545001 0.216667 0.223801 SG1 LOC101109032;LOC1NC_056071.1 65655001 65675001


NC_056056.1 180185001 1.8E+08 0.06683 0.217254 SG1 LOC101109077 NC_056072.1 13380001 13400001


NC_056056.1 180190001 1.8E+08 0.107935 0.185722 SG1 LOC101109077 NC_056054.1 230785001 230805001


NC_056054.1 3110001 3130001 0.341513 0.215701 SG1 LOC101109322 NC_056054.1 230790001 230810001


NC_056054.1 3115001 3135001 0.278424 0.232375 SG1 LOC101109322 NC_056071.1 65485001 65505001







NC_056080.1 72305001 72325001 0.195531 0.183862 SG1 LOC101109338 NC_056056.1 795001 815001


NC_056080.1 72310001 72330001 0.205993 0.189184 SG1 LOC101109338 NC_056056.1 800001 820001


NC_056055.1 53020001 53040001 0.40283 0.208492 SG1 LOC101109422 NC_056073.1 25640001 25660001


NC_056055.1 53045001 53065001 0.089804 0.229998 SG1 LOC101109422 NC_056068.1 62345001 62365001


NC_056055.1 53050001 53070001 0.1011 0.208725 SG1 LOC101109422 NC_056068.1 62350001 62370001


NC_056055.1 53055001 53075001 0.128524 0.186576 SG1 LOC101109422 NC_056068.1 62355001 62375001


NC_056055.1 52990001 53010001 0.443227 0.307348 SG1 LOC101109422;RUSCNC_056068.1 62360001 62380001


NC_056054.1 166875001 1.67E+08 0.433804 0.326565 SG1 LOC101109587;SENPNC_056066.1 17795001 17815001


NC_056063.1 27330001 27350001 0.050484 0.208681 SG1 LOC101109717 NC_056066.1 17800001 17820001


NC_056063.1 27335001 27355001 0.111605 0.231618 SG1 LOC101109717 NC_056066.1 17805001 17825001


NC_056066.1 16895001 16915001 0.440605 0.275599 SG1 LOC101109728 NC_056063.1 25085001 25105001


NC_056066.1 16925001 16945001 0.25026 0.354752 SG1 LOC101109728 NC_056063.1 25090001 25110001


NC_056054.1 166890001 1.67E+08 0.337321 0.317305 SG1 LOC101109854;SENPNC_056063.1 25095001 25115001


NC_056054.1 166895001 1.67E+08 0.423175 0.27672 SG1 LOC101109854;TRMTNC_056056.1 13270001 13290001


NC_056056.1 164235001 1.64E+08 0.445672 0.286497 SG1 LOC101110319 NC_056060.1 81875001 81895001


NC_056056.1 164240001 1.64E+08 0.414896 0.252345 SG1 LOC101110319 NC_056059.1 111870001 111890001


NC_056056.1 164245001 1.64E+08 0.381224 0.250683 SG1 LOC101110319 NC_056059.1 111875001 111895001


NC_056068.1 55480001 55500001 0.23972 0.274542 SG1 LOC101110537 NC_056056.1 204955001 204975001


NC_056068.1 55485001 55505001 0.249999 0.284873 SG1 LOC101110537 NC_056056.1 204960001 204980001


NC_056068.1 55490001 55510001 0.275577 0.278275 SG1 LOC101110537 NC_056063.1 30130001 30150001


NC_056068.1 55495001 55515001 0.342776 0.265159 SG1 LOC101110537 NC_056063.1 30135001 30155001


NC_056054.1 10810001 10830001 0.348416 0.195942 SG1 LOC101111060 NC_056063.1 30140001 30160001


NC_056054.1 10815001 10835001 0.380061 0.183725 SG1 LOC101111060 NC_056063.1 30160001 30180001


NC_056068.1 31415001 31435001 0.431292 0.198165 SG1 LOC101111119 NC_056057.1 79585001 79605001


NC_056071.1 54070001 54090001 0.343883 0.338268 SG1 LOC101112168 NC_056057.1 79590001 79610001


NC_056071.1 54075001 54095001 0.368851 0.304207 SG1 LOC101112168 NC_056071.1 3160001 3180001


NC_056071.1 54080001 54100001 0.441029 0.286344 SG1 LOC101112168 NC_056062.1 13055001 13075001


NC_056071.1 54085001 54105001 0.448621 0.212759 SG1 LOC101112168 NC_056071.1 21555001 21575001


NC_056071.1 54050001 54070001 0.172192 0.310817 SG1 LOC101112168;PPP4RNC_056071.1 21560001 21580001


NC_056071.1 54055001 54075001 0.210746 0.322149 SG1 LOC101112168;PPP4RNC_056071.1 21535001 21555001


NC_056071.1 54060001 54080001 0.20438 0.318072 SG1 LOC101112168;PPP4RNC_056071.1 21540001 21560001


NC_056071.1 54065001 54085001 0.323306 0.33156 SG1 LOC101112168;PPP4RNC_056071.1 21545001 21565001







NC_056054.1 97210001 97230001 0.314559 0.492163 SG1 LOC101112189 NC_056071.1 21550001 21570001


NC_056054.1 97215001 97235001 0.400858 0.464556 SG1 LOC101112189 NC_056071.1 65515001 65535001


NC_056068.1 46640001 46660001 0.388453 0.219543 SG1 LOC101112258 NC_056071.1 65520001 65540001


NC_056068.1 46645001 46665001 0.372134 0.234374 SG1 LOC101112258 NC_056071.1 65525001 65545001


NC_056068.1 46650001 46670001 0.425187 0.198692 SG1 LOC101112258;LOC1NC_056071.1 44045001 44065001


NC_056056.1 164780001 1.65E+08 0.379098 0.204945 SG1 LOC101113142 NC_056071.1 44050001 44070001


NC_056056.1 164785001 1.65E+08 0.339794 0.20195 SG1 LOC101113142 NC_056071.1 46700001 46720001


NC_056054.1 88790001 88810001 0.241401 0.275055 SG1 LOC101113807 NC_056071.1 46705001 46725001


NC_056055.1 240970001 2.41E+08 0.277413 0.322639 SG1 LOC101114173;MTFRNC_056071.1 46710001 46730001


NC_056055.1 240975001 2.41E+08 0.211177 0.355439 SG1 LOC101114173;MTFRNC_056071.1 46715001 46735001


NC_056055.1 240965001 2.41E+08 0.365303 0.253368 SG1 LOC101114173;MTFRNC_056080.1 90335001 90355001


NC_056055.1 240980001 2.41E+08 0.335689 0.30836 SG1 LOC101114173;MTFRNC_056080.1 90340001 90360001


NC_056054.1 66705001 66725001 0.172118 0.310031 SG1 LOC101114579 NC_056080.1 90345001 90365001


NC_056054.1 66710001 66730001 0.313831 0.205705 SG1 LOC101114579 NC_056080.1 90350001 90370001


NC_056062.1 35265001 35285001 0.394659 0.199949 SG1 LOC101114620 NC_056080.1 2100001 2120001


NC_056065.1 53865001 53885001 0.330745 0.335382 SG1 LOC101114795 NC_056080.1 2105001 2125001


NC_056065.1 53870001 53890001 0.465849 0.296203 SG1 LOC101114795 NC_056080.1 24895001 24915001


NC_056054.1 63625001 63645001 0.407908 0.329307 SG1 LOC101115586 NC_056080.1 24900001 24920001


NC_056054.1 63630001 63650001 0.396364 0.345531 SG1 LOC101115586 NC_056080.1 26455001 26475001


NC_056080.1 67790001 67810001 0.214518 0.420276 SG1 LOC101116125 NC_056080.1 26460001 26480001


NC_056056.1 219815001 2.2E+08 0.448608 0.237229 SG1 LOC101116389;MCA NC_056054.1 125790001 125810001


NC_056056.1 219820001 2.2E+08 0.203615 0.3496 SG1 LOC101116389;MCA NC_056054.1 125840001 125860001


NC_056056.1 219825001 2.2E+08 0.160868 0.368957 SG1 LOC101116389;MCA NC_056067.1 58540001 58560001


NC_056054.1 223525001 2.24E+08 0.463645 0.394617 SG1 LOC101116449 NC_056068.1 76145001 76165001


NC_056054.1 223530001 2.24E+08 0.45144 0.381639 SG1 LOC101116449 NC_056069.1 41150001 41170001


NC_056067.1 65640001 65660001 0.121525 0.245453 SG1 LOC101116597;LOC1NC_056069.1 41135001 41155001


NC_056062.1 65075001 65095001 0.468749 0.191401 SG1 LOC101116738 NC_056071.1 66855001 66875001


NC_056080.1 9235001 9255001 0.075893 0.334297 SG1 LOC101118248 NC_056071.1 66860001 66880001


NC_056080.1 9240001 9260001 0.133994 0.206542 SG1 LOC101118248 NC_056075.1 42005001 42025001


NC_056057.1 79010001 79030001 0.188941 0.195065 SG1 LOC101118606 NC_056080.1 54070001 54090001


NC_056068.1 47295001 47315001 0.474981 0.389174 SG1 LOC101118638 NC_056080.1 54075001 54095001


NC_056061.1 60205001 60225001 0.202495 0.270626 SG1 LOC101120251 NC_056055.1 141125001 141145001







NC_056056.1 194370001 1.94E+08 0.419636 0.321389 SG1 LOC101120402;SLCONC_056057.1 99460001 99480001


NC_056056.1 194375001 1.94E+08 0.247607 0.338855 SG1 LOC101120402;SLCONC_056072.1 10415001 10435001


NC_056068.1 49390001 49410001 0.239807 0.233413 SG1 LOC101120602 NC_056072.1 10420001 10440001


NC_056068.1 49395001 49415001 0.410272 0.186716 SG1 LOC101120602 NC_056072.1 10425001 10445001


NC_056074.1 4835001 4855001 0.032133 0.189749 SG1 LOC101120706 NC_056067.1 44095001 44115001


NC_056074.1 4840001 4860001 0.041148 0.183545 SG1 LOC101120706 NC_056067.1 44100001 44120001


NC_056080.1 103270001 1.03E+08 0.190184 0.23507 SG1 LOC101120813 NC_056067.1 44105001 44125001


NC_056080.1 103275001 1.03E+08 0.179587 0.251021 SG1 LOC101120813 NC_056067.1 44110001 44130001


NC_056080.1 103280001 1.03E+08 0.213653 0.211653 SG1 LOC101120813 NC_056057.1 84390001 84410001


NC_056054.1 66770001 66790001 0.460365 0.192069 SG1 LOC101120875 NC_056066.1 7650001 7670001


NC_056054.1 66775001 66795001 0.373737 0.237011 SG1 LOC101120875 NC_056066.1 7660001 7680001


NC_056054.1 66780001 66800001 0.397178 0.295767 SG1 LOC101120875 NC_056066.1 7665001 7685001


NC_056061.1 75055001 75075001 0.362613 0.223246 SG1 LOC101121838 NC_056068.1 76080001 76100001


NC_056061.1 75060001 75080001 0.371145 0.215481 SG1 LOC101121838 NC_056056.1 215790001 215810001


NC_056054.1 143730001 1.44E+08 0.422217 0.208199 SG1 LOC101122496 NC_056056.1 215795001 215815001


NC_056057.1 84230001 84250001 0.469925 0.218626 SG1 LOC101122689 NC_056057.1 44540001 44560001


NC_056057.1 84235001 84255001 0.411102 0.301616 SG1 LOC101122689 NC_056070.1 17965001 17985001


NC_056077.1 36065001 36085001 0.123255 0.325433 SG1 LOC101122753 NC_056070.1 17970001 17990001


NC_056077.1 36070001 36090001 0.208016 0.29823 SG1 LOC101122753 NC_056055.1 211415001 211435001


NC_056059.1 85690001 85710001 0.321894 0.187771 SG1 LOC101123042 NC_056055.1 211420001 211440001


NC_056059.1 85695001 85715001 0.296665 0.195597 SG1 LOC101123042 NC_056055.1 218255001 218275001


NC_056059.1 85700001 85720001 0.292241 0.191851 SG1 LOC101123042 NC_056069.1 12885001 12905001


NC_056059.1 85715001 85735001 0.35693 0.197012 SG1 LOC101123042 NC_056069.1 12890001 12910001


NC_056059.1 85720001 85740001 0.422416 0.193825 SG1 LOC101123042 NC_056069.1 12895001 12915001


NC_056059.1 85725001 85745001 0.372767 0.193362 SG1 LOC101123042 NC_056069.1 12900001 12920001


NC_056059.1 85730001 85750001 0.34955 0.217487 SG1 LOC101123042 NC_056069.1 12905001 12925001


NC_056055.1 48345001 48365001 0.248845 0.205534 SG1 LOC101123268 NC_056069.1 13145001 13165001


NC_056055.1 48350001 48370001 0.233571 0.204663 SG1 LOC101123268 NC_056066.1 17090001 17110001


NC_056055.1 89915001 89935001 0.403917 0.279315 SG1 LOC105601956 NC_056066.1 17065001 17085001


NC_056072.1 10505001 10525001 0.467455 0.184364 SG1 LOC105603612;MLH NC_056066.1 17070001 17090001


NC_056072.1 10510001 10530001 0.290178 0.219219 SG1 LOC105603612;MLH NC_056066.1 59285001 59305001


NC_056072.1 10515001 10535001 0.266641 0.216474 SG1 LOC105603612;MLH NC_056066.1 59290001 59310001







NC_056072.1 10520001 10540001 0.335657 0.199282 SG1 LOC105603612;MLH NC_056076.1 44000001 44020001


NC_056077.1 36720001 36740001 0.281206 0.18937 SG1 LOC105604793 NC_056076.1 44005001 44025001


NC_056065.1 6670001 6690001 0.198837 0.252773 SG1 LOC105605798 NC_056066.1 27215001 27235001


NC_056055.1 101390001 1.01E+08 0.382979 0.183997 SG1 LOC105608482 NC_056066.1 27220001 27240001


NC_056073.1 26850001 26870001 0.150526 0.23873 SG1 LOC106990117 NC_056066.1 27225001 27245001


NC_056073.1 26855001 26875001 0.108327 0.239514 SG1 LOC106990117 NC_056066.1 27230001 27250001


NC_056073.1 26860001 26880001 0.327223 0.187081 SG1 LOC106990117 NC_056066.1 27235001 27255001


NC_056061.1 74745001 74765001 0.28845 0.219041 SG1 LOC106991302 NC_056066.1 27240001 27260001


NC_056061.1 74770001 74790001 0.222204 0.194182 SG1 LOC106991302 NC_056066.1 27245001 27265001


NC_056061.1 74775001 74795001 0.165275 0.2702 SG1 LOC106991302 NC_056070.1 58930001 58950001


NC_056061.1 74780001 74800001 0.178199 0.233688 SG1 LOC106991302 NC_056056.1 4865001 4885001


NC_056061.1 74785001 74805001 0.170919 0.188909 SG1 LOC106991302 NC_056056.1 4870001 4890001


NC_056061.1 74860001 74880001 0.066576 0.256026 SG1 LOC106991302 NC_056056.1 4875001 4895001


NC_056061.1 74865001 74885001 0.027127 0.279153 SG1 LOC106991302 NC_056055.1 2880001 2900001


NC_056061.1 74870001 74890001 0.02322 0.29338 SG1 LOC106991302 NC_056055.1 2900001 2920001


NC_056061.1 74875001 74895001 0.030346 0.249195 SG1 LOC106991302 NC_056055.1 2905001 2925001


NC_056061.1 74725001 74745001 0.378358 0.188548 SG1 LOC106991302;LOC1NC_056055.1 2910001 2930001


NC_056061.1 74730001 74750001 0.239898 0.242932 SG1 LOC106991302;LOC1NC_056055.1 2915001 2935001


NC_056061.1 74735001 74755001 0.310675 0.230316 SG1 LOC106991302;LOC1NC_056071.1 24630001 24650001


NC_056061.1 74740001 74760001 0.273329 0.242542 SG1 LOC106991302;LOC1NC_056077.1 8055001 8075001


NC_056075.1 3870001 3890001 0.39367 0.191059 SG1 LOC106991845 NC_056077.1 8060001 8080001


NC_056080.1 36375001 36395001 0.465698 0.226069 SG1 LOC106991963 NC_056077.1 8065001 8085001


NC_056080.1 36380001 36400001 0.438571 0.192009 SG1 LOC106991963 NC_056054.1 117705001 117725001


NC_056054.1 88795001 88815001 0.248101 0.247177 SG1 LOC114108733 NC_056076.1 34850001 34870001


NC_056070.1 71100001 71120001 0.404718 0.383604 SG1 LOC114108841 NC_056076.1 34855001 34875001


NC_056055.1 127195001 1.27E+08 0.259282 0.191199 SG1 LOC114112858 NC_056076.1 34860001 34880001


NC_056055.1 243395001 2.43E+08 0.279776 0.278806 SG1 LOC114112910;LUZPNC_056076.1 34865001 34885001


NC_056055.1 243400001 2.43E+08 0.387993 0.200315 SG1 LOC114112910;LUZPNC_056076.1 34870001 34890001


NC_056056.1 137905001 1.38E+08 0.294898 0.185452 SG1 LOC114113757 NC_056076.1 34875001 34895001


NC_056056.1 137910001 1.38E+08 0.372034 0.191332 SG1 LOC114113757 NC_056076.1 34880001 34900001


NC_056056.1 137915001 1.38E+08 0.378807 0.219067 SG1 LOC114113757 NC_056076.1 34885001 34905001


NC_056056.1 133530001 1.34E+08 0.454469 0.19524 SG1 LOC114113973 NC_056076.1 34890001 34910001







NC_056056.1 218980001 2.19E+08 0.43381 0.31194 SG1 LOC114114084 NC_056068.1 40165001 40185001


NC_056058.1 19700001 19720001 0.414108 0.214146 SG1 LOC114114850;RAD5NC_056080.1 8720001 8740001


NC_056058.1 19705001 19725001 0.421809 0.216169 SG1 LOC114114850;RAD5NC_056080.1 8725001 8745001


NC_056058.1 78775001 78795001 0.342454 0.209031 SG1 LOC114114907;RASGNC_056080.1 8795001 8815001


NC_056054.1 66685001 66705001 0.136725 0.31321 SG1 LOC114115616 NC_056080.1 8845001 8865001


NC_056061.1 74485001 74505001 0.147914 0.213174 SG1 LOC114116078 NC_056080.1 8850001 8870001


NC_056061.1 74490001 74510001 0.14951 0.202879 SG1 LOC114116078 NC_056069.1 22455001 22475001


NC_056061.1 74185001 74205001 0.370602 0.183855 SG1 LOC114116085 NC_056069.1 22460001 22480001


NC_056061.1 74200001 74220001 0.441293 0.209963 SG1 LOC114116088 NC_056069.1 22465001 22485001


NC_056061.1 74385001 74405001 0.048204 0.315408 SG1 LOC114116134 NC_056069.1 22480001 22500001


NC_056061.1 74390001 74410001 0.180073 0.242585 SG1 LOC114116134 NC_056069.1 22485001 22505001


NC_056061.1 74395001 74415001 0.237636 0.203228 SG1 LOC114116134 NC_056065.1 28505001 28525001


NC_056061.1 74400001 74420001 0.217168 0.19968 SG1 LOC114116134 NC_056057.1 96895001 96915001


NC_056063.1 18490001 18510001 0.473483 0.189774 SG1 LOC114116599;RB1 NC_056061.1 57690001 57710001


NC_056063.1 27675001 27695001 0.214286 0.187204 SG1 LOC114116607;RFC3NC_056061.1 57695001 57715001


NC_056064.1 6810001 6830001 0.426522 0.304767 SG1 LOC114116936 NC_056063.1 36595001 36615001


NC_056066.1 74650001 74670001 0.385106 0.197695 SG1 LOC114117487;PCIF1NC_056063.1 36600001 36620001


NC_056066.1 74655001 74675001 0.375719 0.212708 SG1 LOC114117487;PCIF1NC_056063.1 36605001 36625001


NC_056066.1 74660001 74680001 0.401721 0.216281 SG1 LOC114117487;PCIF1NC_056063.1 36610001 36630001


NC_056067.1 58355001 58375001 0.449832 0.183653 SG1 LOC114117915 NC_056063.1 36615001 36635001


NC_056067.1 50310001 50330001 0.352248 0.221802 SG1 LOC114117997 NC_056063.1 36565001 36585001


NC_056067.1 50315001 50335001 0.305431 0.229627 SG1 LOC114117997 NC_056063.1 36570001 36590001


NC_056067.1 50320001 50340001 0.311623 0.220304 SG1 LOC114117997 NC_056063.1 36580001 36600001


NC_056067.1 50325001 50345001 0.257668 0.307571 SG1 LOC114117997 NC_056063.1 36585001 36605001


NC_056067.1 50330001 50350001 0.108594 0.398652 SG1 LOC114117997 NC_056063.1 36590001 36610001


NC_056067.1 50335001 50355001 0.119834 0.427464 SG1 LOC114117997 NC_056054.1 119940001 119960001


NC_056067.1 50340001 50360001 0.093023 0.449687 SG1 LOC114117997 NC_056054.1 119895001 119915001


NC_056067.1 62190001 62210001 0.373024 0.18432 SG1 LOC114118049 NC_056066.1 31700001 31720001


NC_056068.1 77570001 77590001 0.423149 0.250635 SG1 LOC114118440;LOC1NC_056066.1 31705001 31725001


NC_056068.1 77575001 77595001 0.334419 0.22755 SG1 LOC114118440;LOC1NC_056066.1 31710001 31730001


NC_056068.1 77580001 77600001 0.205841 0.203978 SG1 LOC114118440;LOC1NC_056055.1 104065001 104085001


NC_056065.1 53850001 53870001 0.457505 0.261343 SG1 LOC121816074 NC_056079.1 19060001 19080001







NC_056065.1 53855001 53875001 0.33785 0.317529 SG1 LOC121816074 NC_056057.1 67705001 67725001


NC_056065.1 53860001 53880001 0.34209 0.328683 SG1 LOC121816074 NC_056064.1 29275001 29295001


NC_056067.1 54710001 54730001 0.445332 0.233592 SG1 LOC121816430;LOC1NC_056064.1 29280001 29300001


NC_056070.1 14085001 14105001 0.180417 0.265728 SG1 LOC121816918 NC_056064.1 29285001 29305001


NC_056070.1 14135001 14155001 0.154152 0.205859 SG1 LOC121816918 NC_056064.1 29295001 29315001


NC_056070.1 14140001 14160001 0.138486 0.204791 SG1 LOC121816918 NC_056064.1 17140001 17160001


NC_056070.1 14145001 14165001 0.108223 0.258375 SG1 LOC121816918 NC_056064.1 17145001 17165001


NC_056070.1 14150001 14170001 0.127833 0.261618 SG1 LOC121816918 NC_056064.1 17425001 17445001


NC_056070.1 14155001 14175001 0.192075 0.273879 SG1 LOC121816918 NC_056057.1 78270001 78290001


NC_056070.1 14160001 14180001 0.223392 0.266581 SG1 LOC121816918 NC_056057.1 78275001 78295001


NC_056070.1 14165001 14185001 0.342403 0.215148 SG1 LOC121816918 NC_056057.1 78280001 78300001


NC_056071.1 31025001 31045001 0.288373 0.242857 SG1 LOC121817050;PTPNNC_056080.1 62410001 62430001


NC_056071.1 31030001 31050001 0.38158 0.183564 SG1 LOC121817050;PTPNNC_056080.1 62415001 62435001


NC_056071.1 4240001 4260001 0.223695 0.431482 SG1 LOC121817145 NC_056080.1 62420001 62440001


NC_056071.1 4245001 4265001 0.215204 0.435374 SG1 LOC121817145 NC_056080.1 62425001 62445001


NC_056071.1 4250001 4270001 0.325493 0.419219 SG1 LOC121817145 NC_056080.1 62430001 62450001


NC_056080.1 81860001 81880001 0.249071 0.381703 SG1 LOC121818145 NC_056074.1 22700001 22720001


NC_056080.1 14805001 14825001 0.468652 0.206044 SG1 LOC121818210 NC_056074.1 22705001 22725001


NC_056054.1 86020001 86040001 0.247787 0.271589 SG1 LOC121818611;PRPF NC_056074.1 22710001 22730001


NC_056054.1 86025001 86045001 0.429945 0.389925 SG1 LOC121818611;PRPF NC_056074.1 22715001 22735001


NC_056056.1 146660001 1.47E+08 0.341276 0.213843 SG1 LOC121819176;LOC1NC_056056.1 23680001 23700001


NC_056056.1 146665001 1.47E+08 0.125538 0.319735 SG1 LOC121819176;LOC1NC_056056.1 23790001 23810001


NC_056057.1 113760001 1.14E+08 0.462433 0.184238 SG1 LOC121819522;ZNF4 NC_056056.1 23795001 23815001


NC_056062.1 64830001 64850001 0.452187 0.210027 SG1 LOC121820313 NC_056056.1 23800001 23820001


NC_056062.1 64835001 64855001 0.459444 0.212512 SG1 LOC121820313 NC_056056.1 23805001 23825001


NC_056062.1 64840001 64860001 0.466102 0.205142 SG1 LOC121820313 NC_056063.1 26140001 26160001


NC_056054.1 107160001 1.07E+08 0.230992 0.223794 SG1 LOC121820608 NC_056063.1 26145001 26165001


NC_056054.1 107165001 1.07E+08 0.15451 0.240748 SG1 LOC121820608 NC_056063.1 26150001 26170001


NC_056054.1 107320001 1.07E+08 0.222558 0.197396 SG1 LOC121820612 NC_056063.1 26310001 26330001


NC_056054.1 107325001 1.07E+08 0.282717 0.231959 SG1 LOC121820612 NC_056063.1 26320001 26340001


NC_056064.1 61445001 61465001 0.147832 0.286927 SG1 LOC121820680 NC_056063.1 26325001 26345001


NC_056064.1 61450001 61470001 0.163843 0.303447 SG1 LOC121820680 NC_056063.1 26330001 26350001







NC_056066.1 36970001 36990001 0.375919 0.332932 SG1 LOC443027 NC_056063.1 26335001 26355001


NC_056066.1 36975001 36995001 0.391915 0.264683 SG1 LOC443027 NC_056063.1 26340001 26360001


NC_056066.1 36980001 37000001 0.432316 0.223988 SG1 LOC443027 NC_056063.1 26345001 26365001


NC_056066.1 36985001 37005001 0.416806 0.241552 SG1 LOC443027 NC_056063.1 26360001 26380001


NC_056066.1 36990001 37010001 0.431507 0.306851 SG1 LOC443027 NC_056063.1 26365001 26385001


NC_056066.1 36995001 37015001 0.399338 0.334347 SG1 LOC443027 NC_056063.1 26530001 26550001


NC_056066.1 37000001 37020001 0.376019 0.314406 SG1 LOC443027 NC_056063.1 26545001 26565001


NC_056066.1 37005001 37025001 0.34853 0.279326 SG1 LOC443027 NC_056063.1 26550001 26570001


NC_056074.1 36005001 36025001 0.20759 0.190047 SG1 LOC443348 NC_056063.1 26555001 26575001


NC_056058.1 16430001 16450001 0.227097 0.207066 SG1 LONP1;RPL36 NC_056063.1 26560001 26580001


NC_056067.1 23335001 23355001 0.350837 0.247089 SG1 LPCAT2 NC_056063.1 26565001 26585001


NC_056063.1 16980001 17000001 0.099503 0.318498 SG1 LRCH1 NC_056056.1 103985001 104005001


NC_056063.1 16985001 17005001 0.087988 0.389359 SG1 LRCH1 NC_056055.1 50015001 50035001


NC_056063.1 17000001 17020001 0.25606 0.225377 SG1 LRCH1 NC_056061.1 40125001 40145001


NC_056072.1 35190001 35210001 0.468861 0.254366 SG1 LRIG1;SLC25A26 NC_056061.1 40130001 40150001


NC_056073.1 6880001 6900001 0.380641 0.219459 SG1 LRRC1 NC_056061.1 40135001 40155001


NC_056068.1 70510001 70530001 0.441275 0.18513 SG1 LRRC4C NC_056068.1 29925001 29945001


NC_056054.1 66910001 66930001 0.467074 0.228773 SG1 LRRC8B NC_056068.1 29930001 29950001


NC_056054.1 66920001 66940001 0.312791 0.183209 SG1 LRRC8B NC_056068.1 29935001 29955001


NC_056055.1 243440001 2.43E+08 0.376512 0.18543 SG1 LUZP1 NC_056064.1 18500001 18520001


NC_056055.1 243445001 2.43E+08 0.235446 0.194567 SG1 LUZP1 NC_056080.1 15850001 15870001


NC_056055.1 243450001 2.43E+08 0.101938 0.245978 SG1 LUZP1 NC_056080.1 15855001 15875001


NC_056055.1 243455001 2.43E+08 0.159603 0.189029 SG1 LUZP1 NC_056080.1 15860001 15880001


NC_056074.1 17870001 17890001 0.442657 0.310676 SG1 LUZP2 NC_056061.1 63565001 63585001


NC_056074.1 17875001 17895001 0.226712 0.404361 SG1 LUZP2 NC_056071.1 34620001 34640001


NC_056074.1 17880001 17900001 0.194357 0.454021 SG1 LUZP2 NC_056071.1 34625001 34645001


NC_056074.1 17885001 17905001 0.068418 0.393101 SG1 LUZP2 NC_056071.1 34630001 34650001


NC_056074.1 17890001 17910001 0.030011 0.38657 SG1 LUZP2 NC_056071.1 34635001 34655001


NC_056074.1 17895001 17915001 0.024825 0.349925 SG1 LUZP2 NC_056071.1 34640001 34660001


NC_056074.1 17965001 17985001 0.109081 0.271537 SG1 LUZP2 NC_056071.1 34645001 34665001


NC_056074.1 17970001 17990001 0.186188 0.212636 SG1 LUZP2 NC_056074.1 5690001 5710001


NC_056074.1 17975001 17995001 0.272338 0.219921 SG1 LUZP2 NC_056069.1 41095001 41115001







NC_056074.1 17990001 18010001 0.25505 0.214159 SG1 LUZP2 NC_056069.1 41100001 41120001


NC_056074.1 17995001 18015001 0.155011 0.269497 SG1 LUZP2 NC_056069.1 41105001 41125001


NC_056074.1 18000001 18020001 0.153846 0.262256 SG1 LUZP2 NC_056069.1 41110001 41130001


NC_056074.1 18005001 18025001 0.468511 0.191831 SG1 LUZP2 NC_056069.1 41115001 41135001


NC_056072.1 14600001 14620001 0.243074 0.320643 SG1 LYZL4 NC_056065.1 78285001 78305001


NC_056072.1 14605001 14625001 0.264431 0.301219 SG1 LYZL4 NC_056065.1 78290001 78310001


NC_056072.1 14610001 14630001 0.290843 0.259961 SG1 LYZL4 NC_056065.1 78295001 78315001


NC_056075.1 21580001 21600001 0.246575 0.186407 SG1 LZTS2;MRPL43;SEM NC_056071.1 29040001 29060001


NC_056075.1 21585001 21605001 0.352446 0.204754 SG1 LZTS2;MRPL43;SEM NC_056071.1 29045001 29065001


NC_056054.1 93425001 93445001 0.209646 0.183366 SG1 MAB21L3 NC_056071.1 29060001 29080001


NC_056054.1 93430001 93450001 0.243086 0.199737 SG1 MAB21L3 NC_056060.1 20850001 20870001


NC_056066.1 7555001 7575001 0.416378 0.407588 SG1 MACROD2 NC_056060.1 20855001 20875001


NC_056066.1 7560001 7580001 0.325512 0.431704 SG1 MACROD2 NC_056066.1 19080001 19100001


NC_056066.1 7565001 7585001 0.280025 0.420765 SG1 MACROD2 NC_056066.1 19085001 19105001


NC_056066.1 7570001 7590001 0.220935 0.404328 SG1 MACROD2 NC_056069.1 5940001 5960001


NC_056066.1 7575001 7595001 0.380759 0.393737 SG1 MACROD2 NC_056066.1 32450001 32470001


NC_056066.1 7580001 7600001 0.447496 0.391892 SG1 MACROD2 NC_056074.1 32185001 32205001


NC_056066.1 7750001 7770001 0.333333 0.219317 SG1 MACROD2 NC_056074.1 32190001 32210001


NC_056066.1 8250001 8270001 0.45376 0.2687 SG1 MACROD2 NC_056064.1 28410001 28430001


NC_056054.1 119060001 1.19E+08 0.469675 0.23901 SG1 MAEL NC_056064.1 28415001 28435001


NC_056054.1 119065001 1.19E+08 0.408198 0.258576 SG1 MAEL NC_056064.1 28420001 28440001


NC_056054.1 119070001 1.19E+08 0.190477 0.280223 SG1 MAEL NC_056064.1 28425001 28445001


NC_056054.1 119075001 1.19E+08 0.190654 0.269511 SG1 MAEL NC_056080.1 54015001 54035001


NC_056057.1 44630001 44650001 0.331726 0.22176 SG1 MAGI2 NC_056080.1 54025001 54045001


NC_056057.1 44635001 44655001 0.19183 0.236504 SG1 MAGI2 NC_056080.1 54030001 54050001


NC_056057.1 44640001 44660001 0.2 0.254321 SG1 MAGI2 NC_056057.1 17450001 17470001


NC_056061.1 18975001 18995001 0.291237 0.215321 SG1 MAN1A1 NC_056057.1 17455001 17475001


NC_056061.1 18980001 19000001 0.304422 0.237041 SG1 MAN1A1 NC_056057.1 17460001 17480001


NC_056061.1 18985001 19005001 0.453855 0.23333 SG1 MAN1A1 NC_056063.1 54375001 54395001


NC_056071.1 21050001 21070001 0.191997 0.226657 SG1 MAN2A2 NC_056054.1 123165001 123185001


NC_056071.1 21055001 21075001 0.156325 0.250803 SG1 MAN2A2 NC_056054.1 194585001 194605001


NC_056071.1 21060001 21080001 0.110475 0.332216 SG1 MAN2A2 NC_056054.1 194590001 194610001







NC_056071.1 31090001 31110001 0.334378 0.229616 SG1 MAN2C1;SIN3A NC_056054.1 194595001 194615001


NC_056061.1 61975001 61995001 0.424233 0.202133 SG1 MAP3K5 NC_056054.1 194600001 194620001


NC_056061.1 61980001 62000001 0.266607 0.238152 SG1 MAP3K5 NC_056054.1 194605001 194625001


NC_056061.1 61985001 62005001 0.333062 0.223164 SG1 MAP3K5 NC_056054.1 194610001 194630001


NC_056061.1 61990001 62010001 0.38672 0.208928 SG1 MAP3K5 NC_056054.1 190835001 190855001


NC_056061.1 61995001 62015001 0.45953 0.21722 SG1 MAP3K5 NC_056054.1 190840001 190860001


NC_056060.1 41595001 41615001 0.394668 0.198284 SG1 MAP4K5 NC_056054.1 190845001 190865001


NC_056060.1 41600001 41620001 0.408006 0.189934 SG1 MAP4K5 NC_056054.1 190850001 190870001


NC_056060.1 41605001 41625001 0.379769 0.191252 SG1 MAP4K5 NC_056054.1 190855001 190875001


NC_056060.1 41610001 41630001 0.423349 0.187727 SG1 MAP4K5 NC_056057.1 72530001 72550001


NC_056056.1 219830001 2.2E+08 0.147365 0.418341 SG1 MCAT NC_056057.1 72535001 72555001


NC_056056.1 219835001 2.2E+08 0.119874 0.432166 SG1 MCAT NC_056057.1 72540001 72560001


NC_056056.1 219840001 2.2E+08 0.117504 0.424404 SG1 MCAT;TSPO NC_056057.1 72545001 72565001


NC_056056.1 219845001 2.2E+08 0.153939 0.414744 SG1 MCAT;TSPO NC_056057.1 72550001 72570001


NC_056060.1 38355001 38375001 0.20893 0.233915 SG1 MDGA2 NC_056057.1 72555001 72575001


NC_056060.1 38360001 38380001 0.077761 0.294305 SG1 MDGA2 NC_056057.1 72600001 72620001


NC_056060.1 38365001 38385001 0.066148 0.319722 SG1 MDGA2 NC_056056.1 112455001 112475001


NC_056060.1 38370001 38390001 0.050294 0.347905 SG1 MDGA2 NC_056056.1 112460001 112480001


NC_056060.1 38375001 38395001 0.048346 0.318512 SG1 MDGA2 NC_056056.1 112465001 112485001


NC_056065.1 2110001 2130001 0.360329 0.184462 SG1 MDM4 NC_056056.1 112470001 112490001


NC_056061.1 47795001 47815001 0.370308 0.183281 SG1 MDN1 NC_056056.1 112475001 112495001


NC_056061.1 47800001 47820001 0.3521 0.203889 SG1 MDN1 NC_056071.1 27870001 27890001


NC_056061.1 47805001 47825001 0.301971 0.191682 SG1 MDN1 NC_056055.1 7335001 7355001


NC_056054.1 218840001 2.19E+08 0.066745 0.195736 SG1 MECOM NC_056055.1 7340001 7360001


NC_056080.1 63830001 63850001 0.353933 0.193353 SG1 MED12 NC_056055.1 7345001 7365001


NC_056080.1 63835001 63855001 0.375816 0.240594 SG1 MED12 NC_056055.1 7420001 7440001


NC_056058.1 41095001 41115001 0.319635 0.217756 SG1 MED16;PLPPR3 NC_056066.1 18050001 18070001


NC_056058.1 41100001 41120001 0.27027 0.291663 SG1 MED16;R3HDM4 NC_056066.1 18350001 18370001


NC_056074.1 585001 605001 0.154804 0.185087 SG1 MED17;VSTM5 NC_056066.1 18355001 18375001


NC_056056.1 4910001 4930001 0.302899 0.336927 SG1 MED27 NC_056066.1 18360001 18380001


NC_056056.1 4915001 4935001 0.331896 0.364485 SG1 MED27 NC_056054.1 204045001 204065001


NC_056056.1 4920001 4940001 0.392413 0.369786 SG1 MED27 NC_056054.1 204050001 204070001







NC_056056.1 4925001 4945001 0.290855 0.299192 SG1 MED27 NC_056077.1 14010001 14030001


NC_056056.1 4930001 4950001 0.362299 0.282817 SG1 MED27 NC_056077.1 14015001 14035001


NC_056056.1 4935001 4955001 0.381673 0.264217 SG1 MED27 NC_056063.1 36660001 36680001


NC_056056.1 4940001 4960001 0.385663 0.264307 SG1 MED27 NC_056063.1 36670001 36690001


NC_056056.1 4945001 4965001 0.398655 0.262375 SG1 MED27 NC_056063.1 36685001 36705001


NC_056056.1 4950001 4970001 0.355202 0.222957 SG1 MED27 NC_056063.1 36690001 36710001


NC_056056.1 4955001 4975001 0.381379 0.226306 SG1 MED27 NC_056063.1 36695001 36715001


NC_056056.1 4960001 4980001 0.400068 0.234109 SG1 MED27 NC_056056.1 10315001 10335001


NC_056063.1 30290001 30310001 0.205619 0.226739 SG1 MEDAG NC_056054.1 266270001 266290001


NC_056063.1 30295001 30315001 0.235683 0.232916 SG1 MEDAG NC_056054.1 266275001 266295001


NC_056063.1 30300001 30320001 0.303874 0.207347 SG1 MEDAG NC_056054.1 266280001 266300001


NC_056063.1 30305001 30325001 0.423976 0.183658 SG1 MEDAG NC_056054.1 266285001 266305001


NC_056063.1 30280001 30300001 0.351723 0.233114 SG1 MEDAG;TEX26 NC_056075.1 5215001 5235001


NC_056063.1 30285001 30305001 0.197483 0.263266 SG1 MEDAG;TEX26 NC_056063.1 5505001 5525001


NC_056058.1 24365001 24385001 0.215934 0.328544 SG1 MEGF10 NC_056063.1 5510001 5530001


NC_056058.1 24370001 24390001 0.081088 0.422812 SG1 MEGF10 NC_056055.1 60555001 60575001


NC_056058.1 24375001 24395001 0.296781 0.34557 SG1 MEGF10 NC_056071.1 26895001 26915001


NC_056060.1 12765001 12785001 0.460926 0.184045 SG1 MEGF11 NC_056071.1 26900001 26920001


NC_056060.1 12770001 12790001 0.439791 0.237107 SG1 MEGF11 NC_056071.1 26905001 26925001


NC_056060.1 12795001 12815001 0.415004 0.1836 SG1 MEGF11 NC_056071.1 26910001 26930001


NC_056060.1 12955001 12975001 0.369008 0.231857 SG1 MEGF11 NC_056071.1 26915001 26935001


NC_056060.1 12960001 12980001 0.44847 0.241609 SG1 MEGF11 NC_056080.1 22920001 22940001


NC_056060.1 12965001 12985001 0.382197 0.23489 SG1 MEGF11 NC_056080.1 22980001 23000001


NC_056060.1 30805001 30825001 0.370196 0.30527 SG1 MEIS2 NC_056080.1 22985001 23005001


NC_056060.1 30855001 30875001 0.314305 0.193535 SG1 MEIS2 NC_056057.1 65740001 65760001


NC_056064.1 43295001 43315001 0.440945 0.187113 SG1 MEOX1 NC_056057.1 65745001 65765001


NC_056060.1 23995001 24015001 0.365951 0.213948 SG1 METTL3;SALL2 NC_056057.1 65770001 65790001


NC_056054.1 14555001 14575001 0.460063 0.201496 SG1 MFSD2A NC_056057.1 65775001 65795001


NC_056064.1 28105001 28125001 0.37637 0.204159 SG1 MFSD6L;PIK3R6 NC_056057.1 65780001 65800001


NC_056072.1 31720001 31740001 0.430228 0.205896 SG1 MITF NC_056057.1 65785001 65805001


NC_056072.1 31725001 31745001 0.388199 0.223827 SG1 MITF NC_056057.1 65790001 65810001


NC_056072.1 31730001 31750001 0.267673 0.230806 SG1 MITF NC_056057.1 65795001 65815001







NC_056072.1 31735001 31755001 0.10814 0.223492 SG1 MITF NC_056057.1 65850001 65870001


NC_056072.1 31740001 31760001 0.066866 0.334253 SG1 MITF NC_056057.1 65855001 65875001


NC_056072.1 31745001 31765001 0.134645 0.305942 SG1 MITF NC_056057.1 65860001 65880001


NC_056072.1 31750001 31770001 0.183265 0.31777 SG1 MITF NC_056057.1 65865001 65885001


NC_056072.1 31755001 31775001 0.203509 0.320436 SG1 MITF NC_056057.1 65870001 65890001


NC_056072.1 31760001 31780001 0.168975 0.305195 SG1 MITF NC_056057.1 65875001 65895001


NC_056072.1 31765001 31785001 0.106588 0.293913 SG1 MITF NC_056057.1 65880001 65900001


NC_056072.1 31770001 31790001 0.096642 0.248658 SG1 MITF NC_056057.1 65890001 65910001


NC_056072.1 31775001 31795001 0.175604 0.203958 SG1 MITF NC_056057.1 65895001 65915001


NC_056072.1 31830001 31850001 0.109706 0.23118 SG1 MITF NC_056057.1 65900001 65920001


NC_056072.1 31835001 31855001 0.078054 0.244704 SG1 MITF NC_056057.1 65905001 65925001


NC_056072.1 31840001 31860001 0.086008 0.204197 SG1 MITF NC_056057.1 65965001 65985001


NC_056072.1 31900001 31920001 0.280822 0.187785 SG1 MITF NC_056057.1 65970001 65990001


NC_056054.1 21120001 21140001 0.349169 0.274526 SG1 MKNK1 NC_056057.1 66055001 66075001


NC_056054.1 21125001 21145001 0.189155 0.370999 SG1 MKNK1 NC_056057.1 66060001 66080001


NC_056054.1 21135001 21155001 0.151703 0.337387 SG1 MKNK1 NC_056057.1 66065001 66085001


NC_056070.1 63060001 63080001 0.429188 0.31186 SG1 MLEC NC_056057.1 66070001 66090001


NC_056070.1 63065001 63085001 0.431787 0.270379 SG1 MLEC NC_056057.1 66075001 66095001


NC_056070.1 63070001 63090001 0.401487 0.231517 SG1 MLEC;UNC119B NC_056057.1 66080001 66100001


NC_056070.1 63075001 63095001 0.312644 0.249833 SG1 MLEC;UNC119B NC_056069.1 19560001 19580001


NC_056070.1 63080001 63100001 0.342075 0.205344 SG1 MLEC;UNC119B NC_056069.1 19565001 19585001


NC_056055.1 88985001 89005001 0.467335 0.201667 SG1 MLLT3 NC_056069.1 19570001 19590001


NC_056064.1 14310001 14330001 0.373685 0.289272 SG1 MMP28 NC_056069.1 19680001 19700001


NC_056064.1 14315001 14335001 0.068853 0.345641 SG1 MMP28 NC_056069.1 19690001 19710001


NC_056054.1 174740001 1.75E+08 0.325699 0.337579 SG1 MORC1 NC_056069.1 20330001 20350001


NC_056054.1 174745001 1.75E+08 0.234293 0.469801 SG1 MORC1 NC_056069.1 20335001 20355001


NC_056054.1 174750001 1.75E+08 0.19054 0.622466 SG1 MORC1 NC_056069.1 20450001 20470001


NC_056054.1 174755001 1.75E+08 0.090674 0.657108 SG1 MORC1 NC_056061.1 61115001 61135001


NC_056054.1 174760001 1.75E+08 0.111465 0.547521 SG1 MORC1 NC_056061.1 61120001 61140001


NC_056054.1 174765001 1.75E+08 0.17707 0.389503 SG1 MORC1 NC_056061.1 61125001 61145001


NC_056061.1 89060001 89080001 0.408221 0.21926 SG1 MPC1 NC_056061.1 61130001 61150001


NC_056066.1 31745001 31765001 0.46257 0.199241 SG1 MRC1 NC_056061.1 61135001 61155001







NC_056059.1 104945001 1.05E+08 0.21208 0.194385 SG1 MSX1 NC_056061.1 61140001 61160001


NC_056071.1 67440001 67460001 0.138523 0.346591 SG1 MTA1 NC_056061.1 61145001 61165001


NC_056071.1 67445001 67465001 0.172296 0.284412 SG1 MTA1 NC_056061.1 61155001 61175001


NC_056071.1 67450001 67470001 0.199336 0.274144 SG1 MTA1 NC_056061.1 61160001 61180001


NC_056071.1 67455001 67475001 0.22042 0.280272 SG1 MTA1 NC_056059.1 30735001 30755001


NC_056071.1 67430001 67450001 0.353524 0.300346 SG1 MTA1;TEX22 NC_056059.1 30740001 30760001


NC_056071.1 67435001 67455001 0.249146 0.31293 SG1 MTA1;TEX22 NC_056071.1 30170001 30190001


NC_056056.1 146695001 1.47E+08 0.259343 0.261837 SG1 MUC19 NC_056071.1 30175001 30195001


NC_056056.1 146700001 1.47E+08 0.373766 0.202092 SG1 MUC19 NC_056071.1 30180001 30200001


NC_056067.1 56300001 56320001 0.273463 0.18831 SG1 MYBPC2;POLD1;SPI NC_056067.1 43305001 43325001


NC_056067.1 56305001 56325001 0.323852 0.20283 SG1 MYBPC2;POLD1;SPI NC_056071.1 7545001 7565001


NC_056054.1 189080001 1.89E+08 0.468812 0.185504 SG1 MYLK NC_056071.1 7550001 7570001


NC_056054.1 212340001 2.12E+08 0.395331 0.205042 SG1 NAALADL2 NC_056071.1 7555001 7575001


NC_056056.1 163315001 1.63E+08 0.464512 0.199876 SG1 NABP2;RNF41;SLC39NC_056071.1 7560001 7580001


NC_056056.1 23735001 23755001 0.442088 0.224211 SG1 NBAS NC_056073.1 42950001 42970001


NC_056063.1 26070001 26090001 0.333333 0.216715 SG1 NBEA NC_056073.1 42955001 42975001


NC_056063.1 26075001 26095001 0.369566 0.205094 SG1 NBEA NC_056056.1 209340001 209360001


NC_056063.1 26080001 26100001 0.204211 0.25822 SG1 NBEA NC_056064.1 20255001 20275001


NC_056063.1 26085001 26105001 0.263691 0.3197 SG1 NBEA NC_056064.1 20260001 20280001


NC_056063.1 26090001 26110001 0.326456 0.331703 SG1 NBEA NC_056080.1 65285001 65305001


NC_056063.1 26095001 26115001 0.401691 0.412295 SG1 NBEA NC_056080.1 65290001 65310001


NC_056055.1 205125001 2.05E+08 0.462762 0.454673 SG1 NBEAL1 NC_056080.1 65295001 65315001


NC_056055.1 205130001 2.05E+08 0.471622 0.464105 SG1 NBEAL1 NC_056056.1 112045001 112065001


NC_056055.1 205140001 2.05E+08 0.388106 0.479544 SG1 NBEAL1 NC_056056.1 112050001 112070001


NC_056055.1 205145001 2.05E+08 0.273244 0.510088 SG1 NBEAL1 NC_056054.1 91055001 91075001


NC_056055.1 205150001 2.05E+08 0.309078 0.512548 SG1 NBEAL1 NC_056062.1 51160001 51180001


NC_056055.1 205155001 2.05E+08 0.353206 0.514646 SG1 NBEAL1 NC_056062.1 51165001 51185001


NC_056062.1 75315001 75335001 0.281734 0.186932 SG1 NCALD NC_056063.1 48185001 48205001


NC_056054.1 136395001 1.36E+08 0.330724 0.198464 SG1 NCAM2 NC_056063.1 48190001 48210001


NC_056054.1 136465001 1.36E+08 0.415095 0.264289 SG1 NCAM2 NC_056063.1 48195001 48215001


NC_056054.1 136470001 1.36E+08 0.355688 0.321512 SG1 NCAM2 NC_056054.1 88680001 88700001


NC_056054.1 252870001 2.53E+08 0.341912 0.213047 SG1 NCK1 NC_056066.1 23045001 23065001







NC_056054.1 252875001 2.53E+08 0.301887 0.19565 SG1 NCK1 NC_056066.1 23050001 23070001


NC_056055.1 177900001 1.78E+08 0.470841 0.23369 SG1 NCKAP5 NC_056066.1 23055001 23075001


NC_056055.1 177920001 1.78E+08 0.465985 0.195361 SG1 NCKAP5 NC_056062.1 67795001 67815001


NC_056055.1 177925001 1.78E+08 0.39593 0.192827 SG1 NCKAP5 NC_056062.1 36315001 36335001


NC_056061.1 12640001 12660001 0.280749 0.201606 SG1 NCOA7 NC_056062.1 36320001 36340001


NC_056066.1 21640001 21660001 0.356814 0.21256 SG1 NEBL NC_056062.1 36325001 36345001


NC_056054.1 176890001 1.77E+08 0.331734 0.194274 SG1 NECTIN3 NC_056062.1 36330001 36350001


NC_056054.1 176895001 1.77E+08 0.245131 0.218808 SG1 NECTIN3 NC_056062.1 36335001 36355001


NC_056054.1 176900001 1.77E+08 0.180934 0.233201 SG1 NECTIN3 NC_056062.1 36340001 36360001


NC_056054.1 176905001 1.77E+08 0.172314 0.227179 SG1 NECTIN3 NC_056066.1 1895001 1915001


NC_056054.1 176910001 1.77E+08 0.213908 0.205213 SG1 NECTIN3 NC_056066.1 1915001 1935001


NC_056054.1 176915001 1.77E+08 0.193137 0.211645 SG1 NECTIN3 NC_056066.1 1920001 1940001


NC_056054.1 176920001 1.77E+08 0.228663 0.205916 SG1 NECTIN3 NC_056055.1 209950001 209970001


NC_056054.1 176925001 1.77E+08 0.254237 0.206834 SG1 NECTIN3 NC_056054.1 242570001 242590001


NC_056054.1 176930001 1.77E+08 0.302657 0.210048 SG1 NECTIN3 NC_056066.1 20750001 20770001


NC_056054.1 176935001 1.77E+08 0.308501 0.196395 SG1 NECTIN3 NC_056066.1 20755001 20775001


NC_056054.1 176940001 1.77E+08 0.242869 0.192634 SG1 NECTIN3 NC_056066.1 20825001 20845001


NC_056054.1 176945001 1.77E+08 0.19304 0.19334 SG1 NECTIN3 NC_056066.1 20830001 20850001


NC_056054.1 176965001 1.77E+08 0.340118 0.202194 SG1 NECTIN3 NC_056066.1 20835001 20855001


NC_056076.1 57550001 57570001 0.459766 0.228552 SG1 NEDD4L NC_056066.1 58185001 58205001


NC_056076.1 57555001 57575001 0.279041 0.243989 SG1 NEDD4L NC_056066.1 58190001 58210001


NC_056076.1 57560001 57580001 0.217089 0.243725 SG1 NEDD4L NC_056066.1 58195001 58215001


NC_056076.1 57565001 57585001 0.301632 0.193522 SG1 NEDD4L NC_056066.1 58200001 58220001


NC_056054.1 47185001 47205001 0.429062 0.199046 SG1 NEGR1 NC_056057.1 96900001 96920001


NC_056072.1 1675001 1695001 0.411554 0.199362 SG1 NEK10 NC_056057.1 96905001 96925001


NC_056072.1 1680001 1700001 0.371662 0.22037 SG1 NEK10 NC_056057.1 96910001 96930001


NC_056072.1 1685001 1705001 0.425422 0.190295 SG1 NEK10 NC_056080.1 23040001 23060001


NC_056060.1 19765001 19785001 0.444707 0.486273 SG1 NEO1 NC_056080.1 23045001 23065001


NC_056060.1 19770001 19790001 0.286528 0.478459 SG1 NEO1 NC_056080.1 23050001 23070001


NC_056060.1 19775001 19795001 0.235441 0.372073 SG1 NEO1 NC_056059.1 117150001 117170001


NC_056060.1 19780001 19800001 0.169718 0.322143 SG1 NEO1 NC_056059.1 117155001 117175001


NC_056060.1 19785001 19805001 0.279243 0.207455 SG1 NEO1 NC_056059.1 117160001 117180001







NC_056054.1 36690001 36710001 0.413052 0.20058 SG1 NFIA NC_056059.1 117165001 117185001


NC_056054.1 36695001 36715001 0.188907 0.210236 SG1 NFIA NC_056059.1 117170001 117190001


NC_056055.1 82830001 82850001 0.390873 0.193396 SG1 NFIB NC_056059.1 117175001 117195001


NC_056071.1 20955001 20975001 0.343689 0.208575 SG1 NGRN;VPS33B NC_056059.1 117180001 117200001


NC_056080.1 15890001 15910001 0.224066 0.185644 SG1 NHS NC_056059.1 117185001 117205001


NC_056080.1 15930001 15950001 0.408163 0.217878 SG1 NHS NC_056059.1 117190001 117210001


NC_056080.1 15935001 15955001 0.376127 0.237353 SG1 NHS NC_056059.1 117195001 117215001


NC_056080.1 64690001 64710001 0.413793 0.209002 SG1 NHSL2;RTL5 NC_056059.1 117200001 117220001


NC_056067.1 52590001 52610001 0.094903 0.186819 SG1 NKPD1;PPP1R37;TRANC_056059.1 117205001 117225001


NC_056067.1 52595001 52615001 0.10695 0.220027 SG1 NKPD1;TRAPPC6A NC_056059.1 117210001 117230001


NC_056068.1 29470001 29490001 0.152597 0.217584 SG1 NLRX1 NC_056059.1 117215001 117235001


NC_056055.1 61725001 61745001 0.1656 0.18709 SG1 NMRK1 NC_056059.1 117230001 117250001


NC_056055.1 61730001 61750001 0.092361 0.243472 SG1 NMRK1 NC_056059.1 117235001 117255001


NC_056055.1 61735001 61755001 0.042424 0.264403 SG1 NMRK1 NC_056059.1 117240001 117260001


NC_056055.1 61740001 61760001 0.072333 0.236582 SG1 NMRK1 NC_056073.1 30220001 30240001


NC_056055.1 61745001 61765001 0.104701 0.189277 SG1 NMRK1 NC_056073.1 30225001 30245001


NC_056059.1 71770001 71790001 0.293394 0.246505 SG1 NMU NC_056073.1 30230001 30250001


NC_056059.1 71775001 71795001 0.117012 0.353998 SG1 NMU NC_056073.1 30235001 30255001


NC_056059.1 71780001 71800001 0.153815 0.331035 SG1 NMU NC_056073.1 30240001 30260001


NC_056059.1 71785001 71805001 0.338709 0.258031 SG1 NMU NC_056057.1 90710001 90730001


NC_056076.1 23565001 23585001 0.457976 0.239273 SG1 NOL4 NC_056054.1 12770001 12790001


NC_056076.1 23570001 23590001 0.423038 0.202505 SG1 NOL4 NC_056056.1 115790001 115810001


NC_056076.1 23650001 23670001 0.2145 0.190128 SG1 NOL4 NC_056056.1 115795001 115815001


NC_056076.1 23655001 23675001 0.132233 0.236847 SG1 NOL4 NC_056057.1 66320001 66340001


NC_056076.1 23660001 23680001 0.123465 0.229206 SG1 NOL4 NC_056058.1 55740001 55760001


NC_056054.1 257575001 2.58E+08 0.326516 0.25009 SG1 NPHP3 NC_056058.1 55745001 55765001


NC_056054.1 257580001 2.58E+08 0.279817 0.256685 SG1 NPHP3 NC_056058.1 55755001 55775001


NC_056054.1 257585001 2.58E+08 0.343364 0.230455 SG1 NPHP3;UBA5 NC_056058.1 56000001 56020001


NC_056054.1 257590001 2.58E+08 0.396747 0.187523 SG1 NPHP3;UBA5 NC_056058.1 56005001 56025001


NC_056055.1 233565001 2.34E+08 0.368897 0.18709 SG1 NPPC NC_056065.1 70665001 70685001


NC_056055.1 233570001 2.34E+08 0.258752 0.232358 SG1 NPPC NC_056065.1 70670001 70690001


NC_056055.1 52740001 52760001 0.418644 0.217118 SG1 NPR2 NC_056065.1 70675001 70695001







NC_056055.1 52745001 52765001 0.361982 0.203176 SG1 NPR2 NC_056065.1 70680001 70700001


NC_056055.1 52735001 52755001 0.435678 0.221906 SG1 NPR2;SPAG8 NC_056065.1 70685001 70705001


NC_056057.1 63785001 63805001 0.437195 0.321608 SG1 NPSR1 NC_056065.1 70690001 70710001


NC_056057.1 63790001 63810001 0.440402 0.283767 SG1 NPSR1 NC_056065.1 70695001 70715001


NC_056080.1 29495001 29515001 0.34903 0.185563 SG1 NR0B1 NC_056065.1 70700001 70720001


NC_056056.1 73300001 73320001 0.438423 0.206875 SG1 NRXN1 NC_056065.1 70705001 70725001


NC_056060.1 89195001 89215001 0.419961 0.231172 SG1 NRXN3 NC_056065.1 70715001 70735001


NC_056060.1 89200001 89220001 0.459818 0.227231 SG1 NRXN3 NC_056065.1 70720001 70740001


NC_056059.1 117345001 1.17E+08 0.227586 0.201706 SG1 NSD2 NC_056072.1 28745001 28765001


NC_056059.1 117360001 1.17E+08 0.236457 0.18462 SG1 NSD2 NC_056072.1 28750001 28770001


NC_056062.1 28025001 28045001 0.441011 0.231925 SG1 NSMCE2 NC_056072.1 28760001 28780001


NC_056062.1 28030001 28050001 0.131844 0.330583 SG1 NSMCE2 NC_056072.1 28765001 28785001


NC_056062.1 28050001 28070001 0.115071 0.325768 SG1 NSMCE2 NC_056065.1 49095001 49115001


NC_056062.1 28055001 28075001 0.246001 0.241967 SG1 NSMCE2 NC_056065.1 49245001 49265001


NC_056062.1 29435001 29455001 0.070715 0.187111 SG1 NTAQ1 NC_056065.1 49250001 49270001


NC_056062.1 29440001 29460001 0.036819 0.203794 SG1 NTAQ1 NC_056065.1 53070001 53090001


NC_056062.1 29445001 29465001 0.053767 0.195949 SG1 NTAQ1 NC_056071.1 37905001 37925001


NC_056065.1 3325001 3345001 0.398362 0.211606 SG1 NUCKS1 NC_056071.1 37910001 37930001


NC_056065.1 3330001 3350001 0.284341 0.235835 SG1 NUCKS1 NC_056071.1 37915001 37935001


NC_056065.1 3335001 3355001 0.190563 0.257362 SG1 NUCKS1 NC_056071.1 37920001 37940001


NC_056065.1 26705001 26725001 0.425224 0.201036 SG1 NVL NC_056071.1 38235001 38255001


NC_056065.1 26710001 26730001 0.325311 0.215354 SG1 NVL NC_056071.1 38240001 38260001


NC_056065.1 26715001 26735001 0.258193 0.221545 SG1 NVL NC_056071.1 38245001 38265001


NC_056065.1 26720001 26740001 0.229807 0.208116 SG1 NVL NC_056070.1 10615001 10635001


NC_056065.1 26725001 26745001 0.13359 0.233078 SG1 NVL NC_056070.1 10620001 10640001


NC_056059.1 86335001 86355001 0.325023 0.190228 SG1 ODAM NC_056070.1 10625001 10645001


NC_056059.1 86340001 86360001 0.215334 0.24775 SG1 ODAM NC_056071.1 43185001 43205001


NC_056059.1 86345001 86365001 0.096275 0.335054 SG1 ODAM NC_056071.1 43190001 43210001


NC_056059.1 86350001 86370001 0.120656 0.270537 SG1 ODAM NC_056066.1 15870001 15890001


NC_056055.1 119560001 1.2E+08 0.216667 0.271839 SG1 ORMDL1;PMS1 NC_056066.1 15875001 15895001


NC_056072.1 6475001 6495001 0.379009 0.23761 SG1 OSBPL10 NC_056066.1 15880001 15900001


NC_056072.1 6480001 6500001 0.341353 0.240992 SG1 OSBPL10 NC_056056.1 221150001 221170001







NC_056072.1 6485001 6505001 0.403575 0.216647 SG1 OSBPL10 NC_056056.1 221155001 221175001


NC_056072.1 6495001 6515001 0.445373 0.192405 SG1 OSBPL10 NC_056056.1 221160001 221180001


NC_056068.1 34635001 34655001 0.370985 0.24347 SG1 OTOG NC_056056.1 221165001 221185001


NC_056056.1 116350001 1.16E+08 0.418324 0.243311 SG1 OTOGL NC_056068.1 62310001 62330001


NC_056080.1 62960001 62980001 0.090169 0.256941 SG1 OTUD6A NC_056068.1 62315001 62335001


NC_056080.1 62965001 62985001 0.355826 0.262691 SG1 OTUD6A NC_056068.1 62320001 62340001


NC_056071.1 27820001 27840001 0.32134 0.228159 SG1 OTUD7A NC_056068.1 62325001 62345001


NC_056071.1 27825001 27845001 0.133365 0.278683 SG1 OTUD7A NC_056068.1 62330001 62350001


NC_056071.1 27845001 27865001 0.292949 0.277352 SG1 OTUD7A NC_056057.1 94250001 94270001


NC_056071.1 27895001 27915001 0.366448 0.210989 SG1 OTUD7A NC_056057.1 94255001 94275001


NC_056071.1 27900001 27920001 0.41946 0.228888 SG1 OTUD7A NC_056073.1 30310001 30330001


NC_056054.1 274310001 2.74E+08 0.447228 0.199463 SG1 OXNAD1 NC_056066.1 25045001 25065001


NC_056054.1 274315001 2.74E+08 0.253071 0.226662 SG1 OXNAD1 NC_056066.1 25050001 25070001


NC_056054.1 274320001 2.74E+08 0.286092 0.228339 SG1 OXNAD1 NC_056066.1 25055001 25075001


NC_056054.1 274325001 2.74E+08 0.379944 0.223034 SG1 OXNAD1 NC_056066.1 25060001 25080001


NC_056072.1 11725001 11745001 0.114629 0.234591 SG1 OXSR1 NC_056066.1 25065001 25085001


NC_056072.1 11730001 11750001 0.227324 0.192364 SG1 OXSR1 NC_056066.1 25110001 25130001


NC_056058.1 19950001 19970001 0.192223 0.214335 SG1 P4HA2;PDLIM4 NC_056066.1 25120001 25140001


NW_024599828 1110001 1130001 0.213064 0.243715 SG1 PAG3 NC_056066.1 25125001 25145001


NW_024599828 1115001 1135001 0.256449 0.200776 SG1 PAG3 NC_056066.1 25130001 25150001


NC_056080.1 123910001 1.24E+08 0.297668 0.193955 SG1 PAK3 NC_056066.1 25135001 25155001


NC_056080.1 123915001 1.24E+08 0.246218 0.221051 SG1 PAK3 NC_056059.1 114540001 114560001


NC_056080.1 123925001 1.24E+08 0.332571 0.205352 SG1 PAK3 NC_056059.1 114545001 114565001


NC_056080.1 123945001 1.24E+08 0.238477 0.234354 SG1 PAK3 NC_056059.1 114550001 114570001


NC_056080.1 123950001 1.24E+08 0.224839 0.230403 SG1 PAK3 NC_056059.1 114555001 114575001


NC_056080.1 123955001 1.24E+08 0.186666 0.207278 SG1 PAK3 NC_056079.1 37675001 37695001


NC_056080.1 123990001 1.24E+08 0.167208 0.193273 SG1 PAK3 NC_056079.1 37725001 37745001


NC_056066.1 17900001 17920001 0.403041 0.195446 SG1 PARD3 NC_056056.1 11415001 11435001


NC_056066.1 17905001 17925001 0.178043 0.26695 SG1 PARD3 NC_056056.1 11420001 11440001


NC_056066.1 17915001 17935001 0.055884 0.311039 SG1 PARD3 NC_056056.1 11425001 11445001


NC_056066.1 17920001 17940001 0.123398 0.287776 SG1 PARD3 NC_056056.1 11430001 11450001


NC_056060.1 12170001 12190001 0.43876 0.305347 SG1 PARP16 NC_056056.1 11435001 11455001







NC_056055.1 247670001 2.48E+08 0.338362 0.187539 SG1 PAX7 NC_056056.1 11440001 11460001


NC_056055.1 247675001 2.48E+08 0.164829 0.270962 SG1 PAX7 NC_056056.1 70085001 70105001


NC_056059.1 51020001 51040001 0.157284 0.19 SG1 PCDH7 NC_056056.1 70095001 70115001


NC_056063.1 11295001 11315001 0.220145 0.2192 SG1 PCDH8 NC_056063.1 36505001 36525001


NC_056063.1 11300001 11320001 0.240796 0.246647 SG1 PCDH8 NC_056063.1 36510001 36530001


NC_056063.1 11305001 11325001 0.42617 0.203203 SG1 PCDH8 NC_056063.1 36515001 36535001


NC_056063.1 39970001 39990001 0.275824 0.227094 SG1 PCDH9 NC_056063.1 36520001 36540001


NC_056063.1 39975001 39995001 0.347779 0.209514 SG1 PCDH9 NC_056063.1 36525001 36545001


NC_056063.1 39980001 40000001 0.388031 0.211061 SG1 PCDH9 NC_056063.1 36530001 36550001


NC_056063.1 40045001 40065001 0.464896 0.299094 SG1 PCDH9 NC_056063.1 36535001 36555001


NC_056057.1 39050001 39070001 0.37509 0.220472 SG1 PCLO NC_056063.1 36540001 36560001


NC_056057.1 39055001 39075001 0.356818 0.215117 SG1 PCLO NC_056063.1 36545001 36565001


NC_056057.1 39060001 39080001 0.355342 0.189375 SG1 PCLO NC_056063.1 36550001 36570001


NC_056057.1 39095001 39115001 0.395138 0.192289 SG1 PCLO NC_056063.1 36555001 36575001


NC_056057.1 39100001 39120001 0.197602 0.256949 SG1 PCLO NC_056063.1 36560001 36580001


NC_056057.1 39105001 39125001 0.256845 0.221505 SG1 PCLO NC_056080.1 21765001 21785001


NC_056056.1 194965001 1.95E+08 0.249582 0.198457 SG1 PDE3A NC_056080.1 21770001 21790001


NC_056056.1 194975001 1.95E+08 0.284174 0.190409 SG1 PDE3A NC_056070.1 61940001 61960001


NC_056056.1 194980001 1.95E+08 0.25555 0.203853 SG1 PDE3A NC_056060.1 98220001 98240001


NC_056056.1 195035001 1.95E+08 0.164139 0.192595 SG1 PDE3A NC_056060.1 98215001 98235001


NC_056056.1 195040001 1.95E+08 0.126921 0.205484 SG1 PDE3A NC_056074.1 23530001 23550001


NC_056056.1 195045001 1.95E+08 0.080174 0.231939 SG1 PDE3A NC_056057.1 120815001 120835001


NC_056056.1 195050001 1.95E+08 0.05012 0.249579 SG1 PDE3A NC_056057.1 120820001 120840001


NC_056056.1 195055001 1.95E+08 0.121009 0.197508 SG1 PDE3A NC_056057.1 120860001 120880001


NC_056055.1 233435001 2.33E+08 0.398564 0.186364 SG1 PDE6D NC_056057.1 120865001 120885001


NC_056055.1 233440001 2.33E+08 0.297673 0.263097 SG1 PDE6D NC_056057.1 120870001 120890001


NC_056055.1 233445001 2.33E+08 0.172567 0.347052 SG1 PDE6D NC_056057.1 120875001 120895001


NC_056055.1 233450001 2.33E+08 0.185812 0.35435 SG1 PDE6D NC_056057.1 120880001 120900001


NC_056055.1 233455001 2.33E+08 0.147748 0.370312 SG1 PDE6D NC_056057.1 120885001 120905001


NC_056061.1 61190001 61210001 0.462277 0.319555 SG1 PDE7B NC_056057.1 120890001 120910001


NC_056061.1 61195001 61215001 0.352003 0.35141 SG1 PDE7B NC_056066.1 71540001 71560001


NC_056061.1 61200001 61220001 0.296218 0.30736 SG1 PDE7B NC_056054.1 230850001 230870001







NC_056061.1 61205001 61225001 0.273326 0.31643 SG1 PDE7B NC_056054.1 264815001 264835001


NC_056061.1 61210001 61230001 0.236713 0.314398 SG1 PDE7B NC_056054.1 264820001 264840001


NC_056061.1 61215001 61235001 0.279838 0.25835 SG1 PDE7B NC_056054.1 264825001 264845001


NC_056061.1 61220001 61240001 0.441682 0.249986 SG1 PDE7B NC_056059.1 113575001 113595001


NC_056061.1 61230001 61250001 0.355387 0.296692 SG1 PDE7B NC_056059.1 113580001 113600001


NC_056061.1 61235001 61255001 0.331365 0.24652 SG1 PDE7B NC_056059.1 113585001 113605001


NC_056061.1 61240001 61260001 0.342583 0.231773 SG1 PDE7B NC_056068.1 62365001 62385001


NC_056061.1 61245001 61265001 0.396689 0.192426 SG1 PDE7B NC_056068.1 62375001 62395001


NC_056061.1 61385001 61405001 0.345737 0.242677 SG1 PDE7B NC_056068.1 62380001 62400001


NC_056061.1 61390001 61410001 0.336703 0.254099 SG1 PDE7B NC_056068.1 62420001 62440001


NC_056061.1 61395001 61415001 0.323608 0.295266 SG1 PDE7B NC_056068.1 62425001 62445001


NC_056061.1 61400001 61420001 0.429354 0.278513 SG1 PDE7B NC_056068.1 62430001 62450001


NC_056060.1 8500001 8520001 0.447341 0.296596 SG1 PDE8B NC_056058.1 19745001 19765001


NC_056060.1 8515001 8535001 0.421232 0.472546 SG1 PDE8B NC_056058.1 19750001 19770001


NC_056070.1 42430001 42450001 0.208092 0.198135 SG1 PDGFC NC_056071.1 43595001 43615001


NC_056070.1 42435001 42455001 0.122957 0.258429 SG1 PDGFC NC_056071.1 43600001 43620001


NC_056070.1 42440001 42460001 0.134523 0.185991 SG1 PDGFC NC_056071.1 43605001 43625001


NC_056070.1 42530001 42550001 0.060999 0.238415 SG1 PDGFC NC_056071.1 43610001 43630001


NC_056070.1 42535001 42555001 0.059345 0.233911 SG1 PDGFC NC_056071.1 43615001 43635001


NC_056070.1 42540001 42560001 0.075176 0.226471 SG1 PDGFC NC_056071.1 43620001 43640001


NC_056070.1 42545001 42565001 0.073147 0.216592 SG1 PDGFC NC_056071.1 43625001 43645001


NC_056055.1 199165001 1.99E+08 0.349206 0.200174 SG1 PGAP1 NC_056071.1 43630001 43650001


NC_056061.1 68335001 68355001 0.457649 0.216692 SG1 PHACTR2 NC_056071.1 43635001 43655001


NC_056061.1 68340001 68360001 0.207792 0.239834 SG1 PHACTR2 NC_056071.1 43640001 43660001


NC_056061.1 68345001 68365001 0.074943 0.266912 SG1 PHACTR2 NC_056071.1 43645001 43665001


NC_056061.1 68355001 68375001 0.101739 0.274251 SG1 PHACTR2 NC_056071.1 43710001 43730001


NC_056061.1 68360001 68380001 0.201215 0.308838 SG1 PHACTR2 NC_056071.1 43715001 43735001


NC_056061.1 68365001 68385001 0.267971 0.299163 SG1 PHACTR2 NC_056071.1 43720001 43740001


NC_056061.1 68370001 68390001 0.39873 0.258237 SG1 PHACTR2 NC_056069.1 2955001 2975001


NC_056056.1 221305001 2.21E+08 0.432272 0.18552 SG1 PHF21B NC_056069.1 3050001 3070001


NC_056056.1 221310001 2.21E+08 0.394264 0.188564 SG1 PHF21B NC_056069.1 3055001 3075001


NC_056074.1 8900001 8920001 0.455776 0.257906 SG1 PICALM NC_056069.1 3060001 3080001







NC_056056.1 215645001 2.16E+08 0.379881 0.256252 SG1 PICK1 NC_056069.1 3065001 3085001


NC_056056.1 215665001 2.16E+08 0.438852 0.262453 SG1 PICK1;SLC16A8 NC_056069.1 3070001 3090001


NC_056056.1 215670001 2.16E+08 0.320093 0.256548 SG1 PICK1;SLC16A8 NC_056069.1 3075001 3095001


NC_056055.1 231170001 2.31E+08 0.303947 0.187935 SG1 PID1 NC_056069.1 3080001 3100001


NC_056055.1 231175001 2.31E+08 0.228298 0.208564 SG1 PID1 NC_056069.1 3085001 3105001


NC_056055.1 231180001 2.31E+08 0.153988 0.278295 SG1 PID1 NC_056069.1 3090001 3110001


NC_056055.1 231185001 2.31E+08 0.065064 0.343409 SG1 PID1 NC_056069.1 3095001 3115001


NC_056055.1 231190001 2.31E+08 0.039729 0.389134 SG1 PID1 NC_056069.1 3100001 3120001


NC_056055.1 231195001 2.31E+08 0.023621 0.408087 SG1 PID1 NC_056069.1 3105001 3125001


NC_056055.1 231205001 2.31E+08 0.063628 0.318653 SG1 PID1 NC_056069.1 3155001 3175001


NC_056055.1 231210001 2.31E+08 0.141949 0.183579 SG1 PID1 NC_056069.1 3160001 3180001


NC_056066.1 63930001 63950001 0.118669 0.391435 SG1 PIGU NC_056069.1 3165001 3185001


NC_056066.1 63935001 63955001 0.149909 0.366793 SG1 PIGU NC_056069.1 3170001 3190001


NC_056066.1 63940001 63960001 0.1836 0.282289 SG1 PIGU NC_056069.1 3175001 3195001


NC_056066.1 63945001 63965001 0.210325 0.236324 SG1 PIGU NC_056064.1 23555001 23575001


NC_056066.1 63990001 64010001 0.427316 0.205439 SG1 PIGU NC_056064.1 23560001 23580001


NC_056066.1 63995001 64015001 0.396246 0.207402 SG1 PIGU NC_056064.1 23710001 23730001


NC_056057.1 49485001 49505001 0.324946 0.185991 SG1 PIK3CG NC_056070.1 40085001 40105001


NC_056057.1 49490001 49510001 0.317631 0.207702 SG1 PIK3CG NC_056070.1 40090001 40110001


NC_056057.1 49495001 49515001 0.293433 0.201517 SG1 PIK3CG NC_056070.1 40095001 40115001


NC_056077.1 36575001 36595001 0.43309 0.373789 SG1 PILRA NC_056070.1 40100001 40120001


NC_056077.1 36580001 36600001 0.360165 0.34007 SG1 PILRA NC_056070.1 40105001 40125001


NC_056077.1 36565001 36585001 0.468015 0.314966 SG1 PILRA;ZCWPW1 NC_056070.1 40110001 40130001


NC_056075.1 20980001 21000001 0.442872 0.243606 SG1 PKD2L1 NC_056070.1 40115001 40135001


NC_056075.1 20985001 21005001 0.471203 0.233724 SG1 PKD2L1 NC_056066.1 54525001 54545001


NC_056054.1 65950001 65970001 0.24318 0.362283 SG1 PKN2 NC_056066.1 54530001 54550001


NC_056054.1 65955001 65975001 0.320398 0.320447 SG1 PKN2 NC_056065.1 54715001 54735001


NC_056054.1 65960001 65980001 0.420864 0.292865 SG1 PKN2 NC_056054.1 121580001 121600001


NC_056054.1 65965001 65985001 0.459047 0.258862 SG1 PKN2 NC_056054.1 121585001 121605001


NC_056074.1 26140001 26160001 0.269602 0.193111 SG1 PKNOX2 NC_056063.1 19435001 19455001


NC_056074.1 26145001 26165001 0.415788 0.187772 SG1 PKNOX2 NC_056056.1 197545001 197565001


NC_056066.1 895001 915001 0.468902 0.276575 SG1 PLCB1 NC_056056.1 197550001 197570001







NC_056066.1 900001 920001 0.455583 0.267708 SG1 PLCB1 NC_056064.1 14760001 14780001


NC_056066.1 995001 1015001 0.307246 0.264505 SG1 PLCB1 NC_056064.1 14770001 14790001


NC_056066.1 1000001 1020001 0.110115 0.363546 SG1 PLCB1 NC_056055.1 199880001 199900001


NC_056066.1 1005001 1025001 0.026748 0.406421 SG1 PLCB1 NC_056060.1 81990001 82010001


NC_056066.1 1010001 1030001 0.0392 0.343307 SG1 PLCB1 NC_056064.1 17600001 17620001


NC_056066.1 1015001 1035001 0.086982 0.28457 SG1 PLCB1 NC_056064.1 17610001 17630001


NC_056066.1 1020001 1040001 0.324933 0.185079 SG1 PLCB1 NC_056071.1 20260001 20280001


NC_056066.1 1255001 1275001 0.335173 0.264903 SG1 PLCB1 NC_056071.1 20265001 20285001


NC_056066.1 1260001 1280001 0.39576 0.256066 SG1 PLCB1 NC_056056.1 175735001 175755001


NC_056066.1 1265001 1285001 0.341488 0.205321 SG1 PLCB1 NC_056056.1 175740001 175760001


NC_056066.1 1270001 1290001 0.312837 0.229349 SG1 PLCB1 NC_056056.1 175745001 175765001


NC_056065.1 33980001 34000001 0.236522 0.194131 SG1 PLD5 NC_056069.1 35530001 35550001


NC_056067.1 55195001 55215001 0.311719 0.189009 SG1 PLEKHA4 NC_056069.1 35535001 35555001


NC_056067.1 55200001 55220001 0.292128 0.201781 SG1 PLEKHA4;PPP1R15ANC_056069.1 35550001 35570001


NC_056056.1 196255001 1.96E+08 0.416573 0.262673 SG1 PLEKHA5 NC_056069.1 35555001 35575001


NC_056056.1 196300001 1.96E+08 0.279403 0.271037 SG1 PLEKHA5 NC_056062.1 1740001 1760001


NC_056054.1 31095001 31115001 0.253468 0.210309 SG1 PLPP3 NC_056062.1 1745001 1765001


NC_056054.1 31100001 31120001 0.233658 0.228714 SG1 PLPP3 NC_056062.1 1750001 1770001


NC_056054.1 31105001 31125001 0.317786 0.204887 SG1 PLPP3 NC_056056.1 58610001 58630001


NC_056058.1 41035001 41055001 0.265957 0.215725 SG1 PLPPR3;PTBP1 NC_056063.1 36785001 36805001


NC_056065.1 3435001 3455001 0.29661 0.196048 SG1 PM20D1 NC_056063.1 36790001 36810001


NC_056065.1 3440001 3460001 0.37707 0.196874 SG1 PM20D1 NC_056063.1 36795001 36815001


NC_056065.1 3450001 3470001 0.420679 0.197507 SG1 PM20D1 NC_056063.1 36800001 36820001


NC_056055.1 119475001 1.19E+08 0.051943 0.227335 SG1 PMS1 NC_056069.1 15400001 15420001


NC_056055.1 119480001 1.2E+08 0.071461 0.245702 SG1 PMS1 NC_056069.1 15405001 15425001


NC_056055.1 119485001 1.2E+08 0.115063 0.316129 SG1 PMS1 NC_056069.1 15410001 15430001


NC_056055.1 119490001 1.2E+08 0.079864 0.316334 SG1 PMS1 NC_056069.1 15415001 15435001


NC_056055.1 119495001 1.2E+08 0.067312 0.249295 SG1 PMS1 NC_056069.1 15420001 15440001


NC_056055.1 119500001 1.2E+08 0.057302 0.247901 SG1 PMS1 NC_056069.1 15425001 15445001


NC_056055.1 119545001 1.2E+08 0.459747 0.27736 SG1 PMS1 NC_056069.1 15430001 15450001


NC_056055.1 119550001 1.2E+08 0.18565 0.317179 SG1 PMS1 NC_056069.1 15435001 15455001


NC_056055.1 119555001 1.2E+08 0.170927 0.313108 SG1 PMS1 NC_056069.1 15440001 15460001







NC_056059.1 117130001 1.17E+08 0.471076 0.249968 SG1 POLN NC_056069.1 15445001 15465001


NC_056067.1 50705001 50725001 0.186157 0.213983 SG1 POU2F2 NC_056069.1 15450001 15470001


NC_056064.1 9440001 9460001 0.251451 0.189296 SG1 PPM1E NC_056069.1 15455001 15475001


NC_056072.1 48705001 48725001 0.353587 0.270883 SG1 PPM1M;WDR82 NC_056069.1 15460001 15480001


NC_056055.1 239255001 2.39E+08 0.086705 0.198236 SG1 PPP1R8 NC_056069.1 15465001 15485001


NC_056059.1 103455001 1.03E+08 0.413295 0.212791 SG1 PPP2R2C NC_056069.1 15500001 15520001


NC_056059.1 103460001 1.03E+08 0.278345 0.223599 SG1 PPP2R2C NC_056069.1 15505001 15525001


NC_056054.1 253845001 2.54E+08 0.332711 0.203301 SG1 PPP2R3A NC_056076.1 43990001 44010001


NC_056054.1 253850001 2.54E+08 0.271096 0.224762 SG1 PPP2R3A NC_056076.1 43995001 44015001


NC_056054.1 253855001 2.54E+08 0.277955 0.229907 SG1 PPP2R3A NC_056054.1 147120001 147140001


NC_056054.1 253860001 2.54E+08 0.290448 0.221084 SG1 PPP2R3A NC_056054.1 147125001 147145001


NC_056054.1 253865001 2.54E+08 0.246465 0.226661 SG1 PPP2R3A NC_056054.1 147130001 147150001


NC_056054.1 253870001 2.54E+08 0.293947 0.208781 SG1 PPP2R3A NC_056054.1 147135001 147155001


NC_056054.1 253875001 2.54E+08 0.344574 0.185071 SG1 PPP2R3A NC_056054.1 147140001 147160001


NC_056071.1 54015001 54035001 0.217392 0.2475 SG1 PPP4R3A NC_056054.1 147180001 147200001


NC_056071.1 54020001 54040001 0.160043 0.251226 SG1 PPP4R3A NC_056054.1 147185001 147205001


NC_056071.1 54025001 54045001 0.161562 0.261677 SG1 PPP4R3A NC_056054.1 147190001 147210001


NC_056071.1 54030001 54050001 0.262548 0.290916 SG1 PPP4R3A NC_056054.1 147195001 147215001


NC_056071.1 54035001 54055001 0.193001 0.316636 SG1 PPP4R3A NC_056054.1 147200001 147220001


NC_056071.1 54040001 54060001 0.164107 0.314223 SG1 PPP4R3A NC_056054.1 147205001 147225001


NC_056071.1 54045001 54065001 0.115132 0.316692 SG1 PPP4R3A NC_056064.1 22785001 22805001


NC_056056.1 78265001 78285001 0.194286 0.231309 SG1 PRKCE NC_056056.1 59375001 59395001


NC_056056.1 78270001 78290001 0.113978 0.362155 SG1 PRKCE NC_056056.1 59380001 59400001


NC_056056.1 78275001 78295001 0.21071 0.435701 SG1 PRKCE NC_056056.1 59385001 59405001


NC_056056.1 78280001 78300001 0.268083 0.419124 SG1 PRKCE NC_056056.1 59390001 59410001


NC_056056.1 78285001 78305001 0.409361 0.324138 SG1 PRKCE NC_056072.1 13285001 13305001


NC_056075.1 7415001 7435001 0.447034 0.193223 SG1 PRKG1 NC_056072.1 13290001 13310001


NC_056059.1 96580001 96600001 0.07115 0.201687 SG1 PRKG2 NC_056072.1 13295001 13315001


NC_056059.1 96635001 96655001 0.366816 0.204148 SG1 PRKG2 NC_056072.1 13300001 13320001


NC_056059.1 96640001 96660001 0.204031 0.225532 SG1 PRKG2 NC_056071.1 63420001 63440001


NC_056059.1 96645001 96665001 0.195982 0.213444 SG1 PRKG2 NC_056071.1 63425001 63445001


NC_056059.1 96650001 96670001 0.212681 0.271895 SG1 PRKG2 NC_056070.1 40585001 40605001







NC_056059.1 96655001 96675001 0.298641 0.297223 SG1 PRKG2 NC_056070.1 40590001 40610001


NC_056061.1 84690001 84710001 0.156687 0.347663 SG1 PRKN NC_056063.1 29505001 29525001


NC_056061.1 84695001 84715001 0.265288 0.285214 SG1 PRKN NC_056063.1 29530001 29550001


NC_056061.1 84700001 84720001 0.307604 0.245172 SG1 PRKN NC_056067.1 47685001 47705001


NC_056071.1 43220001 43240001 0.443627 0.269419 SG1 PRORP NC_056067.1 47690001 47710001


NC_056071.1 43225001 43245001 0.433476 0.296462 SG1 PRORP NC_056067.1 47695001 47715001


NC_056067.1 55755001 55775001 0.199814 0.227913 SG1 PRR12;RRAS NC_056067.1 47700001 47720001


NC_056061.1 10720001 10740001 0.432401 0.346088 SG1 PRSS35 NC_056054.1 78580001 78600001


NC_056061.1 10725001 10745001 0.390388 0.338196 SG1 PRSS35 NC_056054.1 78585001 78605001


NC_056061.1 10730001 10750001 0.32052 0.256906 SG1 PRSS35 NC_056054.1 78590001 78610001


NC_056061.1 10735001 10755001 0.354258 0.25643 SG1 PRSS35;SNAP91 NC_056065.1 50845001 50865001


NC_056055.1 29460001 29480001 0.401425 0.25392 SG1 PRXL2C NC_056065.1 50850001 50870001


NC_056055.1 29465001 29485001 0.390835 0.222532 SG1 PRXL2C NC_056065.1 50855001 50875001


NC_056058.1 41025001 41045001 0.299294 0.241998 SG1 PTBP1 NC_056065.1 50860001 50880001


NC_056058.1 41030001 41050001 0.296363 0.211 SG1 PTBP1 NC_056071.1 29425001 29445001


NC_056054.1 55005001 55025001 0.426701 0.31158 SG1 PTGFR NC_056071.1 29430001 29450001


NC_056060.1 98250001 98270001 0.139251 0.205404 SG1 PTPN21 NC_056070.1 17400001 17420001


NC_056071.1 31015001 31035001 0.412151 0.183144 SG1 PTPN9 NC_056070.1 17405001 17425001


NC_056071.1 31020001 31040001 0.375864 0.202998 SG1 PTPN9;SIN3A NC_056070.1 17410001 17430001


NC_056065.1 77045001 77065001 0.448053 0.245904 SG1 PTPRC NC_056056.1 219995001 220015001


NC_056065.1 77050001 77070001 0.465133 0.264255 SG1 PTPRC NC_056056.1 220000001 220020001


NC_056055.1 76585001 76605001 0.116473 0.248848 SG1 PTPRD NC_056056.1 220005001 220025001


NC_056055.1 76590001 76610001 0.164882 0.258741 SG1 PTPRD NC_056068.1 43195001 43215001


NC_056055.1 76595001 76615001 0.175 0.248788 SG1 PTPRD NC_056068.1 43200001 43220001


NC_056055.1 77770001 77790001 0.45476 0.206864 SG1 PTPRD NC_056062.1 36400001 36420001


NC_056055.1 77775001 77795001 0.470951 0.214092 SG1 PTPRD NC_056061.1 29450001 29470001


NC_056055.1 77945001 77965001 0.471144 0.276101 SG1 PTPRD NC_056061.1 29455001 29475001


NC_056055.1 77950001 77970001 0.412579 0.307802 SG1 PTPRD NC_056054.1 63965001 63985001


NC_056055.1 77955001 77975001 0.415708 0.322076 SG1 PTPRD NC_056071.1 20875001 20895001


NC_056055.1 77960001 77980001 0.332033 0.262666 SG1 PTPRD NC_056071.1 20885001 20905001


NC_056055.1 77965001 77985001 0.268272 0.210143 SG1 PTPRD NC_056071.1 56965001 56985001


NC_056055.1 78310001 78330001 0.467202 0.203394 SG1 PTPRD NC_056071.1 56970001 56990001







NC_056055.1 78315001 78335001 0.41298 0.195786 SG1 PTPRD NC_056064.1 20265001 20285001


NC_056055.1 78320001 78340001 0.421414 0.190128 SG1 PTPRD NC_056064.1 20270001 20290001


NC_056061.1 53835001 53855001 0.449325 0.261272 SG1 PTPRK NC_056072.1 48060001 48080001


NC_056061.1 53850001 53870001 0.457657 0.287559 SG1 PTPRK NC_056079.1 35565001 35585001


NC_056061.1 54020001 54040001 0.350482 0.186146 SG1 PTPRK NC_056079.1 35570001 35590001


NC_056057.1 88005001 88025001 0.469972 0.315932 SG1 PTPRZ1 NC_056079.1 35575001 35595001


NC_056057.1 88010001 88030001 0.407831 0.242165 SG1 PTPRZ1 NC_056079.1 35580001 35600001


NC_056075.1 19095001 19115001 0.448041 0.282908 SG1 R3HCC1L NC_056079.1 35585001 35605001


NC_056075.1 19100001 19120001 0.448011 0.341659 SG1 R3HCC1L NC_056079.1 35590001 35610001


NC_056056.1 162215001 1.62E+08 0.369136 0.218337 SG1 R3HDM2 NC_056079.1 35595001 35615001


NC_056056.1 162220001 1.62E+08 0.373888 0.213527 SG1 R3HDM2 NC_056054.1 120565001 120585001


NC_056065.1 3365001 3385001 0.06445 0.441138 SG1 RAB29 NC_056058.1 64745001 64765001


NC_056065.1 3370001 3390001 0.13106 0.383867 SG1 RAB29;SLC41A1 NC_056059.1 115185001 115205001


NC_056080.1 114025001 1.14E+08 0.266766 0.304445 SG1 RAB33A NC_056059.1 115190001 115210001


NC_056080.1 114030001 1.14E+08 0.269807 0.319431 SG1 RAB33A NC_056059.1 115195001 115215001


NC_056080.1 114035001 1.14E+08 0.227867 0.330073 SG1 RAB33A;ZNF280C NC_056059.1 115200001 115220001


NC_056074.1 7060001 7080001 0.225222 0.25966 SG1 RAB38 NC_056055.1 205001 225001


NC_056074.1 7065001 7085001 0.284918 0.223122 SG1 RAB38 NC_056055.1 210001 230001


NC_056073.1 10710001 10730001 0.412212 0.253921 SG1 RAB44 NC_056055.1 215001 235001


NC_056073.1 10715001 10735001 0.348541 0.298818 SG1 RAB44 NC_056055.1 220001 240001


NC_056073.1 10720001 10740001 0.368534 0.322674 SG1 RAB44 NC_056055.1 225001 245001


NC_056058.1 19685001 19705001 0.368699 0.19723 SG1 RAD50 NC_056066.1 47615001 47635001


NC_056058.1 19690001 19710001 0.394524 0.183135 SG1 RAD50 NC_056066.1 47620001 47640001


NC_056058.1 19740001 19760001 0.107415 0.453721 SG1 RAD50 NC_056066.1 47625001 47645001


NC_056058.1 19745001 19765001 0.136 0.533565 SG1 RAD50 NC_056066.1 47630001 47650001


NC_056058.1 19750001 19770001 0.240891 0.479131 SG1 RAD50 NC_056072.1 28975001 28995001


NC_056058.1 19755001 19775001 0.287016 0.463822 SG1 RAD50 NC_056075.1 36815001 36835001


NC_056058.1 19805001 19825001 0.430724 0.245999 SG1 RAD50 NC_056057.1 89080001 89100001


NC_056064.1 9360001 9380001 0.432894 0.207055 SG1 RAD51C NC_056057.1 89085001 89105001


NC_056064.1 9365001 9385001 0.358646 0.196176 SG1 RAD51C NC_056064.1 25050001 25070001


NC_056079.1 39725001 39745001 0.374563 0.441945 SG1 RARB NC_056064.1 25055001 25075001


NC_056079.1 39730001 39750001 0.347714 0.429137 SG1 RARB NC_056064.1 55540001 55560001







NC_056079.1 39735001 39755001 0.371633 0.380566 SG1 RARB NC_056071.1 44790001 44810001


NC_056079.1 39740001 39760001 0.434689 0.293968 SG1 RARB NC_056071.1 44795001 44815001


NC_056079.1 39745001 39765001 0.425615 0.256599 SG1 RARB NC_056071.1 44800001 44820001


NC_056079.1 39750001 39770001 0.437672 0.240929 SG1 RARB NC_056071.1 44840001 44860001


NC_056059.1 97165001 97185001 0.179821 0.210776 SG1 RASGEF1B NC_056071.1 44845001 44865001


NC_056059.1 97170001 97190001 0.055599 0.22952 SG1 RASGEF1B NC_056071.1 44880001 44900001


NC_056059.1 97175001 97195001 0.345724 0.192703 SG1 RASGEF1B NC_056071.1 44885001 44905001


NC_056058.1 78745001 78765001 0.230948 0.18764 SG1 RASGRF2 NC_056071.1 44890001 44910001


NC_056058.1 78755001 78775001 0.099296 0.183299 SG1 RASGRF2 NC_056071.1 44895001 44915001


NC_056058.1 78760001 78780001 0.20112 0.21221 SG1 RASGRF2 NC_056071.1 44900001 44920001


NC_056058.1 78765001 78785001 0.235241 0.213796 SG1 RASGRF2 NC_056071.1 44905001 44925001


NC_056058.1 78770001 78790001 0.268549 0.229382 SG1 RASGRF2 NC_056071.1 44910001 44930001


NC_056076.1 33925001 33945001 0.425937 0.244425 SG1 RBBP8 NC_056071.1 44915001 44935001


NC_056077.1 5600001 5620001 0.362213 0.20751 SG1 RBFOX1 NC_056071.1 44920001 44940001


NC_056077.1 7135001 7155001 0.403638 0.201094 SG1 RBFOX1 NC_056071.1 44925001 44945001


NC_056054.1 143755001 1.44E+08 0.337935 0.187875 SG1 RBM11 NC_056071.1 44930001 44950001


NC_056078.1 18985001 19005001 0.383211 0.322267 SG1 REEP3 NC_056071.1 44935001 44955001


NC_056072.1 47920001 47940001 0.395472 0.185875 SG1 RFT1 NC_056071.1 44940001 44960001


NC_056072.1 47925001 47945001 0.412972 0.198031 SG1 RFT1 NC_056071.1 44945001 44965001


NC_056072.1 47930001 47950001 0.417562 0.228365 SG1 RFT1 NC_056071.1 44950001 44970001


NC_056055.1 71505001 71525001 0.249711 0.248169 SG1 RFX3 NC_056071.1 44955001 44975001


NC_056065.1 34870001 34890001 0.35963 0.287295 SG1 RGS7 NC_056071.1 44960001 44980001


NC_056065.1 34875001 34895001 0.156589 0.359665 SG1 RGS7 NC_056071.1 44965001 44985001


NC_056065.1 34880001 34900001 0.234802 0.278352 SG1 RGS7 NC_056071.1 44970001 44990001


NC_056065.1 34885001 34905001 0.306135 0.270018 SG1 RGS7 NC_056071.1 44975001 44995001


NC_056065.1 34890001 34910001 0.407663 0.234518 SG1 RGS7 NC_056071.1 44980001 45000001


NC_056055.1 229095001 2.29E+08 0.446997 0.247736 SG1 RHBDD1 NC_056071.1 44985001 45005001


NC_056062.1 73730001 73750001 0.441209 0.283437 SG1 RIMS2 NC_056071.1 44990001 45010001


NC_056062.1 73735001 73755001 0.260946 0.310619 SG1 RIMS2 NC_056062.1 85990001 86010001


NC_056062.1 73740001 73760001 0.253776 0.267673 SG1 RIMS2 NC_056062.1 85995001 86015001


NC_056070.1 62950001 62970001 0.384445 0.222846 SG1 RNF10 NC_056062.1 86000001 86020001


NC_056070.1 62955001 62975001 0.390272 0.209572 SG1 RNF10 NC_056062.1 86110001 86130001







NC_056070.1 62960001 62980001 0.372093 0.192589 SG1 RNF10 NC_056059.1 45765001 45785001


NC_056076.1 25405001 25425001 0.353211 0.18404 SG1 RNF138 NC_056059.1 45770001 45790001


NC_056076.1 25410001 25430001 0.379245 0.187405 SG1 RNF138 NC_056057.1 99630001 99650001


NC_056076.1 25415001 25435001 0.336969 0.204915 SG1 RNF138 NC_056069.1 23625001 23645001


NC_056076.1 25420001 25440001 0.369331 0.197677 SG1 RNF138 NC_056065.1 3270001 3290001


NC_056076.1 25425001 25445001 0.392821 0.183443 SG1 RNF138 NC_056065.1 3275001 3295001


NC_056076.1 25430001 25450001 0.390712 0.183605 SG1 RNF138 NC_056063.1 31700001 31720001


NC_056079.1 36900001 36920001 0.15472 0.247313 SG1 RNF170 NC_056063.1 31705001 31725001


NC_056055.1 52115001 52135001 0.425087 0.392118 SG1 RNF38 NC_056069.1 71240001 71260001


NC_056055.1 52120001 52140001 0.243006 0.609281 SG1 RNF38 NC_056069.1 71245001 71265001


NC_056054.1 148175001 1.48E+08 0.453804 0.224181 SG1 ROBO1 NC_056070.1 19535001 19555001


NC_056054.1 148180001 1.48E+08 0.399529 0.227618 SG1 ROBO1 NC_056070.1 19540001 19560001


NC_056054.1 148185001 1.48E+08 0.380907 0.213225 SG1 ROBO1 NC_056070.1 19545001 19565001


NC_056054.1 148210001 1.48E+08 0.358954 0.203753 SG1 ROBO1 NC_056070.1 19620001 19640001


NC_056054.1 148215001 1.48E+08 0.279195 0.290736 SG1 ROBO1 NC_056070.1 19625001 19645001


NC_056054.1 148220001 1.48E+08 0.378492 0.223665 SG1 ROBO1 NC_056070.1 19630001 19650001


NC_056060.1 47560001 47580001 0.285714 0.214897 SG1 RORA NC_056070.1 19635001 19655001


NC_056060.1 47565001 47585001 0.365822 0.194632 SG1 RORA NC_056070.1 19640001 19660001


NC_056070.1 61615001 61635001 0.330625 0.200715 SG1 RPH3A NC_056070.1 19645001 19665001


NC_056070.1 61620001 61640001 0.281499 0.204355 SG1 RPH3A NC_056079.1 18960001 18980001


NC_056080.1 74970001 74990001 0.405315 0.189371 SG1 RPS6KA6 NC_056079.1 18965001 18985001


NC_056080.1 74975001 74995001 0.404693 0.19255 SG1 RPS6KA6 NC_056054.1 245685001 245705001


NC_056080.1 75035001 75055001 0.375405 0.21131 SG1 RPS6KA6 NC_056054.1 245690001 245710001


NC_056080.1 75090001 75110001 0.439087 0.198016 SG1 RPS6KA6 NC_056054.1 245695001 245715001


NC_056080.1 75110001 75130001 0.320334 0.199693 SG1 RPS6KA6 NC_056054.1 245700001 245720001


NC_056080.1 75115001 75135001 0.340741 0.195918 SG1 RPS6KA6 NC_056054.1 245885001 245905001


NC_056080.1 75120001 75140001 0.412889 0.186508 SG1 RPS6KA6 NC_056054.1 245890001 245910001


NC_056080.1 75125001 75145001 0.380166 0.218391 SG1 RPS6KA6 NC_056054.1 245895001 245915001


NC_056080.1 75130001 75150001 0.418182 0.203704 SG1 RPS6KA6 NC_056054.1 245900001 245920001


NC_056060.1 35080001 35100001 0.296447 0.20235 SG1 RTF1 NC_056059.1 40385001 40405001


NC_056060.1 35085001 35105001 0.167028 0.242577 SG1 RTF1 NC_056059.1 40390001 40410001


NC_056060.1 35090001 35110001 0.252641 0.218217 SG1 RTF1 NC_056059.1 40395001 40415001







NC_056060.1 35095001 35115001 0.3125 0.207844 SG1 RTF1 NC_056059.1 40400001 40420001


NC_056060.1 35100001 35120001 0.367828 0.194697 SG1 RTF1 NC_056059.1 40405001 40425001


NC_056056.1 69010001 69030001 0.29914 0.203997 SG1 RTN4 NC_056058.1 45170001 45190001


NC_056056.1 69015001 69035001 0.32973 0.208024 SG1 RTN4 NC_056076.1 37470001 37490001


NC_056076.1 7410001 7430001 0.338177 0.220664 SG1 RTTN NC_056076.1 37475001 37495001


NC_056076.1 7415001 7435001 0.306479 0.27189 SG1 RTTN NC_056076.1 37480001 37500001


NC_056076.1 7420001 7440001 0.383556 0.264954 SG1 RTTN NC_056076.1 37485001 37505001


NC_056076.1 7425001 7445001 0.378404 0.266677 SG1 RTTN NC_056076.1 37490001 37510001


NC_056076.1 7430001 7450001 0.403366 0.259875 SG1 RTTN NC_056076.1 37495001 37515001


NC_056076.1 7435001 7455001 0.287618 0.269253 SG1 RTTN NC_056064.1 23045001 23065001


NC_056076.1 7440001 7460001 0.219795 0.227588 SG1 RTTN NC_056064.1 23050001 23070001


NC_056076.1 7445001 7465001 0.134087 0.230233 SG1 RTTN NC_056064.1 23055001 23075001


NC_056063.1 29540001 29560001 0.111843 0.267369 SG1 RXFP2 NC_056064.1 23060001 23080001


NC_056063.1 29545001 29565001 0.265858 0.347255 SG1 RXFP2 NC_056059.1 35670001 35690001


NC_056063.1 29550001 29570001 0.283375 0.324383 SG1 RXFP2 NC_056059.1 35675001 35695001


NC_056063.1 29555001 29575001 0.310728 0.317556 SG1 RXFP2 NC_056056.1 218555001 218575001


NC_056063.1 29560001 29580001 0.443514 0.275012 SG1 RXFP2 NC_056071.1 30915001 30935001


NC_056060.1 27455001 27475001 0.467879 0.194307 SG1 RYR3 NC_056071.1 30920001 30940001


NC_056054.1 61305001 61325001 0.399556 0.196601 SG1 SAMD13 NC_056071.1 30925001 30945001


NC_056054.1 61310001 61330001 0.28697 0.208345 SG1 SAMD13 NC_056061.1 51260001 51280001


NC_056060.1 65150001 65170001 0.379465 0.190723 SG1 SAMD4A NC_056061.1 51265001 51285001


NC_056060.1 65155001 65175001 0.379369 0.206064 SG1 SAMD4A NC_056061.1 51270001 51290001


NC_056060.1 65225001 65245001 0.368243 0.212458 SG1 SAMD4A NC_056061.1 51275001 51295001


NC_056060.1 65230001 65250001 0.379572 0.193784 SG1 SAMD4A NC_056061.1 51280001 51300001


NC_056054.1 124515001 1.25E+08 0.309936 0.206143 SG1 SCAF4;SOD1 NC_056061.1 51285001 51305001


NC_056061.1 79300001 79320001 0.461905 0.208494 SG1 SCAF8 NC_056077.1 11220001 11240001


NC_056071.1 29615001 29635001 0.43268 0.362428 SG1 SCAPER NC_056077.1 11225001 11245001


NC_056055.1 143550001 1.44E+08 0.209108 0.232941 SG1 SCN1A NC_056077.1 11230001 11250001


NC_056055.1 143555001 1.44E+08 0.092887 0.251113 SG1 SCN1A NC_056077.1 11235001 11255001


NC_056055.1 143560001 1.44E+08 0.086141 0.265795 SG1 SCN1A NC_056077.1 11590001 11610001


NC_056055.1 143565001 1.44E+08 0.112435 0.251357 SG1 SCN1A NC_056074.1 40385001 40405001


NC_056055.1 143570001 1.44E+08 0.282931 0.197061 SG1 SCN1A NC_056071.1 42735001 42755001







NC_056060.1 61215001 61235001 0.137996 0.209093 SG1 SEMA6D NC_056071.1 42740001 42760001


NC_056060.1 61220001 61240001 0.09341 0.220954 SG1 SEMA6D NC_056071.1 42745001 42765001


NC_056054.1 166880001 1.67E+08 0.329675 0.341487 SG1 SENP7;TRMT10C NC_056059.1 114820001 114840001


NC_056054.1 166885001 1.67E+08 0.244876 0.378774 SG1 SENP7;TRMT10C NC_056068.1 35595001 35615001


NC_056071.1 56960001 56980001 0.309728 0.222712 SG1 SERPINA12 NC_056060.1 98205001 98225001


NC_056055.1 130950001 1.31E+08 0.387378 0.214261 SG1 SESTD1 NC_056060.1 98210001 98230001


NC_056055.1 130960001 1.31E+08 0.225762 0.189552 SG1 SESTD1 NC_056058.1 57475001 57495001


NC_056072.1 47970001 47990001 0.121951 0.240701 SG1 SFMBT1 NC_056058.1 57480001 57500001


NC_056072.1 47975001 47995001 0.05845 0.306301 SG1 SFMBT1 NC_056066.1 72055001 72075001


NC_056072.1 47980001 48000001 0.087204 0.302867 SG1 SFMBT1 NC_056066.1 72060001 72080001


NC_056072.1 47985001 48005001 0.174913 0.28484 SG1 SFMBT1 NC_056058.1 79105001 79125001


NC_056061.1 89025001 89045001 0.088715 0.190486 SG1 SFT2D1 NC_056058.1 79110001 79130001


NC_056061.1 89030001 89050001 0.204981 0.261601 SG1 SFT2D1 NC_056058.1 79115001 79135001


NC_056061.1 89035001 89055001 0.282886 0.330874 SG1 SFT2D1 NC_056069.1 4060001 4080001


NC_056075.1 8595001 8615001 0.44194 0.18492 SG1 SGMS1 NC_056069.1 4065001 4085001


NC_056075.1 8600001 8620001 0.402238 0.184612 SG1 SGMS1 NC_056069.1 4070001 4090001


NC_056054.1 273340001 2.73E+08 0.450138 0.264979 SG1 SH3BP5 NC_056069.1 4075001 4095001


NC_056070.1 6750001 6770001 0.394384 0.275233 SG1 SH3D19 NC_056069.1 4080001 4100001


NC_056075.1 24075001 24095001 0.277124 0.1865 SG1 SH3PXD2A NC_056069.1 4085001 4105001


NC_056075.1 24080001 24100001 0.153632 0.210222 SG1 SH3PXD2A NC_056069.1 4090001 4110001


NC_056075.1 24085001 24105001 0.201447 0.203499 SG1 SH3PXD2A NC_056069.1 4095001 4115001


NC_056075.1 24090001 24110001 0.361594 0.214827 SG1 SH3PXD2A NC_056069.1 4100001 4120001


NC_056060.1 59460001 59480001 0.375 0.188827 SG1 SHC4 NC_056069.1 4105001 4125001


NC_056060.1 59485001 59505001 0.422797 0.219626 SG1 SHC4 NC_056069.1 4115001 4135001


NC_056056.1 218740001 2.19E+08 0.451614 0.309421 SG1 SHISA8;SREBF2 NC_056056.1 188210001 188230001


NC_056056.1 218745001 2.19E+08 0.329135 0.201627 SG1 SHISA8;SREBF2;TNFNC_056071.1 32125001 32145001


NC_056077.1 12350001 12370001 0.457507 0.211847 SG1 SHISA9 NC_056071.1 32130001 32150001


NC_056077.1 12355001 12375001 0.415174 0.235992 SG1 SHISA9 NC_056071.1 39330001 39350001


NC_056077.1 12360001 12380001 0.412757 0.235151 SG1 SHISA9 NC_056071.1 39335001 39355001


NC_056077.1 12365001 12385001 0.439422 0.218737 SG1 SHISA9 NC_056071.1 39340001 39360001


NC_056056.1 220860001 2.21E+08 0.326756 0.208832 SG1 SHISAL1 NC_056071.1 39345001 39365001


NC_056056.1 220865001 2.21E+08 0.32592 0.203329 SG1 SHISAL1 NC_056071.1 39350001 39370001







NC_056080.1 54560001 54580001 0.43822 0.206279 SG1 SHROOM4 NC_056071.1 39355001 39375001


NC_056080.1 54565001 54585001 0.418803 0.215861 SG1 SHROOM4 NC_056071.1 39360001 39380001


NC_056080.1 54570001 54590001 0.408648 0.192468 SG1 SHROOM4 NC_056071.1 39365001 39385001


NC_056068.1 21665001 21685001 0.414296 0.285553 SG1 SIK2 NC_056071.1 39370001 39390001


NC_056068.1 21670001 21690001 0.345508 0.277572 SG1 SIK2 NC_056071.1 39375001 39395001


NC_056068.1 21675001 21695001 0.378357 0.295897 SG1 SIK2 NC_056071.1 39380001 39400001


NC_056071.1 31050001 31070001 0.37065 0.195476 SG1 SIN3A NC_056071.1 39385001 39405001


NC_056071.1 31055001 31075001 0.341837 0.208307 SG1 SIN3A NC_056071.1 39390001 39410001


NC_056071.1 31060001 31080001 0.331684 0.225532 SG1 SIN3A NC_056070.1 46365001 46385001


NC_056071.1 31065001 31085001 0.206199 0.292623 SG1 SIN3A NC_056070.1 46370001 46390001


NC_056071.1 31070001 31090001 0.144422 0.317656 SG1 SIN3A NC_056070.1 46375001 46395001


NC_056071.1 31075001 31095001 0.111027 0.334289 SG1 SIN3A NC_056070.1 46380001 46400001


NC_056071.1 31080001 31100001 0.114328 0.328481 SG1 SIN3A NC_056070.1 46385001 46405001


NC_056071.1 31085001 31105001 0.22604 0.271551 SG1 SIN3A NC_056070.1 46390001 46410001


NC_056059.1 102445001 1.02E+08 0.329795 0.190386 SG1 SLC10A6 NC_056054.1 186450001 186470001


NC_056068.1 64555001 64575001 0.128259 0.288889 SG1 SLC1A2 NC_056054.1 186455001 186475001


NC_056068.1 64560001 64580001 0.243445 0.269006 SG1 SLC1A2 NC_056054.1 186460001 186480001


NC_056058.1 19810001 19830001 0.381514 0.251826 SG1 SLC22A5 NC_056054.1 186465001 186485001


NC_056072.1 35205001 35225001 0.301194 0.210376 SG1 SLC25A26 NC_056054.1 186470001 186490001


NC_056066.1 75345001 75365001 0.361749 0.215207 SG1 SLC2A10;TP53RK NC_056054.1 186655001 186675001


NC_056066.1 75350001 75370001 0.328687 0.214964 SG1 SLC2A10;TP53RK NC_056054.1 186660001 186680001


NC_056056.1 207040001 2.07E+08 0.410063 0.316862 SG1 SLC2A3 NC_056054.1 186665001 186685001


NC_056054.1 78235001 78255001 0.24376 0.192921 SG1 SLC30A7 NC_056071.1 32805001 32825001


NC_056054.1 78240001 78260001 0.282735 0.216782 SG1 SLC30A7 NC_056071.1 32810001 32830001


NC_056054.1 77375001 77395001 0.3377 0.221301 SG1 SLC35A3 NC_056066.1 76180001 76200001


NC_056054.1 77380001 77400001 0.288416 0.250696 SG1 SLC35A3 NC_056055.1 11400001 11420001


NC_056054.1 77385001 77405001 0.334034 0.229352 SG1 SLC35A3 NC_056055.1 11405001 11425001


NC_056068.1 17040001 17060001 0.439442 0.318674 SG1 SLC35F2 NC_056055.1 12815001 12835001


NC_056068.1 17045001 17065001 0.141248 0.408747 SG1 SLC35F2 NC_056055.1 12820001 12840001


NC_056068.1 17075001 17095001 0.040141 0.431821 SG1 SLC35F2 NC_056062.1 67645001 67665001


NC_056068.1 17080001 17100001 0.206836 0.323125 SG1 SLC35F2 NC_056072.1 38050001 38070001


NC_056064.1 57655001 57675001 0.408889 0.185923 SG1 SLC39A11 NC_056064.1 13510001 13530001







NC_056064.1 57660001 57680001 0.408625 0.190287 SG1 SLC39A11 NC_056064.1 13515001 13535001


NC_056066.1 31755001 31775001 0.237237 0.236022 SG1 SLC39A12 NC_056064.1 13520001 13540001


NC_056066.1 31760001 31780001 0.369423 0.187083 SG1 SLC39A12 NC_056056.1 115190001 115210001


NC_056065.1 3375001 3395001 0.285234 0.338733 SG1 SLC41A1 NC_056056.1 115195001 115215001


NC_056065.1 3380001 3400001 0.467204 0.289003 SG1 SLC41A1 NC_056066.1 54800001 54820001


NC_056055.1 148120001 1.48E+08 0.298872 0.2279 SG1 SLC4A10 NC_056066.1 54805001 54825001


NC_056055.1 148125001 1.48E+08 0.258723 0.253605 SG1 SLC4A10 NC_056066.1 54810001 54830001


NC_056070.1 19675001 19695001 0.376807 0.194747 SG1 SLC7A11 NC_056066.1 54820001 54840001


NC_056070.1 19685001 19705001 0.380341 0.219065 SG1 SLC7A11 NC_056066.1 54825001 54845001


NC_056070.1 19690001 19710001 0.470057 0.191227 SG1 SLC7A11 NC_056066.1 54830001 54850001


NC_056070.1 19720001 19740001 0.405675 0.214565 SG1 SLC7A11 NC_056066.1 54835001 54855001


NC_056070.1 19725001 19745001 0.328586 0.223626 SG1 SLC7A11 NC_056066.1 54840001 54860001


NC_056070.1 19730001 19750001 0.320904 0.211894 SG1 SLC7A11 NC_056069.1 40475001 40495001


NC_056056.1 194380001 1.94E+08 0.117202 0.309138 SG1 SLCO1A2 NC_056072.1 44435001 44455001


NC_056056.1 194385001 1.94E+08 0.247063 0.234359 SG1 SLCO1A2 NC_056072.1 44440001 44460001


NC_056075.1 18275001 18295001 0.387754 0.217838 SG1 SLIT1 NC_056057.1 69940001 69960001


NC_056074.1 875001 895001 0.34762 0.20054 SG1 SMCO4 NC_056057.1 69945001 69965001


NC_056054.1 121705001 1.22E+08 0.381984 0.262052 SG1 SMIM11;SMIM34 NC_056054.1 275675001 275695001


NC_056054.1 121710001 1.22E+08 0.426551 0.236099 SG1 SMIM11;SMIM34 NC_056054.1 275685001 275705001


NC_056063.1 14785001 14805001 0.467302 0.192395 SG1 SMIM2 NC_056054.1 275690001 275710001


NC_056059.1 45960001 45980001 0.399501 0.245678 SG1 SMIM20 NC_056054.1 275695001 275715001


NC_056059.1 45965001 45985001 0.441678 0.233075 SG1 SMIM20 NC_056054.1 275700001 275720001


NC_056059.1 45970001 45990001 0.404494 0.227057 SG1 SMIM20 NC_056054.1 96540001 96560001


NC_056054.1 121690001 1.22E+08 0.091536 0.292908 SG1 SMIM34 NC_056054.1 96550001 96570001


NC_056054.1 121695001 1.22E+08 0.167852 0.297174 SG1 SMIM34 NC_056056.1 57045001 57065001


NC_056054.1 121700001 1.22E+08 0.278761 0.282445 SG1 SMIM34 NC_056056.1 57050001 57070001


NC_056066.1 50665001 50685001 0.110305 0.245267 SG1 SMOX NC_056058.1 59455001 59475001


NC_056061.1 10740001 10760001 0.405987 0.211852 SG1 SNAP91 NC_056058.1 59460001 59480001


NC_056061.1 10795001 10815001 0.116266 0.225559 SG1 SNAP91 NC_056058.1 59465001 59485001


NC_056061.1 10800001 10820001 0.126949 0.240618 SG1 SNAP91 NC_056058.1 59470001 59490001


NC_056061.1 10805001 10825001 0.156372 0.223382 SG1 SNAP91 NC_056079.1 12420001 12440001


NC_056061.1 10810001 10830001 0.154209 0.222381 SG1 SNAP91 NC_056079.1 12425001 12445001







NC_056061.1 10815001 10835001 0.078834 0.321162 SG1 SNAP91 NC_056079.1 12430001 12450001


NC_056061.1 10820001 10840001 0.086242 0.313488 SG1 SNAP91 NC_056079.1 12435001 12455001


NC_056061.1 10825001 10845001 0.145722 0.315879 SG1 SNAP91 NC_056079.1 12440001 12460001


NC_056061.1 10830001 10850001 0.163275 0.324347 SG1 SNAP91 NC_056079.1 12455001 12475001


NC_056061.1 10835001 10855001 0.231762 0.219831 SG1 SNAP91 NC_056079.1 12460001 12480001


NC_056061.1 10840001 10860001 0.254445 0.206365 SG1 SNAP91 NC_056079.1 12775001 12795001


NC_056061.1 10845001 10865001 0.245496 0.212096 SG1 SNAP91 NC_056056.1 165455001 165475001


NC_056061.1 10850001 10870001 0.317263 0.24096 SG1 SNAP91 NC_056056.1 165460001 165480001


NC_056061.1 10855001 10875001 0.366858 0.262983 SG1 SNAP91 NC_056080.1 63570001 63590001


NC_056061.1 10860001 10880001 0.310592 0.337881 SG1 SNAP91 NC_056080.1 63590001 63610001


NC_056061.1 10865001 10885001 0.250817 0.336704 SG1 SNAP91 NC_056080.1 63595001 63615001


NC_056061.1 10870001 10890001 0.241085 0.311433 SG1 SNAP91 NC_056066.1 59010001 59030001


NC_056061.1 10875001 10895001 0.262843 0.301252 SG1 SNAP91 NC_056054.1 124885001 124905001


NC_056061.1 10880001 10900001 0.349675 0.259112 SG1 SNAP91 NC_056054.1 124890001 124910001


NC_056061.1 10885001 10905001 0.410748 0.263191 SG1 SNAP91 NC_056054.1 124895001 124915001


NC_056061.1 10890001 10910001 0.435746 0.256226 SG1 SNAP91 NC_056054.1 124900001 124920001


NC_056061.1 10895001 10915001 0.435575 0.230789 SG1 SNAP91 NC_056054.1 120445001 120465001


NC_056061.1 10925001 10945001 0.422408 0.396056 SG1 SNAP91 NC_056054.1 120455001 120475001


NC_056055.1 710001 730001 0.282416 0.194297 SG1 SNTG2 NC_056054.1 120460001 120480001


NC_056080.1 63775001 63795001 0.324841 0.347261 SG1 SNX12 NC_056054.1 120465001 120485001


NC_056054.1 124520001 1.25E+08 0.188473 0.247533 SG1 SOD1 NC_056054.1 120470001 120490001


NC_056054.1 124525001 1.25E+08 0.272656 0.210449 SG1 SOD1 NC_056054.1 120475001 120495001


NC_056063.1 25540001 25560001 0.415641 0.188116 SG1 SOHLH2 NC_056054.1 120480001 120500001


NC_056063.1 25545001 25565001 0.384916 0.193796 SG1 SOHLH2 NC_056054.1 120485001 120505001


NC_056063.1 25550001 25570001 0.279363 0.236472 SG1 SOHLH2 NC_056054.1 120490001 120510001


NC_056063.1 25555001 25575001 0.225558 0.251269 SG1 SOHLH2 NC_056054.1 120495001 120515001


NC_056063.1 25560001 25580001 0.201243 0.232964 SG1 SOHLH2 NC_056054.1 120525001 120545001


NC_056063.1 25565001 25585001 0.146849 0.268639 SG1 SOHLH2 NC_056054.1 120530001 120550001


NC_056063.1 25570001 25590001 0.232696 0.22464 SG1 SOHLH2 NC_056058.1 18565001 18585001


NC_056075.1 16655001 16675001 0.198676 0.294618 SG1 SORBS1 NC_056058.1 18570001 18590001


NC_056075.1 16660001 16680001 0.191005 0.318727 SG1 SORBS1 NC_056058.1 18575001 18595001


NC_056075.1 16665001 16685001 0.19201 0.329256 SG1 SORBS1 NC_056054.1 256800001 256820001







NC_056075.1 16670001 16690001 0.334653 0.316144 SG1 SORBS1 NC_056073.1 24715001 24735001


NC_056075.1 16675001 16695001 0.468407 0.2634 SG1 SORBS1 NC_056073.1 24720001 24740001


NC_056075.1 16865001 16885001 0.434782 0.212978 SG1 SORBS1 NC_056057.1 105850001 105870001


NC_056075.1 16870001 16890001 0.366127 0.304932 SG1 SORBS1 NC_056056.1 215815001 215835001


NC_056075.1 16875001 16895001 0.449871 0.280838 SG1 SORBS1 NC_056056.1 215820001 215840001


NC_056075.1 27530001 27550001 0.15649 0.240334 SG1 SORCS1 NC_056056.1 215825001 215845001


NC_056075.1 27535001 27555001 0.098573 0.293907 SG1 SORCS1 NC_056056.1 215830001 215850001


NC_056059.1 114410001 1.14E+08 0.379405 0.218239 SG1 SORCS2 NC_056056.1 215835001 215855001


NC_056059.1 114415001 1.14E+08 0.361092 0.21174 SG1 SORCS2 NC_056056.1 215840001 215860001


NC_056068.1 31830001 31850001 0.280598 0.203487 SG1 SORL1 NC_056070.1 10630001 10650001


NC_056068.1 31835001 31855001 0.316248 0.201862 SG1 SORL1 NC_056076.1 33640001 33660001


NC_056054.1 95430001 95450001 0.454776 0.243345 SG1 SPAG17 NC_056076.1 33645001 33665001


NC_056054.1 95435001 95455001 0.366237 0.283224 SG1 SPAG17 NC_056076.1 33650001 33670001


NC_056055.1 202635001 2.03E+08 0.432933 0.229088 SG1 SPATS2L NC_056076.1 33655001 33675001


NC_056055.1 202645001 2.03E+08 0.468525 0.310035 SG1 SPATS2L NC_056076.1 33660001 33680001


NC_056064.1 33480001 33500001 0.353701 0.295204 SG1 SPECC1 NC_056076.1 33665001 33685001


NC_056070.1 71710001 71730001 0.3766 0.344155 SG1 SPECC1L NC_056076.1 33705001 33725001


NC_056070.1 71715001 71735001 0.413498 0.330129 SG1 SPECC1L NC_056076.1 33710001 33730001


NC_056054.1 179100001 1.79E+08 0.465524 0.311659 SG1 SPICE1 NC_056076.1 33715001 33735001


NC_056055.1 23205001 23225001 0.309442 0.192068 SG1 SPIN1 NC_056071.1 29155001 29175001


NC_056055.1 23210001 23230001 0.277684 0.189345 SG1 SPIN1 NC_056071.1 29160001 29180001


NC_056055.1 23215001 23235001 0.295738 0.196779 SG1 SPIN1 NC_056071.1 29165001 29185001


NC_056055.1 23230001 23250001 0.398983 0.20138 SG1 SPIN1 NC_056071.1 29170001 29190001


NC_056055.1 23235001 23255001 0.358893 0.201557 SG1 SPIN1 NC_056071.1 29175001 29195001


NC_056055.1 23240001 23260001 0.31587 0.207755 SG1 SPIN1 NC_056080.1 11000001 11020001


NC_056055.1 23245001 23265001 0.323005 0.20361 SG1 SPIN1 NC_056080.1 11005001 11025001


NC_056055.1 23250001 23270001 0.319906 0.208982 SG1 SPIN1 NC_056058.1 32250001 32270001


NC_056055.1 23255001 23275001 0.34058 0.216876 SG1 SPIN1 NC_056058.1 32255001 32275001


NC_056055.1 23260001 23280001 0.369463 0.224893 SG1 SPIN1 NC_056060.1 57465001 57485001


NC_056055.1 23265001 23285001 0.36121 0.224568 SG1 SPIN1 NC_056060.1 57470001 57490001


NC_056055.1 23270001 23290001 0.331056 0.198584 SG1 SPIN1 NC_056060.1 57475001 57495001


NC_056068.1 38305001 38325001 0.396585 0.190913 SG1 SPON1 NC_056055.1 8865001 8885001







NC_056068.1 38310001 38330001 0.43391 0.191061 SG1 SPON1 NC_056054.1 216910001 216930001


NC_056064.1 45585001 45605001 0.471247 0.247279 SG1 SPPL2C NC_056055.1 220045001 220065001


NC_056070.1 63170001 63190001 0.377477 0.200321 SG1 SPPL3 NC_056071.1 52565001 52585001


NC_056070.1 63175001 63195001 0.327182 0.224279 SG1 SPPL3 NC_056071.1 52570001 52590001


NC_056070.1 63180001 63200001 0.274448 0.242713 SG1 SPPL3 NC_056071.1 52575001 52595001


NC_056070.1 63185001 63205001 0.312653 0.21177 SG1 SPPL3 NC_056065.1 26375001 26395001


NC_056070.1 63230001 63250001 0.216764 0.205133 SG1 SPPL3 NC_056065.1 26380001 26400001


NC_056070.1 63235001 63255001 0.247735 0.264014 SG1 SPPL3 NC_056057.1 109215001 109235001


NC_056070.1 63240001 63260001 0.227147 0.268966 SG1 SPPL3 NC_056068.1 65755001 65775001


NC_056070.1 63245001 63265001 0.255584 0.19901 SG1 SPPL3 NC_056054.1 264735001 264755001


NC_056078.1 3470001 3490001 0.393024 0.258512 SG1 SPRTN NC_056054.1 264740001 264760001


NC_056056.1 69370001 69390001 0.444375 0.188882 SG1 SPTBN1 NC_056054.1 264745001 264765001


NC_056056.1 69375001 69395001 0.261116 0.231956 SG1 SPTBN1 NC_056054.1 264790001 264810001


NC_056056.1 69380001 69400001 0.222028 0.238402 SG1 SPTBN1 NC_056054.1 264795001 264815001


NC_056056.1 69385001 69405001 0.250942 0.235723 SG1 SPTBN1 NC_056054.1 264800001 264820001


NC_056056.1 69390001 69410001 0.301428 0.216858 SG1 SPTBN1 NC_056054.1 264805001 264825001


NC_056056.1 172950001 1.73E+08 0.426841 0.204028 SG1 STAB2 NC_056054.1 264810001 264830001


NC_056056.1 172955001 1.73E+08 0.409815 0.186639 SG1 STAB2 NC_056054.1 91770001 91790001


NC_056057.1 51555001 51575001 0.169719 0.189005 SG1 STARD3NL NC_056054.1 91775001 91795001


NC_056057.1 51560001 51580001 0.412799 0.192603 SG1 STARD3NL NC_056071.1 54475001 54495001


NC_056055.1 41920001 41940001 0.378001 0.248217 SG1 STC1 NC_056071.1 54480001 54500001


NC_056055.1 41925001 41945001 0.371627 0.249666 SG1 STC1 NC_056080.1 122870001 122890001


NC_056055.1 41930001 41950001 0.397669 0.249906 SG1 STC1 NC_056058.1 45265001 45285001


NC_056055.1 41935001 41955001 0.355348 0.271065 SG1 STC1 NC_056058.1 45275001 45295001


NC_056075.1 24120001 24140001 0.391451 0.209302 SG1 STN1 NC_056058.1 45280001 45300001


NC_056075.1 24125001 24145001 0.44605 0.197012 SG1 STN1 NC_056058.1 45425001 45445001


NC_056065.1 28880001 28900001 0.121895 0.190975 SG1 STUM NC_056057.1 26215001 26235001


NC_056057.1 82535001 82555001 0.201798 0.189036 SG1 SUGCT NC_056057.1 26220001 26240001


NC_056071.1 15250001 15270001 0.425988 0.305547 SG1 SV2B NC_056080.1 38210001 38230001


NC_056057.1 103740001 1.04E+08 0.337821 0.220039 SG1 SVOPL NC_056080.1 38215001 38235001


NC_056057.1 103745001 1.04E+08 0.25237 0.263492 SG1 SVOPL NC_056078.1 3035001 3055001


NC_056057.1 103750001 1.04E+08 0.175808 0.300282 SG1 SVOPL NC_056078.1 3040001 3060001







NC_056057.1 103755001 1.04E+08 0.134531 0.324215 SG1 SVOPL NC_056078.1 3045001 3065001


NC_056057.1 103760001 1.04E+08 0.271435 0.256844 SG1 SVOPL NC_056078.1 3060001 3080001


NC_056057.1 103765001 1.04E+08 0.368272 0.217054 SG1 SVOPL NC_056078.1 3065001 3085001


NC_056056.1 224360001 2.24E+08 0.326662 0.253625 SG1 TAFA5 NC_056078.1 3070001 3090001


NC_056056.1 224365001 2.24E+08 0.30577 0.279534 SG1 TAFA5 NC_056078.1 3075001 3095001


NC_056056.1 224370001 2.24E+08 0.336822 0.228906 SG1 TAFA5 NC_056078.1 3080001 3100001


NC_056056.1 204465001 2.04E+08 0.245248 0.19172 SG1 TAS2R7;TAS2R8;TASNC_056060.1 85275001 85295001


NC_056056.1 222985001 2.23E+08 0.16968 0.327201 SG1 TBC1D22A NC_056054.1 60860001 60880001


NC_056056.1 222990001 2.23E+08 0.219318 0.227902 SG1 TBC1D22A NC_056061.1 64250001 64270001


NC_056056.1 155100001 1.55E+08 0.322513 0.279586 SG1 TBC1D30 NC_056074.1 5830001 5850001


NC_056056.1 155105001 1.55E+08 0.415277 0.250697 SG1 TBC1D30 NC_056074.1 5835001 5855001


NC_056060.1 8935001 8955001 0.31306 0.387134 SG1 TBCA NC_056074.1 5840001 5860001


NC_056054.1 201425001 2.01E+08 0.403383 0.402512 SG1 TBCCD1 NC_056074.1 5950001 5970001


NC_056054.1 201430001 2.01E+08 0.389341 0.435653 SG1 TBCCD1 NC_056074.1 5955001 5975001


NC_056080.1 128970001 1.29E+08 0.408965 0.197256 SG1 TCEAL7 NC_056066.1 78130001 78150001


NC_056056.1 219095001 2.19E+08 0.421712 0.361487 SG1 TCF20 NC_056073.1 16355001 16375001


NC_056076.1 55125001 55145001 0.152459 0.227838 SG1 TCF4 NC_056073.1 16360001 16380001


NC_056063.1 1980001 2000001 0.284606 0.189976 SG1 TDRD3 NC_056073.1 16365001 16385001


NC_056063.1 1985001 2005001 0.223541 0.206128 SG1 TDRD3 NC_056073.1 16370001 16390001


NC_056063.1 1990001 2010001 0.228915 0.184854 SG1 TDRD3 NC_056054.1 117950001 117970001


NC_056063.1 2060001 2080001 0.359671 0.192045 SG1 TDRD3 NC_056072.1 14365001 14385001


NC_056063.1 2065001 2085001 0.30292 0.273467 SG1 TDRD3 NC_056055.1 53190001 53210001


NC_056063.1 2070001 2090001 0.25823 0.295544 SG1 TDRD3 NC_056055.1 53235001 53255001


NC_056063.1 2075001 2095001 0.300571 0.29524 SG1 TDRD3 NC_056071.1 55840001 55860001


NC_056063.1 2080001 2100001 0.334816 0.263191 SG1 TDRD3 NC_056071.1 55845001 55865001


NC_056063.1 2085001 2105001 0.414368 0.184994 SG1 TDRD3 NC_056071.1 55850001 55870001


NC_056063.1 2120001 2140001 0.268143 0.276754 SG1 TDRD3 NC_056071.1 55855001 55875001


NC_056059.1 80595001 80615001 0.463387 0.191615 SG1 TECRL NC_056071.1 55860001 55880001


NC_056059.1 80600001 80620001 0.343527 0.204798 SG1 TECRL NC_056071.1 55865001 55885001


NC_056059.1 80605001 80625001 0.188467 0.235525 SG1 TECRL NC_056071.1 55870001 55890001


NC_056059.1 80610001 80630001 0.19937 0.213719 SG1 TECRL NC_056054.1 29555001 29575001


NC_056080.1 108500001 1.09E+08 0.327218 0.215254 SG1 TENM1 NC_056054.1 29560001 29580001







NC_056080.1 108505001 1.09E+08 0.175463 0.31604 SG1 TENM1 NC_056054.1 29565001 29585001


NC_056080.1 108510001 1.09E+08 0.096414 0.329046 SG1 TENM1 NC_056054.1 29570001 29590001


NC_056080.1 108515001 1.09E+08 0.154845 0.222233 SG1 TENM1 NC_056054.1 141960001 141980001


NC_056074.1 14765001 14785001 0.462373 0.190715 SG1 TENM4 NC_056054.1 141965001 141985001


NC_056064.1 9200001 9220001 0.293544 0.194187 SG1 TEX14 NC_056054.1 141970001 141990001


NC_056064.1 9280001 9300001 0.102967 0.208216 SG1 TEX14 NC_056054.1 142065001 142085001


NC_056064.1 9285001 9305001 0.099219 0.209888 SG1 TEX14 NC_056054.1 142070001 142090001


NC_056064.1 9300001 9320001 0.142672 0.198639 SG1 TEX14 NC_056080.1 40410001 40430001


NC_056063.1 30245001 30265001 0.353669 0.214678 SG1 TEX26 NC_056080.1 40415001 40435001


NC_056062.1 21455001 21475001 0.042466 0.301119 SG1 TG NC_056080.1 40420001 40440001


NC_056062.1 21460001 21480001 0.07266 0.225464 SG1 TG NC_056068.1 54030001 54050001


NC_056066.1 41405001 41425001 0.366227 0.245082 SG1 THBD NC_056054.1 230775001 230795001


NC_056060.1 18310001 18330001 0.434827 0.237766 SG1 THSD4 NC_056054.1 230780001 230800001


NC_056060.1 18315001 18335001 0.450313 0.234242 SG1 THSD4 NC_056054.1 230840001 230860001


NC_056060.1 18320001 18340001 0.460817 0.233025 SG1 THSD4 NC_056065.1 40475001 40495001


NC_056054.1 124940001 1.25E+08 0.449244 0.286494 SG1 TIAM1 NC_056065.1 40480001 40500001


NC_056054.1 36935001 36955001 0.076353 0.198615 SG1 TM2D1 NC_056065.1 40670001 40690001


NC_056054.1 36940001 36960001 0.077916 0.198172 SG1 TM2D1 NC_056065.1 40675001 40695001


NC_056054.1 36945001 36965001 0.084603 0.195773 SG1 TM2D1 NC_056065.1 40680001 40700001


NW_024599827 1555001 1575001 0.311355 0.243137 SG1 TM6SF1 NC_056065.1 40685001 40705001


NC_056066.1 61280001 61300001 0.452779 0.186915 SG1 TM9SF4 NC_056065.1 40690001 40710001


NC_056077.1 17490001 17510001 0.331495 0.209318 SG1 TMC5 NC_056065.1 40695001 40715001


NC_056077.1 17495001 17515001 0.206856 0.219865 SG1 TMC5 NC_056065.1 40700001 40720001


NC_056077.1 17500001 17520001 0.216005 0.22235 SG1 TMC5 NC_056065.1 40705001 40725001


NC_056077.1 17505001 17525001 0.262873 0.202937 SG1 TMC5 NC_056065.1 40710001 40730001


NC_056077.1 17510001 17530001 0.267796 0.190263 SG1 TMC5 NC_056075.1 34255001 34275001


NC_056077.1 17515001 17535001 0.245245 0.213251 SG1 TMC5 NC_056075.1 34260001 34280001


NC_056077.1 17520001 17540001 0.157102 0.212543 SG1 TMC5 NC_056075.1 34265001 34285001


NC_056077.1 17525001 17545001 0.097712 0.240837 SG1 TMC5 NC_056075.1 34270001 34290001


NC_056070.1 47875001 47895001 0.391238 0.239063 SG1 TMEM132D NC_056063.1 12215001 12235001


NC_056070.1 47880001 47900001 0.194508 0.319906 SG1 TMEM132D NC_056063.1 12220001 12240001


NC_056070.1 47885001 47905001 0.188573 0.306473 SG1 TMEM132D NC_056063.1 12225001 12245001







NC_056070.1 47890001 47910001 0.356359 0.268728 SG1 TMEM132D NC_056063.1 12230001 12250001


NC_056057.1 105890001 1.06E+08 0.423599 0.256763 SG1 TMEM178B NC_056063.1 12235001 12255001


NC_056057.1 105895001 1.06E+08 0.398683 0.248368 SG1 TMEM178B NC_056063.1 12275001 12295001


NC_056057.1 105900001 1.06E+08 0.42432 0.248506 SG1 TMEM178B NC_056063.1 12280001 12300001


NC_056057.1 105905001 1.06E+08 0.439764 0.24871 SG1 TMEM178B NC_056063.1 12390001 12410001


NC_056057.1 105910001 1.06E+08 0.418021 0.249464 SG1 TMEM178B NC_056063.1 12395001 12415001


NC_056057.1 105915001 1.06E+08 0.309275 0.286924 SG1 TMEM178B NC_056063.1 12400001 12420001


NC_056057.1 105920001 1.06E+08 0.290209 0.233864 SG1 TMEM178B NC_056063.1 12405001 12425001


NC_056078.1 16550001 16570001 0.272716 0.212503 SG1 TMEM26 NC_056056.1 210040001 210060001


NC_056078.1 16555001 16575001 0.215443 0.212959 SG1 TMEM26 NC_056056.1 210045001 210065001


NC_056078.1 16560001 16580001 0.292189 0.200471 SG1 TMEM26 NC_056056.1 210050001 210070001


NC_056068.1 42995001 43015001 0.295359 0.18537 SG1 TMEM41B NC_056056.1 210105001 210125001


NC_056060.1 36610001 36630001 0.392336 0.197712 SG1 TMEM62 NC_056056.1 210110001 210130001


NC_056060.1 36615001 36635001 0.367864 0.210728 SG1 TMEM62 NC_056056.1 210115001 210135001


NC_056055.1 52695001 52715001 0.237464 0.191663 SG1 TMEM8B NC_056056.1 210120001 210140001


NC_056080.1 81865001 81885001 0.311112 0.344443 SG1 TMLHE NC_056078.1 41995001 42015001


NC_056080.1 81870001 81890001 0.459794 0.22759 SG1 TMLHE NC_056078.1 42005001 42025001


NC_056054.1 262390001 2.62E+08 0.456337 0.19638 SG1 TMPRSS2 NC_056071.1 62945001 62965001


NC_056056.1 118930001 1.19E+08 0.322301 0.241712 SG1 TMTC2 NC_056071.1 62950001 62970001


NC_056056.1 118935001 1.19E+08 0.152024 0.28575 SG1 TMTC2 NC_056071.1 62955001 62975001


NC_056056.1 118940001 1.19E+08 0.199952 0.275449 SG1 TMTC2 NC_056061.1 91070001 91090001


NC_056056.1 118945001 1.19E+08 0.262411 0.239773 SG1 TMTC2 NC_056061.1 91075001 91095001


NC_056066.1 510001 530001 0.444562 0.199245 SG1 TMX4 NC_056061.1 91080001 91100001


NC_056066.1 515001 535001 0.395551 0.23323 SG1 TMX4 NC_056061.1 91085001 91105001


NC_056066.1 520001 540001 0.307057 0.264427 SG1 TMX4 NC_056071.1 22410001 22430001


NC_056066.1 525001 545001 0.231646 0.290379 SG1 TMX4 NC_056057.1 67975001 67995001


NC_056066.1 530001 550001 0.183432 0.292133 SG1 TMX4 NC_056057.1 67980001 68000001


NC_056066.1 535001 555001 0.182718 0.270669 SG1 TMX4 NC_056057.1 67985001 68005001


NC_056066.1 540001 560001 0.242215 0.242015 SG1 TMX4 NC_056080.1 37035001 37055001


NC_056066.1 545001 565001 0.316797 0.204555 SG1 TMX4 NC_056080.1 37040001 37060001


NC_056063.1 34675001 34695001 0.318181 0.191024 SG1 TNFRSF19 NC_056080.1 37045001 37065001


NC_056063.1 34680001 34700001 0.347482 0.189707 SG1 TNFRSF19 NC_056057.1 116655001 116675001







NC_056063.1 34685001 34705001 0.382922 0.210929 SG1 TNFRSF19 NC_056057.1 116660001 116680001


NC_056063.1 34690001 34710001 0.423374 0.26495 SG1 TNFRSF19 NC_056066.1 17060001 17080001


NC_056063.1 34695001 34715001 0.430663 0.249506 SG1 TNFRSF19 NC_056064.1 22420001 22440001


NC_056055.1 218850001 2.19E+08 0.102629 0.279253 SG1 TNP1 NC_056063.1 28970001 28990001


NC_056055.1 218855001 2.19E+08 0.093656 0.279051 SG1 TNP1 NC_056063.1 28975001 28995001


NC_056065.1 55965001 55985001 0.448815 0.205474 SG1 TNR NC_056063.1 28980001 29000001


NC_056065.1 55970001 55990001 0.418513 0.207986 SG1 TNR NC_056063.1 28985001 29005001


NC_056077.1 39330001 39350001 0.423557 0.189524 SG1 TNRC18 NC_056063.1 28990001 29010001


NC_056077.1 22785001 22805001 0.410948 0.195912 SG1 TNRC6A NC_056063.1 28995001 29015001


NC_056064.1 34350001 34370001 0.290077 0.206349 SG1 TOM1L2 NC_056054.1 180055001 180075001


NC_056062.1 37995001 38015001 0.411766 0.1859 SG1 TOX NC_056068.1 19830001 19850001


NC_056062.1 38000001 38020001 0.408642 0.193033 SG1 TOX NC_056061.1 81800001 81820001


NC_056062.1 38005001 38025001 0.424375 0.199241 SG1 TOX NC_056061.1 81805001 81825001


NC_056062.1 38010001 38030001 0.435187 0.205594 SG1 TOX NC_056061.1 81810001 81830001


NC_056062.1 38015001 38035001 0.439335 0.204597 SG1 TOX NC_056061.1 81815001 81835001


NC_056062.1 38020001 38040001 0.421831 0.189956 SG1 TOX NC_056060.1 86480001 86500001


NC_056062.1 38170001 38190001 0.079876 0.189572 SG1 TOX NC_056060.1 86485001 86505001


NC_056055.1 74385001 74405001 0.474758 0.196194 SG1 TPD52L3 NC_056062.1 93785001 93805001


NC_056057.1 108985001 1.09E+08 0.17599 0.205931 SG1 TPK1 NC_056062.1 93790001 93810001


NC_056057.1 108990001 1.09E+08 0.207132 0.205384 SG1 TPK1 NC_056067.1 37770001 37790001


NC_056057.1 108995001 1.09E+08 0.213649 0.232223 SG1 TPK1 NC_056067.1 37790001 37810001


NC_056057.1 109000001 1.09E+08 0.226642 0.203059 SG1 TPK1 NC_056067.1 37795001 37815001


NC_056057.1 109005001 1.09E+08 0.230681 0.226289 SG1 TPK1 NC_056067.1 37800001 37820001


NC_056057.1 109010001 1.09E+08 0.176521 0.273891 SG1 TPK1 NC_056067.1 37805001 37825001


NC_056057.1 109015001 1.09E+08 0.208955 0.272742 SG1 TPK1 NC_056067.1 37810001 37830001


NC_056057.1 109020001 1.09E+08 0.313006 0.291393 SG1 TPK1 NC_056067.1 37815001 37835001


NC_056057.1 109025001 1.09E+08 0.382118 0.269885 SG1 TPK1 NC_056067.1 37820001 37840001


NC_056072.1 10635001 10655001 0.295143 0.221164 SG1 TRANK1 NC_056067.1 37825001 37845001


NC_056072.1 10640001 10660001 0.344412 0.209586 SG1 TRANK1 NC_056066.1 69880001 69900001


NC_056072.1 10645001 10665001 0.331028 0.200021 SG1 TRANK1 NC_056066.1 69885001 69905001


NC_056056.1 108755001 1.09E+08 0.332529 0.210976 SG1 TRHDE NC_056066.1 69890001 69910001


NC_056056.1 108760001 1.09E+08 0.191804 0.277855 SG1 TRHDE NC_056066.1 69895001 69915001







NC_056077.1 36055001 36075001 0.271293 0.218038 SG1 TRIM56 NC_056066.1 69900001 69920001


NC_056059.1 115435001 1.15E+08 0.433787 0.507094 SG1 TRMT44 NC_056080.1 97660001 97680001


NC_056056.1 219850001 2.2E+08 0.40327 0.257395 SG1 TSPO NC_056080.1 97665001 97685001


NC_056060.1 36345001 36365001 0.347431 0.253462 SG1 TTBK2 NC_056080.1 97680001 97700001


NC_056060.1 36350001 36370001 0.322425 0.253854 SG1 TTBK2 NC_056080.1 97685001 97705001


NC_056060.1 36355001 36375001 0.317904 0.225634 SG1 TTBK2 NC_056080.1 97690001 97710001


NC_056060.1 36360001 36380001 0.325001 0.248087 SG1 TTBK2 NC_056078.1 12340001 12360001


NC_056060.1 36365001 36385001 0.394919 0.235237 SG1 TTBK2 NC_056058.1 60010001 60030001


NC_056060.1 36370001 36390001 0.421626 0.238041 SG1 TTBK2 NC_056058.1 60015001 60035001


NC_056060.1 36375001 36395001 0.303935 0.280808 SG1 TTBK2 NC_056058.1 36255001 36275001


NC_056060.1 36380001 36400001 0.142345 0.294141 SG1 TTBK2 NC_056073.1 30210001 30230001


NC_056060.1 36385001 36405001 0.082793 0.308699 SG1 TTBK2 NC_056067.1 42355001 42375001


NC_056055.1 143670001 1.44E+08 0.144037 0.224641 SG1 TTC21B NC_056067.1 42360001 42380001


NC_056055.1 143675001 1.44E+08 0.094871 0.252381 SG1 TTC21B NC_056067.1 42365001 42385001


NC_056055.1 143685001 1.44E+08 0.028915 0.307432 SG1 TTC21B NC_056067.1 42370001 42390001


NC_056055.1 143690001 1.44E+08 0.026162 0.323436 SG1 TTC21B NC_056067.1 42375001 42395001


NC_056055.1 143700001 1.44E+08 0.032931 0.332004 SG1 TTC21B NC_056067.1 40480001 40500001


NC_056055.1 143705001 1.44E+08 0.138801 0.265353 SG1 TTC21B NC_056067.1 40485001 40505001


NC_056070.1 67730001 67750001 0.21395 0.232701 SG1 TTC28 NC_056067.1 40490001 40510001


NC_056070.1 67735001 67755001 0.375583 0.29652 SG1 TTC28 NC_056067.1 40495001 40515001


NC_056070.1 67740001 67760001 0.423339 0.29215 SG1 TTC28 NC_056067.1 40530001 40550001


NC_056070.1 67745001 67765001 0.442666 0.29419 SG1 TTC28 NC_056054.1 97010001 97030001


NC_056070.1 67750001 67770001 0.242793 0.254222 SG1 TTC28 NC_056071.1 21530001 21550001


NC_056070.1 67755001 67775001 0.092316 0.191071 SG1 TTC28 NC_056058.1 12205001 12225001


NC_056070.1 67760001 67780001 0.076519 0.235504 SG1 TTC28 NC_056066.1 77350001 77370001


NC_056070.1 67765001 67785001 0.101655 0.236767 SG1 TTC28 NC_056054.1 62685001 62705001


NC_056070.1 67770001 67790001 0.191223 0.197623 SG1 TTC28 NC_056054.1 62690001 62710001


NC_056070.1 67800001 67820001 0.384246 0.193461 SG1 TTC28 NC_056058.1 16630001 16650001


NC_056070.1 67850001 67870001 0.262103 0.195188 SG1 TTC28 NC_056058.1 16635001 16655001


NC_056070.1 67855001 67875001 0.211712 0.235465 SG1 TTC28 NC_056058.1 16640001 16660001


NC_056070.1 67860001 67880001 0.326389 0.216272 SG1 TTC28 NC_056058.1 16645001 16665001


NC_056056.1 173540001 1.74E+08 0.431606 0.209728 SG1 TXNRD1 NC_056058.1 16650001 16670001







NC_056056.1 173545001 1.74E+08 0.400544 0.245015 SG1 TXNRD1 NC_056069.1 18115001 18135001


NC_056056.1 173550001 1.74E+08 0.424227 0.336544 SG1 TXNRD1 NC_056069.1 18120001 18140001


NC_056056.1 173555001 1.74E+08 0.461154 0.373544 SG1 TXNRD1 NC_056069.1 18125001 18145001


NC_056055.1 81165001 81185001 0.293078 0.246423 SG1 TYRP1 NC_056069.1 18130001 18150001


NC_056055.1 81170001 81190001 0.321073 0.306015 SG1 TYRP1 NC_056069.1 18135001 18155001


NC_056055.1 81175001 81195001 0.193281 0.266177 SG1 TYRP1 NC_056069.1 18140001 18160001


NC_056055.1 81180001 81200001 0.14 0.271908 SG1 TYRP1 NC_056069.1 18145001 18165001


NC_056055.1 81185001 81205001 0.058001 0.26944 SG1 TYRP1 NC_056069.1 18150001 18170001


NC_056055.1 81190001 81210001 0.060057 0.289993 SG1 TYRP1 NC_056069.1 18155001 18175001


NC_056055.1 81195001 81215001 0.150164 0.344623 SG1 TYRP1


NC_056055.1 81200001 81220001 0.270773 0.385859 SG1 TYRP1


NC_056060.1 36565001 36585001 0.154432 0.195571 SG1 UBR1


NC_056054.1 117950001 1.18E+08 0.229692 0.214996 SG1 UCK2


NC_056055.1 117285001 1.17E+08 0.445173 0.205256 SG1 UGGT1


NC_056055.1 117290001 1.17E+08 0.300537 0.271286 SG1 UGGT1


NC_056055.1 117295001 1.17E+08 0.195794 0.317589 SG1 UGGT1


NC_056055.1 117300001 1.17E+08 0.277943 0.282582 SG1 UGGT1


NC_056072.1 13970001 13990001 0.444445 0.200207 SG1 ULK4


NC_056072.1 13975001 13995001 0.286289 0.248295 SG1 ULK4


NC_056072.1 13980001 14000001 0.24177 0.275259 SG1 ULK4


NC_056072.1 13985001 14005001 0.176901 0.311018 SG1 ULK4


NC_056072.1 13990001 14010001 0.053769 0.311743 SG1 ULK4


NC_056072.1 13995001 14015001 0.07599 0.289516 SG1 ULK4


NC_056072.1 14000001 14020001 0.215996 0.200482 SG1 ULK4


NC_056059.1 29605001 29625001 0.403423 0.220833 SG1 UNC5C


NC_056068.1 34725001 34745001 0.334643 0.183098 SG1 USH1C


NC_056068.1 34750001 34770001 0.081088 0.224418 SG1 USH1C


NC_056068.1 34755001 34775001 0.201471 0.222839 SG1 USH1C


NC_056072.1 630001 650001 0.444239 0.242179 SG1 VOPP1


NC_056072.1 635001 655001 0.419438 0.210902 SG1 VOPP1


NC_056072.1 640001 660001 0.448241 0.192887 SG1 VOPP1


NC_056071.1 20960001 20980001 0.266902 0.2675 SG1 VPS33B







NC_056071.1 20965001 20985001 0.161896 0.314024 SG1 VPS33B


NC_056071.1 20970001 20990001 0.436418 0.238792 SG1 VPS33B


NC_056064.1 22065001 22085001 0.347677 0.239526 SG1 VPS53


NC_056075.1 32540001 32560001 0.452191 0.30793 SG1 VTI1A


NC_056075.1 32545001 32565001 0.437766 0.302553 SG1 VTI1A


NC_056075.1 32550001 32570001 0.470487 0.373879 SG1 VTI1A


NC_056075.1 34280001 34300001 0.297671 0.254776 SG1 VWA2


NC_056063.1 12340001 12360001 0.407663 0.221401 SG1 VWA8


NC_056063.1 12345001 12365001 0.44855 0.289318 SG1 VWA8


NC_056063.1 12350001 12370001 0.438415 0.274589 SG1 VWA8


NC_056063.1 12355001 12375001 0.411882 0.281379 SG1 VWA8


NC_056063.1 33260001 33280001 0.428267 0.213993 SG1 WASF3


NC_056063.1 33270001 33290001 0.395952 0.220645 SG1 WASF3


NC_056063.1 21420001 21440001 0.291241 0.214633 SG1 WDFY2


NC_056063.1 21425001 21445001 0.209424 0.242443 SG1 WDFY2


NC_056063.1 21430001 21450001 0.311909 0.205533 SG1 WDFY2


NC_056063.1 21435001 21455001 0.384687 0.1842 SG1 WDFY2


NC_056061.1 91055001 91075001 0.284638 0.512302 SG1 WDR27


NC_056057.1 115575001 1.16E+08 0.393917 0.189741 SG1 WDR86


NC_056055.1 239740001 2.4E+08 0.242312 0.200757 SG1 WDTC1


NC_056071.1 22395001 22415001 0.354579 0.248871 SG1 WHAMM


NC_056071.1 22400001 22420001 0.400478 0.228035 SG1 WHAMM


NC_056056.1 213430001 2.13E+08 0.356805 0.334709 SG1 WNK1


NC_056056.1 213435001 2.13E+08 0.292695 0.413833 SG1 WNK1


NC_056056.1 213440001 2.13E+08 0.26423 0.430999 SG1 WNK1


NC_056056.1 213445001 2.13E+08 0.41188 0.35714 SG1 WNK1


NC_056056.1 222195001 2.22E+08 0.402935 0.237804 SG1 WNT7B


NC_056055.1 43590001 43610001 0.425429 0.233696 SG1 XPO7


NC_056055.1 43595001 43615001 0.373332 0.250232 SG1 XPO7


NC_056067.1 51455001 51475001 0.139099 0.223803 SG1 XRCC1;ZNF575


NC_056067.1 51460001 51480001 0.200357 0.211938 SG1 XRCC1;ZNF575


NC_056057.1 95490001 95510001 0.441224 0.412278 SG1 ZC3HC1







NC_056057.1 95495001 95515001 0.355587 0.42122 SG1 ZC3HC1


NC_056057.1 95500001 95520001 0.375533 0.403233 SG1 ZC3HC1


NC_056058.1 78855001 78875001 0.45642 0.278305 SG1 ZCCHC9


NC_056058.1 78860001 78880001 0.445624 0.276993 SG1 ZCCHC9


NC_056058.1 78865001 78885001 0.252311 0.309814 SG1 ZCCHC9


NC_056072.1 2910001 2930001 0.45709 0.246486 SG1 ZCWPW2


NC_056072.1 2915001 2935001 0.434099 0.298991 SG1 ZCWPW2


NC_056072.1 2920001 2940001 0.4487 0.308728 SG1 ZCWPW2


NC_056072.1 2925001 2945001 0.4547 0.331917 SG1 ZCWPW2


NC_056080.1 114040001 1.14E+08 0.310053 0.26731 SG1 ZNF280C


NC_056060.1 51800001 51820001 0.409233 0.183075 SG1 ZNF280D


NC_056060.1 51845001 51865001 0.33515 0.185125 SG1 ZNF280D


NC_056060.1 51850001 51870001 0.285964 0.191096 SG1 ZNF280D


NC_056079.1 43590001 43610001 0.26139 0.452199 SG1 ZNF385D


NC_056079.1 43595001 43615001 0.369582 0.385029 SG1 ZNF385D


NC_056066.1 33720001 33740001 0.474748 0.198084 SG1 ZNF438


NC_056066.1 33760001 33780001 0.450307 0.25607 SG1 ZNF438


NC_056066.1 33765001 33785001 0.440577 0.258586 SG1 ZNF438


NC_056066.1 33770001 33790001 0.411387 0.257012 SG1 ZNF438


NC_056066.1 33775001 33795001 0.272638 0.29451 SG1 ZNF438


NC_056066.1 33780001 33800001 0.158211 0.304851 SG1 ZNF438


NC_056066.1 33785001 33805001 0.138393 0.305669 SG1 ZNF438


NC_056066.1 33790001 33810001 0.153216 0.305048 SG1 ZNF438


NC_056066.1 33795001 33815001 0.182779 0.290685 SG1 ZNF438


NC_056066.1 33800001 33820001 0.245772 0.266999 SG1 ZNF438


NC_056066.1 33805001 33825001 0.283372 0.235935 SG1 ZNF438


NC_056066.1 33810001 33830001 0.254612 0.243214 SG1 ZNF438


NC_056066.1 33815001 33835001 0.323208 0.218037 SG1 ZNF438


NC_056057.1 113755001 1.14E+08 0.330641 0.201055 SG1 ZNF467


NC_056070.1 12465001 12485001 0.392419 0.192675 SG1 ZNF827


NC_056055.1 175455001 1.75E+08 0.086924 0.195421 SG1 ZRANB3


NC_056055.1 175460001 1.75E+08 0.107537 0.191792 SG1 ZRANB3







NC_056055.1 175465001 1.75E+08 0.182865 0.196988 SG1 ZRANB3


NC_056080.1 13960001 13980001 0.359863 0.263146 SG1 ZRSR2


NC_056080.1 13965001 13985001 0.420184 0.25489 SG1 ZRSR2


NC_056064.1 24480001 24500001 0.232709 0.192037 SG1 ZZEF1


NC_056064.1 24510001 24530001 0.141773 0.387857 SG1 ZZEF1


NC_056064.1 24515001 24535001 0.327177 0.26826 SG1 ZZEF1















ZK vs SG1


Pi Fst Region Gene CHROM Start end Pi Fst Region Gene


0.26282 0.135004 SG2 ABCA4 NC_056067.1 16035001 16055001 0.0390304 0.260881 SG1 ABCC12


0.454383 0.143481 SG2 ABCG1 NC_056067.1 16040001 16060001 0.17991 0.272082 SG1 ABCC12


0.46019 0.168901 SG2 ABHD10 NC_056067.1 16045001 16065001 0.26043 0.283392 SG1 ABCC12


0.202643 0.188893 SG2 ABHD2 NC_056067.1 16050001 16070001 0.36521 0.270694 SG1 ABCC12


0.173228 0.241321 SG2 ABHD2 NC_056067.1 16055001 16075001 0.409462 0.257962 SG1 ABCC12


0.226957 0.238205 SG2 ABHD2 NC_056067.1 16060001 16080001 0.365806 0.28066 SG1 ABCC12


0.197346 0.25812 SG2 ABHD2 NC_056067.1 16065001 16085001 0.228794 0.347701 SG1 ABCC12


0.264627 0.196273 SG2 ABHD2 NC_056067.1 16070001 16090001 0.159964 0.409192 SG1 ABCC12


0.359761 0.144477 SG2 ABHD2 NC_056067.1 16075001 16095001 0.174477 0.442834 SG1 ABCC12


0.207246 0.201935 SG2 ABHD2 NC_056067.1 16080001 16100001 0.272374 0.451862 SG1 ABCC12


0.327299 0.147729 SG2 ABHD2 NC_056067.1 16085001 16105001 0.484323 0.392017 SG1 ABCC12


0.165337 0.136448 SG2 ABI2 NC_056075.1 20570001 20590001 0.257282 0.175949 SG1 ABCC2


0.485387 0.136209 SG2 ABLIM1 NC_056075.1 20575001 20595001 0.155306 0.183196 SG1 ABCC2


0.38117 0.22517 SG2 ABLIM1 NC_056075.1 20580001 20600001 0.0862759 0.178212 SG1 ABCC2


0.113495 0.186539 SG2 ABLIM2 NC_056064.1 37085001 37105001 0.330363 0.182149 SG1 ABI3;GNGT2


0.047361 0.184029 SG2 ABLIM2 NC_056064.1 37075001 37095001 0.360618 0.194139 SG1 ABI3;GNGT2;P


0.052513 0.195265 SG2 ABLIM2 NC_056064.1 37080001 37100001 0.360526 0.177537 SG1 ABI3;GNGT2;P


0.060953 0.21378 SG2 ABLIM2 NC_056064.1 37070001 37090001 0.429228 0.192872 SG1 ABI3;PHOSPHO


0.099687 0.283188 SG2 ABLIM2 NC_056072.1 11600001 11620001 0.300044 0.234949 SG1 ACAA1;DLEC1


0.206536 0.220213 SG2 ABLIM2 NC_056070.1 63110001 63130001 0.410714 0.177593 SG1 ACADS


0.300161 0.157753 SG2 ABLIM2 NC_056070.1 63100001 63120001 0.219805 0.192269 SG1 ACADS;UNC1


0.442375 0.141189 SG2 ABLIM2 NC_056056.1 105285001 105305001 0.412968 0.193449 SG1 ACOXL;BCL2L


0.452847 0.181927 SG2 ABLIM2 NC_056056.1 225940001 225960001 0.256665 0.322821 SG1 ACR


0.462043 0.205036 SG2 ABLIM2 NC_056056.1 225945001 225965001 0.129315 0.417151 SG1 ACR


0.554095 0.190513 SG2 ABRAXAS2 NC_056056.1 225935001 225955001 0.41167 0.219019 SG1 ACR;SHANK3


0.548756 0.163452 SG2 ACBD5 NC_056077.1 18985001 19005001 0.204211 0.176796 SG1 ACSM3;ERI2


0.513926 0.179416 SG2 ACBD5 NC_056056.1 134350001 134370001 0.386301 0.31089 SG1 ACVR1B


0.543557 0.143787 SG2 ACBD5;MASTL NC_056056.1 134355001 134375001 0.383627 0.260875 SG1 ACVR1B


0.42236 0.190376 SG2 ACBD5;MASTL NC_056058.1 66745001 66765001 0.470344 0.315826 SG1 ADAM19


          







0.413462 0.18302 SG2 ACBD5;MASTL NC_056058.1 66750001 66770001 0.351984 0.384639 SG1 ADAM19


0.558362 0.168011 SG2 ACOD1 NC_056058.1 66755001 66775001 0.404937 0.371745 SG1 ADAM19


0.40102 0.170977 SG2 ACOXL NC_056054.1 130165001 130185001 0.418441 0.173513 SG1 ADAMTS1


0.473312 0.187285 SG2 ACOXL NC_056058.1 1810001 1830001 0.223433 0.30034 SG1 ADAMTS2


0.519582 0.185471 SG2 ACOXL NC_056058.1 1815001 1835001 0.105329 0.369811 SG1 ADAMTS2


0.121507 0.144542 SG2 ACP1;ALKAL2 NC_056058.1 1820001 1840001 0.0552528 0.379194 SG1 ADAMTS2


0.223067 0.137216 SG2 ACP1;ALKAL2 NC_056058.1 1825001 1845001 0.0407836 0.385091 SG1 ADAMTS2


0.500415 0.13822 SG2 ACTR8;IL17RB NC_056058.1 1830001 1850001 0.0411241 0.388044 SG1 ADAMTS2


0.414794 0.167754 SG2 ADAM17;CPSF3;IANC_056058.1 1835001 1855001 0.110345 0.33792 SG1 ADAMTS2


0.452242 0.171528 SG2 ADAM17;CPSF3;IANC_056058.1 1840001 1860001 0.194109 0.297217 SG1 ADAMTS2


0.550315 0.158673 SG2 ADAM17;IAH1 NC_056058.1 1845001 1865001 0.340559 0.219178 SG1 ADAMTS2


0.552524 0.195247 SG2 ADAMTS1 NC_056054.1 130015001 130035001 0.314306 0.199573 SG1 ADAMTS5


0.387205 0.213025 SG2 ADAMTS1 NC_056054.1 130060001 130080001 0.33447 0.183182 SG1 ADAMTS5


0.493711 0.178732 SG2 ADAMTS10 NC_056054.1 130065001 130085001 0.273325 0.205864 SG1 ADAMTS5


0.381563 0.159551 SG2 ADAMTS10 NC_056054.1 130070001 130090001 0.230135 0.206178 SG1 ADAMTS5


0.206645 0.232281 SG2 ADAMTS10 NC_056054.1 130075001 130095001 0.206915 0.212827 SG1 ADAMTS5


0.491716 0.260412 SG2 ADAMTS10;MYO1 NC_056060.1 20660001 20680001 0.295263 0.227892 SG1 ADCY4;CIDEB


0.467147 0.300779 SG2 ADAMTS10;MYO1 NC_056060.1 20665001 20685001 0.351052 0.220891 SG1 ADCY4;CIDEB


0.46736 0.284467 SG2 ADAMTS10;MYO1 NC_056060.1 20655001 20675001 0.249081 0.237939 SG1 ADCY4;LTB4R


0.420621 0.248205 SG2 ADAMTS10;MYO1 NC_056060.1 20650001 20670001 0.261295 0.185688 SG1 ADCY4;RIPK3


0.495858 0.194767 SG2 ADAMTS12 NC_056062.1 22975001 22995001 0.480284 0.195522 SG1 ADCY8


0.405469 0.212991 SG2 ADAMTS12 NC_056062.1 22980001 23000001 0.232341 0.214866 SG1 ADCY8


0.278739 0.233443 SG2 ADAMTS12 NC_056062.1 22985001 23005001 0.239074 0.203897 SG1 ADCY8


0.553073 0.194691 SG2 ADAMTS12 NC_056070.1 46115001 46135001 0.293553 0.218493 SG1 ADGRD1


0.51348 0.278175 SG2 ADAMTS12 NC_056070.1 46120001 46140001 0.433654 0.200835 SG1 ADGRD1


0.347039 0.138001 SG2 ADAMTS17 NC_056059.1 77490001 77510001 0.483804 0.190172 SG1 ADGRL3


0.310977 0.152198 SG2 ADAMTS17 NC_056058.1 87775001 87795001 0.286378 0.217333 SG1 ADGRV1


0.120466 0.14679 SG2 ADAMTS17 NC_056058.1 87780001 87800001 0.421699 0.216207 SG1 ADGRV1


0.073246 0.150527 SG2 ADAMTS17 NC_056078.1 29280001 29300001 0.425197 0.203968 SG1 ADK


0.319459 0.182469 SG2 ADAMTS17 NC_056078.1 29285001 29305001 0.439117 0.178415 SG1 ADK


0.410068 0.16084 SG2 ADAMTS17 NC_056078.1 29765001 29785001 0.434077 0.332763 SG1 ADK


0.382354 0.140896 SG2 ADARB1 NC_056066.1 50630001 50650001 0.464906 0.191928 SG1 ADRA1D







0.168831 0.147095 SG2 ADARB1 NC_056066.1 50640001 50660001 0.47853 0.188306 SG1 ADRA1D


0.147019 0.187023 SG2 ADARB1 NC_056075.1 34310001 34330001 0.235372 0.191652 SG1 AFAP1L2


0.087139 0.22726 SG2 ADARB1 NC_056075.1 34315001 34335001 0.221733 0.237661 SG1 AFAP1L2


0.128408 0.26809 SG2 ADARB1 NC_056075.1 34320001 34340001 0.222096 0.213151 SG1 AFAP1L2


0.181992 0.237291 SG2 ADARB1 NC_056075.1 34325001 34345001 0.220101 0.21032 SG1 AFAP1L2


0.25618 0.211542 SG2 ADARB1 NC_056075.1 34335001 34355001 0.360633 0.185753 SG1 AFAP1L2


0.403168 0.162922 SG2 ADARB2 NC_056075.1 34340001 34360001 0.410057 0.223343 SG1 AFAP1L2


0.272124 0.222199 SG2 ADARB2 NC_056075.1 34345001 34365001 0.415936 0.211798 SG1 AFAP1L2


0.326531 0.20217 SG2 ADARB2 NC_056075.1 34285001 34305001 0.254518 0.264853 SG1 AFAP1L2;VWA


0.361738 0.224888 SG2 ADARB2 NC_056075.1 34290001 34310001 0.0950225 0.231201 SG1 AFAP1L2;VWA


0.382064 0.229109 SG2 ADARB2 NC_056075.1 34295001 34315001 0.0613485 0.18605 SG1 AFAP1L2;VWA


0.458231 0.208308 SG2 ADARB2 NC_056054.1 77285001 77305001 0.468377 0.215336 SG1 AGL


0.545867 0.166688 SG2 ADARB2 NC_056060.1 86965001 86985001 0.371566 0.198501 SG1 ALKBH1


0.463891 0.251399 SG2 ADCY10 NC_056056.1 133075001 133095001 0.210526 0.436552 SG1 AMHR2;SP1


0.268427 0.325181 SG2 ADCY10 NC_056056.1 133085001 133105001 0.285068 0.396918 SG1 AMHR2;SP1


0.145833 0.401462 SG2 ADCY10 NC_056070.1 53870001 53890001 0.169653 0.203871 SG1 ANAPC5


0.127 0.408469 SG2 ADCY10 NC_056070.1 53875001 53895001 0.240223 0.18366 SG1 ANAPC5


0.163648 0.379487 SG2 ADCY10 NC_056060.1 7045001 7065001 0.409601 0.187239 SG1 ANKDD1B


0.180361 0.377201 SG2 ADCY10 NC_056060.1 7050001 7070001 0.448223 0.194346 SG1 ANKDD1B


0.159645 0.388696 SG2 ADCY10 NC_056055.1 199295001 199315001 0.283058 0.251858 SG1 ANKRD44


0.119353 0.416547 SG2 ADCY10 NC_056056.1 168620001 168640001 0.264051 0.191464 SG1 ANKS1B


0.078547 0.439889 SG2 ADCY10 NC_056056.1 168625001 168645001 0.374346 0.179037 SG1 ANKS1B


0.107738 0.417186 SG2 ADCY10 NC_056054.1 239080001 239100001 0.155374 0.192546 SG1 ANKUB1


0.343849 0.295989 SG2 ADCY10 NC_056054.1 239085001 239105001 0.120164 0.187563 SG1 ANKUB1


0.562868 0.221364 SG2 ADCY10 NC_056054.1 239075001 239095001 0.14639 0.212933 SG1 ANKUB1;RNF


0.314707 0.147572 SG2 ADCY5 NC_056056.1 141135001 141155001 0.103235 0.225741 SG1 ANO6


0.546921 0.203385 SG2 ADCYAP1R1 NC_056080.1 1425001 1445001 0.284952 0.18283 SG1 ANOS1


0.103301 0.142186 SG2 ADGRF1 NC_056078.1 34340001 34360001 0.290141 0.310305 SG1 ANXA11;PLAC


0.122402 0.142315 SG2 ADGRF1 NC_056078.1 34345001 34365001 0.108241 0.238473 SG1 ANXA11;PLAC


0.466793 0.155989 SG2 ADGRG5 NC_056059.1 13635001 13655001 0.35557 0.199374 SG1 AP1AR


0.516744 0.206644 SG2 ADK NC_056059.1 13640001 13660001 0.352164 0.178427 SG1 AP1AR


0.479658 0.200723 SG2 ADK NC_056059.1 13645001 13665001 0.346092 0.204152 SG1 AP1AR







0.507371 0.185629 SG2 ADK NC_056059.1 13650001 13670001 0.356247 0.243532 SG1 AP1AR


0.215628 0.182282 SG2 ADO NC_056059.1 13655001 13675001 0.354375 0.244232 SG1 AP1AR


0.473829 0.163128 SG2 ADO;EGR2 NC_056059.1 13660001 13680001 0.333174 0.305874 SG1 AP1AR


0.53995 0.150603 SG2 ADO;EGR2 NC_056059.1 13665001 13685001 0.346572 0.264876 SG1 AP1AR


0.415271 0.285618 SG2 ADRA1B NC_056059.1 13630001 13650001 0.4332 0.189385 SG1 AP1AR;TIFA


0.314815 0.19389 SG2 ADRA1B NC_056056.1 216335001 216355001 0.252775 0.248885 SG1 APOBEC3A


0.419737 0.138885 SG2 ADRA1B NC_056056.1 216340001 216360001 0.183405 0.274443 SG1 APOBEC3A


0.390195 0.189066 SG2 ADRA2A NC_056056.1 216345001 216365001 0.239347 0.272041 SG1 APOBEC3A


0.315042 0.163841 SG2 ADRA2A NC_056056.1 216350001 216370001 0.174708 0.305532 SG1 APOBEC3A


0.092486 0.15637 SG2 ADRA2B;ASTL NC_056056.1 216355001 216375001 0.13758 0.30755 SG1 APOBEC3A


0.41288 0.150861 SG2 ADRA2B;ASTL NC_056056.1 216365001 216385001 0.0461885 0.354348 SG1 APOBEC3F


0.180467 0.1395 SG2 AGTR1 NC_056056.1 216370001 216390001 0.0526028 0.354057 SG1 APOBEC3F


0.292045 0.167209 SG2 AGTR1 NC_056056.1 216375001 216395001 0.0487034 0.366667 SG1 APOBEC3F


0.562591 0.14727 SG2 AGTR1 NC_056055.1 166440001 166460001 0.433705 0.173307 SG1 ARHGAP15


0.407643 0.142632 SG2 AGTR1 NC_056055.1 166570001 166590001 0.25081 0.248169 SG1 ARHGAP15


0.44733 0.180529 SG2 AJAP1 NC_056055.1 166575001 166595001 0.121547 0.312267 SG1 ARHGAP15


0.386912 0.231147 SG2 AJAP1 NC_056055.1 166640001 166660001 0.0816327 0.267806 SG1 ARHGAP15


0.328973 0.305191 SG2 AJAP1 NC_056055.1 166645001 166665001 0.138798 0.218048 SG1 ARHGAP15


0.550261 0.274771 SG2 AJAP1 NC_056068.1 20405001 20425001 0.450658 0.235725 SG1 ARHGAP20


0.554864 0.289927 SG2 AJAP1 NC_056059.1 101440001 101460001 0.313981 0.184652 SG1 ARHGAP24


0.548846 0.29339 SG2 AJAP1 NC_056058.1 51700001 51720001 0.479452 0.333333 SG1 ARHGAP26


0.562544 0.26864 SG2 AJAP1 NC_056058.1 51705001 51725001 0.230291 0.324366 SG1 ARHGAP26


0.398965 0.142269 SG2 AKAP13 NC_056058.1 51710001 51730001 0.152159 0.327326 SG1 ARHGAP26


0.384087 0.146611 SG2 AKAP13 NC_056058.1 51715001 51735001 0.0916314 0.329976 SG1 ARHGAP26


0.480222 0.221445 SG2 AMPH NC_056058.1 51720001 51740001 0.0424215 0.329912 SG1 ARHGAP26


0.474791 0.202059 SG2 ANGPTL8;DOCK6 NC_056067.1 53720001 53740001 0.38558 0.186426 SG1 ARHGAP35


0.231445 0.270559 SG2 ANGPTL8;DOCK6 NC_056054.1 106930001 106950001 0.395698 0.262652 SG1 ARHGEF11


0.343142 0.17219 SG2 ANKIB1 NC_056054.1 106935001 106955001 0.442457 0.219366 SG1 ARHGEF11


0.237147 0.22606 SG2 ANKIB1 NC_056054.1 234190001 234210001 0.315765 0.188437 SG1 ARHGEF26


0.156274 0.257265 SG2 ANKIB1 NC_056054.1 234210001 234230001 0.210938 0.18092 SG1 ARHGEF26


0.117161 0.263299 SG2 ANKIB1 NC_056054.1 234215001 234235001 0.164905 0.20607 SG1 ARHGEF26


0.206531 0.246357 SG2 ANKIB1 NC_056054.1 234220001 234240001 0.122057 0.213129 SG1 ARHGEF26







0.310947 0.208336 SG2 ANKIB1 NC_056054.1 234225001 234245001 0.0483872 0.244686 SG1 ARHGEF26


0.540251 0.141821 SG2 ANKRD22;LOC101 NC_056061.1 81210001 81230001 0.275186 0.244964 SG1 ARID1B


0.538169 0.139597 SG2 ANKRD65;TMEM8NC_056061.1 81215001 81235001 0.247004 0.314894 SG1 ARID1B


0.212025 0.205207 SG2 ANKRD7 NC_056061.1 81220001 81240001 0.255359 0.327252 SG1 ARID1B


0.205316 0.204269 SG2 ANKRD7 NC_056061.1 81225001 81245001 0.311506 0.329669 SG1 ARID1B


0.247864 0.170743 SG2 ANKRD7 NC_056061.1 81285001 81305001 0.454138 0.183564 SG1 ARID1B


0.356031 0.187771 SG2 ANKRD7;LSM8 NC_056069.1 25375001 25395001 0.304573 0.337885 SG1 ARL15


0.250261 0.25904 SG2 ANKRD7;LSM8 NC_056069.1 25380001 25400001 0.205925 0.324819 SG1 ARL15


0.551257 0.350015 SG2 ANLN NC_056069.1 25385001 25405001 0.266852 0.331499 SG1 ARL15


0.46084 0.288612 SG2 ANLN;KIAA0895 NC_056069.1 25390001 25410001 0.248342 0.315524 SG1 ARL15


0.456362 0.182016 SG2 ANO3 NC_056069.1 25395001 25415001 0.302443 0.278197 SG1 ARL15


0.366727 0.161374 SG2 AOAH NC_056069.1 25400001 25420001 0.370726 0.228426 SG1 ARL15


0.328349 0.180625 SG2 AOAH NC_056069.1 25405001 25425001 0.324966 0.174266 SG1 ARL15


0.258141 0.221134 SG2 AOAH NC_056061.1 76275001 76295001 0.314424 0.214298 SG1 ARMT1;RMND


0.236437 0.267974 SG2 AOAH NC_056071.1 24060001 24080001 0.485062 0.190471 SG1 ARNT2


0.21471 0.32489 SG2 AOAH NC_056071.1 24180001 24200001 0.371415 0.200509 SG1 ARNT2


0.226621 0.36252 SG2 AOAH NC_056071.1 24185001 24205001 0.289925 0.200528 SG1 ARNT2


0.378786 0.352095 SG2 AOAH NC_056071.1 24190001 24210001 0.328602 0.216391 SG1 ARNT2


0.479522 0.31473 SG2 AOAH NC_056071.1 24195001 24215001 0.285627 0.193355 SG1 ARNT2


0.467649 0.265197 SG2 AOAH NC_056061.1 19395001 19415001 0.33765 0.244654 SG1 ASF1A;MCM9


0.448949 0.244033 SG2 AOAH NC_056061.1 19400001 19420001 0.365613 0.234617 SG1 ASF1A;MCM9


0.450403 0.244307 SG2 AOAH NC_056061.1 19405001 19425001 0.291649 0.256439 SG1 ASF1A;MCM9


0.515104 0.236807 SG2 AP2A2;MUC6 NC_056077.1 26865001 26885001 0.387167 0.192272 SG1 ASPHD1;KCTD


0.521054 0.236449 SG2 AP2A2;MUC6 NC_056077.1 26870001 26890001 0.329777 0.217354 SG1 ASPHD1;KCTD


0.522291 0.227235 SG2 AP2A2;MUC6 NC_056054.1 259585001 259605001 0.421503 0.18296 SG1 ASTE1;ATP2C


0.545806 0.194761 SG2 AP3B2 NC_056054.1 259590001 259610001 0.417839 0.202789 SG1 ASTE1;ATP2C


0.55286 0.234647 SG2 AP3B2 NC_056054.1 259595001 259615001 0.372104 0.235222 SG1 ASTE1;ATP2C


0.557159 0.299721 SG2 AP3B2 NC_056068.1 17520001 17540001 0.482442 0.17966 SG1 ATM


0.468139 0.136324 SG2 AP4S1;STRN3 NC_056068.1 17630001 17650001 0.271063 0.2119 SG1 ATM


0.5391 0.140504 SG2 AP4S1;STRN3 NC_056068.1 17635001 17655001 0.193715 0.190888 SG1 ATM


0.254614 0.172899 SG2 APPL2 NC_056068.1 17640001 17660001 0.230539 0.189976 SG1 ATM


0.164387 0.150558 SG2 APPL2 NC_056068.1 17645001 17665001 0.306569 0.180226 SG1 ATM







0.572829 0.154541 SG2 AQP1 NC_056054.1 259600001 259620001 0.447576 0.222679 SG1 ATP2C1


0.438446 0.187908 SG2 ARHGAP20 NC_056056.1 221975001 221995001 0.0740047 0.310278 SG1 ATXN10


0.451871 0.19769 SG2 ARHGAP20 NC_056056.1 221980001 222000001 0.183627 0.294061 SG1 ATXN10


0.534031 0.150487 SG2 ARHGAP22 NC_056056.1 221985001 222005001 0.188921 0.289251 SG1 ATXN10


0.49782 0.18247 SG2 ARHGAP22 NC_056056.1 221990001 222010001 0.271228 0.256489 SG1 ATXN10


0.555491 0.198455 SG2 ARHGAP22 NC_056056.1 221995001 222015001 0.250707 0.267564 SG1 ATXN10


0.28374 0.255516 SG2 ARHGAP22 NC_056056.1 222000001 222020001 0.197576 0.282487 SG1 ATXN10


0.23265 0.281303 SG2 ARHGAP22 NC_056056.1 222005001 222025001 0.329209 0.235153 SG1 ATXN10


0.353235 0.194152 SG2 ARHGAP22 NC_056056.1 222010001 222030001 0.381481 0.213175 SG1 ATXN10


0.370835 0.174008 SG2 ARHGAP22 NC_056057.1 48215001 48235001 0.483272 0.310172 SG1 ATXN7L1


0.337442 0.177026 SG2 ARHGAP24 NC_056057.1 48220001 48240001 0.470587 0.316853 SG1 ATXN7L1


0.338547 0.22095 SG2 ARHGAP24 NC_056057.1 48225001 48245001 0.300354 0.367153 SG1 ATXN7L1


0.42422 0.196148 SG2 ARHGAP24 NC_056057.1 48325001 48345001 0.263374 0.224644 SG1 ATXN7L1


0.406628 0.205694 SG2 ARHGAP24 NC_056057.1 48330001 48350001 0.249613 0.252381 SG1 ATXN7L1


0.164005 0.140933 SG2 ARHGAP29 NC_056057.1 48335001 48355001 0.335771 0.224725 SG1 ATXN7L1


0.142439 0.164977 SG2 ARHGAP29 NC_056077.1 30360001 30380001 0.28894 0.25201 SG1 AUTS2


0.173317 0.156192 SG2 ARHGAP29 NC_056077.1 30365001 30385001 0.321646 0.21905 SG1 AUTS2


0.32309 0.135283 SG2 ARHGEF11 NC_056077.1 30370001 30390001 0.345865 0.198826 SG1 AUTS2


0.408418 0.145103 SG2 ARHGEF4 NC_056054.1 227055001 227075001 0.413161 0.177966 SG1 B3GALNT1


0.36256 0.156845 SG2 ARHGEF4 NC_056055.1 141690001 141710001 0.487401 0.208577 SG1 B3GALT1


0.338899 0.17345 SG2 ARHGEF4 NC_056055.1 141695001 141715001 0.477755 0.207937 SG1 B3GALT1


0.389299 0.148667 SG2 ARHGEF4 NC_056063.1 29920001 29940001 0.401982 0.186862 SG1 B3GLCT


0.212872 0.146871 SG2 ARL15 NC_056063.1 29925001 29945001 0.339481 0.182841 SG1 B3GLCT


0.188163 0.147822 SG2 ARL15 NC_056067.1 50110001 50130001 0.302924 0.295916 SG1 B3GNT8;BCKD


0.474609 0.162161 SG2 ASAP1 NC_056067.1 50115001 50135001 0.133031 0.341011 SG1 B3GNT8;DMA


0.394626 0.139208 SG2 ASMTL;SLC25A6 NC_056066.1 77825001 77845001 0.187172 0.24432 SG1 B4GALT5


0.364979 0.136942 SG2 ATN1;C3H12orf57; NC_056066.1 77830001 77850001 0.245752 0.329958 SG1 B4GALT5


0.414254 0.176867 SG2 ATN1;C3H12orf57; NC_056066.1 77835001 77855001 0.191837 0.351048 SG1 B4GALT5


0.427126 0.179623 SG2 ATN1;C3H12orf57; NC_056068.1 27710001 27730001 0.435203 0.223772 SG1 BACE1


0.459366 0.174059 SG2 ATN1;ENO2 NC_056068.1 27715001 27735001 0.430569 0.252519 SG1 BACE1;CEP164


0.466778 0.187816 SG2 ATN1;ENO2;LRRC NC_056068.1 27725001 27745001 0.360193 0.287019 SG1 BACE1;CEP164


0.552974 0.141202 SG2 ATN1;ENO2;LRRC NC_056068.1 27685001 27705001 0.178882 0.337931 SG1 BACE1;RNF21







0.411819 0.137315 SG2 ATP10B NC_056068.1 27690001 27710001 0.185471 0.325174 SG1 BACE1;RNF21


0.151253 0.164828 SG2 ATP12A NC_056068.1 27695001 27715001 0.356031 0.233291 SG1 BACE1;RNF21


0.277125 0.13654 SG2 ATP12A NC_056068.1 27700001 27720001 0.308702 0.263409 SG1 BACE1;RNF21


0.16034 0.148384 SG2 ATP12A;RNF17 NC_056068.1 27705001 27725001 0.409148 0.201517 SG1 BACE1;RNF21


0.135776 0.160794 SG2 ATP12A;RNF17 NC_056074.1 39025001 39045001 0.249008 0.235671 SG1 BAD;GPR137;K


0.469158 0.173155 SG2 ATP2B1 NC_056074.1 39030001 39050001 0.264901 0.29821 SG1 BAD;GPR137;K


0.477655 0.190849 SG2 ATP2B1 NC_056074.1 39020001 39040001 0.278769 0.204087 SG1 BAD;GPR137;P


0.559444 0.141153 SG2 ATP2B1 NC_056074.1 39015001 39035001 0.331988 0.181111 SG1 BAD;PLCB3


0.393638 0.140368 SG2 ATP5PO NC_056056.1 215675001 215695001 0.299443 0.230287 SG1 BAIAP2L2;PIC


0.43261 0.397746 SG2 ATP6V1C2 NC_056056.1 215680001 215700001 0.424395 0.193583 SG1 BAIAP2L2;PIC


0.438064 0.41508 SG2 ATP6V1C2 NC_056075.1 30965001 30985001 0.195718 0.311672 SG1 BBIP1;PDCD4


0.426087 0.446581 SG2 ATP6V1C2 NC_056075.1 30970001 30990001 0.245954 0.313322 SG1 BBIP1;PDCD4


0.555976 0.334279 SG2 ATP6V1C2;PDIA6 NC_056075.1 30975001 30995001 0.253432 0.279756 SG1 BBIP1;PDCD4


0.243136 0.147131 SG2 ATP9A NC_056075.1 30980001 31000001 0.408163 0.276391 SG1 BBIP1;PDCD4;


0.503446 0.13535 SG2 ATP9A NC_056077.1 27720001 27740001 0.208868 0.329573 SG1 BCKDK;KAT8


0.317716 0.137387 SG2 ATRNL1 NC_056077.1 27725001 27745001 0.302574 0.313299 SG1 BCKDK;KAT8;


0.487872 0.141737 SG2 AUTS2 NC_056077.1 27730001 27750001 0.427819 0.319225 SG1 BCKDK;KAT8;


0.401143 0.158937 SG2 AUTS2 NC_056077.1 27715001 27735001 0.204784 0.316758 SG1 BCKDK;PRSS5


0.362869 0.158343 SG2 AUTS2 NC_056077.1 27710001 27730001 0.314748 0.290121 SG1 BCKDK;PRSS5


0.527912 0.14861 SG2 AUTS2 NC_056056.1 105290001 105310001 0.408395 0.190772 SG1 BCL2L11


0.467463 0.154129 SG2 AUTS2 NC_056056.1 105295001 105315001 0.405928 0.187359 SG1 BCL2L11


0.481518 0.202332 SG2 AUTS2 NC_056056.1 105300001 105320001 0.422622 0.174142 SG1 BCL2L11


0.534437 0.230184 SG2 AUTS2 NC_056056.1 214940001 214960001 0.46542 0.228947 SG1 BCL2L13


0.543018 0.242406 SG2 AUTS2 NC_056056.1 214945001 214965001 0.37836 0.255728 SG1 BCL2L13


0.322351 0.135364 SG2 AUTS2 NC_056056.1 214950001 214970001 0.370541 0.256127 SG1 BCL2L13;BID


0.276467 0.192913 SG2 B3GAT2 NC_056056.1 214955001 214975001 0.442652 0.237793 SG1 BCL2L13;BID


0.378769 0.176256 SG2 B3GAT2 NC_056056.1 214965001 214985001 0.473977 0.191253 SG1 BCL2L13;BID


0.465086 0.180529 SG2 B3GAT2 NC_056080.1 128930001 128950001 0.428505 0.252445 SG1 BEX3


0.479196 0.186084 SG2 B3GAT2 NC_056070.1 62575001 62595001 0.303797 0.187325 SG1 BICDL1


0.39128 0.162311 SG2 B3GNT4;DIABLO NC_056070.1 62580001 62600001 0.295134 0.212047 SG1 BICDL1


0.234593 0.16011 SG2 B3GNT4;DIABLO;LNC_056070.1 62585001 62605001 0.268935 0.216884 SG1 BICDL1


0.47339 0.14652 SG2 B3GNT9;FBXL8;HSNC_056070.1 62590001 62610001 0.29133 0.213484 SG1 BICDL1







0.465695 0.147962 SG2 BACH1 NC_056070.1 62595001 62615001 0.257643 0.221037 SG1 BICDL1;RAB3


0.551849 0.150988 SG2 BACH1 NC_056070.1 62600001 62620001 0.224798 0.201212 SG1 BICDL1;RAB3


0.522133 0.144907 SG2 BACH1 NC_056070.1 62605001 62625001 0.241949 0.208981 SG1 BICDL1;RAB3


0.120235 0.185879 SG2 BAIAP2L2;PLA2G6NC_056070.1 62610001 62630001 0.260833 0.207535 SG1 BICDL1;RAB3


0.102265 0.186866 SG2 BAIAP2L2;PLA2G6NC_056056.1 214970001 214990001 0.429335 0.18613 SG1 BID


0.139658 0.289683 SG2 BBOF1;ENTPD5 NC_056056.1 214975001 214995001 0.195538 0.223634 SG1 BID;MICAL3


0.256801 0.247952 SG2 BBOF1;ENTPD5 NC_056056.1 214985001 215005001 0.210661 0.222297 SG1 BID;MICAL3


0.299814 0.222212 SG2 BBOF1;ENTPD5 NC_056071.1 21215001 21235001 0.418246 0.281472 SG1 BLM


0.407628 0.170181 SG2 BBOF1;ENTPD5 NC_056075.1 17400001 17420001 0.416443 0.186633 SG1 BLNK


0.520055 0.352773 SG2 BBS9 NC_056073.1 4785001 4805001 0.455993 0.221692 SG1 BMP5


0.390834 0.187414 SG2 BBS9 NC_056073.1 4790001 4810001 0.469102 0.204459 SG1 BMP5


0.385192 0.226026 SG2 BBS9 NC_056073.1 4795001 4815001 0.417997 0.194128 SG1 BMP5


0.552337 0.147303 SG2 BBS9 NC_056063.1 48090001 48110001 0.361447 0.349853 SG1 BORA


0.569819 0.326116 SG2 BCAS3 NC_056063.1 48095001 48115001 0.176535 0.45117 SG1 BORA


0.545576 0.365404 SG2 BCAS3 NC_056063.1 48100001 48120001 0.0943069 0.50737 SG1 BORA;DIS3


0.550165 0.343679 SG2 BCAS3 NC_056066.1 62735001 62755001 0.359355 0.235631 SG1 BPIFA1;BPIFB


0.206504 0.24526 SG2 BECN2 NC_056066.1 62740001 62760001 0.371251 0.223149 SG1 BPIFA1;BPIFB


0.469083 0.183183 SG2 BECN2 NC_056066.1 62745001 62765001 0.272454 0.231132 SG1 BPIFB1


0.454482 0.14658 SG2 BEND7 NC_056066.1 62750001 62770001 0.220206 0.185496 SG1 BPIFB1


0.440166 0.140451 SG2 BIVM;ERCC5 NC_056066.1 62755001 62775001 0.263367 0.194277 SG1 BPIFB1


0.491877 0.333782 SG2 BLOC1S5 NC_056066.1 62760001 62780001 0.342961 0.17898 SG1 BPIFB1


0.395348 0.193963 SG2 BLOC1S5 NC_056058.1 7615001 7635001 0.377193 0.198628 SG1 BRD4


0.497493 0.180602 SG2 BLVRA NC_056054.1 69230001 69250001 0.345956 0.174091 SG1 BRDT


0.47747 0.182859 SG2 BLVRA NC_056054.1 69235001 69255001 0.290464 0.201724 SG1 BRDT


0.550412 0.147173 SG2 BMERB1 NC_056054.1 69240001 69260001 0.242535 0.213534 SG1 BRDT


0.213367 0.245196 SG2 BMERB1 NC_056055.1 4310001 4330001 0.382867 0.178652 SG1 BRINP1


0.196055 0.249415 SG2 BMERB1 NW_024599827.1 1610001 1630001 0.481352 0.18724 SG1 BTBD1


0.525919 0.146798 SG2 BMERB1 NC_056068.1 39005001 39025001 0.381497 0.220633 SG1 BTBD10


0.332728 0.206862 SG2 BMP6 NC_056068.1 39010001 39030001 0.308383 0.240775 SG1 BTBD10


0.31491 0.235365 SG2 BMP6 NC_056068.1 39015001 39035001 0.216862 0.256711 SG1 BTBD10


0.488084 0.236096 SG2 BMP6 NC_056068.1 39020001 39040001 0.173643 0.26288 SG1 BTBD10


0.475794 0.149057 SG2 BMPER NC_056068.1 39025001 39045001 0.245464 0.239293 SG1 BTBD10







0.555983 0.136904 SG2 BMPR1A NC_056068.1 39030001 39050001 0.28777 0.210952 SG1 BTBD10


0.437583 0.262564 SG2 BRCA2 NC_056075.1 41625001 41645001 0.421864 0.279058 SG1 BTBD16;TACC


0.337954 0.276051 SG2 BRCA2 NC_056075.1 41630001 41650001 0.435205 0.280762 SG1 BTBD16;TACC


0.323273 0.284958 SG2 BRCA2 NC_056067.1 17355001 17375001 0.42047 0.237686 SG1 C14H16orf78


0.442222 0.230397 SG2 BRCA2;ZAR1L NC_056067.1 17360001 17380001 0.27012 0.214557 SG1 C14H16orf78


0.442953 0.210926 SG2 BRCA2;ZAR1L NC_056067.1 17375001 17395001 0.482093 0.182568 SG1 C14H16orf78


0.379254 0.221261 SG2 BRCA2;ZAR1L NC_056069.1 42105001 42125001 0.478095 0.310872 SG1 C16H5orf22


0.372436 0.204604 SG2 BRCA2;ZAR1L NC_056069.1 42110001 42130001 0.438447 0.327703 SG1 C16H5orf22


0.540839 0.295703 SG2 BTBD1 NC_056069.1 42115001 42135001 0.427574 0.332932 SG1 C16H5orf22;DR


0.423077 0.378922 SG2 BTBD1 NC_056069.1 42120001 42140001 0.438215 0.298052 SG1 C16H5orf22;DR


0.1 0.143316 SG2 BTD NC_056069.1 42125001 42145001 0.443505 0.269867 SG1 C16H5orf22;DR


0.428294 0.135861 SG2 C14H19orf54;COQ8NC_056069.1 42130001 42150001 0.347271 0.22302 SG1 C16H5orf22;DR


0.449506 0.161128 SG2 C14H19orf54;ITPKCNC_056072.1 37745001 37765001 0.12616 0.194033 SG1 C19H3orf49;TH


0.450592 0.14205 SG2 C14H19orf54;ITPKCNC_056054.1 25565001 25585001 0.0960489 0.398142 SG1 C1H1orf185


0.432396 0.141681 SG2 C15H11orf65 NC_056054.1 25570001 25590001 0.154162 0.335014 SG1 C1H1orf185


0.371212 0.160009 SG2 C17H4orf33;SCLT1 NC_056054.1 25575001 25595001 0.245599 0.251073 SG1 C1H1orf185


0.320043 0.251956 SG2 C17H4orf46;ETFDHNC_056068.1 52150001 52170001 0.167263 0.22778 SG1 C2CD3;UCP3


0.37969 0.20808 SG2 C17H4orf46;ETFDHNC_056068.1 52155001 52175001 0.248237 0.198255 SG1 C2CD3;UCP3


0.067742 0.154021 SG2 C18H14orf132 NC_056055.1 10275001 10295001 0.344766 0.174482 SG1 C2H9orf43;RGS


0.055585 0.154483 SG2 C18H14orf132 NC_056072.1 47255001 47275001 0.444149 0.245734 SG1 CACNA1D;CH


0.082292 0.148513 SG2 C18H14orf132 NC_056072.1 46440001 46460001 0.258879 0.204764 SG1 CACNA2D3


0.483871 0.245025 SG2 C1H1orf226 NC_056072.1 46445001 46465001 0.142314 0.190253 SG1 CACNA2D3


0.382418 0.26188 SG2 C1H1orf226 NC_056072.1 46450001 46470001 0.207869 0.182293 SG1 CACNA2D3


0.413759 0.247677 SG2 C1H1orf226 NC_056072.1 46455001 46475001 0.248282 0.191375 SG1 CACNA2D3


0.431349 0.246816 SG2 C1H1orf226 NC_056072.1 46460001 46480001 0.229166 0.187729 SG1 CACNA2D3


0.116228 0.274603 SG2 C2 NC_056072.1 46465001 46485001 0.262582 0.22838 SG1 CACNA2D3


0.17341 0.257086 SG2 C2 NC_056072.1 46470001 46490001 0.154545 0.205181 SG1 CACNA2D3


0.227273 0.22339 SG2 C2 NC_056054.1 154970001 154990001 0.429765 0.197096 SG1 CADM2


0.133634 0.270249 SG2 C2;CFB NC_056054.1 154985001 155005001 0.418781 0.278675 SG1 CADM2


0.248202 0.145833 SG2 C2;CFB;LOC101114NC_056054.1 154995001 155015001 0.481347 0.277062 SG1 CADM2


0.15423 0.220952 SG2 C2;CFB;NELFE NC_056066.1 16465001 16485001 0.388002 0.265653 SG1 CAMK1D


0.153676 0.22201 SG2 C22H10orf120 NC_056066.1 16470001 16490001 0.249308 0.330769 SG1 CAMK1D







0.202737 0.251356 SG2 C22H10orf120 NC_056066.1 16475001 16495001 0.10971 0.384026 SG1 CAMK1D


0.129505 0.192065 SG2 C22H10orf120;LOCNC_056066.1 16480001 16500001 0.186908 0.332592 SG1 CAMK1D


0.104273 0.190046 SG2 C22H10orf120;LOCNC_056066.1 16485001 16505001 0.254267 0.308357 SG1 CAMK1D


0.529867 0.171 SG2 C24H16orf96 NC_056066.1 16490001 16510001 0.3808 0.21447 SG1 CAMK1D


0.538718 0.221243 SG2 C24H16orf96 NC_056066.1 16585001 16605001 0.480302 0.206079 SG1 CAMK1D


0.464125 0.164243 SG2 C25H1orf198 NC_056066.1 16590001 16610001 0.39906 0.206779 SG1 CAMK1D


0.514479 0.151619 SG2 C3H2orf81;LOC101NC_056066.1 16595001 16615001 0.324633 0.208515 SG1 CAMK1D


0.483186 0.187327 SG2 C3H2orf81;LOC101NC_056066.1 16605001 16625001 0.39275 0.179032 SG1 CAMK1D


0.358351 0.213643 SG2 C3H2orf81;LOC101NC_056070.1 53915001 53935001 0.383228 0.178643 SG1 CAMKK2


0.285288 0.174652 SG2 C3H2orf81;RTKN;WNC_056070.1 53920001 53940001 0.313344 0.190868 SG1 CAMKK2


0.540199 0.389063 SG2 CABLES1 NC_056070.1 53925001 53945001 0.295827 0.227483 SG1 CAMKK2


0.515842 0.174209 SG2 CABLES2;RBBP8NNC_056070.1 53930001 53950001 0.198581 0.242949 SG1 CAMKK2


0.419435 0.194524 SG2 CABYR;OSBPL1A NC_056070.1 53935001 53955001 0.159817 0.247021 SG1 CAMKK2


0.407725 0.203373 SG2 CABYR;OSBPL1A NC_056070.1 53940001 53960001 0.142534 0.256159 SG1 CAMKK2


0.551173 0.180307 SG2 CABYR;OSBPL1A NC_056070.1 53950001 53970001 0.117925 0.260237 SG1 CAMKK2;P2RX


0.558023 0.185755 SG2 CACNA1I NC_056056.1 3490001 3510001 0.0631091 0.224874 SG1 CAMSAP1


0.394845 0.20203 SG2 CACNA1I NC_056064.1 26280001 26300001 0.307228 0.176878 SG1 CAMTA2;INCA


0.254194 0.253001 SG2 CACNA1I NC_056064.1 26285001 26305001 0.311609 0.173705 SG1 CAMTA2;INCA


0.322564 0.216416 SG2 CACNA1I NC_056064.1 26290001 26310001 0.32998 0.197123 SG1 CAMTA2;INCA


0.190445 0.172639 SG2 CACNA2D1 NC_056064.1 26295001 26315001 0.356569 0.179634 SG1 CAMTA2;INCA


0.161062 0.177379 SG2 CACNA2D1 NC_056069.1 38390001 38410001 0.476398 0.195582 SG1 CAPSL


0.22019 0.16033 SG2 CACNA2D1 NC_056069.1 38395001 38415001 0.420668 0.213792 SG1 CAPSL


0.300648 0.136106 SG2 CACNA2D1 NC_056069.1 38400001 38420001 0.427113 0.178871 SG1 CAPSL


0.504133 0.2213 SG2 CACNA2D2;LOC10NC_056069.1 38405001 38425001 0.479314 0.175064 SG1 CAPSL


0.571429 0.209381 SG2 CACNA2D2;LOC10NC_056056.1 181525001 181545001 0.403056 0.225232 SG1 CARD10


0.525105 0.232252 SG2 CACNA2D2;TMEMNC_056056.1 181530001 181550001 0.407744 0.214143 SG1 CARD10


0.554129 0.151871 SG2 CACNB2 NC_056056.1 181510001 181530001 0.211501 0.278791 SG1 CARD10;MFNG


0.519212 0.15907 SG2 CACNB2 NC_056056.1 181515001 181535001 0.385675 0.214819 SG1 CARD10;MFNG


0.405964 0.200194 SG2 CACNB2 NC_056056.1 181520001 181540001 0.36178 0.251581 SG1 CARD10;MFNG


0.547979 0.158951 SG2 CACNB2 NC_056058.1 93680001 93700001 0.423353 0.17812 SG1 CAST


0.537926 0.19337 SG2 CACNB2 NC_056058.1 16425001 16445001 0.315432 0.213785 SG1 CATSPERD;LO


0.51749 0.211732 SG2 CACNB2 NC_056054.1 171425001 171445001 0.110741 0.179826 SG1 CBLB







0.228571 0.243051 SG2 CACNB2 NC_056056.1 216400001 216420001 0.0521996 0.220977 SG1 CBX7


0.1254 0.255517 SG2 CACNB2 NC_056054.1 26750001 26770001 0.350427 0.177981 SG1 CC2D1B;ORC1


0.132294 0.239159 SG2 CACNB2 NC_056055.1 131030001 131050001 0.351492 0.227383 SG1 CCDC141


0.253968 0.194304 SG2 CACNB2 NC_056055.1 131035001 131055001 0.211059 0.272765 SG1 CCDC141


0.543513 0.137237 SG2 CACNB2 NC_056055.1 131040001 131060001 0.119753 0.35955 SG1 CCDC141


0.340143 0.144122 SG2 CALD1 NC_056055.1 131045001 131065001 0.159676 0.348622 SG1 CCDC141


0.103704 0.189013 SG2 CALD1 NC_056055.1 131050001 131070001 0.242717 0.287568 SG1 CCDC141


0.111624 0.184909 SG2 CALD1 NC_056055.1 131055001 131075001 0.305818 0.252945 SG1 CCDC141


0.102016 0.205911 SG2 CALD1 NC_056055.1 131060001 131080001 0.325194 0.228564 SG1 CCDC141


0.42397 0.140796 SG2 CAMK2B NC_056055.1 131065001 131085001 0.36462 0.20001 SG1 CCDC141


0.258837 0.194101 SG2 CAMK2B NC_056055.1 131090001 131110001 0.446984 0.189311 SG1 CCDC141


0.178698 0.196765 SG2 CAMK2B NC_056055.1 131095001 131115001 0.255626 0.190523 SG1 CCDC141


0.165315 0.167589 SG2 CAMK2B NC_056056.1 67915001 67935001 0.33471 0.180956 SG1 CCDC85A


0.220184 0.17062 SG2 CAMK2B;YKT6 NC_056056.1 67920001 67940001 0.141386 0.245048 SG1 CCDC85A


0.222311 0.177329 SG2 CAMK2B;YKT6 NC_056056.1 67925001 67945001 0.087149 0.223987 SG1 CCDC85A


0.180317 0.165062 SG2 CAMK2B;YKT6 NC_056064.1 15485001 15505001 0.376419 0.278703 SG1 CCL1


0.207156 0.135597 SG2 CAMK2D NC_056064.1 15490001 15510001 0.412901 0.365333 SG1 CCL1


0.253888 0.138775 SG2 CAMK2D NC_056064.1 15495001 15515001 0.47983 0.385345 SG1 CCL1


0.461949 0.144305 SG2 CAMK2G NC_056064.1 15500001 15520001 0.446999 0.34139 SG1 CCL1


0.191604 0.229032 SG2 CAMK2G NC_056059.1 34155001 34175001 0.433119 0.190001 SG1 CCSER1


0.441035 0.143701 SG2 CAMTA1 NC_056059.1 34445001 34465001 0.379533 0.301231 SG1 CCSER1


0.312132 0.188881 SG2 CAMTA1 NC_056059.1 34450001 34470001 0.257522 0.378603 SG1 CCSER1


0.237867 0.20234 SG2 CAMTA1 NC_056059.1 34455001 34475001 0.210993 0.394571 SG1 CCSER1


0.192262 0.196056 SG2 CAMTA1 NC_056059.1 34460001 34480001 0.209754 0.335201 SG1 CCSER1


0.174271 0.179186 SG2 CAMTA1 NC_056059.1 34465001 34485001 0.381761 0.377312 SG1 CCSER1


0.171617 0.143172 SG2 CAMTA1 NC_056059.1 34470001 34490001 0.441888 0.363078 SG1 CCSER1


0.513006 0.229424 SG2 CAPN2;TP53BP2 NC_056059.1 34475001 34495001 0.478259 0.309123 SG1 CCSER1


0.472465 0.252185 SG2 CAPN2;TP53BP2 NC_056059.1 34670001 34690001 0.332328 0.207818 SG1 CCSER1


0.39313 0.137525 SG2 CBFB;PHAF1 NC_056059.1 34675001 34695001 0.260282 0.245811 SG1 CCSER1


0.142553 0.154527 SG2 CBLB NC_056059.1 34680001 34700001 0.155372 0.281027 SG1 CCSER1


0.143625 0.137474 SG2 CBLB NC_056059.1 34685001 34705001 0.15916 0.290046 SG1 CCSER1


0.077634 0.149849 SG2 CBLB NC_056059.1 34690001 34710001 0.139043 0.297798 SG1 CCSER1







0.077691 0.142991 SG2 CBLB NC_056059.1 34695001 34715001 0.139629 0.284565 SG1 CCSER1


0.119579 0.140336 SG2 CBLB NC_056059.1 34700001 34720001 0.155642 0.270395 SG1 CCSER1


0.507445 0.173038 SG2 CCDC186 NC_056059.1 34705001 34725001 0.135401 0.279562 SG1 CCSER1


0.405927 0.224475 SG2 CCDC186 NC_056059.1 34710001 34730001 0.161791 0.288122 SG1 CCSER1


0.16472 0.144793 SG2 CCDC6 NC_056059.1 34715001 34735001 0.194876 0.300987 SG1 CCSER1


0.251542 0.155635 SG2 CCDC60 NC_056059.1 34720001 34740001 0.345209 0.296055 SG1 CCSER1


0.555556 0.206126 SG2 CCM2 NC_056054.1 178020001 178040001 0.403668 0.183069 SG1 CD200


0.363917 0.222128 SG2 CCM2 NC_056054.1 178025001 178045001 0.463074 0.1828 SG1 CD200


0.303013 0.236669 SG2 CCM2 NC_056054.1 178050001 178070001 0.399678 0.217999 SG1 CD200


0.345673 0.214427 SG2 CCSER1 NC_056054.1 178055001 178075001 0.356224 0.214161 SG1 CD200


0.400018 0.187423 SG2 CCSER1 NC_056054.1 178060001 178080001 0.418182 0.20195 SG1 CD200


0.421792 0.145267 SG2 CD8B NC_056054.1 178065001 178085001 0.436438 0.244539 SG1 CD200


0.419004 0.167187 SG2 CD8B NC_056054.1 178070001 178090001 0.447586 0.245075 SG1 CD200


0.40433 0.193006 SG2 CD8B NC_056054.1 178075001 178095001 0.46799 0.221254 SG1 CD200


0.547824 0.137899 SG2 CDC42SE2 NC_056054.1 112070001 112090001 0.234326 0.189731 SG1 CD244


0.54058 0.163883 SG2 CDC42SE2 NC_056054.1 112075001 112095001 0.140789 0.207439 SG1 CD244


0.470117 0.198986 SG2 CDH4 NC_056054.1 119690001 119710001 0.399103 0.212098 SG1 CD247


0.409728 0.154408 SG2 CDH4 NC_056054.1 119695001 119715001 0.335502 0.203105 SG1 CD247


0.301966 0.177134 SG2 CDH4 NC_056054.1 119620001 119640001 0.37277 0.28965 SG1 CD247;POU2F


0.383591 0.153389 SG2 CDH4 NC_056056.1 205850001 205870001 0.274827 0.222857 SG1 CD69


0.415202 0.135076 SG2 CDH4 NC_056056.1 205855001 205875001 0.140114 0.260997 SG1 CD69


0.462206 0.186589 SG2 CDH4 NC_056056.1 205860001 205880001 0.162082 0.218269 SG1 CD69;LOC1011


0.554513 0.222535 SG2 CDH4 NC_056065.1 29300001 29320001 0.450501 0.19938 SG1 CDC42BPA


0.472961 0.273967 SG2 CDH4 NC_056071.1 65330001 65350001 0.164557 0.177283 SG1 CDC42BPB


0.566666 0.198762 SG2 CDH6 NC_056074.1 39970001 39990001 0.473143 0.312232 SG1 CDC42EP2;DPF


0.520723 0.145125 SG2 CDH8 NC_056058.1 20835001 20855001 0.477306 0.287328 SG1 CDC42SE2


0.452527 0.145298 SG2 CDH8 NC_056058.1 20840001 20860001 0.45681 0.289039 SG1 CDC42SE2


0.482657 0.137382 SG2 CDH8 NC_056058.1 20845001 20865001 0.454193 0.2674 SG1 CDC42SE2


0.545383 0.236712 SG2 CDH9 NC_056058.1 20850001 20870001 0.468549 0.286943 SG1 CDC42SE2


0.555757 0.196112 SG2 CDHR2 NC_056058.1 20855001 20875001 0.439491 0.255712 SG1 CDC42SE2


0.530654 0.177347 SG2 CDHR2;RNF44 NC_056058.1 20860001 20880001 0.39001 0.204343 SG1 CDC42SE2


0.459765 0.168158 SG2 CDK19 NC_056058.1 20830001 20850001 0.482166 0.284311 SG1 CDC42SE2;RA







0.359203 0.214321 SG2 CDK19 NC_056076.1 60310001 60330001 0.354212 0.178007 SG1 CDH20


0.322293 0.269242 SG2 CDK19 NC_056076.1 60320001 60340001 0.353359 0.184697 SG1 CDH20


0.437583 0.140912 SG2 CDKAL1 NC_056076.1 60410001 60430001 0.269011 0.173096 SG1 CDH20


0.413259 0.16119 SG2 CDKAL1 NC_056067.1 29220001 29240001 0.461235 0.260907 SG1 CDH8


0.362613 0.142056 SG2 CDKAL1 NC_056067.1 29225001 29245001 0.225905 0.269376 SG1 CDH8


0.525806 0.17237 SG2 CDKN1B NC_056067.1 29230001 29250001 0.206065 0.198732 SG1 CDH8


0.507788 0.321429 SG2 CDKN1B NC_056057.1 9090001 9110001 0.38691 0.246245 SG1 CDK14


0.381338 0.170685 SG2 CEBPG;PEPD NC_056057.1 9095001 9115001 0.358659 0.25536 SG1 CDK14


0.406981 0.163349 SG2 CEBPG;PEPD NC_056057.1 9100001 9120001 0.415958 0.206124 SG1 CDK14


0.437198 0.15381 SG2 CELF1 NC_056057.1 9115001 9135001 0.438343 0.199578 SG1 CDK14


0.456735 0.150745 SG2 CENPA;SLC35F6 NC_056057.1 9120001 9140001 0.39384 0.208792 SG1 CDK14


0.44834 0.161855 SG2 CENPJ;PARP4 NC_056057.1 9125001 9145001 0.321 0.229794 SG1 CDK14


0.488105 0.140873 SG2 CENPJ;PARP4 NC_056057.1 9130001 9150001 0.291346 0.241836 SG1 CDK14


0.178873 0.142844 SG2 CEP112 NC_056057.1 9135001 9155001 0.259372 0.235613 SG1 CDK14


0.48102 0.146581 SG2 CEP128 NC_056057.1 9140001 9160001 0.4015 0.209049 SG1 CDK14


0.517205 0.15883 SG2 CEP128 NC_056066.1 62880001 62900001 0.201439 0.19252 SG1 CDK5RAP1;SN


0.540527 0.140144 SG2 CEP350 NC_056066.1 62885001 62905001 0.203997 0.201347 SG1 CDK5RAP1;SN


0.446318 0.171262 SG2 CEP63 NC_056077.1 20580001 20600001 0.479549 0.181313 SG1 CDR2;LOC105


0.500369 0.188537 SG2 CEP63 NC_056077.1 20540001 20560001 0.0604118 0.248672 SG1 CDR2;POLR3E


0.568262 0.191513 SG2 CEP63 NC_056077.1 20545001 20565001 0.138124 0.265723 SG1 CDR2;POLR3E


0.259109 0.186434 SG2 CEP89 NC_056077.1 20550001 20570001 0.221732 0.185237 SG1 CDR2;POLR3E


0.295384 0.189326 SG2 CEP89 NC_056054.1 256480001 256500001 0.449585 0.175839 SG1 CDV3;LOC121


0.378703 0.164006 SG2 CEP89 NC_056063.1 32350001 32370001 0.272415 0.211348 SG1 CDX2;URAD


0.272678 0.210184 SG2 CEP89 NC_056080.1 65760001 65780001 0.424242 0.225862 SG1 CDX4


0.276437 0.210476 SG2 CEP89 NC_056056.1 222695001 222715001 0.371192 0.181144 SG1 CELSR1


0.373284 0.169477 SG2 CEP89 NC_056056.1 222700001 222720001 0.326826 0.211601 SG1 CELSR1;LOC1


0.406878 0.142434 SG2 CEP89;FAAP24 NC_056056.1 218755001 218775001 0.405351 0.179897 SG1 CENPM;SHISA


0.512385 0.210503 SG2 CEP95 NC_056060.1 59530001 59550001 0.129132 0.357862 SG1 CEP152


0.48902 0.215027 SG2 CEP95 NC_056060.1 59520001 59540001 0.264257 0.326701 SG1 CEP152;SHC4


0.470038 0.225154 SG2 CEP95 NC_056060.1 59525001 59545001 0.180715 0.367242 SG1 CEP152;SHC4


0.477011 0.219047 SG2 CEP95 NC_056068.1 27730001 27750001 0.333333 0.309575 SG1 CEP164


0.505546 0.203052 SG2 CEP95 NC_056068.1 27735001 27755001 0.38469 0.310599 SG1 CEP164







0.537951 0.195079 SG2 CEP95;SMURF2 NC_056068.1 27740001 27760001 0.426356 0.297614 SG1 CEP164


0.450531 0.146435 SG2 CFAP46;LOC12181 NC_056068.1 27785001 27805001 0.247984 0.353608 SG1 CEP164


0.514062 0.320608 SG2 CFAP47 NC_056068.1 27790001 27810001 0.139558 0.408192 SG1 CEP164


0.486505 0.341371 SG2 CFAP47 NC_056068.1 27795001 27815001 0.20751 0.368152 SG1 CEP164


0.276524 0.138153 SG2 CFAP54 NC_056068.1 27800001 27820001 0.192348 0.388776 SG1 CEP164


0.245154 0.150239 SG2 CFAP54 NC_056066.1 64675001 64695001 0.241209 0.227466 SG1 CEP250


0.504414 0.204582 SG2 CFAP69 NC_056066.1 64685001 64705001 0.287544 0.183679 SG1 CEP250


0.471678 0.240452 SG2 CFAP69;STEAP2 NC_056066.1 64670001 64690001 0.252168 0.212259 SG1 CEP250;GDF5


0.405931 0.258588 SG2 CFAP69;STEAP2 NC_056061.1 19625001 19645001 0.230487 0.177032 SG1 CEP85L


0.364554 0.270156 SG2 CFAP69;STEAP2 NC_056061.1 19725001 19745001 0.189456 0.195391 SG1 CEP85L


0.537881 0.19964 SG2 CFAP70;DNAJC9;FNC_056061.1 19630001 19650001 0.29383 0.18718 SG1 CEP85L;PLN


0.508035 0.237241 SG2 CFAP99;LOC11411 NC_056061.1 19635001 19655001 0.328358 0.215298 SG1 CEP85L;PLN


0.529959 0.242355 SG2 CFAP99;LOC11411 NC_056061.1 19640001 19660001 0.277406 0.24481 SG1 CEP85L;PLN


0.485063 0.214966 SG2 CFL1;EFEMP2;MU NC_056061.1 19645001 19665001 0.339143 0.248462 SG1 CEP85L;PLN


0.412373 0.164481 SG2 CFL1;EFEMP2;MU NC_056061.1 19650001 19670001 0.363207 0.232822 SG1 CEP85L;PLN


0.43038 0.156674 SG2 CFL1;MUS81;SNX3NC_056061.1 19655001 19675001 0.404985 0.202735 SG1 CEP85L;PLN


0.424108 0.159226 SG2 CFL1;MUS81;SNX3NC_056060.1 6850001 6870001 0.445343 0.17405 SG1 CERT1


0.409867 0.142157 SG2 CFL1;SNX32 NC_056060.1 6855001 6875001 0.409657 0.200505 SG1 CERT1


0.188755 0.255174 SG2 CHCHD5 NC_056060.1 6860001 6880001 0.416461 0.224487 SG1 CERT1


0.185714 0.229634 SG2 CHCHD5 NC_056060.1 6865001 6885001 0.407384 0.21328 SG1 CERT1


0.228931 0.173557 SG2 CHCHD5 NC_056060.1 6870001 6890001 0.408404 0.199047 SG1 CERT1


0.269697 0.149633 SG2 CHCHD5;POLR1B NC_056060.1 6875001 6895001 0.40648 0.189358 SG1 CERT1


0.211513 0.1405 SG2 CHCHD7 NC_056059.1 95815001 95835001 0.251591 0.224395 SG1 CFAP299


0.567337 0.219155 SG2 CHD7 NC_056059.1 95820001 95840001 0.0646957 0.339557 SG1 CFAP299


0.555673 0.199062 SG2 CHD7 NC_056059.1 95825001 95845001 0.0655999 0.383104 SG1 CFAP299


0.513286 0.156879 SG2 CHI3L2 NC_056059.1 95830001 95850001 0.30021 0.266546 SG1 CFAP299


0.509508 0.177179 SG2 CHI3L2 NC_056059.1 96305001 96325001 0.124054 0.200856 SG1 CFAP299


0.569492 0.20714 SG2 CHI3L2 NC_056059.1 96310001 96330001 0.226502 0.190456 SG1 CFAP299


0.451598 0.204745 SG2 CHI3L2 NC_056059.1 96350001 96370001 0.0536063 0.177148 SG1 CFAP299


0.538328 0.230117 SG2 CHI3L2 NC_056080.1 35530001 35550001 0.429319 0.184696 SG1 CFAP47


0.47432 0.204373 SG2 CHI3L2 NC_056080.1 35535001 35555001 0.334525 0.223868 SG1 CFAP47


0.318061 0.177828 SG2 CHN2 NC_056080.1 35540001 35560001 0.190232 0.205501 SG1 CFAP47







0.105488 0.202808 SG2 CHN2 NC_056080.1 35545001 35565001 0.271389 0.193661 SG1 CFAP47


0.247897 0.174469 SG2 CHN2 NC_056054.1 185340001 185360001 0.296356 0.20972 SG1 CFAP91


0.495742 0.175753 SG2 CHN2 NC_056064.1 43400001 43420001 0.224576 0.198292 SG1 CFAP97D1;DU


0.45819 0.241522 SG2 CHN2 NC_056080.1 77385001 77405001 0.201944 0.385937 SG1 CHM


0.405568 0.273245 SG2 CHN2 NC_056080.1 77390001 77410001 0.270736 0.435124 SG1 CHM


0.305494 0.243326 SG2 CHN2 NC_056080.1 77430001 77450001 0.486405 0.49596 SG1 CHM


0.24512 0.266246 SG2 CHN2 NC_056080.1 77450001 77470001 0.488152 0.435572 SG1 CHM


0.289234 0.240943 SG2 CHN2 NC_056080.1 77455001 77475001 0.469461 0.461765 SG1 CHM


0.284706 0.225048 SG2 CHN2 NC_056080.1 77460001 77480001 0.431211 0.453703 SG1 CHM


0.222614 0.243181 SG2 CHN2 NC_056080.1 77465001 77485001 0.433884 0.427341 SG1 CHM


0.346456 0.213232 SG2 CHN2 NC_056080.1 77470001 77490001 0.486352 0.438386 SG1 CHM


0.505237 0.16908 SG2 CIPC NC_056080.1 77495001 77515001 0.468907 0.464128 SG1 CHM


0.495098 0.174884 SG2 CIPC NC_056080.1 77500001 77520001 0.403588 0.46224 SG1 CHM


0.398683 0.19641 SG2 CIPC NC_056080.1 77505001 77525001 0.434783 0.518696 SG1 CHM


0.408551 0.184681 SG2 CIPC NC_056080.1 77510001 77530001 0.347394 0.457857 SG1 CHM


0.5639 0.151794 SG2 CIPC NC_056080.1 77515001 77535001 0.32439 0.419763 SG1 CHM


0.417541 0.173612 SG2 CIPC;ZDHHC22 NC_056080.1 77520001 77540001 0.342553 0.394008 SG1 CHM


0.473191 0.174332 SG2 CLCN4 NC_056080.1 77525001 77545001 0.374761 0.379628 SG1 CHM


0.465355 0.254786 SG2 CLCN4 NC_056080.1 77530001 77550001 0.403846 0.397617 SG1 CHM


0.395757 0.244056 SG2 CLCN4 NC_056080.1 77535001 77555001 0.461334 0.396843 SG1 CHM


0.53433 0.162407 SG2 CLEC4F;FIGLA NC_056080.1 77555001 77575001 0.48072 0.350041 SG1 CHM


0.510955 0.412614 SG2 CLGN NC_056080.1 77565001 77585001 0.453191 0.422881 SG1 CHM


0.461769 0.376822 SG2 CLGN NC_056080.1 77580001 77600001 0.481817 0.401678 SG1 CHM


0.416973 0.333934 SG2 CLGN NC_056080.1 77625001 77645001 0.42 0.449708 SG1 CHM


0.418278 0.330375 SG2 CLGN;SCOC NC_056080.1 77630001 77650001 0.447029 0.440937 SG1 CHM


0.459746 0.32959 SG2 CLGN;SCOC NC_056080.1 77635001 77655001 0.487913 0.514117 SG1 CHM


0.512978 0.391751 SG2 CLGN;SCOC NC_056068.1 52715001 52735001 0.30179 0.194484 SG1 CHRDL2


0.368853 0.1875 SG2 CLIC6 NC_056068.1 52720001 52740001 0.27379 0.201878 SG1 CHRDL2


0.456455 0.154827 SG2 CLIC6 NC_056068.1 52725001 52745001 0.322148 0.226432 SG1 CHRDL2


0.529982 0.163739 SG2 CLMN NC_056068.1 52730001 52750001 0.400609 0.22513 SG1 CHRDL2


0.543707 0.210807 SG2 CNBD1 NC_056057.1 102035001 102055001 0.334017 0.174929 SG1 CHRM2


0.528484 0.265207 SG2 CNTN3 NC_056057.1 102045001 102065001 0.228713 0.177272 SG1 CHRM2







0.426715 0.288465 SG2 CNTN3 NC_056057.1 102050001 102070001 0.175041 0.257347 SG1 CHRM2


0.329875 0.275223 SG2 CNTN3 NC_056057.1 102055001 102075001 0.186562 0.314569 SG1 CHRM2


0.435753 0.141415 SG2 CNTN5 NC_056057.1 102060001 102080001 0.265801 0.292892 SG1 CHRM2


0.353081 0.175084 SG2 CNTN5 NC_056057.1 102065001 102085001 0.318505 0.27841 SG1 CHRM2


0.440643 0.165971 SG2 CNTN5 NC_056078.1 11695001 11715001 0.466402 0.192682 SG1 CHRM3


0.553544 0.150471 SG2 CNTNAP2 NC_056071.1 27465001 27485001 0.395807 0.181396 SG1 CHRNA7


0.480392 0.139536 SG2 CNTROB NC_056054.1 63590001 63610001 0.416481 0.254158 SG1 CLCA1


0.425532 0.175562 SG2 CNTROB NC_056054.1 63595001 63615001 0.366529 0.338333 SG1 CLCA1


0.433437 0.157333 SG2 COCH;STRN3 NC_056077.1 10285001 10305001 0.424111 0.213177 SG1 CLEC16A


0.379779 0.231844 SG2 COCH;STRN3 NC_056077.1 10290001 10310001 0.30865 0.231744 SG1 CLEC16A


0.55269 0.145837 SG2 COL4A3 NC_056077.1 10295001 10315001 0.246662 0.255329 SG1 CLEC16A


0.549671 0.146473 SG2 COL4A3 NC_056077.1 10300001 10320001 0.218117 0.24893 SG1 CLEC16A


0.518137 0.154178 SG2 COL4A3 NC_056077.1 10305001 10325001 0.27342 0.262422 SG1 CLEC16A


0.362134 0.150434 SG2 COL6A2 NC_056077.1 10310001 10330001 0.376253 0.177644 SG1 CLEC16A


0.500841 0.164815 SG2 COL6A2 NC_056055.1 241885001 241905001 0.216758 0.224219 SG1 CLIC4


0.470018 0.199208 SG2 COLEC12 NC_056055.1 241890001 241910001 0.133971 0.265093 SG1 CLIC4


0.217802 0.245949 SG2 COLEC12 NC_056055.1 241895001 241915001 0.164899 0.263317 SG1 CLIC4


0.256831 0.196412 SG2 COLEC12 NC_056055.1 241900001 241920001 0.273996 0.234384 SG1 CLIC4


0.310757 0.186221 SG2 COLEC12 NC_056055.1 241905001 241925001 0.423077 0.219245 SG1 CLIC4


0.341543 0.178672 SG2 COLEC12 NC_056055.1 241930001 241950001 0.135229 0.229804 SG1 CLIC4;LOC101


0.546406 0.146568 SG2 CPD NC_056055.1 241935001 241955001 0.165293 0.206085 SG1 CLIC4;LOC101


0.21394 0.225883 SG2 CPED1 NC_056055.1 241910001 241930001 0.48487 0.177465 SG1 CLIC4;LOC114


0.339709 0.200105 SG2 CPED1 NC_056055.1 241920001 241940001 0.286043 0.209478 SG1 CLIC4;LOC114


0.308138 0.213159 SG2 CPED1 NC_056055.1 241925001 241945001 0.255845 0.202995 SG1 CLIC4;LOC114


0.284494 0.223168 SG2 CPED1 NC_056059.1 71580001 71600001 0.223481 0.218772 SG1 CLOCK


0.29088 0.195404 SG2 CPED1 NC_056059.1 71575001 71595001 0.272626 0.183343 SG1 CLOCK;TMEM


0.238437 0.212224 SG2 CPED1 NC_056072.1 27505001 27525001 0.384084 0.207777 SG1 CNTN3


0.285138 0.200425 SG2 CPED1 NC_056068.1 10040001 10060001 0.483251 0.238368 SG1 CNTN5


0.340451 0.17399 SG2 CPED1 NC_056068.1 10045001 10065001 0.356056 0.249084 SG1 CNTN5


0.405165 0.157737 SG2 CPED1 NC_056057.1 110555001 110575001 0.270766 0.213008 SG1 CNTNAP2


0.43536 0.13988 SG2 CPED1 NC_056057.1 110560001 110580001 0.164162 0.243714 SG1 CNTNAP2


0.435127 0.137963 SG2 CPED1 NC_056057.1 110565001 110585001 0.177289 0.250899 SG1 CNTNAP2







0.386641 0.160954 SG2 CPED1;ING3 NC_056057.1 110570001 110590001 0.213318 0.252304 SG1 CNTNAP2


0.494035 0.135347 SG2 CPLX2 NC_056057.1 110575001 110595001 0.256607 0.21189 SG1 CNTNAP2


0.416958 0.275597 SG2 CPNE1;SPAG4 NC_056057.1 110580001 110600001 0.254418 0.207471 SG1 CNTNAP2


0.568421 0.207165 SG2 CPNE4 NC_056057.1 110585001 110605001 0.339254 0.205334 SG1 CNTNAP2


0.437613 0.161903 SG2 CPNE4 NC_056057.1 111230001 111250001 0.417985 0.192685 SG1 CNTNAP2


0.442856 0.137429 SG2 CPNE4 NC_056057.1 111500001 111520001 0.375924 0.201333 SG1 CNTNAP2


0.276924 0.164417 SG2 CPNE4 NC_056057.1 111505001 111525001 0.374258 0.260217 SG1 CNTNAP2


0.185969 0.204015 SG2 CPNE4 NC_056057.1 111510001 111530001 0.374857 0.258364 SG1 CNTNAP2


0.181332 0.20296 SG2 CPNE4 NC_056057.1 111515001 111535001 0.256411 0.284152 SG1 CNTNAP2


0.248014 0.199887 SG2 CPNE4 NC_056057.1 111520001 111540001 0.304085 0.216966 SG1 CNTNAP2


0.452039 0.183821 SG2 CPNE4 NC_056057.1 111540001 111560001 0.151652 0.185905 SG1 CNTNAP2


0.526935 0.167459 SG2 CPNE4 NC_056057.1 111545001 111565001 0.191702 0.186914 SG1 CNTNAP2


0.534274 0.155336 SG2 CPNE4 NC_056057.1 111550001 111570001 0.246639 0.181389 SG1 CNTNAP2


0.374027 0.151447 SG2 CPNE4 NC_056054.1 272940001 272960001 0.347355 0.205608 SG1 COL6A5


0.326084 0.145848 SG2 CPNE4 NC_056054.1 272945001 272965001 0.20972 0.234629 SG1 COL6A5


0.428968 0.184151 SG2 CPNE4 NC_056054.1 272950001 272970001 0.0871658 0.291484 SG1 COL6A5


0.472282 0.197295 SG2 CPNE4 NC_056054.1 272955001 272975001 0.229105 0.248453 SG1 COL6A5


0.371171 0.181152 SG2 CPNE4 NC_056057.1 96065001 96085001 0.425373 0.408081 SG1 COPG2


0.351832 0.144443 SG2 CPNE4 NC_056057.1 96080001 96100001 0.400612 0.536348 SG1 COPG2;TSGA1


0.562073 0.145002 SG2 CPNE4 NC_056057.1 96085001 96105001 0.425926 0.532828 SG1 COPG2;TSGA1


0.566276 0.243478 SG2 CPNE4 NC_056065.1 29185001 29205001 0.465361 0.226691 SG1 COQ8A


0.558987 0.232403 SG2 CPNE4 NC_056058.1 5890001 5910001 0.0448841 0.191938 SG1 CPAMD8


0.528068 0.229116 SG2 CPNE4 NC_056058.1 5905001 5925001 0.0348577 0.199995 SG1 CPAMD8


0.512941 0.175366 SG2 CPNE4 NC_056055.1 212200001 212220001 0.286683 0.174291 SG1 CPS1


0.389038 0.164095 SG2 CPNE4 NC_056055.1 212205001 212225001 0.361991 0.174448 SG1 CPS1


0.525687 0.170497 SG2 CPNE4 NC_056055.1 212255001 212275001 0.215997 0.188262 SG1 CPS1


0.222418 0.165077 SG2 CPNE6;NRL;PCK2 NC_056056.1 212115001 212135001 0.441989 0.217431 SG1 CRACR2A


0.533178 0.280855 SG2 CPVL NC_056056.1 212120001 212140001 0.307907 0.24887 SG1 CRACR2A


0.4365 0.262461 SG2 CPVL NC_056056.1 212125001 212145001 0.217954 0.257117 SG1 CRACR2A


0.386229 0.240448 SG2 CPVL NC_056056.1 212130001 212150001 0.256795 0.240432 SG1 CRACR2A


0.553549 0.251838 SG2 CPVL NC_056057.1 103030001 103050001 0.476244 0.299472 SG1 CREB3L2


0.570598 0.193223 SG2 CPXM2 NC_056057.1 103035001 103055001 0.0848375 0.351691 SG1 CREB3L2







0.560906 0.185529 SG2 CPXM2 NC_056057.1 103050001 103070001 0.208438 0.210174 SG1 CREB3L2


0.418815 0.186617 SG2 CPXM2 NC_056057.1 103055001 103075001 0.333333 0.179774 SG1 CREB3L2


0.461958 0.162598 SG2 CPXM2 NC_056057.1 103060001 103080001 0.419077 0.18385 SG1 CREB3L2


0.408388 0.161616 SG2 CREB3L4;CRTC2;JNC_056057.1 67195001 67215001 0.25939 0.222508 SG1 CRHR2


0.28961 0.206302 SG2 CREB3L4;CRTC2;JNC_056057.1 67200001 67220001 0.357229 0.249135 SG1 CRHR2


0.288043 0.143626 SG2 CREB3L4;JTB;NUPNC_056058.1 4390001 4410001 0.286396 0.221356 SG1 CRLF1;TMEM5


0.228528 0.171604 SG2 CREB3L4;JTB;RABNC_056054.1 201435001 201455001 0.485836 0.384981 SG1 CRYGS;TBCCD


0.226597 0.185653 SG2 CREB3L4;JTB;RABNC_056079.1 2660001 2680001 0.447979 0.173776 SG1 CSMD1


0.308479 0.211458 SG2 CREBL2 NC_056079.1 2670001 2690001 0.427927 0.176205 SG1 CSMD1


0.277632 0.198617 SG2 CREBL2 NC_056079.1 2675001 2695001 0.408676 0.212559 SG1 CSMD1


0.352313 0.160841 SG2 CREBL2 NC_056079.1 2680001 2700001 0.413654 0.247805 SG1 CSMD1


0.396964 0.16262 SG2 CREBL2 NC_056079.1 2685001 2705001 0.330633 0.262243 SG1 CSMD1


0.347826 0.15369 SG2 CREBL2;GPR19 NC_056079.1 2690001 2710001 0.389536 0.279463 SG1 CSMD1


0.328238 0.174483 SG2 CREBL2;GPR19 NC_056079.1 2695001 2715001 0.403963 0.257384 SG1 CSMD1


0.508957 0.246348 SG2 CREM NC_056079.1 2700001 2720001 0.415203 0.246992 SG1 CSMD1


0.560239 0.241123 SG2 CREM NC_056079.1 2705001 2725001 0.40396 0.235409 SG1 CSMD1


0.508922 0.212284 SG2 CREM NC_056079.1 2710001 2730001 0.314509 0.223654 SG1 CSMD1


0.296753 0.170205 SG2 CRK NC_056079.1 2715001 2735001 0.258056 0.181078 SG1 CSMD1


0.321818 0.169841 SG2 CRK NC_056055.1 205840001 205860001 0.442742 0.324654 SG1 CTLA4


0.420091 0.149802 SG2 CRK NC_056072.1 13810001 13830001 0.356303 0.275514 SG1 CTNNB1


0.531351 0.164427 SG2 CRPPA NC_056072.1 13815001 13835001 0.263636 0.338707 SG1 CTNNB1


0.285392 0.140136 SG2 CRYAA NC_056072.1 13820001 13840001 0.301609 0.301195 SG1 CTNNB1


0.146047 0.137477 SG2 CRYAA NC_056072.1 13825001 13845001 0.360955 0.311541 SG1 CTNNB1


0.412734 0.137437 SG2 CRYGS NC_056072.1 13830001 13850001 0.445109 0.239882 SG1 CTNNB1


0.388922 0.137694 SG2 CRYGS;TBCCD1 NC_056072.1 13855001 13875001 0.333051 0.329542 SG1 CTNNB1;ULK4


0.230681 0.134922 SG2 CRYGS;TBCCD1 NC_056072.1 13860001 13880001 0.273409 0.370274 SG1 CTNNB1;ULK4


0.487655 0.231877 SG2 CSDE1 NC_056072.1 13865001 13885001 0.24572 0.36537 SG1 CTNNB1;ULK4


0.524752 0.215784 SG2 CSDE1 NC_056065.1 42935001 42955001 0.445783 0.205983 SG1 CTNNBIP1


0.547017 0.201834 SG2 CSDE1;NRAS NC_056069.1 62290001 62310001 0.460463 0.202751 SG1 CTNND2


0.490919 0.223685 SG2 CSDE1;NRAS NC_056069.1 62350001 62370001 0.414145 0.214295 SG1 CTNND2


0.522549 0.136872 SG2 CSF1 NC_056069.1 62355001 62375001 0.0792221 0.222415 SG1 CTNND2


0.390092 0.13929 SG2 CSK NC_056057.1 113145001 113165001 0.457944 0.175189 SG1 CUL1;EZH2







0.369848 0.147745 SG2 CSK NC_056059.1 68345001 68365001 0.479292 0.242096 SG1 CWH43


0.281655 0.146955 SG2 CSK NC_056080.1 63800001 63820001 0.296392 0.328161 SG1 CXHXorf65;FO


0.277829 0.166893 SG2 CSK NC_056080.1 74755001 74775001 0.285715 0.256234 SG1 CYLC1


0.497207 0.161601 SG2 CTBP2 NC_056080.1 74760001 74780001 0.244216 0.276482 SG1 CYLC1


0.483287 0.173204 SG2 CTBP2 NC_056077.1 37180001 37200001 0.344874 0.411889 SG1 CYP3A24


0.527648 0.314375 SG2 CTBP2 NC_056077.1 37185001 37205001 0.292653 0.195914 SG1 CYP3A24


0.480053 0.222393 SG2 CTIF NC_056054.1 31795001 31815001 0.468956 0.203147 SG1 DAB1


0.478605 0.220544 SG2 CTIF NC_056054.1 31800001 31820001 0.422466 0.2375 SG1 DAB1


0.550657 0.153833 SG2 CTIF NC_056063.1 46680001 46700001 0.387155 0.28114 SG1 DACH1


0.227862 0.170276 SG2 CTIF NC_056063.1 46685001 46705001 0.439129 0.30188 SG1 DACH1


0.131472 0.207305 SG2 CTIF NC_056080.1 77735001 77755001 0.469461 0.176218 SG1 DACH2


0.063448 0.216348 SG2 CTIF NC_056080.1 77760001 77780001 0.472869 0.231382 SG1 DACH2


0.056067 0.200864 SG2 CTIF NC_056080.1 78045001 78065001 0.340147 0.472896 SG1 DACH2


0.480304 0.159773 SG2 CTNND2 NC_056080.1 78050001 78070001 0.244305 0.477749 SG1 DACH2


0.382992 0.141854 SG2 CTNND2;LOC1141 NC_056080.1 78055001 78075001 0.220657 0.442739 SG1 DACH2


0.402597 0.159335 SG2 CTNND2;LOC1141 NC_056080.1 78060001 78080001 0.2643 0.430004 SG1 DACH2


0.473772 0.210163 SG2 CTSW;EFEMP2;MUNC_056080.1 78065001 78085001 0.225945 0.432476 SG1 DACH2


0.432548 0.180408 SG2 CUL2 NC_056080.1 78070001 78090001 0.219151 0.428693 SG1 DACH2


0.374396 0.147682 SG2 CUL2 NC_056080.1 78075001 78095001 0.279227 0.465493 SG1 DACH2


0.315061 0.169681 SG2 CUL2 NC_056080.1 78080001 78100001 0.241513 0.46258 SG1 DACH2


0.356522 0.143832 SG2 CUL2 NC_056080.1 78085001 78105001 0.340581 0.47313 SG1 DACH2


0.329244 0.191223 SG2 CUL2 NC_056080.1 78090001 78110001 0.392063 0.486499 SG1 DACH2


0.338542 0.190566 SG2 CUL2 NC_056080.1 78095001 78115001 0.316971 0.452102 SG1 DACH2


0.379757 0.136047 SG2 CUL2 NC_056080.1 78100001 78120001 0.404322 0.474085 SG1 DACH2


0.375502 0.141329 SG2 CUL2 NC_056080.1 78205001 78225001 0.398934 0.468105 SG1 DACH2


0.213836 0.136886 SG2 CXADR NC_056080.1 78210001 78230001 0.227049 0.445009 SG1 DACH2


0.21532 0.138193 SG2 CXADR NC_056080.1 78215001 78235001 0.237806 0.460097 SG1 DACH2


0.260156 0.139513 SG2 CXADR NC_056080.1 78220001 78240001 0.192092 0.469229 SG1 DACH2


0.308307 0.183099 SG2 CYP1A1 NC_056080.1 78225001 78245001 0.247064 0.452734 SG1 DACH2


0.236364 0.263466 SG2 CYP1A1 NC_056080.1 78230001 78250001 0.282812 0.474224 SG1 DACH2


0.278482 0.191343 SG2 CYP1A1 NC_056080.1 78235001 78255001 0.248157 0.475811 SG1 DACH2


0.418088 0.195722 SG2 CYP1A1 NC_056080.1 78240001 78260001 0.27655 0.44602 SG1 DACH2







0.458362 0.188976 SG2 CYP1A1 NC_056080.1 78245001 78265001 0.313426 0.443404 SG1 DACH2


0.080847 0.140527 SG2 CYSTM1 NC_056080.1 78250001 78270001 0.286111 0.441852 SG1 DACH2


0.074608 0.139642 SG2 CYSTM1 NC_056080.1 78255001 78275001 0.317317 0.435714 SG1 DACH2


0.062457 0.143936 SG2 CYSTM1 NC_056080.1 78260001 78280001 0.273304 0.43857 SG1 DACH2


0.072116 0.141209 SG2 CYSTM1 NC_056080.1 78265001 78285001 0.256369 0.443744 SG1 DACH2


0.557116 0.247332 SG2 DACH2 NC_056080.1 78270001 78290001 0.293344 0.450972 SG1 DACH2


0.541408 0.340197 SG2 DACH2 NC_056080.1 78275001 78295001 0.329526 0.448768 SG1 DACH2


0.542234 0.3368 SG2 DACH2 NC_056080.1 78280001 78300001 0.372166 0.401199 SG1 DACH2


0.537233 0.3016 SG2 DACH2 NC_056080.1 78285001 78305001 0.418534 0.375753 SG1 DACH2


0.51739 0.312865 SG2 DACH2 NC_056080.1 78295001 78315001 0.409948 0.394431 SG1 DACH2


0.474201 0.321744 SG2 DACH2 NC_056080.1 78300001 78320001 0.379217 0.400015 SG1 DACH2


0.49709 0.317413 SG2 DACH2 NC_056080.1 78305001 78325001 0.389689 0.388945 SG1 DACH2


0.56313 0.315456 SG2 DACH2 NC_056080.1 78310001 78330001 0.37511 0.279789 SG1 DACH2


0.562098 0.322208 SG2 DACH2 NC_056060.1 22035001 22055001 0.373132 0.198342 SG1 DAD1


0.54604 0.319141 SG2 DACH2 NC_056060.1 22040001 22060001 0.329263 0.194648 SG1 DAD1


0.51724 0.320406 SG2 DACH2 NC_056060.1 22045001 22065001 0.323752 0.200409 SG1 DAD1


0.559442 0.285387 SG2 DACH2 NC_056060.1 22050001 22070001 0.268018 0.193569 SG1 DAD1


0.541584 0.300002 SG2 DACH2 NC_056059.1 87030001 87050001 0.314093 0.245377 SG1 DCK;MOB1B


0.536961 0.309212 SG2 DACH2 NC_056059.1 87035001 87055001 0.376004 0.215674 SG1 DCK;MOB1B


0.490706 0.344581 SG2 DACH2 NC_056059.1 87040001 87060001 0.42885 0.176399 SG1 DCK;MOB1B


0.476314 0.351446 SG2 DACH2 NC_056063.1 25925001 25945001 0.385187 0.199294 SG1 DCLK1


0.506285 0.334638 SG2 DACH2 NC_056063.1 25975001 25995001 0.270763 0.217876 SG1 DCLK1


0.514043 0.331935 SG2 DACH2 NC_056063.1 25980001 26000001 0.148073 0.246122 SG1 DCLK1


0.527466 0.324254 SG2 DACH2 NC_056060.1 930001 950001 0.380682 0.223184 SG1 DCP2


0.497595 0.427945 SG2 DACH2 NC_056060.1 925001 945001 0.321445 0.228478 SG1 DCP2;LOC101


0.357847 0.44564 SG2 DACH2 NC_056059.1 68430001 68450001 0.322806 0.251447 SG1 DCUN1D4


0.30493 0.445619 SG2 DACH2 NC_056059.1 68435001 68455001 0.218118 0.331957 SG1 DCUN1D4


0.292695 0.452039 SG2 DACH2 NC_056059.1 68440001 68460001 0.132176 0.398888 SG1 DCUN1D4


0.32994 0.432219 SG2 DACH2 NC_056059.1 68445001 68465001 0.0498498 0.424847 SG1 DCUN1D4


0.358547 0.416026 SG2 DACH2 NC_056059.1 68450001 68470001 0.056333 0.329846 SG1 DCUN1D4


0.533695 0.342895 SG2 DACH2 NC_056080.1 123690001 123710001 0.315694 0.233084 SG1 DCX


0.338575 0.167316 SG2 DCAF11;FITM1;PC NC_056080.1 123715001 123735001 0.164319 0.210136 SG1 DCX







0.221723 0.244289 SG2 DCAF11;NRL;PCK2NC_056067.1 14255001 14275001 0.14089 0.185325 SG1 DEF8


0.307622 0.211934 SG2 DCAF11;PCK2 NC_056067.1 14260001 14280001 0.0970991 0.199114 SG1 DEF8


0.541573 0.257248 SG2 DCAF6 NC_056067.1 14265001 14285001 0.0648648 0.195179 SG1 DEF8;LOC1011


0.563889 0.244076 SG2 DCAF6 NC_056067.1 14275001 14295001 0.264024 0.198151 SG1 DEF8;LOC1011


0.452685 0.282118 SG2 DCAF6 NC_056065.1 76015001 76035001 0.288779 0.201047 SG1 DENND1B


0.547987 0.250997 SG2 DCAF6 NC_056065.1 76020001 76040001 0.329591 0.232532 SG1 DENND1B


0.560371 0.230667 SG2 DCAF6 NC_056065.1 76025001 76045001 0.388225 0.290665 SG1 DENND1B


0.525252 0.228075 SG2 DCAF6 NC_056065.1 76030001 76050001 0.405236 0.297156 SG1 DENND1B


0.457236 0.24224 SG2 DCAF6 NC_056065.1 76035001 76055001 0.405342 0.271879 SG1 DENND1B


0.511029 0.235531 SG2 DCAF6 NC_056065.1 76040001 76060001 0.374179 0.263866 SG1 DENND1B


0.547987 0.160243 SG2 DCAF6;GPR161 NC_056065.1 76045001 76065001 0.273248 0.207039 SG1 DENND1B


0.518886 0.244646 SG2 DCDC1 NC_056065.1 76050001 76070001 0.378497 0.213124 SG1 DENND1B


0.495548 0.271915 SG2 DCDC1 NC_056065.1 76055001 76075001 0.299786 0.272553 SG1 DENND1B


0.444168 0.305429 SG2 DCDC1 NC_056065.1 76060001 76080001 0.268042 0.36565 SG1 DENND1B


0.305701 0.136335 SG2 DCDC1 NC_056065.1 76085001 76105001 0.301138 0.433838 SG1 DENND1B


0.511605 0.182492 SG2 DDX27;ZNFX1 NC_056065.1 76165001 76185001 0.368438 0.206379 SG1 DENND1B


0.408823 0.191704 SG2 DDX27;ZNFX1 NC_056065.1 76170001 76190001 0.317721 0.22235 SG1 DENND1B


0.499423 0.15148 SG2 DDX4 NC_056065.1 76175001 76195001 0.267741 0.206323 SG1 DENND1B


0.405904 0.175558 SG2 DDX4 NC_056065.1 76065001 76085001 0.291824 0.411703 SG1 DENND1B;LOC


0.23055 0.261441 SG2 DDX4 NC_056065.1 76070001 76090001 0.215904 0.466373 SG1 DENND1B;LOC


0.118186 0.310763 SG2 DDX4;SLC38A9 NC_056065.1 76075001 76095001 0.336427 0.431979 SG1 DENND1B;LOC


0.276385 0.286298 SG2 DDX4;SLC38A9 NC_056065.1 76080001 76100001 0.336195 0.434577 SG1 DENND1B;LOC


0.408512 0.1495 SG2 DEGS1 NC_056062.1 29730001 29750001 0.468072 0.226698 SG1 DERL1


0.556467 0.194481 SG2 DELE1 NC_056062.1 29725001 29745001 0.364714 0.192012 SG1 DERL1;TBC1D


0.413282 0.297409 SG2 DEPDC5 NC_056054.1 201665001 201685001 0.42153 0.177309 SG1 DGKG


0.395683 0.258441 SG2 DEPDC5 NC_056054.1 201670001 201690001 0.282477 0.201573 SG1 DGKG


0.511362 0.218174 SG2 DEPDC5 NC_056054.1 201675001 201695001 0.123995 0.257135 SG1 DGKG


0.450886 0.266422 SG2 DESI2 NC_056080.1 54940001 54960001 0.338534 0.177039 SG1 DGKK


0.458335 0.254951 SG2 DESI2 NC_056067.1 38575001 38595001 0.050736 0.311147 SG1 DHODH


0.566389 0.189479 SG2 DESI2 NC_056067.1 38580001 38600001 0.113294 0.279684 SG1 DHODH


0.50655 0.197327 SG2 DGKI NC_056067.1 38585001 38605001 0.221443 0.239146 SG1 DHODH


0.524712 0.13697 SG2 DGKI NC_056067.1 38590001 38610001 0.33374 0.201205 SG1 DHODH







0.546832 0.159497 SG2 DGKI NC_056066.1 16050001 16070001 0.299358 0.197988 SG1 DHTKD1


0.565252 0.226677 SG2 DGKI NC_056066.1 16055001 16075001 0.10772 0.285311 SG1 DHTKD1


0.51626 0.138129 SG2 DHRS3 NC_056070.1 53175001 53195001 0.477725 0.225209 SG1 DIABLO;VPS3


0.499144 0.136322 SG2 DHRS3 NC_056080.1 137805001 137825001 0.239619 0.289753 SG1 DIAPH2


0.503875 0.155734 SG2 DIP2C NC_056080.1 137810001 137830001 0.145238 0.321188 SG1 DIAPH2


0.488093 0.201777 SG2 DIP2C NC_056080.1 137815001 137835001 0.0864807 0.319006 SG1 DIAPH2


0.492975 0.203016 SG2 DIP2C NC_056080.1 137820001 137840001 0.0808607 0.281065 SG1 DIAPH2


0.492244 0.219598 SG2 DIP2C NC_056080.1 138315001 138335001 0.436592 0.214435 SG1 DIAPH2


0.572167 0.175198 SG2 DIP2C NC_056080.1 138320001 138340001 0.279071 0.218042 SG1 DIAPH2


0.527333 0.174152 SG2 DIP2C NC_056080.1 138325001 138345001 0.305904 0.177713 SG1 DIAPH2


0.552954 0.179846 SG2 DIP2C NC_056056.1 135615001 135635001 0.427975 0.19078 SG1 DIP2B


0.472082 0.137121 SG2 DIP2C NC_056056.1 135620001 135640001 0.418437 0.22094 SG1 DIP2B


0.436757 0.173577 SG2 DIP2C NC_056056.1 135625001 135645001 0.373533 0.247755 SG1 DIP2B


0.483588 0.13657 SG2 DIP2C NC_056054.1 70120001 70140001 0.485349 0.211069 SG1 DIPK1A


0.504622 0.161472 SG2 DIPK1A NC_056054.1 70030001 70050001 0.48323 0.350892 SG1 DIPK1A;RPL5


0.5 0.326485 SG2 DIS3L NC_056054.1 70035001 70055001 0.442019 0.284617 SG1 DIPK1A;RPL5


0.462909 0.353368 SG2 DIS3L NC_056054.1 70040001 70060001 0.466605 0.24711 SG1 DIPK1A;RPL5


0.459503 0.355983 SG2 DIS3L NC_056063.1 48115001 48135001 0.184739 0.297798 SG1 DIS3


0.425874 0.290666 SG2 DIS3L NC_056055.1 233665001 233685001 0.247975 0.186435 SG1 DIS3L2


0.334376 0.160045 SG2 DIS3L NC_056072.1 11560001 11580001 0.317904 0.186208 SG1 DLEC1


0.545381 0.158905 SG2 DISC1 NC_056072.1 11570001 11590001 0.256411 0.185648 SG1 DLEC1


0.485954 0.152437 SG2 DISP1 NC_056060.1 84205001 84225001 0.259259 0.226849 SG1 DLST


0.139872 0.182179 SG2 DLG1 NC_056060.1 84210001 84230001 0.223128 0.213757 SG1 DLST


0.117961 0.235352 SG2 DLG1 NC_056060.1 84200001 84220001 0.36121 0.237902 SG1 DLST;PROX2


0.164642 0.229865 SG2 DLG1 NC_056060.1 84230001 84250001 0.121372 0.19293 SG1 DLST;RPS6KL


0.193629 0.232677 SG2 DLG1 NC_056067.1 50120001 50140001 0.118102 0.330866 SG1 DMAC2


0.324228 0.197895 SG2 DLG1 NC_056067.1 50125001 50145001 0.231574 0.268646 SG1 DMAC2


0.44685 0.15971 SG2 DLG1 NC_056057.1 31395001 31415001 0.369037 0.17552 SG1 DNAH11


0.318114 0.163592 SG2 DLK1 NC_056077.1 19220001 19240001 0.381729 0.302 SG1 DNAH3


0.385396 0.196019 SG2 DLK1 NC_056077.1 19235001 19255001 0.38275 0.289619 SG1 DNAH3


0.365708 0.242118 SG2 DLK1 NC_056077.1 19240001 19260001 0.328572 0.278894 SG1 DNAH3


0.345319 0.207542 SG2 DLK1 NC_056077.1 19245001 19265001 0.156606 0.33077 SG1 DNAH3







0.234221 0.200241 SG2 DMBT1 NC_056077.1 19250001 19270001 0.301213 0.355802 SG1 DNAH3


0.119816 0.258467 SG2 DMBT1 NC_056077.1 19215001 19235001 0.478689 0.256011 SG1 DNAH3;LYRM


0.543874 0.144167 SG2 DMC1 NC_056068.1 52110001 52130001 0.0641952 0.185231 SG1 DNAJB13;UCP


0.550485 0.215237 SG2 DMD NC_056066.1 22400001 22420001 0.338158 0.178732 SG1 DNAJC1


0.487822 0.173037 SG2 DMD NC_056066.1 22405001 22425001 0.311265 0.179887 SG1 DNAJC1


0.10678 0.173926 SG2 DMRTA1 NC_056066.1 22435001 22455001 0.459975 0.216954 SG1 DNAJC1


0.074605 0.192255 SG2 DMRTA1 NC_056066.1 22440001 22460001 0.444808 0.222488 SG1 DNAJC1


0.103209 0.179997 SG2 DMRTA1 NC_056066.1 22445001 22465001 0.437089 0.208341 SG1 DNAJC1


0.324401 0.135841 SG2 DNAH10 NC_056065.1 38585001 38605001 0.439438 0.188914 SG1 DNM3


0.254489 0.181563 SG2 DNAH10 NC_056065.1 38590001 38610001 0.347716 0.198825 SG1 DNM3


0.092844 0.300989 SG2 DNAH10 NC_056065.1 38595001 38615001 0.271784 0.195939 SG1 DNM3


0.394405 0.317531 SG2 DNAH10 NC_056065.1 38735001 38755001 0.147657 0.236786 SG1 DNM3


0.386935 0.226918 SG2 DNAJA3;NMRAL1 NC_056065.1 38740001 38760001 0.231481 0.355752 SG1 DNM3


0.3 0.173044 SG2 DNAJA3;NMRAL1 NC_056065.1 38745001 38765001 0.408253 0.406002 SG1 DNM3


0.388164 0.19009 SG2 DNAJA3;NMRAL1 NC_056065.1 38760001 38780001 0.423271 0.34287 SG1 DNM3


0.33225 0.246103 SG2 DNAJC9;FAM149BNC_056065.1 38765001 38785001 0.334573 0.250208 SG1 DNM3


0.388964 0.23831 SG2 DNAJC9;FAM149BNC_056065.1 38770001 38790001 0.199433 0.191437 SG1 DNM3


0.472142 0.224793 SG2 DNAJC9;FAM149BNC_056076.1 7615001 7635001 0.314092 0.371771 SG1 DOK6


0.412028 0.191243 SG2 DNAJC9;FAM149BNC_056076.1 7620001 7640001 0.303839 0.344458 SG1 DOK6


0.553673 0.136984 SG2 DNTT NC_056076.1 7625001 7645001 0.343668 0.327831 SG1 DOK6


0.532707 0.199308 SG2 DNTT NC_056076.1 7630001 7650001 0.360892 0.227662 SG1 DOK6


0.542594 0.200889 SG2 DNTT NC_056074.1 39975001 39995001 0.404519 0.268266 SG1 DPF2


0.550016 0.197175 SG2 DNTT NC_056058.1 56370001 56390001 0.476067 0.182586 SG1 DPYSL3


0.433839 0.170625 SG2 DOCK2;INSYN2B NC_056078.1 42570001 42590001 0.457135 0.417841 SG1 DRGX


0.233813 0.149593 SG2 DOCK4 NC_056078.1 42575001 42595001 0.266175 0.401769 SG1 DRGX


0.084755 0.181134 SG2 DOCK4 NC_056078.1 42580001 42600001 0.183731 0.229934 SG1 DRGX


0.46042 0.203298 SG2 DSCAM NC_056064.1 43390001 43410001 0.372975 0.185432 SG1 DUSP3;SOST


0.522002 0.281693 SG2 DSCAM NC_056064.1 43395001 43415001 0.268794 0.205691 SG1 DUSP3;SOST


0.490874 0.296228 SG2 DSCAM NC_056075.1 30610001 30630001 0.425425 0.253079 SG1 DUSP5


0.565082 0.171539 SG2 DUSP1 NC_056061.1 82770001 82790001 0.390566 0.177458 SG1 DYNLT1;TMEM


0.37085 0.167155 SG2 DUSP14 NC_056061.1 82775001 82795001 0.409638 0.185617 SG1 DYNLT1;TMEM


0.408565 0.153925 SG2 DUSP14 NC_056061.1 82780001 82800001 0.428572 0.176054 SG1 DYNLT1;TMEM







0.477045 0.139058 SG2 DUSP14 NC_056067.1 48770001 48790001 0.466557 0.181866 SG1 DYRK1B


0.439999 0.150616 SG2 DUSP14;TADA2A NC_056061.1 63890001 63910001 0.0587762 0.277646 SG1 ECT2L


0.43672 0.139053 SG2 DYRK3 NC_056061.1 63895001 63915001 0.0874939 0.234772 SG1 ECT2L


0.397557 0.136318 SG2 DYRK3 NC_056061.1 63900001 63920001 0.095031 0.219526 SG1 ECT2L


0.504061 0.138732 SG2 DZIP3 NC_056061.1 63905001 63925001 0.111375 0.199148 SG1 ECT2L


0.544407 0.150389 SG2 DZIP3 NC_056061.1 63925001 63945001 0.164836 0.184653 SG1 ECT2L;REPS1


0.44161 0.161926 SG2 ECPAS NC_056065.1 65215001 65235001 0.454536 0.187186 SG1 EDEM3


0.345229 0.190885 SG2 ECPAS NC_056065.1 65220001 65240001 0.406822 0.234607 SG1 EDEM3


0.363005 0.168166 SG2 EDIL3 NC_056077.1 20495001 20515001 0.381843 0.275363 SG1 EEF2K


0.393245 0.202193 SG2 EDN1 NC_056077.1 20500001 20520001 0.100897 0.214037 SG1 EEF2K;POLR3E


0.538167 0.204475 SG2 EDN1 NC_056065.1 31525001 31545001 0.309152 0.186411 SG1 EFCAB2


0.293323 0.253752 SG2 EEF1E1 NC_056065.1 31530001 31550001 0.265045 0.194985 SG1 EFCAB2


0.084605 0.280525 SG2 EEF1E1 NC_056056.1 220195001 220215001 0.373187 0.177808 SG1 EFCAB6


0.221087 0.232421 SG2 EEF1E1 NC_056069.1 36210001 36230001 0.46962 0.200676 SG1 EGFLAM


0.480037 0.165997 SG2 EEF1E1 NC_056069.1 36215001 36235001 0.457627 0.20277 SG1 EGFLAM


0.441489 0.146851 SG2 EEPD1 NC_056069.1 36250001 36270001 0.456353 0.219225 SG1 EGFLAM


0.465224 0.149242 SG2 EEPD1 NC_056069.1 36255001 36275001 0.465049 0.194527 SG1 EGFLAM


0.476461 0.179203 SG2 EFCAB2 NC_056069.1 36290001 36310001 0.440545 0.185917 SG1 EGFLAM


0.528283 0.143697 SG2 EFCAB6 NC_056060.1 59470001 59490001 0.408929 0.189216 SG1 EID1;SHC4


0.523992 0.300971 SG2 EFNB1 NC_056060.1 59475001 59495001 0.401756 0.23247 SG1 EID1;SHC4


0.526096 0.309315 SG2 EFNB1 NC_056060.1 59480001 59500001 0.402591 0.224471 SG1 EID1;SHC4


0.559471 0.295581 SG2 EFNB1 NC_056062.1 69160001 69180001 0.330082 0.204721 SG1 EIF3E


0.180569 0.355718 SG2 EHF NC_056056.1 215490001 215510001 0.199569 0.26014 SG1 EIF3L


0.470023 0.195257 SG2 EIF2AK3 NC_056056.1 215495001 215515001 0.0687173 0.347694 SG1 EIF3L


0.257491 0.215614 SG2 EIF2AK3 NC_056057.1 61530001 61550001 0.365096 0.226504 SG1 ELMO1


0.533475 0.176943 SG2 EIF3A NC_056057.1 61535001 61555001 0.343047 0.203365 SG1 ELMO1


0.499082 0.159806 SG2 EIF3A NC_056057.1 61540001 61560001 0.323378 0.180374 SG1 ELMO1


0.493176 0.169879 SG2 EIPR1 NC_056057.1 61545001 61565001 0.441438 0.193697 SG1 ELMO1


0.466092 0.200975 SG2 EIPR1 NC_056055.1 102480001 102500001 0.464026 0.193655 SG1 ELP3


0.42016 0.226584 SG2 EIPR1 NC_056055.1 102485001 102505001 0.453101 0.220883 SG1 ELP3


0.420673 0.230382 SG2 EIPR1 NC_056055.1 102490001 102510001 0.412656 0.217043 SG1 ELP3


0.497068 0.21125 SG2 EIPR1 NC_056068.1 61135001 61155001 0.28203 0.435808 SG1 ELP4







0.460125 0.255789 SG2 ELP4 NC_056068.1 61140001 61160001 0.369839 0.415485 SG1 ELP4


0.428864 0.209635 SG2 ELP4 NC_056068.1 61125001 61145001 0.463621 0.380577 SG1 ELP4;IMMP1L


0.311665 0.244745 SG2 ELP4 NC_056068.1 61130001 61150001 0.327109 0.481171 SG1 ELP4;IMMP1L


0.477935 0.164394 SG2 ELP4 NC_056072.1 52135001 52155001 0.0613315 0.272731 SG1 ELP6


0.516322 0.218636 SG2 EMG1;LPCAT3;PH NC_056072.1 52140001 52160001 0.0426432 0.189574 SG1 ELP6


0.403249 0.26139 SG2 EMG1;LPCAT3;PH NC_056072.1 52155001 52175001 0.271953 0.173429 SG1 ELP6;LOC1011


0.338248 0.252181 SG2 EMG1;PHB2;PTPN NC_056072.1 52160001 52180001 0.333333 0.191924 SG1 ELP6;LOC1011


0.300672 0.238391 SG2 EMG1;PHB2;PTPN NC_056056.1 7595001 7615001 0.0862942 0.29913 SG1 ENDOG;LOC10


0.183214 0.189743 SG2 EN2 NC_056056.1 7600001 7620001 0.0583241 0.341617 SG1 ENDOG;LOC10


0.450483 0.137041 SG2 EN2 NC_056063.1 13955001 13975001 0.384308 0.174733 SG1 ENOX1


0.342763 0.160806 SG2 ENAH NC_056063.1 13960001 13980001 0.428704 0.217724 SG1 ENOX1


0.247013 0.214432 SG2 ENAH NC_056063.1 13965001 13985001 0.453067 0.268436 SG1 ENOX1


0.200899 0.254614 SG2 ENAH NC_056080.1 104070001 104090001 0.438273 0.260572 SG1 ENOX2


0.174837 0.257065 SG2 ENAH NC_056080.1 104075001 104095001 0.393782 0.333261 SG1 ENOX2


0.320104 0.229501 SG2 ENO4;HSPA12A NC_056080.1 104080001 104100001 0.309211 0.387663 SG1 ENOX2


0.527261 0.251805 SG2 ENO4;HSPA12A NC_056080.1 104130001 104150001 0.10338 0.331125 SG1 ENOX2


0.326236 0.166733 SG2 ENO4;SHTN1 NC_056080.1 104135001 104155001 0.144903 0.197583 SG1 ENOX2


0.435063 0.223923 SG2 ENO4;SHTN1 NC_056060.1 1505001 1525001 0.408845 0.200339 SG1 EPB41L4A


0.513048 0.182472 SG2 ENPP6 NC_056060.1 1510001 1530001 0.22741 0.229465 SG1 EPB41L4A


0.33551 0.197495 SG2 ENPP6 NC_056060.1 1515001 1535001 0.0578542 0.203804 SG1 EPB41L4A


0.341873 0.236708 SG2 ENPP6 NC_056057.1 51255001 51275001 0.155718 0.174178 SG1 EPDR1


0.423413 0.225004 SG2 ENPP6 NC_056057.1 51260001 51280001 0.128163 0.184529 SG1 EPDR1


0.347306 0.171536 SG2 ENTPD5 NC_056057.1 51265001 51285001 0.119921 0.185073 SG1 EPDR1


0.202899 0.254353 SG2 ENTPD5 NC_056057.1 51270001 51290001 0.107001 0.185198 SG1 EPDR1


0.361724 0.162813 SG2 EPC1 NC_056057.1 51275001 51295001 0.0787737 0.188522 SG1 EPDR1


0.257041 0.21505 SG2 EPC1 NC_056059.1 89990001 90010001 0.129802 0.239574 SG1 EPGN


0.214495 0.238594 SG2 EPC1 NC_056059.1 89995001 90015001 0.191489 0.196317 SG1 EPGN


0.187356 0.252081 SG2 EPC1 NC_056059.1 90000001 90020001 0.214427 0.19228 SG1 EPGN


0.25 0.2302 SG2 EPC1 NC_056059.1 89985001 90005001 0.259259 0.199922 SG1 EPGN;MTHFD


0.430134 0.194641 SG2 EPC1 NC_056069.1 13630001 13650001 0.230109 0.23635 SG1 ERBIN


0.440456 0.203449 SG2 EPC1 NC_056069.1 13635001 13655001 0.285274 0.180879 SG1 ERBIN


0.413332 0.145022 SG2 EPG5 NC_056069.1 13735001 13755001 0.117001 0.202206 SG1 ERBIN







0.303095 0.1868 SG2 EPG5 NC_056056.1 213805001 213825001 0.40412 0.180967 SG1 ERC1


0.279931 0.198543 SG2 EPG5 NC_056056.1 213810001 213830001 0.2207 0.226582 SG1 ERC1


0.26013 0.211819 SG2 EPG5 NC_056056.1 213815001 213835001 0.330393 0.220145 SG1 ERC1


0.531232 0.175504 SG2 EPG5 NC_056054.1 271285001 271305001 0.300049 0.174932 SG1 ERG


0.381064 0.147137 SG2 EPHA1 NC_056054.1 271290001 271310001 0.111475 0.296999 SG1 ERG


0.550723 0.174472 SG2 EPHB1 NC_056054.1 271295001 271315001 0.0475715 0.337819 SG1 ERG


0.433841 0.200972 SG2 EPHB1 NC_056054.1 271300001 271320001 0.0520079 0.377854 SG1 ERG


0.377687 0.19694 SG2 EPHB1 NC_056054.1 271305001 271325001 0.184358 0.313174 SG1 ERG


0.552604 0.150189 SG2 EPHB1 NC_056054.1 271310001 271330001 0.323403 0.225214 SG1 ERG


0.202132 0.167309 SG2 EPRS1 NC_056054.1 271315001 271335001 0.438419 0.185837 SG1 ERG


0.179409 0.180311 SG2 EPRS1 NC_056054.1 271335001 271355001 0.481787 0.254203 SG1 ERG


0.284147 0.146789 SG2 EPRS1 NC_056054.1 271340001 271360001 0.402251 0.244162 SG1 ERG


0.374799 0.16191 SG2 ERC2 NC_056054.1 271380001 271400001 0.192409 0.234588 SG1 ERG


0.407261 0.172316 SG2 ESRP1 NC_056054.1 271385001 271405001 0.190112 0.263486 SG1 ERG


0.26084 0.228578 SG2 ESRP1 NC_056054.1 271390001 271410001 0.154401 0.289686 SG1 ERG


0.287007 0.216832 SG2 ESRP1 NC_056054.1 271395001 271415001 0.288392 0.231177 SG1 ERG


0.516096 0.14335 SG2 ESRP1 NC_056056.1 185765001 185785001 0.0519842 0.282088 SG1 ERGIC2


0.341105 0.343507 SG2 ETFA NC_056056.1 185770001 185790001 0.0638581 0.267354 SG1 ERGIC2


0.305846 0.327392 SG2 ETFA NC_056056.1 185775001 185795001 0.0955221 0.227181 SG1 ERGIC2


0.310309 0.31058 SG2 ETFA NC_056061.1 76830001 76850001 0.395287 0.174368 SG1 ESR1


0.460669 0.195847 SG2 ETFA NC_056061.1 76835001 76855001 0.227385 0.244628 SG1 ESR1


0.519939 0.203114 SG2 ETFDH NC_056061.1 76840001 76860001 0.0778975 0.316004 SG1 ESR1


0.492098 0.221154 SG2 ETFDH NC_056061.1 76845001 76865001 0.265389 0.234615 SG1 ESR1


0.500756 0.282322 SG2 EXO1 NC_056054.1 69780001 69800001 0.479411 0.319558 SG1 EVI5


0.333333 0.2045 SG2 EXOC4 NC_056054.1 69785001 69805001 0.434661 0.326903 SG1 EVI5


0.25492 0.226416 SG2 EXOC4 NC_056054.1 69790001 69810001 0.363184 0.277902 SG1 EVI5


0.28218 0.232021 SG2 EXOC4 NC_056054.1 69795001 69815001 0.322979 0.255922 SG1 EVI5


0.321575 0.201241 SG2 EXOC4 NC_056054.1 69800001 69820001 0.360425 0.244284 SG1 EVI5


0.349229 0.146955 SG2 EXOC6B NC_056054.1 69870001 69890001 0.396355 0.300737 SG1 EVI5


0.318778 0.213793 SG2 EYA4 NC_056054.1 69875001 69895001 0.334391 0.247107 SG1 EVI5


0.360131 0.196863 SG2 EYA4 NC_056054.1 69880001 69900001 0.332272 0.202284 SG1 EVI5


0.402274 0.166195 SG2 EYA4 NC_056054.1 69895001 69915001 0.26209 0.202897 SG1 EVI5







0.367678 0.136258 SG2 FAM107A;FAM3D NC_056054.1 69900001 69920001 0.220452 0.223293 SG1 EVI5


0.533672 0.182823 SG2 FAM13A NC_056054.1 69905001 69925001 0.152851 0.276623 SG1 EVI5


0.143039 0.140962 SG2 FAM171B NC_056054.1 69910001 69930001 0.225699 0.267698 SG1 EVI5


0.318472 0.142679 SG2 FAM210B NC_056054.1 69940001 69960001 0.302891 0.244347 SG1 EVI5


0.2819 0.15378 SG2 FAM210B NC_056054.1 69945001 69965001 0.232861 0.289358 SG1 EVI5


0.368625 0.13835 SG2 FAM3D NC_056054.1 69950001 69970001 0.290323 0.338484 SG1 EVI5


0.287732 0.14237 SG2 FAM3D NC_056054.1 69955001 69975001 0.295105 0.388455 SG1 EVI5


0.227954 0.156696 SG2 FAM3D NC_056054.1 69960001 69980001 0.458885 0.306865 SG1 EVI5


0.36139 0.136586 SG2 FAM83F NC_056054.1 24990001 25010001 0.321519 0.194324 SG1 FAF1


0.376279 0.138844 SG2 FAM83F NC_056054.1 24995001 25015001 0.274315 0.203855 SG1 FAF1


0.328174 0.137305 SG2 FAR1 NC_056054.1 25005001 25025001 0.375 0.190196 SG1 FAF1


0.515924 0.370152 SG2 FAR1 NC_056054.1 25010001 25030001 0.440172 0.19048 SG1 FAF1


0.561744 0.409915 SG2 FAR1 NC_056062.1 17500001 17520001 0.424501 0.203924 SG1 FAM135B


0.571121 0.410471 SG2 FAR1 NC_056062.1 17505001 17525001 0.365471 0.259875 SG1 FAM135B


0.546817 0.415384 SG2 FAR1 NC_056062.1 17510001 17530001 0.462121 0.239997 SG1 FAM135B


0.546169 0.413579 SG2 FAR1 NC_056059.1 13695001 13715001 0.261935 0.182389 SG1 FAM241A


0.529557 0.415048 SG2 FAR1 NC_056063.1 74790001 74810001 0.407354 0.206116 SG1 FARP1;STK24


0.523908 0.432695 SG2 FAR1 NC_056063.1 74795001 74815001 0.426444 0.194712 SG1 FARP1;STK24


0.548841 0.467746 SG2 FAR1 NC_056075.1 10525001 10545001 0.475927 0.258548 SG1 FAS


0.558764 0.458739 SG2 FAR1 NC_056075.1 10530001 10550001 0.438967 0.281287 SG1 FAS


0.564327 0.465644 SG2 FAR1 NC_056075.1 10535001 10555001 0.482658 0.280795 SG1 FAS


0.562797 0.423943 SG2 FAR1 NC_056058.1 60540001 60560001 0.427659 0.175006 SG1 FAT2


0.567378 0.34331 SG2 FAR1 NC_056058.1 104960001 104980001 0.40201 0.236145 SG1 FBXL17


0.480302 0.138422 SG2 FAT3 NC_056058.1 104965001 104985001 0.454664 0.253192 SG1 FBXL17


0.300553 0.166 SG2 FAT3 NC_056054.1 110245001 110265001 0.32547 0.203305 SG1 FCER1A


0.18921 0.151147 SG2 FAT3 NC_056054.1 110250001 110270001 0.275471 0.323263 SG1 FCER1A;LOC1


0.324409 0.248501 SG2 FAT4 NC_056054.1 110255001 110275001 0.38588 0.30364 SG1 FCER1A;LOC1


0.254294 0.27588 SG2 FAT4 NC_056068.1 51130001 51150001 0.259912 0.271054 SG1 FCHSD2


0.262384 0.253142 SG2 FAT4 NC_056068.1 51135001 51155001 0.191043 0.331557 SG1 FCHSD2


0.268058 0.239625 SG2 FAT4 NC_056068.1 51140001 51160001 0.144662 0.388042 SG1 FCHSD2


0.403571 0.177395 SG2 FAT4 NC_056068.1 51145001 51165001 0.144988 0.44114 SG1 FCHSD2


0.502794 0.13633 SG2 FBXL8;HSF4;KIAANC_056068.1 51150001 51170001 0.238785 0.464255 SG1 FCHSD2







0.311111 0.188034 SG2 FBXL8;HSF4;KIAANC_056068.1 51255001 51275001 0.0943668 0.17536 SG1 FCHSD2


0.452727 0.210146 SG2 FBXO22;NRG4 NC_056069.1 30605001 30625001 0.358696 0.213527 SG1 FGF10


0.486375 0.193434 SG2 FBXO22;NRG4 NC_056069.1 30610001 30630001 0.280104 0.232979 SG1 FGF10


0.528967 0.159081 SG2 FBXO28 NC_056069.1 30615001 30635001 0.246269 0.266219 SG1 FGF10


0.37396 0.171135 SG2 FBXO28 NC_056069.1 30620001 30640001 0.206196 0.201136 SG1 FGF10


0.254009 0.221112 SG2 FBXO28 NC_056069.1 30625001 30645001 0.327778 0.264049 SG1 FGF10


0.383938 0.183776 SG2 FBXO28 NC_056069.1 30630001 30650001 0.26598 0.323207 SG1 FGF10


0.406276 0.15448 SG2 FCHSD2 NC_056069.1 30635001 30655001 0.203317 0.285837 SG1 FGF10


0.288621 0.182677 SG2 FCHSD2 NC_056069.1 30640001 30660001 0.290454 0.25873 SG1 FGF10


0.465154 0.188569 SG2 FCHSD2 NC_056069.1 30645001 30665001 0.37579 0.196212 SG1 FGF10


0.292212 0.19256 SG2 FERMT2 NC_056069.1 30665001 30685001 0.240588 0.225889 SG1 FGF10


0.348485 0.17599 SG2 FERMT2 NC_056069.1 30670001 30690001 0.352694 0.274017 SG1 FGF10


0.277778 0.199073 SG2 FERMT2 NC_056069.1 30675001 30695001 0.367187 0.259715 SG1 FGF10


0.28113 0.196983 SG2 FERMT2 NC_056069.1 30680001 30700001 0.454154 0.272124 SG1 FGF10


0.173987 0.236427 SG2 FERMT2 NC_056069.1 30685001 30705001 0.451632 0.262509 SG1 FGF10


0.114189 0.260849 SG2 FERMT2 NC_056072.1 40345001 40365001 0.0623389 0.178245 SG1 FHIT


0.28681 0.19743 SG2 FERMT2 NC_056063.1 32270001 32290001 0.452865 0.300909 SG1 FLT3


0.474859 0.140895 SG2 FEZ2 NC_056063.1 32325001 32345001 0.239854 0.20135 SG1 FLT3


0.542803 0.136872 SG2 FEZ2 NC_056063.1 32330001 32350001 0.0443724 0.306254 SG1 FLT3;URAD


0.424232 0.140518 SG2 FGF9 NC_056058.1 20545001 20565001 0.486766 0.280142 SG1 FNIP1


0.423361 0.155545 SG2 FGF9 NC_056058.1 20590001 20610001 0.479533 0.27987 SG1 FNIP1


0.44366 0.150737 SG2 FGF9 NC_056058.1 20595001 20615001 0.451613 0.279311 SG1 FNIP1;RAPGEF


0.564169 0.136321 SG2 FHAD1 NC_056058.1 20600001 20620001 0.453395 0.281463 SG1 FNIP1;RAPGEF


0.407217 0.222412 SG2 FHIT NC_056055.1 89255001 89275001 0.200483 0.254736 SG1 FOCAD


0.082725 0.136075 SG2 FLT1 NC_056055.1 89310001 89330001 0.186781 0.329402 SG1 FOCAD


0.185813 0.15508 SG2 FMN2 NC_056055.1 89315001 89335001 0.325572 0.275694 SG1 FOCAD


0.242843 0.171265 SG2 FMN2 NC_056056.1 76110001 76130001 0.287798 0.22926 SG1 FOXN2


0.437689 0.167039 SG2 FMN2 NC_056056.1 76115001 76135001 0.287449 0.220925 SG1 FOXN2


0.146821 0.176704 SG2 FOLR1;FOLR3 NC_056056.1 76120001 76140001 0.322799 0.200284 SG1 FOXN2


0.506787 0.146962 SG2 FRMD5 NC_056072.1 30240001 30260001 0.41878 0.255156 SG1 FOXP1


0.479323 0.142486 SG2 FRMD5 NC_056057.1 55810001 55830001 0.388144 0.211855 SG1 FOXP2


0.428375 0.146834 SG2 FRMD5 NC_056057.1 55815001 55835001 0.303492 0.253196 SG1 FOXP2







0.404737 0.171695 SG2 FRMD5 NC_056057.1 55820001 55840001 0.210469 0.278566 SG1 FOXP2


0.484789 0.156374 SG2 FSTL5 NC_056057.1 55825001 55845001 0.346712 0.263241 SG1 FOXP2


0.561009 0.162033 SG2 FSTL5 NC_056059.1 93840001 93860001 0.134817 0.184315 SG1 FRAS1


0.572292 0.138566 SG2 G2E3 NC_056063.1 29145001 29165001 0.474441 0.218998 SG1 FRY


0.460756 0.234924 SG2 G2E3 NC_056059.1 67865001 67885001 0.391238 0.176845 SG1 FRYL


0.459791 0.242919 SG2 G2E3 NC_056059.1 67870001 67890001 0.280437 0.201716 SG1 FRYL


0.426959 0.195032 SG2 G2E3 NC_056059.1 67875001 67895001 0.225065 0.193542 SG1 FRYL


0.379257 0.162182 SG2 G2E3 NC_056059.1 67880001 67900001 0.203826 0.187984 SG1 FRYL


0.472175 0.13945 SG2 G2E3 NC_056059.1 67905001 67925001 0.219704 0.183291 SG1 FRYL


0.444207 0.179635 SG2 GABRA3 NC_056059.1 67915001 67935001 0.374321 0.176243 SG1 FRYL


0.369503 0.210339 SG2 GABRA3 NC_056071.1 22390001 22410001 0.452647 0.224535 SG1 FSD2;WHAMM


0.313206 0.221131 SG2 GABRA3 NC_056077.1 27765001 27785001 0.21609 0.333912 SG1 FUS


0.366921 0.208772 SG2 GABRA3 NC_056077.1 27770001 27790001 0.143208 0.323204 SG1 FUS


0.441963 0.188448 SG2 GABRB1 NC_056077.1 27775001 27795001 0.290657 0.340577 SG1 FUS


0.326458 0.136346 SG2 GALNT2 NC_056077.1 27780001 27800001 0.366617 0.304662 SG1 FUS


0.347365 0.194885 SG2 GALNT2 NC_056077.1 27785001 27805001 0.45995 0.272031 SG1 FUS;LOC10110


0.454356 0.215524 SG2 GALNT2 NC_056058.1 70925001 70945001 0.436199 0.280087 SG1 GABRA6


0.072893 0.144389 SG2 GALNTL6 NC_056059.1 66675001 66695001 0.36806 0.175877 SG1 GABRB1


0.067086 0.145334 SG2 GALNTL6 NC_056059.1 66680001 66700001 0.299043 0.181826 SG1 GABRB1


0.043281 0.155981 SG2 GALNTL6 NC_056061.1 48215001 48235001 0.372981 0.202698 SG1 GABRR2


0.083333 0.144323 SG2 GALNTL6 NC_056061.1 48200001 48220001 0.336697 0.323029 SG1 GABRR2;UBE2


0.093842 0.141588 SG2 GALNTL6 NC_056061.1 48205001 48225001 0.242496 0.291412 SG1 GABRR2;UBE2


0.080514 0.144634 SG2 GALNTL6 NC_056061.1 48210001 48230001 0.252464 0.267598 SG1 GABRR2;UBE2


0.059392 0.149922 SG2 GALNTL6 NC_056072.1 5240001 5260001 0.437127 0.227492 SG1 GADL1


0.078117 0.147955 SG2 GALNTL6 NC_056054.1 181270001 181290001 0.487921 0.209795 SG1 GAP43


0.517389 0.190169 SG2 GARRE1;GPI NC_056054.1 181275001 181295001 0.388283 0.216915 SG1 GAP43


0.473302 0.208155 SG2 GARRE1;GPI NC_056054.1 181280001 181300001 0.437079 0.200538 SG1 GAP43


0.544833 0.181785 SG2 GARRE1;LOC1011 NC_056066.1 72650001 72670001 0.329988 0.176404 SG1 GDAP1L1


0.423603 0.14153 SG2 GATD3 NC_056066.1 53280001 53300001 0.460988 0.252405 SG1 GINS1


0.448676 0.160969 SG2 GATD3;PWP2 NC_056055.1 52395001 52415001 0.33935 0.317588 SG1 GLIPR2


0.455906 0.200852 SG2 GATD3;PWP2 NC_056080.1 12895001 12915001 0.373748 0.201971 SG1 GLRA2


0.388609 0.163532 SG2 GATD3;PWP2 NC_056055.1 105970001 105990001 0.472406 0.209605 SG1 GLRA3







0.215739 0.158798 SG2 GCK;YKT6 NC_056055.1 105975001 105995001 0.475228 0.181514 SG1 GLRA3


0.507794 0.182843 SG2 GHRHR NC_056075.1 48910001 48930001 0.460432 0.271131 SG1 GLRX3


0.523105 0.177767 SG2 GHRHR NC_056054.1 86790001 86810001 0.3764 0.252564 SG1 GNAI3


0.490683 0.139999 SG2 GLI2 NC_056054.1 86795001 86815001 0.352742 0.298679 SG1 GNAI3


0.404162 0.157033 SG2 GLI2 NC_056054.1 86800001 86820001 0.333147 0.29303 SG1 GNAI3


0.281623 0.192005 SG2 GLI2 NC_056054.1 86805001 86825001 0.485846 0.270308 SG1 GNAI3


0.255682 0.224737 SG2 GLI2 NC_056058.1 50710001 50730001 0.336674 0.193675 SG1 GNPDA1


0.408939 0.176112 SG2 GLI2 NC_056058.1 50715001 50735001 0.429575 0.311112 SG1 GNPDA1


0.272408 0.149047 SG2 GNA14 NC_056058.1 50720001 50740001 0.458665 0.349176 SG1 GNPDA1


0.066374 0.161315 SG2 GNA14 NC_056058.1 50725001 50745001 0.416022 0.353839 SG1 GNPDA1


0.087791 0.169762 SG2 GNA14 NC_056058.1 50705001 50725001 0.418326 0.187938 SG1 GNPDA1;RNF1


0.11082 0.165698 SG2 GNA14 NC_056072.1 10905001 10925001 0.391056 0.202964 SG1 GOLGA4


0.075844 0.139562 SG2 GNA14 NC_056072.1 10910001 10930001 0.335756 0.195539 SG1 GOLGA4


0.435097 0.135069 SG2 GNG10;SHOC1 NC_056075.1 32255001 32275001 0.453996 0.399789 SG1 GPAM


0.449129 0.139447 SG2 GNG7 NC_056075.1 32260001 32280001 0.241891 0.440771 SG1 GPAM


0.563481 0.156371 SG2 GNG7 NC_056075.1 32265001 32285001 0.158696 0.407453 SG1 GPAM


0.463094 0.224796 SG2 GON4L NC_056075.1 32270001 32290001 0.192511 0.440394 SG1 GPAM


0.215268 0.301928 SG2 GON4L;YY1AP1 NC_056075.1 32275001 32295001 0.0868896 0.300215 SG1 GPAM


0.188172 0.31838 SG2 GON4L;YY1AP1 NC_056059.1 98975001 98995001 0.210223 0.250113 SG1 GPAT3


0.44899 0.223746 SG2 GPC5 NC_056059.1 98980001 99000001 0.281076 0.273908 SG1 GPAT3


0.259947 0.286239 SG2 GPC5 NC_056059.1 98985001 99005001 0.339607 0.28125 SG1 GPAT3


0.3233 0.208241 SG2 GPC5 NC_056059.1 98990001 99010001 0.418423 0.291659 SG1 GPAT3


0.424829 0.147417 SG2 GPC5 NC_056059.1 98995001 99015001 0.452099 0.24451 SG1 GPAT3


0.387349 0.14836 SG2 GPC5 NC_056059.1 99000001 99020001 0.378252 0.276853 SG1 GPAT3


0.336006 0.172393 SG2 GPC5 NC_056059.1 99005001 99025001 0.385321 0.249763 SG1 GPAT3


0.350911 0.176112 SG2 GPC5 NC_056079.1 35865001 35885001 0.38332 0.185151 SG1 GPAT4


0.450766 0.147601 SG2 GPC5 NC_056079.1 35870001 35890001 0.299796 0.206338 SG1 GPAT4


0.534007 0.142588 SG2 GPC5 NC_056079.1 35875001 35895001 0.229479 0.2254 SG1 GPAT4


0.164706 0.140143 SG2 GPC5 NC_056079.1 35880001 35900001 0.202864 0.181208 SG1 GPAT4;NKX6-


0.087889 0.141364 SG2 GPC5 NC_056080.1 101485001 101505001 0.470588 0.282761 SG1 GPC4


0.088218 0.139501 SG2 GPC5 NC_056080.1 101550001 101570001 0.137833 0.210551 SG1 GPC4


0.050776 0.158572 SG2 GPC5 NC_056063.1 66695001 66715001 0.310357 0.182867 SG1 GPC5







0.569818 0.176184 SG2 GPHN NC_056063.1 66700001 66720001 0.306651 0.194708 SG1 GPC5


0.394335 0.156314 SG2 GPI NC_056063.1 67540001 67560001 0.452398 0.210932 SG1 GPC5


0.546108 0.145675 SG2 GPR108;LOC10110 NC_056066.1 25475001 25495001 0.171512 0.183401 SG1 GPR158


0.473953 0.19402 SG2 GPR158 NC_056066.1 25480001 25500001 0.127625 0.200564 SG1 GPR158


0.365214 0.211112 SG2 GPR158 NC_056062.1 75700001 75720001 0.380244 0.188253 SG1 GRHL2


0.380872 0.217942 SG2 GPR158 NC_056062.1 75705001 75725001 0.292466 0.228448 SG1 GRHL2


0.465368 0.137043 SG2 GPR158 NC_056062.1 75710001 75730001 0.322334 0.213656 SG1 GRHL2


0.380805 0.221849 SG2 GPR161 NC_056062.1 75715001 75735001 0.317529 0.238374 SG1 GRHL2


0.289473 0.235932 SG2 GPR161 NC_056062.1 75720001 75740001 0.433467 0.22082 SG1 GRHL2


0.270229 0.219797 SG2 GPR161 NC_056062.1 75830001 75850001 0.272078 0.20796 SG1 GRHL2


0.256097 0.198797 SG2 GPR161 NC_056062.1 75835001 75855001 0.301339 0.190199 SG1 GRHL2


0.23586 0.198705 SG2 GPR161 NC_056062.1 75650001 75670001 0.259013 0.21342 SG1 GRHL2;NCALD


0.216825 0.229158 SG2 GPR161 NC_056054.1 126875001 126895001 0.136646 0.340148 SG1 GRIK1


0.158113 0.238894 SG2 GPR161 NC_056054.1 126955001 126975001 0.116564 0.174214 SG1 GRIK1


0.458874 0.29257 SG2 GPR19 NC_056054.1 126960001 126980001 0.152524 0.211098 SG1 GRIK1


0.398633 0.245994 SG2 GPR19 NC_056056.1 153455001 153475001 0.403892 0.210106 SG1 GRIP1


0.330472 0.210642 SG2 GPR19 NC_056056.1 153460001 153480001 0.30554 0.193846 SG1 GRIP1


0.290323 0.161572 SG2 GPR19 NC_056056.1 153465001 153485001 0.205822 0.209978 SG1 GRIP1


0.480388 0.164341 SG2 GPR63 NC_056056.1 153470001 153490001 0.2822 0.190527 SG1 GRIP1


0.439496 0.177599 SG2 GPR63 NC_056070.1 65610001 65630001 0.456389 0.236648 SG1 GRK3


0.416011 0.180833 SG2 GPR63 NC_056060.1 90675001 90695001 0.0833337 0.306456 SG1 GTF2A1


0.444509 0.169475 SG2 GPR63 NC_056060.1 90680001 90700001 0.254961 0.22803 SG1 GTF2A1


0.473505 0.168498 SG2 GPX3 NC_056077.1 33355001 33375001 0.200844 0.207821 SG1 GTF2IRD1


0.435134 0.181178 SG2 GPX3 NC_056077.1 33360001 33380001 0.152312 0.226333 SG1 GTF2IRD1


0.371134 0.211181 SG2 GPX3;TNIP1 NC_056077.1 33365001 33385001 0.214068 0.208218 SG1 GTF2IRD1


0.457306 0.17345 SG2 GRAMD2B NC_056077.1 33370001 33390001 0.280116 0.244903 SG1 GTF2IRD1


0.442204 0.192474 SG2 GRAMD2B NC_056077.1 33375001 33395001 0.318349 0.275966 SG1 GTF2IRD1


0.476891 0.182529 SG2 GRAMD2B NC_056077.1 33380001 33400001 0.302906 0.224885 SG1 GTF2IRD1


0.502864 0.168515 SG2 GRAMD2B NC_056077.1 33385001 33405001 0.323477 0.184323 SG1 GTF2IRD1


0.461938 0.144648 SG2 GRIA4 NC_056068.1 16265001 16285001 0.198905 0.179574 SG1 GUCY1A2


0.454744 0.16486 SG2 GRIA4 NC_056055.1 29690001 29710001 0.407111 0.174429 SG1 HABP4


0.440984 0.182641 SG2 GRIA4 NC_056055.1 29695001 29715001 0.41894 0.19506 SG1 HABP4







0.480437 0.138758 SG2 GRIA4 NC_056055.1 29700001 29720001 0.422285 0.176944 SG1 HABP4


0.539121 0.167578 SG2 GRID2 NC_056066.1 61255001 61275001 0.194986 0.184214 SG1 HCK


0.510889 0.161651 SG2 GRID2 NC_056066.1 61260001 61280001 0.090211 0.216577 SG1 HCK


0.491761 0.154697 SG2 GRID2 NC_056066.1 61265001 61285001 0.200642 0.236281 SG1 HCK


0.452083 0.135791 SG2 GRID2 NC_056066.1 61270001 61290001 0.28897 0.214433 SG1 HCK;TM9SF4


0.413514 0.140768 SG2 GRID2 NC_056066.1 61275001 61295001 0.398631 0.189011 SG1 HCK;TM9SF4


0.354343 0.156436 SG2 GRID2 NC_056080.1 75380001 75400001 0.427999 0.228771 SG1 HDX


0.362543 0.145564 SG2 GRID2 NC_056080.1 75390001 75410001 0.439718 0.226379 SG1 HDX


0.408488 0.203554 SG2 GRIK2 NC_056080.1 75405001 75425001 0.328859 0.206762 SG1 HDX


0.458492 0.250435 SG2 GRK4;HTT NC_056080.1 75410001 75430001 0.421965 0.210604 SG1 HDX


0.420591 0.212572 SG2 GRK5 NC_056080.1 75420001 75440001 0.409678 0.204875 SG1 HDX


0.478142 0.179136 SG2 GRM7 NC_056080.1 75440001 75460001 0.456928 0.207879 SG1 HDX


0.514681 0.198572 SG2 GRM7 NC_056080.1 75445001 75465001 0.360656 0.233902 SG1 HDX


0.560626 0.181703 SG2 GRM7 NC_056080.1 75455001 75475001 0.359374 0.194637 SG1 HDX


0.142857 0.138295 SG2 GRM8 NC_056080.1 75470001 75490001 0.444915 0.183964 SG1 HDX


0.280983 0.14201 SG2 GRM8 NC_056070.1 62120001 62140001 0.396187 0.202442 SG1 HECTD4


0.323467 0.15381 SG2 GRM8 NC_056055.1 198780001 198800001 0.281463 0.212254 SG1 HECW2


0.37249 0.259284 SG2 GSPT2 NC_056056.1 153695001 153715001 0.286803 0.187021 SG1 HELB


0.382819 0.2656 SG2 GSPT2 NC_056074.1 8715001 8735001 0.0946501 0.465842 SG1 HIKESHI


0.424185 0.317691 SG2 GSPT2 NC_056074.1 8720001 8740001 0.0751678 0.486288 SG1 HIKESHI


0.552025 0.319753 SG2 GSPT2 NC_056074.1 8725001 8745001 0.0823477 0.462165 SG1 HIKESHI


0.553031 0.32807 SG2 GSPT2 NC_056074.1 8730001 8750001 0.17538 0.365774 SG1 HIKESHI


0.413131 0.197263 SG2 GTPBP10;HUS1 NC_056074.1 8735001 8755001 0.413285 0.298108 SG1 HIKESHI


0.534168 0.154506 SG2 GXYLT2 NC_056074.1 8760001 8780001 0.422301 0.208933 SG1 HIKESHI


0.489986 0.163616 SG2 HCN1 NC_056078.1 24785001 24805001 0.38308 0.322365 SG1 HKDC1


0.461427 0.189727 SG2 HCN1 NC_056078.1 24790001 24810001 0.3548 0.423293 SG1 HKDC1


0.455989 0.1902 SG2 HCN1 NC_056078.1 24795001 24815001 0.329602 0.349679 SG1 HKDC1


0.409041 0.176397 SG2 HCN1 NC_056078.1 24780001 24800001 0.484343 0.255497 SG1 HKDC1;SUPV3


0.137539 0.188424 SG2 HCN1 NC_056059.1 115750001 115770001 0.357639 0.180805 SG1 HMX1


0.427405 0.315048 SG2 HDAC4 NC_056055.1 243240001 243260001 0.240064 0.179427 SG1 HNRNPR


0.499776 0.27691 SG2 HDAC4 NC_056055.1 243265001 243285001 0.109948 0.188829 SG1 HNRNPR


0.460881 0.152229 SG2 HDAC9 NC_056055.1 243270001 243290001 0.122029 0.265654 SG1 HNRNPR







0.43068 0.165526 SG2 HDAC9 NC_056057.1 70525001 70545001 0.133217 0.362755 SG1 HOXA1


0.551272 0.173299 SG2 HDAC9 NC_056057.1 70515001 70535001 0.27154 0.309692 SG1 HOXA1;HOXA


0.469615 0.215565 SG2 HEATR4 NC_056057.1 70520001 70540001 0.164557 0.369606 SG1 HOXA1;HOXA


0.306659 0.206743 SG2 HEATR4;RIOX1 NC_056056.1 132565001 132585001 0.46834 0.237717 SG1 HOXC13


0.27157 0.202642 SG2 HEATR4;RIOX1 NC_056056.1 132570001 132590001 0.462729 0.233824 SG1 HOXC13


0.325366 0.148555 SG2 HEATR4;RIOX1 NC_056075.1 19685001 19705001 0.343004 0.236186 SG1 HPSE2


0.546436 0.148426 SG2 HECTD4 NC_056075.1 19690001 19710001 0.243661 0.241519 SG1 HPSE2


0.56316 0.149347 SG2 HECTD4 NC_056075.1 19695001 19715001 0.187069 0.238306 SG1 HPSE2


0.382772 0.318402 SG2 HECW1 NC_056075.1 19700001 19720001 0.20288 0.204228 SG1 HPSE2


0.178932 0.358027 SG2 HECW1 NC_056075.1 19870001 19890001 0.344854 0.178363 SG1 HPSE2


0.310214 0.29038 SG2 HECW1 NC_056077.1 23875001 23895001 0.430912 0.218601 SG1 HS3ST4


0.424109 0.266997 SG2 HECW1 NC_056077.1 23880001 23900001 0.33045 0.192077 SG1 HS3ST4


0.489221 0.141365 SG2 HECW1 NC_056058.1 16435001 16455001 0.313472 0.204873 SG1 HSD11B1L;LO


0.526909 0.181113 SG2 HECW1 NC_056067.1 55185001 55205001 0.113914 0.249266 SG1 HSD17B14;PLE


0.196683 0.239206 SG2 HEPH NC_056061.1 50210001 50230001 0.366416 0.215338 SG1 HTR1E


0.393041 0.153337 SG2 HEPH NC_056061.1 50225001 50245001 0.287975 0.199405 SG1 HTR1E


0.365168 0.160145 SG2 HEPH NC_056061.1 50230001 50250001 0.197912 0.245817 SG1 HTR1E


0.546376 0.191659 SG2 HEY1 NC_056061.1 50235001 50255001 0.163313 0.265345 SG1 HTR1E


0.55427 0.179291 SG2 HEY1 NC_056061.1 50240001 50260001 0.177922 0.208901 SG1 HTR1E


0.501215 0.200439 SG2 HJV NC_056058.1 57840001 57860001 0.355623 0.229009 SG1 HTR4


0.489592 0.209338 SG2 HMOX2;NMRAL1 NC_056058.1 57845001 57865001 0.379311 0.319822 SG1 HTR4


0.533429 0.198562 SG2 HMOX2;NMRAL1 NC_056058.1 57850001 57870001 0.407875 0.338865 SG1 HTR4


0.479982 0.227556 SG2 HOMER2;WHAMMNC_056058.1 57855001 57875001 0.465776 0.372964 SG1 HTR4


0.439726 0.215256 SG2 HOMER2;WHAMMNC_056057.1 118565001 118585001 0.39129 0.289408 SG1 HTR5A


0.23125 0.166667 SG2 HOXD11;HOXD12;NC_056057.1 118570001 118590001 0.266835 0.306206 SG1 HTR5A


0.450154 0.160214 SG2 HSPA12A NC_056057.1 118575001 118595001 0.178782 0.357007 SG1 HTR5A


0.473887 0.147652 SG2 HSPA12A NC_056057.1 118580001 118600001 0.465527 0.289946 SG1 HTR5A


0.460744 0.153338 SG2 HSPA12A NC_056061.1 9320001 9340001 0.425899 0.194136 SG1 IBTK


0.494839 0.145303 SG2 HSPA12A NC_056055.1 239395001 239415001 0.459372 0.183761 SG1 IFI6


0.244334 0.173226 SG2 HSPH1 NC_056072.1 56200001 56220001 0.255291 0.178222 SG1 IFT122


0.318308 0.176758 SG2 HSPH1 NC_056057.1 77775001 77795001 0.0953322 0.19577 SG1 IGFBP1;IGFBP


0.361711 0.146003 SG2 HSPH1 NC_056057.1 77780001 77800001 0.0780002 0.185873 SG1 IGFBP1;IGFBP







0.306569 0.156469 SG2 HSPH1 NC_056057.1 77785001 77805001 0.110213 0.174355 SG1 IGFBP1;IGFBP


0.186704 0.171291 SG2 HSPH1 NC_056057.1 77760001 77780001 0.409961 0.190409 SG1 IGFBP3


0.081841 0.202093 SG2 HSPH1 NC_056057.1 77765001 77785001 0.299626 0.221719 SG1 IGFBP3


0.04311 0.241138 SG2 HSPH1 NC_056057.1 77770001 77790001 0.16489 0.255124 SG1 IGFBP3


0.493764 0.222195 SG2 HTT NC_056056.1 99445001 99465001 0.469879 0.184831 SG1 IL1RL2


0.446671 0.247016 SG2 HUS1 NC_056056.1 99450001 99470001 0.410266 0.20855 SG1 IL1RL2


0.297298 0.153071 SG2 HYDIN NC_056056.1 99455001 99475001 0.414328 0.183477 SG1 IL1RL2


0.229723 0.176817 SG2 HYDIN NC_056054.1 118975001 118995001 0.408047 0.284026 SG1 ILDR2


0.206575 0.216128 SG2 HYDIN NC_056054.1 118980001 119000001 0.391574 0.299636 SG1 ILDR2


0.206317 0.138888 SG2 HYDIN NC_056054.1 118985001 119005001 0.473004 0.328718 SG1 ILDR2


0.32273 0.138354 SG2 HYDIN NC_056054.1 118990001 119010001 0.451922 0.309294 SG1 ILDR2


0.359225 0.151103 SG2 HYDIN NC_056057.1 58515001 58535001 0.487319 0.176874 SG1 IMMP2L


0.204537 0.210357 SG2 HYDIN NC_056064.1 26275001 26295001 0.278181 0.185984 SG1 INCA1;KIF1C


0.339703 0.193945 SG2 HYDIN NC_056070.1 15065001 15085001 0.446575 0.297623 SG1 INPP4B


0.53861 0.180372 SG2 ICA1;LOC12181949NC_056070.1 15070001 15090001 0.346572 0.30349 SG1 INPP4B


0.502165 0.265229 SG2 IDH3G;PLXNB3;SRNC_056070.1 15075001 15095001 0.390486 0.289391 SG1 INPP4B


0.528905 0.136675 SG2 IER3IP1 NC_056070.1 15080001 15100001 0.442489 0.269339 SG1 INPP4B


0.508393 0.14874 SG2 IER3IP1 NC_056075.1 39415001 39435001 0.378445 0.25314 SG1 INPP5F


0.391626 0.143944 SG2 IFNAR2;IL10RB NC_056075.1 39420001 39440001 0.404127 0.258031 SG1 INPP5F


0.191443 0.141326 SG2 IFRD2;LSMEM2 NC_056055.1 47680001 47700001 0.264182 0.276021 SG1 INVS


0.56166 0.159256 SG2 IFT80 NC_056055.1 47685001 47705001 0.211392 0.268989 SG1 INVS


0.500237 0.154596 SG2 IFT80 NC_056055.1 47690001 47710001 0.249881 0.278509 SG1 INVS


0.370196 0.152065 SG2 IGSF23 NC_056055.1 47695001 47715001 0.237246 0.246988 SG1 INVS


0.376366 0.136789 SG2 IGSF23 NC_056055.1 47700001 47720001 0.301276 0.252574 SG1 INVS


0.360499 0.137897 SG2 IGSF23 NC_056055.1 47705001 47725001 0.35803 0.296478 SG1 INVS


0.461447 0.210717 SG2 IL16 NC_056073.1 7995001 8015001 0.461472 0.173074 SG1 IP6K3


0.365682 0.243424 SG2 IL16 NC_056066.1 6615001 6635001 0.434396 0.186236 SG1 ISM1


0.292809 0.258974 SG2 IL16 NC_056066.1 6650001 6670001 0.436297 0.221508 SG1 ISM1


0.272186 0.267664 SG2 IL16 NC_056066.1 6655001 6675001 0.405369 0.225433 SG1 ISM1


0.395119 0.190248 SG2 IL16 NC_056072.1 10950001 10970001 0.482375 0.254517 SG1 ITGA9


0.570144 0.164374 SG2 IL31RA NC_056072.1 10955001 10975001 0.388443 0.260216 SG1 ITGA9


0.327854 0.19533 SG2 IL6ST;LOC1141187NC_056072.1 10960001 10980001 0.385423 0.286958 SG1 ITGA9







0.355287 0.164909 SG2 IL6ST;LOC1141187NC_056072.1 10965001 10985001 0.365701 0.313154 SG1 ITGA9


0.548742 0.223329 SG2 IMMP2L NC_056072.1 10970001 10990001 0.357822 0.374294 SG1 ITGA9


0.549325 0.222586 SG2 IMMP2L NC_056072.1 10975001 10995001 0.375999 0.387013 SG1 ITGA9


0.214463 0.198968 SG2 IMPDH1;LOC12181NC_056072.1 10980001 11000001 0.396098 0.325736 SG1 ITGA9


0.525278 0.140092 SG2 ING3 NC_056072.1 10985001 11005001 0.413492 0.306899 SG1 ITGA9


0.411181 0.159187 SG2 ING3 NC_056072.1 10990001 11010001 0.394064 0.291858 SG1 ITGA9


0.3151 0.191152 SG2 ING3 NC_056072.1 10995001 11015001 0.341263 0.25865 SG1 ITGA9


0.338056 0.192789 SG2 ING3 NC_056072.1 11000001 11020001 0.199856 0.247102 SG1 ITGA9


0.529763 0.25918 SG2 IQCA1 NC_056072.1 11005001 11025001 0.230263 0.32151 SG1 ITGA9


0.343784 0.285554 SG2 IQCA1 NC_056072.1 11010001 11030001 0.324637 0.24335 SG1 ITGA9


0.156483 0.322573 SG2 IQCA1 NC_056072.1 11015001 11035001 0.444065 0.190269 SG1 ITGA9


0.054234 0.22395 SG2 IQCA1 NC_056077.1 27845001 27865001 0.308212 0.179745 SG1 ITGAM


0.436235 0.173339 SG2 IQGAP1 NC_056077.1 27870001 27890001 0.481798 0.236564 SG1 ITGAM


0.567568 0.171568 SG2 IQGAP1 NC_056077.1 27875001 27895001 0.39218 0.263952 SG1 ITGAM


0.084169 0.144907 SG2 ISM1 NC_056077.1 27880001 27900001 0.37454 0.246919 SG1 ITGAM


0.473685 0.175156 SG2 ITGA8 NC_056077.1 27885001 27905001 0.345916 0.237681 SG1 ITGAM


0.17547 0.263361 SG2 ITGA8 NC_056077.1 27890001 27910001 0.342897 0.280802 SG1 ITGAM


0.348745 0.225476 SG2 ITGA8 NC_056077.1 27895001 27915001 0.239302 0.249994 SG1 ITGAM


0.493802 0.199535 SG2 ITGA8 NC_056077.1 27900001 27920001 0.26848 0.178187 SG1 ITGAM


0.564816 0.187804 SG2 ITGA8 NC_056080.1 63970001 63990001 0.211823 0.349874 SG1 ITGB1BP2;NON


0.349581 0.206721 SG2 ITPRID1 NC_056080.1 63975001 63995001 0.184977 0.303751 SG1 ITGB1BP2;NON


0.279661 0.210618 SG2 ITPRID1 NC_056058.1 56575001 56595001 0.397614 0.252502 SG1 JAKMIP2


0.101167 0.268554 SG2 ITPRID1 NC_056058.1 56580001 56600001 0.414637 0.244661 SG1 JAKMIP2


0.175624 0.201652 SG2 ITPRID1 NC_056057.1 69645001 69665001 0.439528 0.365421 SG1 JAZF1


0.336235 0.149206 SG2 ITPRID1 NC_056057.1 69650001 69670001 0.264491 0.405455 SG1 JAZF1


0.501767 0.186748 SG2 JAZF1 NC_056057.1 69655001 69675001 0.298919 0.440593 SG1 JAZF1


0.483376 0.249685 SG2 JAZF1 NC_056064.1 54395001 54415001 0.262045 0.317007 SG1 JMJD6;MXRA7


0.416667 0.295472 SG2 JAZF1 NC_056064.1 54400001 54420001 0.322715 0.276289 SG1 JMJD6;MXRA7


0.493197 0.246456 SG2 JAZF1 NC_056054.1 33475001 33495001 0.0685333 0.298265 SG1 JUN


0.466366 0.149504 SG2 JMJD1C NC_056054.1 33480001 33500001 0.100796 0.302168 SG1 JUN


0.451751 0.140589 SG2 JMJD1C;NRBF2 NC_056054.1 33485001 33505001 0.188482 0.196837 SG1 JUN


0.483996 0.286726 SG2 KBTBD2 NC_056054.1 189435001 189455001 0.206522 0.213477 SG1 KALRN







0.245126 0.224234 SG2 KCNA5 NC_056054.1 189440001 189460001 0.18257 0.229819 SG1 KALRN


0.500239 0.166059 SG2 KCNA5 NC_056054.1 189445001 189465001 0.164683 0.238463 SG1 KALRN


0.335004 0.170797 SG2 KCNA6 NC_056054.1 189450001 189470001 0.0956801 0.296119 SG1 KALRN


0.433676 0.194544 SG2 KCNA6 NC_056054.1 189455001 189475001 0.107253 0.276424 SG1 KALRN


0.48324 0.154699 SG2 KCNA6 NC_056054.1 189460001 189480001 0.157732 0.25858 SG1 KALRN


0.137037 0.154883 SG2 KCNE2;SMIM11 NC_056054.1 189465001 189485001 0.404935 0.194182 SG1 KALRN


0.211925 0.140964 SG2 KCNE2;SMIM11 NC_056077.1 27735001 27755001 0.46357 0.217002 SG1 KAT8;PRSS36;


0.440955 0.197191 SG2 KCNH8 NC_056055.1 225205001 225225001 0.145331 0.264327 SG1 KCNE4


0.444325 0.261471 SG2 KCNH8 NC_056055.1 225210001 225230001 0.0559228 0.296452 SG1 KCNE4


0.185366 0.146038 SG2 KCNIP4 NC_056054.1 277625001 277645001 0.13204 0.203388 SG1 KCNH8


0.150401 0.159812 SG2 KCNIP4 NC_056054.1 277630001 277650001 0.0818997 0.219033 SG1 KCNH8


0.128093 0.169245 SG2 KCNIP4 NC_056054.1 277635001 277655001 0.113003 0.21989 SG1 KCNH8


0.155604 0.158223 SG2 KCNIP4 NC_056054.1 277640001 277660001 0.171994 0.216617 SG1 KCNH8


0.260387 0.141452 SG2 KCNIP4 NC_056054.1 277645001 277665001 0.230306 0.207225 SG1 KCNH8


0.24063 0.16528 SG2 KCNIP4 NC_056054.1 277650001 277670001 0.257748 0.189552 SG1 KCNH8


0.222354 0.182071 SG2 KCNIP4 NC_056054.1 277655001 277675001 0.261034 0.184378 SG1 KCNH8


0.218033 0.1942 SG2 KCNIP4 NC_056054.1 277670001 277690001 0.169574 0.199044 SG1 KCNH8


0.311283 0.168713 SG2 KCNIP4 NC_056054.1 277675001 277695001 0.127869 0.24101 SG1 KCNH8


0.364083 0.140893 SG2 KCNJ6 NC_056054.1 277680001 277700001 0.305795 0.195146 SG1 KCNH8


0.508578 0.152874 SG2 KCNN3 NC_056065.1 67910001 67930001 0.413473 0.262591 SG1 KCNK2


0.308172 0.147816 SG2 KCTD10;MYO1H NC_056065.1 67915001 67935001 0.302637 0.281395 SG1 KCNK2


0.530287 0.145266 SG2 KIAA1217 NC_056065.1 67920001 67940001 0.38361 0.289365 SG1 KCNK2


0.366963 0.199521 SG2 KIAA1217 NC_056065.1 67925001 67945001 0.38698 0.282968 SG1 KCNK2


0.23331 0.300891 SG2 KIAA1217 NC_056065.1 67930001 67950001 0.421888 0.274564 SG1 KCNK2


0.316841 0.242087 SG2 KIAA1217 NC_056065.1 67935001 67955001 0.452324 0.25427 SG1 KCNK2


0.4451 0.136919 SG2 KIAA1958;LOC101 NC_056065.1 67940001 67960001 0.345804 0.238181 SG1 KCNK2


0.221145 0.140901 SG2 KIAA2026 NC_056065.1 67945001 67965001 0.397825 0.199775 SG1 KCNK2


0.155803 0.161382 SG2 KIAA2026 NC_056074.1 45390001 45410001 0.423938 0.235105 SG1 KCNQ1


0.130259 0.170359 SG2 KIAA2026 NC_056074.1 45395001 45415001 0.382536 0.238605 SG1 KCNQ1


0.0556 0.192404 SG2 KIAA2026 NC_056074.1 45400001 45420001 0.370283 0.232582 SG1 KCNQ1


0.060822 0.189329 SG2 KIAA2026 NC_056074.1 45405001 45425001 0.38773 0.178358 SG1 KCNQ1


0.108006 0.174314 SG2 KIAA2026 NC_056062.1 21935001 21955001 0.414359 0.204528 SG1 KCNQ3







0.145757 0.161134 SG2 KIAA2026;RANBP6NC_056062.1 21940001 21960001 0.451835 0.192253 SG1 KCNQ3


0.410397 0.151859 SG2 KIRREL1 NC_056062.1 21945001 21965001 0.428036 0.241293 SG1 KCNQ3


0.232899 0.188308 SG2 KIRREL1 NC_056063.1 19775001 19795001 0.345435 0.201615 SG1 KCNRG;TRIM


0.316306 0.16277 SG2 KIRREL1 NC_056056.1 127470001 127490001 0.254696 0.219251 SG1 KERA


0.202391 0.1523 SG2 KIRREL3 NC_056066.1 24350001 24370001 0.443728 0.18936 SG1 KIAA1217


0.156963 0.222825 SG2 KITLG NC_056066.1 24355001 24375001 0.329603 0.230824 SG1 KIAA1217


0.186063 0.21097 SG2 KITLG NC_056066.1 24360001 24380001 0.194676 0.265816 SG1 KIAA1217


0.176471 0.160027 SG2 KITLG NC_056066.1 24365001 24385001 0.301898 0.227984 SG1 KIAA1217


0.349039 0.146676 SG2 KITLG NC_056065.1 61445001 61465001 0.414099 0.180082 SG1 KIAA1614


0.441261 0.154704 SG2 KITLG NC_056058.1 6450001 6470001 0.111217 0.213774 SG1 KLF2


0.419939 0.16631 SG2 KITLG NC_056063.1 44635001 44655001 0.341643 0.203132 SG1 KLHL1


0.220657 0.195674 SG2 KITLG NC_056063.1 44640001 44660001 0.391835 0.243931 SG1 KLHL1


0.224306 0.160881 SG2 KITLG NC_056063.1 44645001 44665001 0.421167 0.263153 SG1 KLHL1


0.52212 0.175361 SG2 KLF12 NC_056063.1 44650001 44670001 0.384765 0.224709 SG1 KLHL1


0.300195 0.207063 SG2 KLF12 NC_056063.1 44655001 44675001 0.350921 0.190927 SG1 KLHL1


0.113497 0.216619 SG2 KLF12 NC_056063.1 44665001 44685001 0.375898 0.208668 SG1 KLHL1


0.114806 0.178878 SG2 KLF12 NC_056063.1 44670001 44690001 0.434806 0.273163 SG1 KLHL1


0.560056 0.205552 SG2 KLHL25 NC_056063.1 44675001 44695001 0.447158 0.314378 SG1 KLHL1


0.54902 0.198507 SG2 KLHL25 NC_056063.1 44680001 44700001 0.472211 0.320174 SG1 KLHL1


0.535964 0.161646 SG2 KLHL25 NC_056063.1 44685001 44705001 0.448551 0.288954 SG1 KLHL1


0.541852 0.152086 SG2 KLHL28 NC_056063.1 44690001 44710001 0.422041 0.279784 SG1 KLHL1


0.527414 0.190342 SG2 KLHL32 NC_056063.1 44695001 44715001 0.457005 0.291719 SG1 KLHL1


0.504576 0.197681 SG2 KLHL32 NC_056063.1 44725001 44745001 0.463581 0.278401 SG1 KLHL1


0.522638 0.192446 SG2 KLHL32 NC_056063.1 44750001 44770001 0.409914 0.219517 SG1 KLHL1


0.355707 0.15759 SG2 KLRF2;LOC101102 NC_056063.1 44755001 44775001 0.471833 0.328651 SG1 KLHL1


0.557145 0.136166 SG2 KLRF2;LOC101102 NC_056063.1 44775001 44795001 0.467812 0.313398 SG1 KLHL1


0.535499 0.137539 SG2 KLRF2;LOC101120 NC_056063.1 44780001 44800001 0.442321 0.314407 SG1 KLHL1


0.414857 0.593588 SG2 KRTAP6-1;LOC114NC_056063.1 44785001 44805001 0.475326 0.328507 SG1 KLHL1


0.416753 0.557387 SG2 KRTAP6-1;LOC114NC_056063.1 44795001 44815001 0.485375 0.343762 SG1 KLHL1


0.549101 0.170326 SG2 LAMA2 NC_056063.1 44805001 44825001 0.474444 0.334959 SG1 KLHL1


0.442989 0.18289 SG2 LAMA2 NC_056063.1 44810001 44830001 0.472681 0.336462 SG1 KLHL1


0.494733 0.156551 SG2 LAMA2 NC_056063.1 44815001 44835001 0.481247 0.334825 SG1 KLHL1







0.503865 0.15509 SG2 LAMA2 NC_056063.1 44820001 44840001 0.47736 0.338204 SG1 KLHL1


0.378378 0.25188 SG2 LAMP3 NC_056063.1 44825001 44845001 0.47619 0.341454 SG1 KLHL1


0.50505 0.19341 SG2 LAMP3 NC_056063.1 44830001 44850001 0.473721 0.336081 SG1 KLHL1


0.347039 0.189076 SG2 LANCL2 NC_056063.1 44835001 44855001 0.480668 0.322144 SG1 KLHL1


0.4375 0.168923 SG2 LANCL2 NC_056063.1 44840001 44860001 0.478031 0.322888 SG1 KLHL1


0.55581 0.161075 SG2 LANCL2 NC_056063.1 44845001 44865001 0.488154 0.309139 SG1 KLHL1


0.487555 0.161958 SG2 LCN9 NC_056063.1 44850001 44870001 0.485682 0.315041 SG1 KLHL1


0.522367 0.171137 SG2 LDB2 NC_056063.1 44855001 44875001 0.473549 0.327669 SG1 KLHL1


0.400187 0.261068 SG2 LDB2 NC_056063.1 44860001 44880001 0.479673 0.318457 SG1 KLHL1


0.407894 0.250064 SG2 LDB2 NC_056063.1 44865001 44885001 0.477418 0.322823 SG1 KLHL1


0.388627 0.232122 SG2 LDB2 NC_056063.1 44870001 44890001 0.480983 0.322861 SG1 KLHL1


0.469875 0.159468 SG2 LDB2 NC_056063.1 44875001 44895001 0.482833 0.32421 SG1 KLHL1


0.486135 0.281697 SG2 LDLRAD3 NC_056063.1 44880001 44900001 0.475534 0.342135 SG1 KLHL1


0.403771 0.248263 SG2 LDLRAD3 NC_056063.1 44885001 44905001 0.432936 0.275471 SG1 KLHL1


0.468084 0.195281 SG2 LIN52 NC_056063.1 44890001 44910001 0.39283 0.213292 SG1 KLHL1


0.409143 0.207221 SG2 LIN52 NC_056080.1 118925001 118945001 0.432788 0.394579 SG1 KLHL4


0.57065 0.177373 SG2 LIN52 NC_056080.1 118930001 118950001 0.174333 0.401786 SG1 KLHL4


0.419834 0.161755 SG2 LIN9 NC_056080.1 118935001 118955001 0.115934 0.382886 SG1 KLHL4;LOC10


0.342106 0.237071 SG2 LIN9 NC_056057.1 104400001 104420001 0.338292 0.261368 SG1 KLRG2


0.40408 0.208774 SG2 LIN9 NC_056057.1 104405001 104425001 0.39706 0.32459 SG1 KLRG2


0.544217 0.148438 SG2 LINGO2 NC_056057.1 104410001 104430001 0.412704 0.327291 SG1 KLRG2


0.11715 0.144424 SG2 LMBR1 NC_056077.1 37550001 37570001 0.421689 0.19631 SG1 KPNA7


0.211528 0.149151 SG2 LMBR1 NC_056077.1 37555001 37575001 0.353039 0.219503 SG1 KPNA7


0.2265 0.14 SG2 LMBR1 NC_056061.1 81675001 81695001 0.370715 0.21807 SG1 LDHAL6B;TME


0.236988 0.15609 SG2 LMBR1 NC_056061.1 81680001 81700001 0.356655 0.209392 SG1 LDHAL6B;TME


0.275158 0.173411 SG2 LMBR1 NC_056074.1 38330001 38350001 0.37255 0.18278 SG1 LGALS12


0.558312 0.179476 SG2 LOC101101981 NC_056074.1 38340001 38360001 0.347548 0.185793 SG1 LGALS12;LOC


0.366323 0.173438 SG2 LOC101102109 NC_056074.1 38315001 38335001 0.368677 0.197532 SG1 LGALS12;PLAA


0.35851 0.171363 SG2 LOC101102109 NC_056067.1 48705001 48725001 0.321682 0.247865 SG1 LGALS15


0.150433 0.137817 SG2 LOC101102521;ZNFNC_056067.1 48710001 48730001 0.0562826 0.361749 SG1 LGALS15


0.116133 0.141436 SG2 LOC101102521;ZNFNC_056057.1 47460001 47480001 0.198454 0.251235 SG1 LHFPL3


0.168686 0.186052 SG2 LOC101102719 NC_056057.1 47465001 47485001 0.129909 0.246057 SG1 LHFPL3







0.125732 0.186688 SG2 LOC101102719;LOCNC_056057.1 47480001 47500001 0.108507 0.195069 SG1 LHFPL3


0.372569 0.141533 SG2 LOC101103150 NC_056057.1 47485001 47505001 0.238965 0.210656 SG1 LHFPL3


0.490483 0.203542 SG2 LOC101103150 NC_056057.1 47490001 47510001 0.349208 0.230614 SG1 LHFPL3


0.176411 0.205691 SG2 LOC101103352 NC_056057.1 47495001 47515001 0.44372 0.228216 SG1 LHFPL3


0.239216 0.161232 SG2 LOC101103352 NC_056057.1 47500001 47520001 0.45939 0.220029 SG1 LHFPL3


0.241986 0.145363 SG2 LOC101103352 NC_056057.1 47505001 47525001 0.466306 0.233004 SG1 LHFPL3


0.073572 0.149732 SG2 LOC101103376 NC_056057.1 47510001 47530001 0.460304 0.273491 SG1 LHFPL3


0.151274 0.135878 SG2 LOC101103376 NC_056057.1 47515001 47535001 0.472573 0.313784 SG1 LHFPL3


0.539574 0.14985 SG2 LOC101103726 NC_056057.1 47520001 47540001 0.485716 0.334288 SG1 LHFPL3


0.516715 0.155715 SG2 LOC101103726 NC_056057.1 47525001 47545001 0.472987 0.31197 SG1 LHFPL3


0.305935 0.169864 SG2 LOC101103916;LOCNC_056065.1 60800001 60820001 0.482861 0.241059 SG1 LHX4


0.368197 0.159289 SG2 LOC101103916;LOCNC_056065.1 60805001 60825001 0.45529 0.263071 SG1 LHX4


0.308926 0.183301 SG2 LOC101103916;LOCNC_056065.1 60810001 60830001 0.433932 0.26051 SG1 LHX4


0.252094 0.200244 SG2 LOC101103916;LOCNC_056056.1 62000001 62020001 0.481873 0.2373 SG1 LIMS1


0.219877 0.213138 SG2 LOC101103916;LOCNC_056055.1 97170001 97190001 0.271034 0.199009 SG1 LINGO2


0.442869 0.221595 SG2 LOC101104530 NC_056055.1 97175001 97195001 0.428469 0.317099 SG1 LINGO2


0.455079 0.223868 SG2 LOC101104530 NC_056055.1 97180001 97200001 0.367186 0.323324 SG1 LINGO2


0.444101 0.242708 SG2 LOC101104530 NC_056055.1 97205001 97225001 0.294378 0.367121 SG1 LINGO2


0.43533 0.24878 SG2 LOC101104530 NC_056055.1 97210001 97230001 0.232795 0.302184 SG1 LINGO2


0.387507 0.191016 SG2 LOC101104669 NC_056055.1 97215001 97235001 0.269886 0.330342 SG1 LINGO2


0.405479 0.184682 SG2 LOC101104669;LOCNC_056055.1 97220001 97240001 0.41326 0.332554 SG1 LINGO2


0.391552 0.185003 SG2 LOC101104669;LOCNC_056055.1 97230001 97250001 0.410243 0.202901 SG1 LINGO2


0.155863 0.266735 SG2 LOC101105537 NC_056055.1 97235001 97255001 0.342442 0.178172 SG1 LINGO2


0.144108 0.264871 SG2 LOC101105537 NC_056055.1 97240001 97260001 0.330056 0.207557 SG1 LINGO2


0.17697 0.248109 SG2 LOC101105537 NC_056055.1 97245001 97265001 0.275182 0.221573 SG1 LINGO2


0.24563 0.152164 SG2 LOC101106519 NC_056055.1 97250001 97270001 0.316386 0.263669 SG1 LINGO2


0.168416 0.197293 SG2 LOC101106519 NC_056055.1 97255001 97275001 0.437953 0.181316 SG1 LINGO2


0.434541 0.170935 SG2 LOC101106734 NC_056054.1 117155001 117175001 0.471474 0.200638 SG1 LMX1A


0.094937 0.138211 SG2 LOC101106734 NC_056060.1 32320001 32340001 0.465228 0.317117 SG1 LOC100240716


0.335628 0.169332 SG2 LOC101107188 NC_056060.1 32325001 32345001 0.299146 0.300794 SG1 LOC100240716


0.426703 0.143156 SG2 LOC101107331 NC_056060.1 32330001 32350001 0.266851 0.263519 SG1 LOC100240716


0.411486 0.141697 SG2 LOC101107442 NC_056075.1 42160001 42180001 0.254761 0.235128 SG1 LOC101102109







0.56272 0.13532 SG2 LOC101108092 NC_056075.1 42165001 42185001 0.194532 0.188676 SG1 LOC101102109


0.466467 0.176288 SG2 LOC101108092;LOCNC_056057.1 89940001 89960001 0.321365 0.208917 SG1 LOC101102143


0.385179 0.183643 SG2 LOC101108092;LOCNC_056057.1 89945001 89965001 0.446328 0.17835 SG1 LOC101102143


0.539216 0.160224 SG2 LOC101108131 NC_056067.1 38560001 38580001 0.111979 0.280894 SG1 LOC101102413


0.157392 0.277716 SG2 LOC101109214 NC_056067.1 38565001 38585001 0.063341 0.307392 SG1 LOC101102413


0.15076 0.270369 SG2 LOC101109214 NC_056067.1 38555001 38575001 0.366266 0.184449 SG1 LOC101102413


0.221015 0.22675 SG2 LOC101109214 NC_056073.1 29865001 29885001 0.220162 0.272246 SG1 LOC101102593


0.230672 0.2246 SG2 LOC101109214 NC_056073.1 29870001 29890001 0.24827 0.209265 SG1 LOC101102593


0.297454 0.196084 SG2 LOC101109214 NC_056072.1 20185001 20205001 0.451134 0.173614 SG1 LOC101102845


0.437114 0.137445 SG2 LOC101109422 NC_056072.1 20190001 20210001 0.442122 0.213147 SG1 LOC101102845


0.281155 0.334094 SG2 LOC101109476 NC_056072.1 20195001 20215001 0.438568 0.230075 SG1 LOC101102845


0.112683 0.421098 SG2 LOC101109476 NC_056072.1 20200001 20220001 0.46735 0.247744 SG1 LOC101102845


0.040541 0.453918 SG2 LOC101109476;LOCNC_056067.1 50375001 50395001 0.264211 0.375648 SG1 LOC101103174


0.178448 0.360283 SG2 LOC101109476;LOCNC_056067.1 50380001 50400001 0.310755 0.348633 SG1 LOC101103174


0.30016 0.264217 SG2 LOC101109476;LOCNC_056056.1 150530001 150550001 0.434771 0.197364 SG1 LOC101103222


0.479775 0.150906 SG2 LOC101109476;LOCNC_056056.1 150535001 150555001 0.321543 0.254704 SG1 LOC101103222


0.417577 0.175046 SG2 LOC101109728 NC_056056.1 150540001 150560001 0.395809 0.269518 SG1 LOC101103222


0.379341 0.13681 SG2 LOC101110107 NC_056066.1 66415001 66435001 0.0990099 0.234195 SG1 LOC101103339


0.34082 0.183361 SG2 LOC101110107 NC_056066.1 66450001 66470001 0.464137 0.210778 SG1 LOC101103339


0.362016 0.171496 SG2 LOC101110107 NC_056066.1 66455001 66475001 0.315079 0.254801 SG1 LOC101103339


0.441514 0.179953 SG2 LOC101110450 NC_056066.1 66425001 66445001 0.198291 0.198246 SG1 LOC101103339


0.368622 0.157187 SG2 LOC101110450 NC_056067.1 50385001 50405001 0.289902 0.341347 SG1 LOC101103343


0.374736 0.149801 SG2 LOC101110450 NC_056067.1 50390001 50410001 0.309243 0.331431 SG1 LOC101103343


0.347262 0.145462 SG2 LOC101110478 NC_056067.1 50410001 50430001 0.220841 0.275586 SG1 LOC101103343


0.234443 0.154905 SG2 LOC101110478 NC_056073.1 29855001 29875001 0.349075 0.266991 SG1 LOC101103354


0.132889 0.146466 SG2 LOC101110478 NC_056072.1 53185001 53205001 0.455043 0.195666 SG1 LOC101103766


0.07702 0.164062 SG2 LOC101110478 NC_056073.1 28955001 28975001 0.308936 0.187343 SG1 LOC101104643


0.227799 0.179448 SG2 LOC101110478 NC_056059.1 89810001 89830001 0.309138 0.22407 SG1 LOC101104661


0.395192 0.243283 SG2 LOC101110773;RX NC_056069.1 62635001 62655001 0.391335 0.187963 SG1 LOC101105188


0.310606 0.278133 SG2 LOC101110773;RX NC_056069.1 62640001 62660001 0.28549 0.214526 SG1 LOC101105188


0.498475 0.170341 SG2 LOC101110823 NC_056069.1 62645001 62665001 0.237646 0.230349 SG1 LOC101105188


0.517605 0.141899 SG2 LOC101110823 NC_056069.1 62650001 62670001 0.253918 0.273322 SG1 LOC101105188







0.477753 0.151186 SG2 LOC101110823 NC_056069.1 62655001 62675001 0.309813 0.291411 SG1 LOC101105188


0.495972 0.171202 SG2 LOC101111101 NC_056069.1 62660001 62680001 0.339209 0.273029 SG1 LOC101105188


0.498556 0.191743 SG2 LOC101111610 NC_056069.1 62665001 62685001 0.395395 0.238891 SG1 LOC101105188


0.353884 0.241869 SG2 LOC101111610 NC_056055.1 89920001 89940001 0.440855 0.276311 SG1 LOC101105632


0.522513 0.186541 SG2 LOC101111610;LOCNC_056055.1 38215001 38235001 0.345395 0.25084 SG1 LOC101106139


0.487664 0.135505 SG2 LOC101111863;LOCNC_056055.1 38205001 38225001 0.235385 0.246752 SG1 LOC101106139


0.458106 0.16375 SG2 LOC101111863;LOCNC_056055.1 38210001 38230001 0.263087 0.263277 SG1 LOC101106139


0.184069 0.145458 SG2 LOC101111980;MYNC_056055.1 38220001 38240001 0.472348 0.245143 SG1 LOC101106395


0.34997 0.166944 SG2 LOC101111980;MYNC_056056.1 7585001 7605001 0.157546 0.2791 SG1 LOC101106416


0.419723 0.356223 SG2 LOC101112274;LOCNC_056056.1 7590001 7610001 0.130458 0.285611 SG1 LOC101106416


0.395833 0.300203 SG2 LOC101112274;LOCNC_056055.1 147600001 147620001 0.429799 0.218199 SG1 LOC101106492


0.483348 0.199625 SG2 LOC101112526 NC_056055.1 147605001 147625001 0.428387 0.19201 SG1 LOC101106492


0.331566 0.195721 SG2 LOC101112889 NC_056060.1 22145001 22165001 0.204884 0.179238 SG1 LOC101106528


0.382232 0.158654 SG2 LOC101112889 NC_056072.1 55735001 55755001 0.329166 0.437654 SG1 LOC101106751


0.421052 0.169445 SG2 LOC101112889 NC_056072.1 55740001 55760001 0.336957 0.462019 SG1 LOC101106751


0.505444 0.146838 SG2 LOC101112889 NC_056072.1 55745001 55765001 0.316394 0.433802 SG1 LOC101106751


0.081266 0.139519 SG2 LOC101113073;LOCNC_056072.1 55750001 55770001 0.334035 0.373914 SG1 LOC101106751


0.059001 0.140563 SG2 LOC101113073;LOCNC_056072.1 55755001 55775001 0.437074 0.254204 SG1 LOC101106751


0.043042 0.159003 SG2 LOC101113335 NC_056072.1 55775001 55795001 0.447848 0.18552 SG1 LOC101106751


0.036461 0.161861 SG2 LOC101113335 NC_056072.1 55780001 55800001 0.468821 0.262947 SG1 LOC101106751


0.036514 0.155991 SG2 LOC101113761 NC_056072.1 55785001 55805001 0.476281 0.285863 SG1 LOC101106751


0.073088 0.148789 SG2 LOC101113761 NC_056072.1 55730001 55750001 0.402321 0.343627 SG1 LOC101106751


0.477646 0.166098 SG2 LOC101113819 NC_056067.1 58410001 58430001 0.483292 0.267966 SG1 LOC101107382


0.22193 0.216365 SG2 LOC101113881 NC_056067.1 58415001 58435001 0.414881 0.343298 SG1 LOC101107382


0.306985 0.197645 SG2 LOC101113881 NC_056067.1 58420001 58440001 0.398937 0.394945 SG1 LOC101107382


0.53127 0.178925 SG2 LOC101114011 NC_056056.1 163980001 164000001 0.391679 0.207798 SG1 LOC101107433


0.336662 0.191654 SG2 LOC101114011;LOCNC_056056.1 163985001 164005001 0.368897 0.235422 SG1 LOC101107433


0.359127 0.229552 SG2 LOC101114926 NC_056056.1 163990001 164010001 0.331531 0.205319 SG1 LOC101107433


0.413637 0.216253 SG2 LOC101114926 NC_056063.1 21970001 21990001 0.427439 0.220923 SG1 LOC101107613


0.426335 0.238446 SG2 LOC101114926 NC_056080.1 116255001 116275001 0.472835 0.343631 SG1 LOC101108113


0.472729 0.209886 SG2 LOC101114926 NC_056080.1 116260001 116280001 0.462927 0.342633 SG1 LOC101108113


0.055413 0.264268 SG2 LOC101114941 NC_056080.1 116265001 116285001 0.467634 0.340168 SG1 LOC101108113







0.544464 0.140002 SG2 LOC101115135 NC_056080.1 116270001 116290001 0.465397 0.353801 SG1 LOC101108113


0.236569 0.176167 SG2 LOC101115135 NC_056080.1 116275001 116295001 0.473819 0.337789 SG1 LOC101108113


0.2083 0.187609 SG2 LOC101115135 NC_056080.1 116315001 116335001 0.487015 0.279802 SG1 LOC101108113


0.25621 0.210156 SG2 LOC101115135 NC_056080.1 116320001 116340001 0.440251 0.173468 SG1 LOC101108113


0.293268 0.221408 SG2 LOC101115135 NC_056058.1 8450001 8470001 0.420016 0.220279 SG1 LOC101108306


0.488964 0.140858 SG2 LOC101115135 NC_056058.1 8445001 8465001 0.228684 0.249836 SG1 LOC101108306


0.132138 0.267684 SG2 LOC101115542 NC_056056.1 217575001 217595001 0.391727 0.192261 SG1 LOC101108561


0.178293 0.245862 SG2 LOC101115542 NC_056054.1 166160001 166180001 0.235408 0.203547 SG1 LOC101108803


0.134498 0.264779 SG2 LOC101115542 NC_056054.1 166165001 166185001 0.272877 0.273228 SG1 LOC101108803


0.078243 0.291475 SG2 LOC101115542 NC_056054.1 166170001 166190001 0.234828 0.335669 SG1 LOC101108803


0.085396 0.288521 SG2 LOC101115542 NC_056054.1 166175001 166195001 0.175186 0.353463 SG1 LOC101108803


0.5536 0.245319 SG2 LOC101115849 NC_056054.1 166180001 166200001 0.0988391 0.380981 SG1 LOC101108803


0.541851 0.298311 SG2 LOC101115983 NC_056054.1 166200001 166220001 0.0690219 0.204857 SG1 LOC101108803


0.433784 0.165476 SG2 LOC101116064;RC NC_056054.1 166235001 166255001 0.4296 0.201819 SG1 LOC101108803


0.174433 0.13914 SG2 LOC101116122 NC_056054.1 166260001 166280001 0.269163 0.305085 SG1 LOC101108803


0.167082 0.146411 SG2 LOC101116122 NC_056054.1 166265001 166285001 0.199149 0.333122 SG1 LOC101108803


0.440365 0.174164 SG2 LOC101116641;LOCNC_056054.1 166270001 166290001 0.283912 0.327976 SG1 LOC101108803


0.475424 0.136729 SG2 LOC101116843;RC NC_056066.1 3510001 3530001 0.355861 0.232574 SG1 LOC101109032


0.485668 0.135847 SG2 LOC101116843;RC NC_056066.1 3515001 3535001 0.192861 0.262 SG1 LOC101109032


0.474459 0.150745 SG2 LOC101116843;RC NC_056066.1 3520001 3540001 0.127216 0.26816 SG1 LOC101109032


0.470444 0.153267 SG2 LOC101116843;RC NC_056066.1 3525001 3545001 0.173404 0.245825 SG1 LOC101109032


0.451885 0.151176 SG2 LOC101117851 NC_056066.1 3530001 3550001 0.162379 0.215183 SG1 LOC101109032


0.395272 0.161214 SG2 LOC101117851 NC_056080.1 72330001 72350001 0.214679 0.183257 SG1 LOC101109338


0.475248 0.15581 SG2 LOC101117851 NC_056076.1 2415001 2435001 0.482759 0.321423 SG1 LOC101109407


0.373698 0.184339 SG2 LOC101118202 NC_056076.1 2420001 2440001 0.433321 0.310271 SG1 LOC101109407


0.415941 0.22292 SG2 LOC101120033 NC_056055.1 149840001 149860001 0.31579 0.194347 SG1 LOC101109941


0.291764 0.269922 SG2 LOC101120033 NC_056055.1 149845001 149865001 0.351495 0.185548 SG1 LOC101109941


0.364529 0.276174 SG2 LOC101120033 NC_056055.1 149855001 149875001 0.421095 0.183096 SG1 LOC101109941


0.493888 0.275951 SG2 LOC101120033 NC_056055.1 149860001 149880001 0.4429 0.174868 SG1 LOC101109941


0.525525 0.184776 SG2 LOC101120033 NC_056055.1 149865001 149885001 0.427524 0.192051 SG1 LOC101109941


0.545939 0.139184 SG2 LOC101120067 NC_056055.1 149870001 149890001 0.418239 0.190772 SG1 LOC101109941


0.552611 0.229531 SG2 LOC101120341 NC_056055.1 149875001 149895001 0.268333 0.177406 SG1 LOC101109941







0.316411 0.212018 SG2 LOC101120341 NC_056055.1 149880001 149900001 0.10625 0.189053 SG1 LOC101109941


0.308737 0.178249 SG2 LOC101120341 NC_056055.1 149885001 149905001 0.0900734 0.178683 SG1 LOC101109941


0.51574 0.143305 SG2 LOC101120341 NC_056055.1 149890001 149910001 0.115385 0.1907 SG1 LOC101109941


0.518286 0.135437 SG2 LOC101120408 NC_056055.1 149895001 149915001 0.189642 0.221304 SG1 LOC101109941


0.554479 0.13522 SG2 LOC101120408 NC_056055.1 149900001 149920001 0.321453 0.236609 SG1 LOC101109941


0.229838 0.170741 SG2 LOC101120482 NC_056055.1 149905001 149925001 0.354226 0.232704 SG1 LOC101109941


0.479009 0.148701 SG2 LOC101121400 NC_056055.1 149910001 149930001 0.406596 0.23878 SG1 LOC101109941


0.369016 0.165888 SG2 LOC101121400 NC_056055.1 149915001 149935001 0.419201 0.228619 SG1 LOC101109941


0.322342 0.175804 SG2 LOC101121400 NC_056055.1 149920001 149940001 0.414197 0.218839 SG1 LOC101109941


0.107277 0.144501 SG2 LOC101122097 NC_056055.1 149925001 149945001 0.412519 0.211055 SG1 LOC101109941


0.070738 0.150517 SG2 LOC101122097 NC_056055.1 149930001 149950001 0.427835 0.205507 SG1 LOC101109941


0.070211 0.15348 SG2 LOC101122097 NC_056055.1 149935001 149955001 0.442802 0.212432 SG1 LOC101109941


0.246436 0.433138 SG2 LOC101122163 NC_056055.1 149940001 149960001 0.441098 0.226046 SG1 LOC101109941


0.295973 0.424499 SG2 LOC101122163 NC_056055.1 149945001 149965001 0.444211 0.262348 SG1 LOC101109941


0.551501 0.350669 SG2 LOC101122163 NC_056055.1 149950001 149970001 0.45648 0.245389 SG1 LOC101109941


0.127702 0.179464 SG2 LOC101122595 NC_056055.1 149955001 149975001 0.425993 0.218843 SG1 LOC101109941


0.084644 0.153745 SG2 LOC101122595 NC_056067.1 60895001 60915001 0.480747 0.188825 SG1 LOC101109994


0.47486 0.153609 SG2 LOC101122932 NC_056054.1 269915001 269935001 0.0738982 0.282488 SG1 LOC101110116


0.567283 0.137106 SG2 LOC101122932 NC_056080.1 118940001 118960001 0.110479 0.35031 SG1 LOC101110213


0.530343 0.14294 SG2 LOC101122932 NC_056080.1 118945001 118965001 0.109252 0.266287 SG1 LOC101110213


0.560655 0.140156 SG2 LOC101122932 NC_056080.1 118950001 118970001 0.18552 0.237979 SG1 LOC101110213


0.25766 0.229352 SG2 LOC101122932;RPLNC_056056.1 185750001 185770001 0.170128 0.184109 SG1 LOC101110225


0.324715 0.20503 SG2 LOC101122932;ZNFNC_056056.1 185755001 185775001 0.124235 0.262975 SG1 LOC101110225


0.507264 0.160813 SG2 LOC101122932;ZNFNC_056056.1 185760001 185780001 0.0673845 0.279309 SG1 LOC101110225


0.501428 0.156939 SG2 LOC101122983 NC_056058.1 39550001 39570001 0.370504 0.257111 SG1 LOC101110587


0.511715 0.173175 SG2 LOC101122983 NC_056080.1 119880001 119900001 0.430548 0.42845 SG1 LOC101110741


0.529083 0.152459 SG2 LOC101122983 NC_056080.1 119885001 119905001 0.434263 0.401406 SG1 LOC101110741


0.466425 0.225225 SG2 LOC101122983 NC_056080.1 119890001 119910001 0.463247 0.31109 SG1 LOC101110741


0.435081 0.196716 SG2 LOC101122983;LOCNC_056080.1 119895001 119915001 0.446913 0.178663 SG1 LOC101110741


0.449026 0.204511 SG2 LOC101122983;LOCNC_056058.1 37870001 37890001 0.452237 0.185502 SG1 LOC101110938


0.505852 0.150455 SG2 LOC101122983;LOCNC_056067.1 61290001 61310001 0.487298 0.211937 SG1 LOC101111046


0.561571 0.166461 SG2 LOC101122984;LOCNC_056054.1 10810001 10830001 0.324786 0.210699 SG1 LOC101111060







0.478767 0.18079 SG2 LOC101122984;RH NC_056054.1 97210001 97230001 0.240902 0.549929 SG1 LOC101112189


0.062149 0.145964 SG2 LOC101123149;LOCNC_056054.1 97215001 97235001 0.308682 0.52388 SG1 LOC101112189


0.393413 0.292446 SG2 LOC101123288 NC_056054.1 97220001 97240001 0.473479 0.438394 SG1 LOC101112189


0.367839 0.255983 SG2 LOC101123288 NC_056054.1 97730001 97750001 0.472972 0.188542 SG1 LOC101112864


0.518067 0.139794 SG2 LOC101123629 NC_056054.1 97735001 97755001 0.248951 0.215798 SG1 LOC101112864


0.430027 0.146067 SG2 LOC101123629 NC_056080.1 77355001 77375001 0.341066 0.436313 SG1 LOC101112957


0.329714 0.136364 SG2 LOC101123629 NC_056080.1 77360001 77380001 0.270554 0.382251 SG1 LOC101112957


0.382505 0.141414 SG2 LOC101123629 NC_056080.1 77365001 77385001 0.204724 0.396833 SG1 LOC101112957


0.316917 0.163152 SG2 LOC105601990;LOCNC_056080.1 77370001 77390001 0.190514 0.36592 SG1 LOC101112957


0.188961 0.202823 SG2 LOC105601990;LOCNC_056080.1 77375001 77395001 0.205218 0.408044 SG1 LOC101112957


0.178172 0.210232 SG2 LOC105601990;LOCNC_056056.1 164780001 164800001 0.452058 0.217183 SG1 LOC101113142


0.187036 0.189665 SG2 LOC105601990;LOCNC_056056.1 164785001 164805001 0.384063 0.207076 SG1 LOC101113142


0.252796 0.156499 SG2 LOC105601990;LOCNC_056059.1 103720001 103740001 0.260319 0.202002 SG1 LOC101113239


0.263354 0.161554 SG2 LOC105601990;LOCNC_056059.1 103725001 103745001 0.30534 0.217045 SG1 LOC101113239


0.339432 0.151484 SG2 LOC105601990;LOCNC_056070.1 63530001 63550001 0.361192 0.187851 SG1 LOC101113276


0.386548 0.150612 SG2 LOC105601990;LOCNC_056070.1 63535001 63555001 0.404922 0.268043 SG1 LOC101113276


0.493435 0.141607 SG2 LOC105601990;LOCNC_056057.1 106795001 106815001 0.483352 0.361291 SG1 LOC101113672


0.447346 0.154079 SG2 LOC105601990;LOCNC_056057.1 106800001 106820001 0.327993 0.318556 SG1 LOC101113672


0.447405 0.158048 SG2 LOC105601990;LOCNC_056057.1 106805001 106825001 0.151459 0.189779 SG1 LOC101113672


0.45177 0.147608 SG2 LOC105601990;LOCNC_056072.1 12720001 12740001 0.477385 0.298002 SG1 LOC101113800


0.439277 0.243878 SG2 LOC105603310 NC_056072.1 12725001 12745001 0.334626 0.29726 SG1 LOC101113800


0.439159 0.248562 SG2 LOC105603310 NC_056072.1 12730001 12750001 0.199835 0.302394 SG1 LOC101113800


0.438322 0.248632 SG2 LOC105603310 NC_056072.1 12735001 12755001 0.0695708 0.183161 SG1 LOC101113800


0.43824 0.248766 SG2 LOC105603310 NC_056072.1 12755001 12775001 0.128125 0.201826 SG1 LOC101113800


0.437029 0.251278 SG2 LOC105603310 NC_056077.1 19950001 19970001 0.196366 0.173447 SG1 LOC101114079


0.438221 0.247346 SG2 LOC105603310 NC_056077.1 19955001 19975001 0.161463 0.192996 SG1 LOC101114079


0.439613 0.245729 SG2 LOC105603310 NC_056077.1 20070001 20090001 0.429179 0.173544 SG1 LOC101114079


0.535387 0.181903 SG2 LOC105603310 NC_056068.1 24850001 24870001 0.36942 0.174613 SG1 LOC101114973


0.234043 0.152447 SG2 LOC105603383 NC_056068.1 24855001 24875001 0.355058 0.18803 SG1 LOC101114973


0.040369 0.186061 SG2 LOC105605206;VE NC_056067.1 62120001 62140001 0.403611 0.298828 SG1 LOC101115398


0.090064 0.159338 SG2 LOC105605206;VE NC_056067.1 62125001 62145001 0.320634 0.228223 SG1 LOC101115398


0.334817 0.142229 SG2 LOC105605761 NC_056067.1 62130001 62150001 0.385435 0.216708 SG1 LOC101115398







0.490843 0.20354 SG2 LOC105605821 NC_056067.1 62200001 62220001 0.21427 0.194902 SG1 LOC101116169


0.516128 0.183268 SG2 LOC105605821 NC_056067.1 62195001 62215001 0.267857 0.212131 SG1 LOC101116169


0.536558 0.218275 SG2 LOC105605908 NC_056066.1 62650001 62670001 0.382161 0.39361 SG1 LOC101116248


0.392475 0.186482 SG2 LOC105610665;PRRNC_056066.1 62655001 62675001 0.448129 0.339681 SG1 LOC101116248


0.347772 0.184821 SG2 LOC105610665;QSENC_056066.1 62660001 62680001 0.420833 0.320127 SG1 LOC101116248


0.128547 0.147835 SG2 LOC105610665;QSENC_056054.1 63790001 63810001 0.298295 0.211532 SG1 LOC101116267


0.155153 0.151126 SG2 LOC105610665;QSENC_056054.1 63795001 63815001 0.429825 0.209624 SG1 LOC101116267


0.411457 0.153719 SG2 LOC105611265 NC_056067.1 65640001 65660001 0.165211 0.232946 SG1 LOC101116597


0.381137 0.149148 SG2 LOC105611265 NC_056056.1 164210001 164230001 0.1885 0.224951 SG1 LOC101116977


0.394821 0.139415 SG2 LOC105611265;PARNC_056056.1 164215001 164235001 0.165092 0.281095 SG1 LOC101116977


0.211907 0.164558 SG2 LOC105612445 NC_056057.1 108445001 108465001 0.0960496 0.234756 SG1 LOC101117413


0.223255 0.161822 SG2 LOC105612445 NC_056059.1 85400001 85420001 0.389318 0.212419 SG1 LOC101118189


0.177815 0.174567 SG2 LOC105612445 NC_056059.1 85405001 85425001 0.292539 0.335738 SG1 LOC101118189


0.488729 0.157968 SG2 LOC105612728 NC_056059.1 85410001 85430001 0.308351 0.3711 SG1 LOC101118189


0.570596 0.172791 SG2 LOC105612852;RG NC_056059.1 85415001 85435001 0.334607 0.353857 SG1 LOC101118189


0.414174 0.169618 SG2 LOC105614340 NC_056074.1 38190001 38210001 0.308686 0.181941 SG1 LOC101119087


0.396781 0.169852 SG2 LOC105614340 NC_056074.1 38195001 38215001 0.23386 0.215091 SG1 LOC101119087


0.220345 0.253426 SG2 LOC105614844 NC_056074.1 38200001 38220001 0.298095 0.233015 SG1 LOC101119087


0.367617 0.179656 SG2 LOC105614844 NC_056074.1 38205001 38225001 0.35234 0.214601 SG1 LOC101119087


0.057151 0.313485 SG2 LOC105616258 NC_056068.1 47560001 47580001 0.338341 0.188653 SG1 LOC101119418


0.144965 0.252858 SG2 LOC105616258 NC_056077.1 26910001 26930001 0.417008 0.28764 SG1 LOC101119435


0.327618 0.189108 SG2 LOC105616258 NC_056054.1 66245001 66265001 0.403965 0.221645 SG1 LOC101119517


0.513122 0.226988 SG2 LOC105616258 NC_056054.1 66250001 66270001 0.435573 0.229335 SG1 LOC101119517


0.570162 0.147714 SG2 LOC106990358 NC_056054.1 66260001 66280001 0.184842 0.296848 SG1 LOC101119773


0.403818 0.198718 SG2 LOC106990358 NC_056054.1 66265001 66285001 0.329166 0.180675 SG1 LOC101119773


0.296023 0.135726 SG2 LOC106990481 NC_056074.1 38345001 38365001 0.383855 0.256753 SG1 LOC101120029


0.389928 0.166366 SG2 LOC106991342 NC_056074.1 38350001 38370001 0.415423 0.292887 SG1 LOC101120029


0.497736 0.243429 SG2 LOC114109004 NC_056074.1 38355001 38375001 0.351375 0.307809 SG1 LOC101120029


0.533632 0.296783 SG2 LOC114109004 NC_056074.1 38360001 38380001 0.31974 0.300963 SG1 LOC101120029


0.27128 0.289416 SG2 LOC114109004;ZNFNC_056074.1 38365001 38385001 0.326252 0.273281 SG1 LOC101120029


0.233734 0.25235 SG2 LOC114109004;ZNFNC_056074.1 38370001 38390001 0.231527 0.204605 SG1 LOC101120029


0.324091 0.194642 SG2 LOC114109004;ZNFNC_056074.1 38375001 38395001 0.174253 0.191265 SG1 LOC101120029







0.365543 0.266975 SG2 LOC114109004;ZNFNC_056074.1 38380001 38400001 0.0909091 0.219415 SG1 LOC101120029


0.431052 0.20573 SG2 LOC114109057 NC_056068.1 38950001 38970001 0.47629 0.362932 SG1 LOC101120269


0.426052 0.209624 SG2 LOC114109057 NC_056080.1 111440001 111460001 0.383616 0.279412 SG1 LOC101120496


0.436277 0.194189 SG2 LOC114109057 NC_056080.1 111445001 111465001 0.212163 0.342995 SG1 LOC101120496


0.281334 0.143234 SG2 LOC114109112 NC_056058.1 39555001 39575001 0.347724 0.259283 SG1 LOC101120664


0.299088 0.155735 SG2 LOC114109112 NC_056058.1 39560001 39580001 0.30871 0.261239 SG1 LOC101120664


0.350302 0.262926 SG2 LOC114109119 NC_056058.1 39565001 39585001 0.243587 0.229085 SG1 LOC101120664


0.338068 0.277632 SG2 LOC114109119 NC_056058.1 39570001 39590001 0.267916 0.174617 SG1 LOC101120664


0.396964 0.245627 SG2 LOC114109119 NC_056080.1 103265001 103285001 0.0752476 0.273782 SG1 LOC101120813


0.327689 0.253977 SG2 LOC114109119 NC_056080.1 103270001 103290001 0.0707568 0.284898 SG1 LOC101120813


0.433926 0.244465 SG2 LOC114111370 NC_056080.1 103275001 103295001 0.076966 0.241205 SG1 LOC101120813


0.365546 0.251981 SG2 LOC114111370 NC_056080.1 103280001 103300001 0.112516 0.242821 SG1 LOC101120813


0.316967 0.237967 SG2 LOC114111370 NC_056055.1 82340001 82360001 0.361316 0.275865 SG1 LOC101120890


0.27908 0.252447 SG2 LOC114111370 NC_056055.1 82345001 82365001 0.230442 0.277842 SG1 LOC101120890


0.3943 0.213253 SG2 LOC114111378 NC_056055.1 82350001 82370001 0.124002 0.24326 SG1 LOC101120890


0.457109 0.206483 SG2 LOC114111378 NC_056055.1 82355001 82375001 0.3772 0.208623 SG1 LOC101120890


0.541254 0.138435 SG2 LOC114111425 NC_056067.1 61785001 61805001 0.380752 0.420647 SG1 LOC101120904


0.520635 0.139719 SG2 LOC114111425 NC_056073.1 28930001 28950001 0.401761 0.183044 SG1 LOC101121555


0.431745 0.165702 SG2 LOC114111502 NC_056073.1 28935001 28955001 0.366184 0.180686 SG1 LOC101121810


0.491528 0.17825 SG2 LOC114111502 NC_056073.1 28940001 28960001 0.378408 0.201368 SG1 LOC101121810


0.504515 0.525219 SG2 LOC114113316 NC_056073.1 28945001 28965001 0.295718 0.208386 SG1 LOC101121810


0.526365 0.50219 SG2 LOC114113348 NC_056057.1 107615001 107635001 0.284953 0.239244 SG1 LOC101122103


0.552174 0.152629 SG2 LOC114118023 NC_056057.1 107620001 107640001 0.1162 0.283461 SG1 LOC101122103


0.542752 0.138304 SG2 LOC121816623 NC_056071.1 45655001 45675001 0.386188 0.351031 SG1 LOC101122138


0.537117 0.258049 SG2 LOC121816819 NC_056071.1 45660001 45680001 0.379688 0.291427 SG1 LOC101122138


0.555113 0.145203 SG2 LOC121816819;NPRNC_056071.1 45665001 45685001 0.294314 0.224505 SG1 LOC101122138


0.079888 0.157418 SG2 LOC121817141 NC_056071.1 45670001 45690001 0.385356 0.185643 SG1 LOC101122138


0.066773 0.153175 SG2 LOC121817141 NC_056072.1 55720001 55740001 0.335851 0.271618 SG1 LOC101122224


0.327354 0.187147 SG2 LOC121817630 NC_056072.1 55725001 55745001 0.332284 0.283374 SG1 LOC101122224


0.493409 0.200078 SG2 LOC121818333 NC_056063.1 22885001 22905001 0.301134 0.186306 SG1 LOC101122286


0.47892 0.182409 SG2 LOC121818333 NC_056063.1 22890001 22910001 0.20208 0.180081 SG1 LOC101122286


0.142415 0.137201 SG2 LOC121818807;STKNC_056072.1 52165001 52185001 0.372702 0.247203 SG1 LOC101122312







0.489362 0.366037 SG2 LRGUK NC_056072.1 52170001 52190001 0.236673 0.231634 SG1 LOC101122312


0.481013 0.191572 SG2 LRRFIP2 NC_056057.1 107690001 107710001 0.0625324 0.183794 SG1 LOC101122351


0.519204 0.190696 SG2 LRRFIP2 NC_056059.1 85555001 85575001 0.436409 0.369618 SG1 LOC101122788


0.511674 0.147565 SG2 LRRFIP2 NC_056059.1 85560001 85580001 0.326669 0.322051 SG1 LOC101122788


0.475915 0.150084 SG2 LSM14A NC_056059.1 85705001 85725001 0.330827 0.193262 SG1 LOC101123042


0.497435 0.144842 SG2 LSM14A NC_056059.1 85710001 85730001 0.271614 0.212631 SG1 LOC101123042


0.509017 0.145045 SG2 LSM14A NC_056059.1 85715001 85735001 0.283151 0.210278 SG1 LOC101123042


0.548562 0.138639 SG2 LSM14A NC_056059.1 85720001 85740001 0.372415 0.194009 SG1 LOC101123042


0.41545 0.138698 SG2 LSM8 NC_056059.1 85725001 85745001 0.252232 0.232393 SG1 LOC101123042


0.117534 0.139053 SG2 MACROD2 NC_056061.1 12830001 12850001 0.425001 0.182684 SG1 LOC101123128


0.129799 0.143102 SG2 MACROD2 NC_056080.1 54715001 54735001 0.401666 0.178571 SG1 LOC101123606


0.136391 0.143313 SG2 MACROD2 NC_056080.1 54720001 54740001 0.466387 0.185374 SG1 LOC101123606


0.569589 0.146166 SG2 MADD NC_056080.1 54725001 54745001 0.480493 0.177551 SG1 LOC101123606


0.202462 0.170635 SG2 MAFF;TMEM184B NC_056055.1 89915001 89935001 0.409718 0.277161 SG1 LOC105601956


0.367906 0.160629 SG2 MAFF;TMEM184B NC_056067.1 58445001 58465001 0.482873 0.347252 SG1 LOC105601988


0.268258 0.147811 SG2 MAGI2 NC_056067.1 58450001 58470001 0.437499 0.29513 SG1 LOC105601988


0.225434 0.143595 SG2 MAML3 NC_056054.1 218435001 218455001 0.430045 0.209507 SG1 LOC105605201


0.224342 0.142774 SG2 MAML3 NC_056054.1 218440001 218460001 0.386397 0.204883 SG1 LOC105605201


0.505695 0.207757 SG2 MAP2 NC_056054.1 218445001 218465001 0.308197 0.203523 SG1 LOC105605201


0.562964 0.167749 SG2 MAP2 NC_056067.1 61740001 61760001 0.387631 0.42887 SG1 LOC105605833


0.089403 0.178727 SG2 MARCHF4 NC_056054.1 17995001 18015001 0.127079 0.198989 SG1 LOC105607154


0.267267 0.240902 SG2 MAST4 NC_056055.1 101390001 101410001 0.409321 0.190251 SG1 LOC105608482


0.235542 0.270707 SG2 MAST4 NC_056055.1 101395001 101415001 0.449429 0.179094 SG1 LOC105608482


0.189831 0.279476 SG2 MAST4 NC_056054.1 25995001 26015001 0.394174 0.236285 SG1 LOC105609515


0.198432 0.255374 SG2 MAST4 NC_056061.1 55960001 55980001 0.472614 0.189462 SG1 LOC105610726


0.502518 0.175123 SG2 MAST4 NC_056056.1 207395001 207415001 0.404302 0.1777 SG1 LOC105612575


0.545246 0.23227 SG2 MAST4 NC_056056.1 207405001 207425001 0.255682 0.180571 SG1 LOC105612575


0.52782 0.161649 SG2 MASTL NC_056073.1 34360001 34380001 0.484127 0.187514 SG1 LOC105613815


0.226811 0.33225 SG2 MASTL;YME1L1 NC_056073.1 34365001 34385001 0.469636 0.209064 SG1 LOC105613815


0.503209 0.232167 SG2 MASTL;YME1L1 NC_056073.1 26850001 26870001 0.178245 0.247774 SG1 LOC106990117


0.334829 0.164286 SG2 MC3R NC_056073.1 26855001 26875001 0.0987471 0.230135 SG1 LOC106990117


0.431084 0.139456 SG2 MC3R NC_056059.1 89815001 89835001 0.44901 0.251449 SG1 LOC114108665







0.148387 0.146262 SG2 MC5R;RNMT NC_056059.1 89820001 89840001 0.454931 0.27919 SG1 LOC114108665


0.121552 0.144974 SG2 MC5R;RNMT NC_056056.1 7535001 7555001 0.168351 0.386248 SG1 LOC114108697


0.323153 0.406215 SG2 MCM10 NC_056056.1 7540001 7560001 0.283364 0.310033 SG1 LOC114108697


0.114764 0.435828 SG2 MCM10 NC_056070.1 70750001 70770001 0.331398 0.275852 SG1 LOC114108841


0.100787 0.445199 SG2 MCM10 NC_056070.1 70755001 70775001 0.486379 0.290958 SG1 LOC114108841


0.152194 0.43523 SG2 MCM10 NC_056071.1 50735001 50755001 0.467656 0.173962 SG1 LOC114109129


0.132218 0.434945 SG2 MCM10 NC_056071.1 50740001 50760001 0.462468 0.191006 SG1 LOC114109129


0.221654 0.393367 SG2 MCM10 NC_056073.1 28115001 28135001 0.346739 0.219516 SG1 LOC114109563


0.484581 0.255889 SG2 MCM10 NC_056080.1 25200001 25220001 0.367829 0.389814 SG1 LOC114111559


0.500266 0.150695 SG2 MED13L NC_056080.1 25205001 25225001 0.191176 0.374738 SG1 LOC114111559


0.486434 0.188266 SG2 MED27 NC_056080.1 25210001 25230001 0.275794 0.322516 SG1 LOC114111559


0.361203 0.181344 SG2 MED27 NC_056080.1 25215001 25235001 0.442244 0.27192 SG1 LOC114111559


0.372919 0.158618 SG2 MED27 NC_056056.1 222705001 222725001 0.436934 0.193588 SG1 LOC114113836


0.563179 0.135815 SG2 MEGF9 NC_056056.1 7575001 7595001 0.17488 0.256161 SG1 LOC114113869


0.47463 0.223618 SG2 MEGF9 NC_056056.1 7580001 7600001 0.173413 0.269767 SG1 LOC114113869


0.204288 0.17242 SG2 MEGF9 NC_056056.1 7565001 7585001 0.35802 0.186287 SG1 LOC114113869


0.182562 0.15481 SG2 MEGF9 NC_056056.1 7570001 7590001 0.28207 0.208619 SG1 LOC114113869


0.096045 0.15769 SG2 MEGF9 NC_056057.1 107550001 107570001 0.0509929 0.196551 SG1 LOC114114618


0.515037 0.136653 SG2 MESD;TLNRD1 NC_056057.1 107555001 107575001 0.0568239 0.19508 SG1 LOC114114618


0.57095 0.155854 SG2 METTL22 NC_056057.1 107610001 107630001 0.428066 0.174755 SG1 LOC114114621


0.437338 0.192755 SG2 METTL22 NC_056058.1 38285001 38305001 0.355094 0.177119 SG1 LOC114114935


0.454422 0.198435 SG2 METTL22 NC_056059.1 92260001 92280001 0.424738 0.21449 SG1 LOC114115333


0.564202 0.173406 SG2 MGST3 NC_056067.1 50310001 50330001 0.245182 0.276289 SG1 LOC114117997


0.30659 0.220371 SG2 MIB1 NC_056067.1 50315001 50335001 0.203918 0.278622 SG1 LOC114117997


0.151771 0.270471 SG2 MIB1 NC_056067.1 50320001 50340001 0.201789 0.272515 SG1 LOC114117997


0.17111 0.249275 SG2 MIB1 NC_056067.1 50325001 50345001 0.239263 0.308178 SG1 LOC114117997


0.194671 0.233628 SG2 MIB1 NC_056067.1 50335001 50355001 0.0785121 0.446361 SG1 LOC114117997


0.151171 0.240262 SG2 MIB1 NC_056067.1 50340001 50360001 0.0677907 0.458397 SG1 LOC114117997


0.218382 0.215199 SG2 MIB1 NC_056067.1 62190001 62210001 0.449228 0.221421 SG1 LOC114118049


0.257462 0.216947 SG2 MIB1 NC_056065.1 53850001 53870001 0.333878 0.291797 SG1 LOC121816074


0.34091 0.183551 SG2 MIB1 NC_056065.1 53855001 53875001 0.313052 0.31666 SG1 LOC121816074


0.430108 0.16205 SG2 MIB1 NC_056065.1 53860001 53880001 0.395433 0.283988 SG1 LOC121816074







0.40303 0.145569 SG2 MICAL2 NC_056067.1 60985001 61005001 0.463067 0.174012 SG1 LOC121816444


0.35033 0.175373 SG2 MID1 NC_056067.1 61790001 61810001 0.45619 0.427317 SG1 LOC121816560


0.277108 0.200254 SG2 MID1 NC_056071.1 15210001 15230001 0.395984 0.211427 SG1 LOC121817073


0.480701 0.154223 SG2 MID1 NC_056071.1 15215001 15235001 0.47763 0.216035 SG1 LOC121817073


0.339984 0.175275 SG2 MID1 NC_056080.1 66445001 66465001 0.474859 0.262622 SG1 LOC121818183


0.384976 0.174805 SG2 MID1 NC_056080.1 66450001 66470001 0.223837 0.30831 SG1 LOC121818183


0.558984 0.207554 SG2 MIER3 NC_056080.1 66455001 66475001 0.154472 0.2445 SG1 LOC121818183


0.537084 0.243613 SG2 MIER3 NC_056054.1 256475001 256495001 0.413503 0.179028 SG1 LOC121818576


0.540888 0.242849 SG2 MIER3 NC_056058.1 38320001 38340001 0.474951 0.225831 SG1 LOC121819695


0.464516 0.138661 SG2 MIER3;SETD9 NC_056059.1 57305001 57325001 0.340095 0.18342 SG1 LOC121819825


0.539618 0.14562 SG2 MIER3;SETD9 NC_056054.1 107160001 107180001 0.383001 0.187363 SG1 LOC121820608


0.563214 0.193013 SG2 MIXL1 NC_056054.1 107165001 107185001 0.360259 0.180255 SG1 LOC121820608


0.085175 0.153407 SG2 MKLN1;PODXL NC_056058.1 16430001 16450001 0.230472 0.224562 SG1 LONP1;RPL36


0.569855 0.218178 SG2 MOXD1 NC_056080.1 119585001 119605001 0.053211 0.288936 SG1 LRCH2


0.48531 0.261989 SG2 MOXD1 NC_056080.1 119590001 119610001 0.0588837 0.275847 SG1 LRCH2


0.45923 0.161479 SG2 MPHOSPH8 NC_056080.1 119595001 119615001 0.0872745 0.249465 SG1 LRCH2


0.46363 0.15745 SG2 MPHOSPH8 NC_056080.1 119600001 119620001 0.118989 0.185068 SG1 LRCH2


0.45399 0.153733 SG2 MPHOSPH8 NC_056078.1 30640001 30660001 0.471393 0.238576 SG1 LRMDA


0.468255 0.144505 SG2 MPHOSPH8 NC_056078.1 30645001 30665001 0.414104 0.202649 SG1 LRMDA


0.49177 0.142713 SG2 MPHOSPH8;PARP4NC_056078.1 30650001 30670001 0.393908 0.188914 SG1 LRMDA


0.495206 0.147174 SG2 MPHOSPH8;PSPC1NC_056078.1 31325001 31345001 0.39403 0.276855 SG1 LRMDA


0.488269 0.141616 SG2 MPHOSPH8;PSPC1NC_056078.1 31330001 31350001 0.388548 0.298509 SG1 LRMDA


0.456423 0.137625 SG2 MPHOSPH8;PSPC1NC_056078.1 31335001 31355001 0.423157 0.266966 SG1 LRMDA


0.467877 0.145742 SG2 MPHOSPH8;PSPC1NC_056078.1 31340001 31360001 0.450279 0.207949 SG1 LRMDA


0.457731 0.150713 SG2 MPHOSPH8;PSPC1NC_056055.1 169305001 169325001 0.391614 0.199005 SG1 LRP1B


0.537211 0.180044 SG2 MPZL1 NC_056055.1 169310001 169330001 0.233098 0.256359 SG1 LRP1B


0.564695 0.234388 SG2 MPZL1;RCSD1 NC_056055.1 169315001 169335001 0.134468 0.28086 SG1 LRP1B


0.500296 0.166399 SG2 MRC1 NC_056055.1 169320001 169340001 0.18772 0.246553 SG1 LRP1B


0.414603 0.229553 SG2 MRC1 NC_056068.1 70465001 70485001 0.374685 0.247615 SG1 LRRC4C


0.519926 0.172691 SG2 MRC1 NC_056068.1 70470001 70490001 0.359232 0.296057 SG1 LRRC4C


0.236185 0.148316 SG2 MSRA NC_056068.1 70475001 70495001 0.459183 0.2386 SG1 LRRC4C


0.559965 0.146191 SG2 MTMR7 NC_056054.1 45725001 45745001 0.389442 0.233577 SG1 LRRC7







0.480369 0.142958 SG2 MTURN NC_056056.1 7495001 7515001 0.100051 0.248501 SG1 LRRC8A


0.441 0.165848 SG2 MYH1 NC_056056.1 7480001 7500001 0.188302 0.220676 SG1 LRRC8A;PHYH


0.456281 0.167498 SG2 MYH1 NC_056056.1 7485001 7505001 0.182365 0.209405 SG1 LRRC8A;PHYH


0.475941 0.160204 SG2 MYH1 NC_056056.1 7490001 7510001 0.154744 0.242431 SG1 LRRC8A;PHYH


0.487301 0.137096 SG2 MYH1;MYH2 NC_056054.1 66955001 66975001 0.39434 0.196797 SG1 LRRC8B


0.424788 0.158984 SG2 MYO1D NC_056054.1 66960001 66980001 0.386809 0.175591 SG1 LRRC8B


0.500202 0.141229 SG2 MYO1D NC_056067.1 49305001 49325001 0.202648 0.280481 SG1 LTBP4


0.236516 0.136209 SG2 MYO1D NC_056067.1 49310001 49330001 0.40656 0.187349 SG1 LTBP4


0.245459 0.254665 SG2 MYO1G NC_056067.1 49300001 49320001 0.145643 0.19954 SG1 LTBP4;SHKBP


0.213327 0.260967 SG2 MYO1G NC_056072.1 52950001 52970001 0.437959 0.174152 SG1 LTF


0.178896 0.282092 SG2 MYO1G NC_056072.1 52955001 52975001 0.410287 0.176354 SG1 LTF


0.513547 0.271328 SG2 NALF2 NC_056056.1 127490001 127510001 0.116915 0.260273 SG1 LUM


0.299735 0.300249 SG2 NALF2 NC_056056.1 127495001 127515001 0.189144 0.19985 SG1 LUM


0.221913 0.280742 SG2 NALF2 NC_056056.1 127500001 127520001 0.324688 0.191599 SG1 LUM


0.275449 0.25609 SG2 NALF2 NC_056066.1 7540001 7560001 0.247365 0.249968 SG1 MACROD2


0.459319 0.181935 SG2 NALF2 NC_056066.1 7545001 7565001 0.171166 0.351639 SG1 MACROD2


0.555371 0.136336 SG2 NAV2 NC_056066.1 7550001 7570001 0.0840921 0.498171 SG1 MACROD2


0.544908 0.143282 SG2 NAV2 NC_056066.1 7555001 7575001 0.0641976 0.550005 SG1 MACROD2


0.502762 0.154509 SG2 NAV2 NC_056066.1 7560001 7580001 0.0527177 0.546694 SG1 MACROD2


0.520784 0.145724 SG2 NAV2 NC_056066.1 7565001 7585001 0.126994 0.482323 SG1 MACROD2


0.408141 0.154792 SG2 NBAS NC_056066.1 7570001 7590001 0.215757 0.401456 SG1 MACROD2


0.250055 0.173716 SG2 NBAS NC_056066.1 7575001 7595001 0.218158 0.431142 SG1 MACROD2


0.195275 0.204904 SG2 NBAS NC_056066.1 7580001 7600001 0.205216 0.462735 SG1 MACROD2


0.182851 0.210151 SG2 NBAS NC_056066.1 7585001 7605001 0.0816804 0.591699 SG1 MACROD2


0.31119 0.177043 SG2 NBAS NC_056066.1 7600001 7620001 0.168377 0.574146 SG1 MACROD2


0.46597 0.231934 SG2 NBEA NC_056054.1 119060001 119080001 0.469675 0.269207 SG1 MAEL


0.510345 0.239652 SG2 NBEA NC_056054.1 119065001 119085001 0.404633 0.282972 SG1 MAEL


0.517166 0.241308 SG2 NBEA NC_056054.1 119070001 119090001 0.187404 0.294596 SG1 MAEL


0.298412 0.29032 SG2 NBEA NC_056072.1 35575001 35595001 0.356547 0.187679 SG1 MAGI1


0.121282 0.402833 SG2 NBEA NC_056072.1 35580001 35600001 0.215 0.180327 SG1 MAGI1


0.11831 0.412597 SG2 NBEA NC_056057.1 44590001 44610001 0.297538 0.349932 SG1 MAGI2


0.17302 0.390357 SG2 NBEA NC_056057.1 44595001 44615001 0.476222 0.342313 SG1 MAGI2







0.162537 0.391604 SG2 NBEA NC_056054.1 202530001 202550001 0.321105 0.234677 SG1 MAP3K13


0.136276 0.406644 SG2 NBEA NC_056054.1 202535001 202555001 0.20598 0.309801 SG1 MAP3K13


0.104991 0.418279 SG2 NBEA NC_056054.1 202540001 202560001 0.232604 0.321158 SG1 MAP3K13


0.187123 0.35271 SG2 NBEA NC_056054.1 202545001 202565001 0.205277 0.316559 SG1 MAP3K13


0.340581 0.27746 SG2 NBEA NC_056054.1 202550001 202570001 0.240529 0.33124 SG1 MAP3K13


0.554382 0.245806 SG2 NBEA NC_056054.1 202555001 202575001 0.19602 0.37697 SG1 MAP3K13


0.550187 0.176667 SG2 NBEA NC_056054.1 202560001 202580001 0.0693159 0.413996 SG1 MAP3K13


0.486591 0.204082 SG2 NBEA NC_056054.1 202565001 202585001 0.11022 0.423829 SG1 MAP3K13


0.485508 0.220933 SG2 NBEA NC_056054.1 202570001 202590001 0.185204 0.35898 SG1 MAP3K13


0.444915 0.244805 SG2 NBEA NC_056054.1 202575001 202595001 0.380629 0.21027 SG1 MAP3K13


0.536587 0.217669 SG2 NBEA NC_056080.1 18520001 18540001 0.137976 0.231288 SG1 MAP7D2


0.111349 0.138655 SG2 NCAPH NC_056055.1 149960001 149980001 0.417857 0.183794 SG1 MARCHF7


0.442409 0.151161 SG2 NCBP1;TSTD2 NC_056069.1 12595001 12615001 0.415692 0.20779 SG1 MAST4


0.463245 0.190736 SG2 NDUFAF4 NC_056069.1 12600001 12620001 0.223782 0.187319 SG1 MAST4


0.32144 0.227909 SG2 NDUFAF4 NC_056055.1 161035001 161055001 0.435276 0.200719 SG1 MBD5


0.501247 0.166903 SG2 NDUFAF4 NC_056062.1 32555001 32575001 0.107307 0.232265 SG1 MCM4;PRKDC


0.525698 0.194995 SG2 NECTIN1 NC_056061.1 19410001 19430001 0.177948 0.305127 SG1 MCM9


0.518461 0.18887 SG2 NECTIN1 NC_056061.1 19415001 19435001 0.102935 0.314556 SG1 MCM9


0.516829 0.178827 SG2 NECTIN1 NC_056061.1 19440001 19460001 0.0323349 0.331871 SG1 MCM9


0.501416 0.20394 SG2 NF1 NC_056061.1 19445001 19465001 0.0255652 0.330345 SG1 MCM9


0.411428 0.154286 SG2 NHS NC_056061.1 19450001 19470001 0.0523859 0.285666 SG1 MCM9


0.39279 0.141837 SG2 NHS NC_056079.1 5765001 5785001 0.450696 0.288274 SG1 MCPH1


0.320707 0.145833 SG2 NHS NC_056079.1 5770001 5790001 0.324996 0.244934 SG1 MCPH1


0.181027 0.138236 SG2 NHSL1 NC_056079.1 5775001 5795001 0.39292 0.212553 SG1 MCPH1


0.457274 0.256397 SG2 NOVA1 NC_056058.1 91690001 91710001 0.171283 0.221233 SG1 MCTP1


0.393315 0.250406 SG2 NOVA1 NC_056058.1 91695001 91715001 0.13869 0.219996 SG1 MCTP1


0.266394 0.196802 SG2 NOVA1 NC_056058.1 91700001 91720001 0.109394 0.222008 SG1 MCTP1


0.388481 0.211546 SG2 NOVA1 NC_056058.1 91705001 91725001 0.0835804 0.22185 SG1 MCTP1


0.485168 0.167464 SG2 NOVA1 NC_056078.1 27945001 27965001 0.136246 0.258648 SG1 MCU


0.533253 0.156288 SG2 NOVA1 NC_056057.1 55035001 55055001 0.36598 0.178902 SG1 MDFIC


0.249055 0.148078 SG2 NOX4 NC_056057.1 55040001 55060001 0.337045 0.208913 SG1 MDFIC


0.282608 0.1423 SG2 NPR3 NC_056057.1 55045001 55065001 0.410985 0.235103 SG1 MDFIC







0.274726 0.201539 SG2 NPR3 NC_056057.1 55050001 55070001 0.360758 0.214137 SG1 MDFIC


0.39708 0.199758 SG2 NPR3 NC_056060.1 38255001 38275001 0.400683 0.173683 SG1 MDGA2


0.408221 0.188842 SG2 NPR3 NC_056061.1 47800001 47820001 0.272266 0.183348 SG1 MDN1


0.568016 0.157102 SG2 NPR3 NC_056061.1 47805001 47825001 0.287186 0.17321 SG1 MDN1


0.233459 0.161223 SG2 NR5A2 NC_056061.1 10385001 10405001 0.415507 0.309753 SG1 ME1


0.18559 0.17581 SG2 NR5A2 NC_056061.1 10390001 10410001 0.243819 0.385076 SG1 ME1


0.11828 0.193231 SG2 NR5A2 NC_056061.1 10395001 10415001 0.292472 0.35839 SG1 ME1


0.547997 0.165021 SG2 NRG4 NC_056061.1 10400001 10420001 0.368878 0.297594 SG1 ME1


0.492632 0.183079 SG2 NRG4 NC_056061.1 10405001 10425001 0.413082 0.246695 SG1 ME1


0.571429 0.167489 SG2 NRG4 NC_056061.1 10410001 10430001 0.384981 0.197614 SG1 ME1


0.332884 0.182527 SG2 NRL;PCK2 NC_056061.1 10415001 10435001 0.445462 0.17857 SG1 ME1


0.251689 0.189841 SG2 NRL;PCK2 NC_056054.1 218430001 218450001 0.480627 0.181072 SG1 MECOM


0.361545 0.156126 SG2 NRP1 NC_056054.1 218900001 218920001 0.282361 0.173563 SG1 MECOM


0.42552 0.14003 SG2 NRP1 NC_056056.1 4750001 4770001 0.0715799 0.193115 SG1 MED27


0.495319 0.14892 SG2 NSG2 NC_056063.1 30290001 30310001 0.0761402 0.278948 SG1 MEDAG


0.41061 0.152864 SG2 NSUN6 NC_056063.1 30295001 30315001 0.0484581 0.310023 SG1 MEDAG


0.566923 0.237021 SG2 NTM NC_056063.1 30305001 30325001 0.146687 0.271193 SG1 MEDAG


0.482999 0.238106 SG2 NTM NC_056063.1 30285001 30305001 0.190919 0.231964 SG1 MEDAG;TEX2


0.30181 0.17743 SG2 NTN1 NC_056060.1 30845001 30865001 0.316182 0.182536 SG1 MEIS2


0.228723 0.258243 SG2 NTN1 NC_056060.1 30850001 30870001 0.403925 0.216104 SG1 MEIS2


0.321875 0.223613 SG2 NTN1 NC_056060.1 30855001 30875001 0.486233 0.217691 SG1 MEIS2


0.449847 0.17464 SG2 NTN1 NC_056056.1 106125001 106145001 0.432339 0.193646 SG1 MERTK


0.274074 0.249783 SG2 NUDT11 NC_056056.1 106130001 106150001 0.281088 0.203414 SG1 MERTK


0.404255 0.213051 SG2 NUDT11 NC_056056.1 106135001 106155001 0.116244 0.192559 SG1 MERTK


0.453925 0.228795 SG2 NUDT11 NC_056064.1 23270001 23290001 0.365417 0.273557 SG1 METTL16


0.386667 0.144226 SG2 NXPH1 NC_056064.1 23275001 23295001 0.359184 0.306156 SG1 METTL16


0.372504 0.188221 SG2 NXPH1 NC_056064.1 23280001 23300001 0.362013 0.283555 SG1 METTL16


0.565649 0.139184 SG2 NXPH1 NC_056064.1 23285001 23305001 0.375828 0.247328 SG1 METTL16


0.546706 0.222433 SG2 OBI1 NW_024599827.1 475001 495001 0.402368 0.1825 SG1 MEX3B


0.559585 0.153102 SG2 OLIG1 NW_024599827.1 480001 500001 0.445255 0.200487 SG1 MEX3B


0.524729 0.215769 SG2 OPA1 NC_056056.1 181490001 181510001 0.208282 0.352957 SG1 MFNG


0.409342 0.212157 SG2 OPA1 NC_056056.1 181495001 181515001 0.136679 0.343139 SG1 MFNG







0.457395 0.186578 SG2 OPA1 NC_056056.1 181500001 181520001 0.143646 0.330059 SG1 MFNG


0.494574 0.194512 SG2 OPA1 NC_056056.1 181505001 181525001 0.10261 0.344141 SG1 MFNG


0.37867 0.233975 SG2 OPA1 NC_056064.1 28105001 28125001 0.356025 0.195795 SG1 MFSD6L;PIK3R


0.477229 0.243036 SG2 OPA1 NC_056064.1 28110001 28130001 0.471417 0.188726 SG1 MFSD6L;PIK3R


0.326252 0.189505 SG2 OSBPL11 NC_056056.1 122975001 122995001 0.416057 0.21155 SG1 MGAT4C


0.315917 0.253694 SG2 OSBPL11 NC_056056.1 122980001 123000001 0.33757 0.205748 SG1 MGAT4C


0.358679 0.263128 SG2 OSBPL11 NC_056056.1 122985001 123005001 0.368099 0.192924 SG1 MGAT4C


0.346611 0.231373 SG2 OSBPL11 NC_056056.1 214990001 215010001 0.192984 0.249808 SG1 MICAL3


0.34044 0.188471 SG2 OSBPL11 NC_056056.1 214995001 215015001 0.192989 0.24324 SG1 MICAL3


0.563941 0.208196 SG2 OSBPL3 NC_056056.1 215000001 215020001 0.170745 0.279464 SG1 MICAL3


0.41499 0.21009 SG2 OSBPL3 NC_056056.1 215005001 215025001 0.12692 0.347165 SG1 MICAL3


0.353794 0.188234 SG2 OSBPL3 NC_056056.1 215010001 215030001 0.146843 0.360229 SG1 MICAL3


0.232124 0.148622 SG2 OSBPL3 NC_056056.1 215015001 215035001 0.247544 0.329427 SG1 MICAL3


0.223275 0.141344 SG2 OSBPL3 NC_056056.1 215020001 215040001 0.230101 0.324958 SG1 MICAL3


0.415055 0.140646 SG2 OSBPL3 NC_056056.1 215025001 215045001 0.30111 0.294338 SG1 MICAL3


0.565318 0.270085 SG2 OSBPL3 NC_056056.1 215030001 215050001 0.32591 0.288721 SG1 MICAL3


0.380254 0.257186 SG2 OSBPL8 NC_056056.1 215035001 215055001 0.38878 0.280786 SG1 MICAL3


0.328125 0.276535 SG2 OSBPL8 NC_056056.1 215525001 215545001 0.100671 0.19486 SG1 MICALL1


0.307012 0.253186 SG2 OSBPL8 NC_056056.1 7395001 7415001 0.418751 0.24512 SG1 MIGA2


0.374422 0.218123 SG2 OSBPL8 NC_056056.1 7410001 7430001 0.466313 0.230774 SG1 MIGA2;SH3GL


0.457064 0.207886 SG2 OSBPL8 NC_056072.1 31720001 31740001 0.394589 0.254666 SG1 MITF


0.314222 0.138256 SG2 OTUD7A NC_056072.1 31725001 31745001 0.3292 0.266323 SG1 MITF


0.530347 0.174088 SG2 PAPPA NC_056072.1 31730001 31750001 0.196979 0.193287 SG1 MITF


0.484501 0.169489 SG2 PAPPA NC_056072.1 31735001 31755001 0.191325 0.26299 SG1 MITF


0.459091 0.14915 SG2 PAPPA NC_056072.1 31740001 31760001 0.267463 0.243579 SG1 MITF


0.310611 0.140536 SG2 PAPPA NC_056072.1 31745001 31765001 0.322239 0.280807 SG1 MITF


0.492322 0.229978 SG2 PARD3 NC_056072.1 31750001 31770001 0.289387 0.263226 SG1 MITF


0.494167 0.212655 SG2 PARD3 NC_056072.1 31755001 31775001 0.387719 0.213273 SG1 MITF


0.485712 0.219096 SG2 PARD3 NC_056068.1 5735001 5755001 0.272917 0.17812 SG1 MMP20


0.55621 0.199731 SG2 PARD3 NC_056068.1 5740001 5760001 0.223295 0.186602 SG1 MMP20


0.439905 0.198661 SG2 PARL NC_056068.1 5745001 5765001 0.259823 0.203859 SG1 MMP20


0.394603 0.213266 SG2 PARL NC_056068.1 5750001 5770001 0.254634 0.183399 SG1 MMP20







0.287289 0.174354 SG2 PARN NC_056075.1 18515001 18535001 0.363925 0.211571 SG1 MMS19


0.368662 0.136169 SG2 PARN NC_056059.1 87020001 87040001 0.453318 0.242488 SG1 MOB1B


0.462266 0.137188 SG2 PARP4 NC_056059.1 87025001 87045001 0.342886 0.256197 SG1 MOB1B


0.490672 0.135139 SG2 PARP4 NC_056055.1 96115001 96135001 0.382226 0.246225 SG1 MOB3B


0.477306 0.154525 SG2 PARP4 NC_056055.1 96120001 96140001 0.353217 0.266673 SG1 MOB3B


0.459524 0.1573 SG2 PARP4 NC_056055.1 96125001 96145001 0.440935 0.2453 SG1 MOB3B


0.45984 0.153638 SG2 PARP4 NC_056066.1 66130001 66150001 0.416379 0.184663 SG1 MROH8;RPN2


0.561166 0.149246 SG2 PBX3 NC_056070.1 63735001 63755001 0.425979 0.208764 SG1 MVK


0.566502 0.167284 SG2 PCBP3 NC_056070.1 63740001 63760001 0.328447 0.177748 SG1 MVK


0.548499 0.189188 SG2 PCBP3 NC_056064.1 54405001 54425001 0.271565 0.2951 SG1 MXRA7


0.368477 0.2224 SG2 PCBP3 NC_056064.1 54410001 54430001 0.446707 0.203507 SG1 MXRA7


0.408609 0.20294 SG2 PCBP3 NC_056064.1 17340001 17360001 0.468125 0.196415 SG1 MYO1D


0.164623 0.139249 SG2 PCDH15 NC_056064.1 17345001 17365001 0.44937 0.190632 SG1 MYO1D


0.12313 0.161215 SG2 PCDH17 NC_056054.1 212295001 212315001 0.260265 0.209325 SG1 NAALADL2


0.191818 0.148936 SG2 PCDH17 NC_056054.1 212300001 212320001 0.295302 0.256334 SG1 NAALADL2


0.516529 0.150729 SG2 PCSK5 NC_056054.1 212305001 212325001 0.323908 0.245881 SG1 NAALADL2


0.536316 0.165841 SG2 PCSK6 NC_056054.1 212310001 212330001 0.451491 0.324372 SG1 NAALADL2


0.421183 0.181934 SG2 PCSK6 NC_056054.1 212315001 212335001 0.366888 0.325602 SG1 NAALADL2


0.326722 0.192617 SG2 PCSK6 NC_056054.1 212320001 212340001 0.249777 0.309266 SG1 NAALADL2


0.280418 0.199358 SG2 PCSK6 NC_056054.1 212325001 212345001 0.185975 0.34572 SG1 NAALADL2


0.239093 0.150005 SG2 PCSK6 NC_056054.1 212330001 212350001 0.110775 0.261436 SG1 NAALADL2


0.330232 0.223036 SG2 PCYT1B NC_056054.1 212335001 212355001 0.179716 0.226891 SG1 NAALADL2


0.202573 0.223622 SG2 PCYT1B;POLA1 NC_056054.1 212340001 212360001 0.283082 0.241234 SG1 NAALADL2


0.309123 0.17458 SG2 PCYT1B;POLA1 NC_056054.1 212345001 212365001 0.382351 0.251656 SG1 NAALADL2


0.51721 0.156395 SG2 PDE1C NC_056054.1 212425001 212445001 0.277253 0.211592 SG1 NAALADL2


0.566989 0.283284 SG2 PDE1C NC_056054.1 212430001 212450001 0.210055 0.267259 SG1 NAALADL2


0.535116 0.327055 SG2 PDE1C NC_056054.1 212435001 212455001 0.176867 0.27547 SG1 NAALADL2


0.403176 0.248503 SG2 PDE1C NC_056054.1 212440001 212460001 0.252822 0.249743 SG1 NAALADL2


0.336559 0.233154 SG2 PDE1C NC_056054.1 212445001 212465001 0.348099 0.225855 SG1 NAALADL2


0.32389 0.229558 SG2 PDE1C NC_056054.1 212500001 212520001 0.283315 0.181211 SG1 NAALADL2


0.420421 0.239321 SG2 PDE1C NC_056063.1 26105001 26125001 0.0477856 0.523332 SG1 NBEA


0.445252 0.242013 SG2 PDE1C NC_056063.1 26130001 26150001 0.284672 0.376192 SG1 NBEA







0.356491 0.316951 SG2 PDE1C NC_056055.1 205220001 205240001 0.421231 0.176387 SG1 NBEAL1


0.307197 0.305473 SG2 PDE1C NC_056055.1 205225001 205245001 0.260144 0.213129 SG1 NBEAL1


0.18448 0.288473 SG2 PDE1C NC_056055.1 205230001 205250001 0.404936 0.180384 SG1 NBEAL1


0.224953 0.267021 SG2 PDE1C NC_056062.1 75640001 75660001 0.292295 0.196431 SG1 NCALD


0.431374 0.246744 SG2 PDE1C NC_056062.1 75645001 75665001 0.238596 0.227108 SG1 NCALD


0.420219 0.232499 SG2 PDE1C NC_056055.1 177185001 177205001 0.46041 0.182037 SG1 NCKAP5


0.567611 0.231738 SG2 PDE1C NC_056055.1 177190001 177210001 0.418848 0.181164 SG1 NCKAP5


0.423253 0.274202 SG2 PDE1C NC_056055.1 177195001 177215001 0.359098 0.179726 SG1 NCKAP5


0.299134 0.329872 SG2 PDE1C NC_056055.1 177915001 177935001 0.472572 0.19311 SG1 NCKAP5


0.401123 0.314919 SG2 PDE1C NC_056055.1 177920001 177940001 0.417725 0.184984 SG1 NCKAP5


0.462746 0.350409 SG2 PDE1C NC_056063.1 55175001 55195001 0.350911 0.19785 SG1 NDFIP2


0.531588 0.173046 SG2 PDE1C NC_056069.1 18440001 18460001 0.299005 0.227698 SG1 NDUFAF2


0.483155 0.161988 SG2 PDE1C NC_056069.1 18445001 18465001 0.0737614 0.216882 SG1 NDUFAF2


0.567002 0.166181 SG2 PDE1C NC_056069.1 18450001 18470001 0.108349 0.190066 SG1 NDUFAF2


0.568162 0.165183 SG2 PDE1C NC_056066.1 21595001 21615001 0.392692 0.174817 SG1 NEBL


0.561732 0.173207 SG2 PDE1C NC_056066.1 21600001 21620001 0.344422 0.179487 SG1 NEBL


0.539613 0.183219 SG2 PDE1C NC_056066.1 21605001 21625001 0.296771 0.18754 SG1 NEBL


0.530288 0.201332 SG2 PDE1C NC_056066.1 21635001 21655001 0.307376 0.181849 SG1 NEBL


0.514955 0.198387 SG2 PDE1C NC_056066.1 21640001 21660001 0.222515 0.212243 SG1 NEBL


0.489498 0.184194 SG2 PDE4D NC_056066.1 21645001 21665001 0.347147 0.174202 SG1 NEBL


0.543695 0.203579 SG2 PDE4D NC_056060.1 52565001 52585001 0.427863 0.200802 SG1 NEDD4


0.555194 0.176171 SG2 PDE4D NC_056076.1 57550001 57570001 0.378516 0.217842 SG1 NEDD4L


0.400318 0.142592 SG2 PDE4D NC_056076.1 57555001 57575001 0.273746 0.223613 SG1 NEDD4L


0.562309 0.142842 SG2 PDE4D NC_056076.1 57560001 57580001 0.241848 0.193727 SG1 NEDD4L


0.506249 0.150696 SG2 PDE4D NC_056054.1 259280001 259300001 0.180049 0.38084 SG1 NEK11


0.49902 0.161437 SG2 PDE4D NC_056054.1 259285001 259305001 0.154683 0.399782 SG1 NEK11


0.373938 0.15045 SG2 PDE4D NC_056054.1 259290001 259310001 0.202237 0.371216 SG1 NEK11


0.283892 0.253175 SG2 PDE7B NC_056054.1 259295001 259315001 0.280695 0.288733 SG1 NEK11


0.527529 0.16498 SG2 PDE7B NC_056054.1 259300001 259320001 0.392887 0.233252 SG1 NEK11


0.559878 0.156397 SG2 PDE7B NC_056054.1 259365001 259385001 0.436726 0.202149 SG1 NEK11


0.537957 0.166324 SG2 PDE7B NC_056054.1 259370001 259390001 0.365902 0.220301 SG1 NEK11


0.393598 0.141362 SG2 PDE7B NC_056054.1 259375001 259395001 0.458226 0.200779 SG1 NEK11







0.305128 0.150355 SG2 PDE7B NC_056054.1 259275001 259295001 0.236492 0.330883 SG1 NEK11;NUDT1


0.276471 0.138826 SG2 PDE7B NC_056065.1 76550001 76570001 0.166972 0.176541 SG1 NEK7


0.371508 0.184656 SG2 PDE7B NC_056065.1 76555001 76575001 0.114678 0.183812 SG1 NEK7


0.47694 0.17103 SG2 PDE7B NC_056065.1 76560001 76580001 0.120302 0.173726 SG1 NEK7


0.540363 0.20964 SG2 PDLIM5 NC_056065.1 76610001 76630001 0.30226 0.188075 SG1 NEK7


0.475368 0.22192 SG2 PDLIM5 NC_056065.1 76615001 76635001 0.304626 0.213895 SG1 NEK7


0.533154 0.153212 SG2 PEAK1 NC_056074.1 21470001 21490001 0.347222 0.173085 SG1 NELL1


0.502727 0.138001 SG2 PEAK1 NC_056074.1 21475001 21495001 0.345466 0.205712 SG1 NELL1


0.475741 0.136248 SG2 PEAK1 NC_056074.1 21480001 21500001 0.338883 0.245186 SG1 NELL1


0.437841 0.154001 SG2 PEPD NC_056074.1 21485001 21505001 0.314268 0.219263 SG1 NELL1


0.431113 0.265183 SG2 PGPEP1L NC_056076.1 925001 945001 0.330603 0.300965 SG1 NFATC1


0.347272 0.285203 SG2 PGPEP1L NC_056076.1 930001 950001 0.353416 0.290945 SG1 NFATC1


0.305249 0.269287 SG2 PGPEP1L NC_056076.1 935001 955001 0.467022 0.211239 SG1 NFATC1


0.367337 0.196819 SG2 PGPEP1L NC_056080.1 15730001 15750001 0.486486 0.198157 SG1 NHS


0.567648 0.300943 SG2 PHACTR1 NC_056080.1 15735001 15755001 0.418623 0.213018 SG1 NHS


0.543128 0.296474 SG2 PHACTR1 NC_056078.1 8150001 8170001 0.448298 0.359327 SG1 NID1


0.504004 0.166015 SG2 PHB2;PTPN6 NC_056078.1 8155001 8175001 0.40896 0.27776 SG1 NID1


0.377359 0.206118 SG2 PHF12;SEZ6 NC_056061.1 13795001 13815001 0.434379 0.312578 SG1 NKAIN2


0.234759 0.252297 SG2 PHF12;SEZ6 NC_056061.1 13800001 13820001 0.369786 0.321855 SG1 NKAIN2


0.513606 0.135217 SG2 PHKA1 NC_056061.1 13805001 13825001 0.462524 0.339303 SG1 NKAIN2


0.425603 0.147599 SG2 PHKA1 NC_056061.1 14530001 14550001 0.179588 0.204585 SG1 NKAIN2


0.325424 0.184071 SG2 PHKA1 NC_056061.1 14535001 14555001 0.227198 0.174511 SG1 NKAIN2


0.532299 0.214785 SG2 PHLDA1 NC_056061.1 14540001 14560001 0.170607 0.179554 SG1 NKAIN2


0.487617 0.191654 SG2 PHLDA1 NC_056061.1 14560001 14580001 0.0520197 0.194536 SG1 NKAIN2


0.396923 0.144776 SG2 PHTF1 NC_056061.1 14565001 14585001 0.201293 0.178457 SG1 NKAIN2


0.47276 0.154931 SG2 PI15 NC_056054.1 214585001 214605001 0.455572 0.253236 SG1 NLGN1


0.416119 0.18443 SG2 PI15 NC_056069.1 31290001 31310001 0.435625 0.219419 SG1 NNT


0.325956 0.136932 SG2 PIBF1 NC_056069.1 31295001 31315001 0.268493 0.1796 SG1 NNT


0.352866 0.152596 SG2 PIBF1 NC_056080.1 63965001 63985001 0.330014 0.346487 SG1 NONO


0.350059 0.138484 SG2 PIBF1 NC_056070.1 57740001 57760001 0.454422 0.205558 SG1 NOS1


0.560792 0.143224 SG2 PIFO NC_056070.1 57745001 57765001 0.303385 0.205907 SG1 NOS1


0.402291 0.273173 SG2 PIP4K2A NC_056070.1 57750001 57770001 0.367169 0.214373 SG1 NOS1







0.405544 0.249924 SG2 PIP4K2A NC_056070.1 57755001 57775001 0.422546 0.240505 SG1 NOS1


0.425876 0.226523 SG2 PIP4K2A NC_056060.1 15875001 15895001 0.143482 0.347934 SG1 NOX5


0.542309 0.156468 SG2 PKHD1L1 NC_056071.1 41135001 41155001 0.37044 0.329023 SG1 NPAS3


0.408488 0.158497 SG2 PLAG1 NC_056071.1 41140001 41160001 0.265836 0.286259 SG1 NPAS3


0.250001 0.160648 SG2 PLAG1 NC_056071.1 41145001 41165001 0.321598 0.20976 SG1 NPAS3


0.240059 0.153844 SG2 PLAG1 NC_056054.1 257575001 257595001 0.405316 0.247177 SG1 NPHP3


0.210074 0.148001 SG2 PLAG1 NC_056054.1 257580001 257600001 0.33798 0.252699 SG1 NPHP3


0.230661 0.14355 SG2 PLAG1 NC_056054.1 257585001 257605001 0.427147 0.224219 SG1 NPHP3;UBA5


0.334464 0.136031 SG2 PLAG1 NC_056054.1 257590001 257610001 0.45085 0.200329 SG1 NPHP3;UBA5


0.55831 0.189757 SG2 PLCB4 NC_056055.1 233565001 233585001 0.341772 0.192413 SG1 NPPC


0.473892 0.151482 SG2 PLCB4 NC_056055.1 233570001 233590001 0.232877 0.238291 SG1 NPPC


0.419739 0.15015 SG2 PLCB4 NC_056057.1 95175001 95195001 0.449888 0.254271 SG1 NRF1


0.525688 0.142012 SG2 PLEKHM3 NC_056056.1 73500001 73520001 0.41306 0.220723 SG1 NRXN1


0.25771 0.166763 SG2 PLSCR1 NC_056056.1 74460001 74480001 0.466899 0.182455 SG1 NRXN1


0.534818 0.180424 SG2 PLXDC2 NC_056056.1 74465001 74485001 0.451759 0.189002 SG1 NRXN1


0.519529 0.176519 SG2 PLXDC2 NC_056060.1 88305001 88325001 0.352157 0.193311 SG1 NRXN3


0.278781 0.361211 SG2 PLXDC2 NC_056060.1 88310001 88330001 0.414415 0.176335 SG1 NRXN3


0.193487 0.391823 SG2 PLXDC2 NC_056060.1 88765001 88785001 0.260612 0.233781 SG1 NRXN3


0.469978 0.319319 SG2 PLXDC2 NC_056060.1 88770001 88790001 0.336171 0.189546 SG1 NRXN3


0.374487 0.15066 SG2 PMEPA1 NC_056060.1 88775001 88795001 0.367359 0.177998 SG1 NRXN3


0.315323 0.180036 SG2 PMEPA1 NC_056060.1 89130001 89150001 0.21675 0.202116 SG1 NRXN3


0.291445 0.171886 SG2 PMEPA1 NC_056060.1 89135001 89155001 0.222345 0.215889 SG1 NRXN3


0.278899 0.154096 SG2 PMEPA1 NC_056060.1 89140001 89160001 0.36274 0.201835 SG1 NRXN3


0.111109 0.153413 SG2 PODXL NC_056060.1 89145001 89165001 0.475483 0.181204 SG1 NRXN3


0.124434 0.162423 SG2 PODXL NC_056060.1 89175001 89195001 0.4618 0.237106 SG1 NRXN3


0.236905 0.157612 SG2 PODXL NC_056059.1 117350001 117370001 0.294155 0.185433 SG1 NSD2


0.417583 0.168008 SG2 POLA1 NC_056059.1 117355001 117375001 0.273304 0.194013 SG1 NSD2


0.38562 0.192438 SG2 POLA1 NC_056059.1 117360001 117380001 0.249634 0.203586 SG1 NSD2


0.338889 0.223424 SG2 POLA1 NC_056074.1 32255001 32275001 0.420744 0.187871 SG1 NTM


0.359636 0.325012 SG2 POLN NC_056074.1 32260001 32280001 0.387845 0.216693 SG1 NTM


0.294322 0.35528 SG2 POLN NC_056074.1 32265001 32285001 0.357883 0.245556 SG1 NTM


0.152575 0.419498 SG2 POLN NC_056074.1 32270001 32290001 0.278851 0.269132 SG1 NTM







0.050411 0.439255 SG2 POLN NC_056074.1 32275001 32295001 0.102822 0.174359 SG1 NTM


0.047918 0.43805 SG2 POLN NC_056064.1 28320001 28340001 0.383697 0.212479 SG1 NTN1


0.183035 0.374006 SG2 POLN NC_056064.1 28325001 28345001 0.379209 0.25972 SG1 NTN1


0.320665 0.305259 SG2 POLN NC_056064.1 28330001 28350001 0.364894 0.319438 SG1 NTN1


0.332411 0.290195 SG2 POLN NC_056065.1 3310001 3330001 0.35255 0.24841 SG1 NUCKS1


0.344441 0.23178 SG2 POLN NC_056065.1 3315001 3335001 0.222469 0.29848 SG1 NUCKS1


0.188353 0.241857 SG2 POLN NC_056065.1 3320001 3340001 0.255866 0.288739 SG1 NUCKS1


0.035975 0.288363 SG2 POLN NC_056065.1 3325001 3345001 0.326229 0.244382 SG1 NUCKS1


0.02615 0.277528 SG2 POLN NC_056065.1 3330001 3350001 0.406445 0.192777 SG1 NUCKS1


0.025523 0.314804 SG2 POLN NC_056054.1 259260001 259280001 0.405099 0.234943 SG1 NUDT16


0.022481 0.376046 SG2 POLN NC_056054.1 259265001 259285001 0.384566 0.251559 SG1 NUDT16


0.04724 0.41695 SG2 POLN NC_056054.1 259270001 259290001 0.317545 0.264769 SG1 NUDT16


0.097983 0.312338 SG2 POLN NC_056055.1 227765001 227785001 0.438677 0.238256 SG1 NYAP2


0.211494 0.218629 SG2 POLN NC_056055.1 227770001 227790001 0.436484 0.226259 SG1 NYAP2


0.167952 0.317089 SG2 POM121L2 NC_056055.1 227815001 227835001 0.37888 0.181906 SG1 NYAP2


0.175342 0.27052 SG2 POM121L2 NC_056066.1 36140001 36160001 0.419173 0.283588 SG1 ODAD2


0.319291 0.194325 SG2 POM121L2 NC_056066.1 36145001 36165001 0.443163 0.237801 SG1 ODAD2


0.200261 0.246883 SG2 POM121L2 NC_056066.1 36150001 36170001 0.487357 0.194983 SG1 ODAD2


0.19697 0.244644 SG2 POM121L2 NC_056059.1 86350001 86370001 0.290057 0.233663 SG1 ODAM


0.370479 0.144889 SG2 POT1 NC_056055.1 135870001 135890001 0.359823 0.265861 SG1 OLA1


0.234947 0.171187 SG2 POU3F1 NC_056055.1 135875001 135895001 0.332954 0.273838 SG1 OLA1


0.401741 0.299751 SG2 PPP1R12A NC_056055.1 135880001 135900001 0.460703 0.233435 SG1 OLA1


0.564931 0.286133 SG2 PPP1R12A NC_056055.1 135885001 135905001 0.488003 0.223863 SG1 OLA1


0.470978 0.254269 SG2 PPP1R17 NC_056055.1 135900001 135920001 0.453944 0.24631 SG1 OLA1


0.139943 0.14027 SG2 PPP2R2B NC_056054.1 26000001 26020001 0.246972 0.306054 SG1 OSBPL9


0.087591 0.148148 SG2 PPP2R2B NC_056054.1 26005001 26025001 0.20681 0.355485 SG1 OSBPL9


0.12 0.136893 SG2 PPP2R2B NC_056054.1 26010001 26030001 0.295304 0.339434 SG1 OSBPL9


0.417597 0.158384 SG2 PPP2R2B NC_056054.1 26015001 26035001 0.307099 0.338291 SG1 OSBPL9


0.409137 0.156914 SG2 PPP2R2B NC_056054.1 26020001 26040001 0.403957 0.277919 SG1 OSBPL9


0.553191 0.279386 SG2 PPP2R5A NC_056066.1 72620001 72640001 0.170771 0.19043 SG1 OSER1


0.35006 0.28629 SG2 PPP2R5A NC_056066.1 72635001 72655001 0.295906 0.17667 SG1 OSER1


0.345269 0.283898 SG2 PPP2R5A NC_056073.1 25345001 25365001 0.171045 0.18056 SG1 OVAR-DRB1







0.329744 0.290037 SG2 PPP2R5A NC_056069.1 32930001 32950001 0.417742 0.265203 SG1 OXCT1


0.310344 0.296724 SG2 PPP2R5A NC_056069.1 32935001 32955001 0.43415 0.252787 SG1 OXCT1


0.343851 0.291667 SG2 PPP2R5A NC_056062.1 70860001 70880001 0.40377 0.349483 SG1 OXR1


0.43219 0.258443 SG2 PPP2R5A NC_056062.1 70865001 70885001 0.327612 0.36884 SG1 OXR1


0.526644 0.224757 SG2 PPP2R5A NC_056062.1 70870001 70890001 0.266045 0.421486 SG1 OXR1


0.561681 0.193681 SG2 PPP2R5A NC_056062.1 70875001 70895001 0.326838 0.391162 SG1 OXR1


0.306238 0.254167 SG2 PPP2R5A NC_056062.1 70880001 70900001 0.460893 0.311943 SG1 OXR1


0.402495 0.140173 SG2 PPP2R5A NC_056072.1 11685001 11705001 0.301383 0.261857 SG1 OXSR1


0.147587 0.142035 SG2 PPP4R2 NC_056072.1 11690001 11710001 0.139553 0.281272 SG1 OXSR1


0.110092 0.172554 SG2 PPP4R2 NC_056072.1 11695001 11715001 0.122247 0.291236 SG1 OXSR1


0.091584 0.174761 SG2 PPP4R2 NC_056072.1 11700001 11720001 0.109504 0.317287 SG1 OXSR1


0.218807 0.144173 SG2 PPP4R2 NC_056072.1 11705001 11725001 0.0898391 0.265971 SG1 OXSR1


0.571664 0.403305 SG2 PRDM16 NC_056072.1 11710001 11730001 0.132812 0.22355 SG1 OXSR1


0.560075 0.452375 SG2 PRDM16 NC_056072.1 11715001 11735001 0.183918 0.184898 SG1 OXSR1


0.567507 0.46554 SG2 PRDM16 NC_056055.1 67920001 67940001 0.291688 0.178533 SG1 PABIR1;PIP5K


0.391604 0.135217 SG2 PRDM2 NC_056074.1 16145001 16165001 0.151643 0.174415 SG1 PAK1


0.36507 0.179623 SG2 PRKD1 NC_056074.1 16150001 16170001 0.168052 0.191667 SG1 PAK1


0.411329 0.193838 SG2 PRKD1 NC_056063.1 32150001 32170001 0.430501 0.280093 SG1 PAN3


0.403924 0.215731 SG2 PRKD1 NC_056063.1 32155001 32175001 0.413713 0.273217 SG1 PAN3


0.524859 0.149276 SG2 PRKD1 NC_056063.1 32160001 32180001 0.405172 0.284615 SG1 PAN3


0.476682 0.1551 SG2 PRKD1 NC_056063.1 32225001 32245001 0.274336 0.271253 SG1 PAN3


0.412585 0.199606 SG2 PRKD1 NC_056063.1 32230001 32250001 0.215116 0.250197 SG1 PAN3


0.387592 0.236854 SG2 PRKD1 NC_056059.1 94390001 94410001 0.37328 0.176636 SG1 PAQR3


0.556286 0.251139 SG2 PRMT9;TMEM184CNC_056059.1 94395001 94415001 0.434214 0.194677 SG1 PAQR3


0.568933 0.20442 SG2 PRMT9;TMEM184CNC_056066.1 17900001 17920001 0.308407 0.184505 SG1 PARD3


0.530881 0.181903 SG2 PRMT9;TMEM184CNC_056066.1 17905001 17925001 0.0534606 0.308126 SG1 PARD3


0.220238 0.142069 SG2 PRORP NC_056066.1 17915001 17935001 0.084155 0.298427 SG1 PARD3


0.173029 0.146883 SG2 PRORP NC_056066.1 17920001 17940001 0.161859 0.270711 SG1 PARD3


0.209014 0.212811 SG2 PROSER2 NC_056054.1 37160001 37180001 0.436311 0.254621 SG1 PATJ


0.196667 0.224626 SG2 PROSER2 NC_056055.1 247685001 247705001 0.302385 0.17317 SG1 PAX7


0.097222 0.272129 SG2 PROSER2 NC_056058.1 44015001 44035001 0.480095 0.231415 SG1 PCBD2


0.363446 0.15865 SG2 PRR5 NC_056063.1 40220001 40240001 0.43619 0.464357 SG1 PCDH9







0.32382 0.162013 SG2 PRR5 NC_056063.1 40225001 40245001 0.303064 0.507954 SG1 PCDH9


0.332287 0.155927 SG2 PRR5 NC_056063.1 40230001 40250001 0.340833 0.496379 SG1 PCDH9


0.436866 0.15014 SG2 PRR5 NC_056063.1 40235001 40255001 0.320678 0.48341 SG1 PCDH9


0.565046 0.151872 SG2 PRRG4 NC_056054.1 112680001 112700001 0.233249 0.195762 SG1 PCP4L1


0.434165 0.16876 SG2 PRRG4 NC_056075.1 30935001 30955001 0.400304 0.296485 SG1 PDCD4


0.436095 0.170722 SG2 PRRG4 NC_056075.1 30940001 30960001 0.315164 0.292942 SG1 PDCD4


0.492209 0.174464 SG2 PRRG4 NC_056075.1 30945001 30965001 0.381962 0.301258 SG1 PDCD4


0.539726 0.167347 SG2 PRRG4 NC_056075.1 30950001 30970001 0.330677 0.350029 SG1 PDCD4


0.303748 0.172966 SG2 PRRT4 NC_056075.1 30955001 30975001 0.202039 0.371624 SG1 PDCD4


0.30621 0.146335 SG2 PRRT4 NC_056075.1 30960001 30980001 0.177942 0.35033 SG1 PDCD4


0.506536 0.135827 SG2 PRSS16 NC_056057.1 66155001 66175001 0.362296 0.225248 SG1 PDE1C


0.284961 0.251695 SG2 PRTFDC1 NC_056057.1 66160001 66180001 0.367044 0.197978 SG1 PDE1C


0.245148 0.271284 SG2 PRTFDC1 NC_056056.1 194865001 194885001 0.483298 0.212886 SG1 PDE3A


0.172112 0.348538 SG2 PRTFDC1 NC_056056.1 194935001 194955001 0.453364 0.237521 SG1 PDE3A


0.099634 0.409109 SG2 PRTFDC1 NC_056056.1 194940001 194960001 0.486964 0.248542 SG1 PDE3A


0.300619 0.329233 SG2 PRTFDC1 NC_056054.1 41860001 41880001 0.0591368 0.238522 SG1 PDE4B


0.572751 0.189353 SG2 PRTFDC1 NC_056061.1 61445001 61465001 0.412116 0.254344 SG1 PDE7B


0.555633 0.228123 SG2 PRTFDC1 NC_056061.1 61450001 61470001 0.347461 0.27798 SG1 PDE7B


0.476091 0.214222 SG2 PRTFDC1 NC_056061.1 61455001 61475001 0.411957 0.230039 SG1 PDE7B


0.498588 0.192897 SG2 PRTFDC1 NC_056071.1 22050001 22070001 0.484731 0.224326 SG1 PDE8A


0.514494 0.188462 SG2 PRTFDC1 NC_056070.1 42630001 42650001 0.450561 0.267262 SG1 PDGFC


0.486234 0.165074 SG2 PSAPL1;SORCS2 NC_056070.1 42635001 42655001 0.434829 0.239057 SG1 PDGFC


0.44434 0.202196 SG2 PSAPL1;SORCS2 NC_056068.1 4175001 4195001 0.312348 0.205019 SG1 PDGFD


0.440542 0.177506 SG2 PSAPL1;SORCS2 NC_056068.1 4180001 4200001 0.381449 0.277901 SG1 PDGFD


0.418648 0.15124 SG2 PSAPL1;SORCS2 NC_056068.1 4200001 4220001 0.446974 0.350594 SG1 PDGFD


0.501884 0.151665 SG2 PSD3 NC_056068.1 4205001 4225001 0.191532 0.439419 SG1 PDGFD


0.567276 0.17105 SG2 PSD3 NC_056068.1 4210001 4230001 0.0500812 0.476763 SG1 PDGFD


0.467421 0.198931 SG2 PSMB7 NC_056068.1 4215001 4235001 0.0677965 0.462302 SG1 PDGFD


0.472019 0.273578 SG2 PSMB7 NC_056068.1 4220001 4240001 0.0620355 0.464368 SG1 PDGFD


0.498653 0.302056 SG2 PSMB7 NC_056068.1 4225001 4245001 0.0655023 0.456906 SG1 PDGFD


0.500605 0.267522 SG2 PSMB7 NC_056068.1 4230001 4250001 0.127778 0.406735 SG1 PDGFD


0.466285 0.230511 SG2 PSMB7 NC_056068.1 4235001 4255001 0.157787 0.370617 SG1 PDGFD







0.477111 0.154614 SG2 PSMB7 NC_056068.1 4240001 4260001 0.381883 0.247316 SG1 PDGFD


0.553533 0.168752 SG2 PSME4 NC_056080.1 22770001 22790001 0.259259 0.195714 SG1 PDK3


0.510146 0.142572 SG2 PSME4 NC_056080.1 22775001 22795001 0.173209 0.184945 SG1 PDK3


0.453856 0.137113 SG2 PSPC1 NC_056061.1 30155001 30175001 0.401155 0.250787 SG1 PDSS2


0.460255 0.147965 SG2 PSPC1 NC_056061.1 30160001 30180001 0.278026 0.251128 SG1 PDSS2


0.462775 0.147466 SG2 PSPC1 NC_056061.1 30165001 30185001 0.343251 0.213554 SG1 PDSS2


0.457241 0.151508 SG2 PSPC1 NC_056061.1 30170001 30190001 0.385928 0.218744 SG1 PDSS2


0.455055 0.162118 SG2 PSPC1 NC_056069.1 41905001 41925001 0.403239 0.179986 SG1 PDZD2


0.443716 0.16062 SG2 PSPC1 NC_056069.1 41910001 41930001 0.354456 0.18384 SG1 PDZD2


0.474644 0.160161 SG2 PSPC1 NC_056069.1 41915001 41935001 0.348676 0.180311 SG1 PDZD2


0.498135 0.148552 SG2 PSPC1 NC_056069.1 41920001 41940001 0.342534 0.190762 SG1 PDZD2


0.515367 0.151137 SG2 PSPC1 NC_056069.1 41925001 41945001 0.304636 0.175593 SG1 PDZD2


0.534216 0.153334 SG2 PSPC1 NC_056056.1 145610001 145630001 0.27461 0.188365 SG1 PDZRN4


0.511111 0.159435 SG2 PSPC1 NC_056054.1 207880001 207900001 0.477635 0.402046 SG1 PEX5L


0.516068 0.15562 SG2 PSPC1 NC_056054.1 207890001 207910001 0.467084 0.329162 SG1 PEX5L


0.483871 0.245874 SG2 PTCHD1 NC_056054.1 238915001 238935001 0.179952 0.263497 SG1 PFN2


0.542239 0.254275 SG2 PTCHD1 NC_056054.1 238920001 238940001 0.167096 0.304236 SG1 PFN2


0.550668 0.213679 SG2 PTPN11 NC_056054.1 238925001 238945001 0.193802 0.277395 SG1 PFN2;RNF13


0.410782 0.234888 SG2 PTPN21 NC_056054.1 238930001 238950001 0.387074 0.206814 SG1 PFN2;RNF13


0.292943 0.249924 SG2 PTPN21;SPATA7 NC_056055.1 68270001 68290001 0.463013 0.182289 SG1 PGM5


0.518272 0.151347 SG2 PTPN5 NC_056061.1 68195001 68215001 0.459687 0.173362 SG1 PHACTR2


0.569811 0.172564 SG2 PTPRN2 NC_056061.1 68200001 68220001 0.461468 0.173123 SG1 PHACTR2


0.154444 0.158639 SG2 PTPRN2 NC_056061.1 68235001 68255001 0.351226 0.25912 SG1 PHACTR2


0.102362 0.13688 SG2 PTPRN2 NC_056061.1 68240001 68260001 0.474649 0.232805 SG1 PHACTR2


0.107598 0.195411 SG2 PTPRN2 NC_056061.1 68245001 68265001 0.377863 0.233075 SG1 PHACTR2


0.129593 0.292768 SG2 PTPRN2 NC_056061.1 68250001 68270001 0.419413 0.220025 SG1 PHACTR2


0.145389 0.330002 SG2 PTPRN2 NC_056062.1 21590001 21610001 0.409508 0.203397 SG1 PHF20L1


0.153124 0.326601 SG2 PTPRN2 NC_056062.1 21595001 21615001 0.361645 0.257372 SG1 PHF20L1


0.258272 0.314954 SG2 PTPRN2 NC_056062.1 21600001 21620001 0.44163 0.322716 SG1 PHF20L1


0.518093 0.400946 SG2 PTPRN2 NC_056062.1 21605001 21625001 0.475682 0.308093 SG1 PHF20L1


0.244806 0.159392 SG2 PTPRT NC_056062.1 21610001 21630001 0.472705 0.331438 SG1 PHF20L1


0.072284 0.182776 SG2 PTX3;VEPH1 NC_056062.1 21615001 21635001 0.397916 0.251284 SG1 PHF20L1







0.237277 0.219744 SG2 PWP2;TRAPPC10 NC_056054.1 91075001 91095001 0.449726 0.173553 SG1 PHTF1;RSBN1


0.332216 0.196643 SG2 PWP2;TRAPPC10 NC_056070.1 72245001 72265001 0.412372 0.205353 SG1 PI4KA


0.407521 0.192282 SG2 PWP2;TRAPPC10 NC_056070.1 72250001 72270001 0.291017 0.224338 SG1 PI4KA;SERPIN


0.367847 0.170521 SG2 QDPR NC_056070.1 72255001 72275001 0.233902 0.221837 SG1 PI4KA;SERPIN


0.432443 0.185566 SG2 QDPR NC_056070.1 72260001 72280001 0.286755 0.195606 SG1 PI4KA;SERPIN


0.493716 0.160763 SG2 QDPR NC_056070.1 72240001 72260001 0.431122 0.178125 SG1 PI4KA;TMEM1


0.219512 0.145736 SG2 QSER1 NC_056056.1 215645001 215665001 0.38716 0.226533 SG1 PICK1


0.165898 0.153571 SG2 QSER1 NC_056056.1 215665001 215685001 0.459358 0.21301 SG1 PICK1;SLC16A


0.168487 0.145253 SG2 QSER1 NC_056056.1 215670001 215690001 0.333894 0.225845 SG1 PICK1;SLC16A


0.07733 0.156815 SG2 QSER1 NC_056055.1 231175001 231195001 0.281071 0.183972 SG1 PID1


0.089655 0.15017 SG2 QSER1 NC_056055.1 231180001 231200001 0.184243 0.262353 SG1 PID1


0.201323 0.139589 SG2 QSER1 NC_056055.1 231185001 231205001 0.0772229 0.339678 SG1 PID1


0.423442 0.189617 SG2 RAD50 NC_056055.1 231190001 231210001 0.0552948 0.380327 SG1 PID1


0.368932 0.168168 SG2 RAD50 NC_056055.1 231195001 231215001 0.0350735 0.405825 SG1 PID1


0.471234 0.146631 SG2 RALGAPA1 NC_056055.1 231200001 231220001 0.0208546 0.376589 SG1 PID1


0.442437 0.159008 SG2 RALGAPA1 NC_056055.1 231205001 231225001 0.125615 0.285956 SG1 PID1


0.441613 0.164359 SG2 RALGAPA1 NC_056076.1 14115001 14135001 0.4359 0.175066 SG1 PIK3C3


0.449817 0.160177 SG2 RALGAPA1 NC_056055.1 67905001 67925001 0.443022 0.252671 SG1 PIP5K1B


0.466506 0.146418 SG2 RALGAPA1 NC_056055.1 67910001 67930001 0.267543 0.249696 SG1 PIP5K1B


0.452738 0.150192 SG2 RALGAPA1 NC_056055.1 67915001 67935001 0.204892 0.21994 SG1 PIP5K1B


0.459211 0.149238 SG2 RALGAPA1 NC_056080.1 13615001 13635001 0.455269 0.180686 SG1 PIR


0.466368 0.141339 SG2 RALGAPA1 NC_056080.1 13620001 13640001 0.454221 0.178843 SG1 PIR


0.405481 0.165934 SG2 RALGAPA1 NC_056080.1 13625001 13645001 0.473513 0.179853 SG1 PIR


0.287574 0.202318 SG2 RALGAPA1 NC_056080.1 62065001 62085001 0.410023 0.334309 SG1 PJA1


0.115008 0.249706 SG2 RALGAPA1 NC_056080.1 62070001 62090001 0.368421 0.355014 SG1 PJA1


0.045042 0.372496 SG2 RALGAPA1 NC_056080.1 62075001 62095001 0.358574 0.280407 SG1 PJA1


0.107466 0.273134 SG2 RALGAPA1 NC_056054.1 65950001 65970001 0.353858 0.290905 SG1 PKN2


0.143984 0.180173 SG2 RALGAPA1 NC_056054.1 65955001 65975001 0.425993 0.251933 SG1 PKN2


0.55035 0.140239 SG2 RANBP17 NC_056054.1 65960001 65980001 0.356116 0.281409 SG1 PKN2


0.413555 0.147473 SG2 RANBP17 NC_056054.1 65965001 65985001 0.28381 0.313405 SG1 PKN2


0.356903 0.185274 SG2 RANBP17 NC_056056.1 182560001 182580001 0.431326 0.178543 SG1 PKP2


0.299726 0.208547 SG2 RANBP17 NC_056056.1 182565001 182585001 0.445605 0.261507 SG1 PKP2







0.467499 0.181439 SG2 RANBP17 NC_056055.1 246180001 246200001 0.179071 0.193642 SG1 PLA2G2C;UBX


0.523268 0.176989 SG2 RANBP17 NC_056055.1 246185001 246205001 0.283506 0.173394 SG1 PLA2G2C;UBX


0.470004 0.186529 SG2 RANBP17 NC_056074.1 38395001 38415001 0.137233 0.180531 SG1 PLAAT3


0.492224 0.182578 SG2 RANBP17 NC_056074.1 38295001 38315001 0.337692 0.182969 SG1 PLAAT5


0.405393 0.209345 SG2 RANBP17 NC_056074.1 38300001 38320001 0.317533 0.229098 SG1 PLAAT5


0.360112 0.227001 SG2 RANBP17 NC_056074.1 38305001 38325001 0.367033 0.209369 SG1 PLAAT5


0.448468 0.197435 SG2 RANBP17 NC_056074.1 38310001 38330001 0.372145 0.190393 SG1 PLAAT5


0.449407 0.187767 SG2 RANBP17 NC_056066.1 880001 900001 0.409792 0.268437 SG1 PLCB1


0.532425 0.163798 SG2 RANBP17 NC_056066.1 885001 905001 0.413683 0.274294 SG1 PLCB1


0.562746 0.158539 SG2 RANBP17 NC_056066.1 890001 910001 0.445575 0.275415 SG1 PLCB1


0.363663 0.216414 SG2 RANBP17 NC_056066.1 895001 915001 0.445173 0.259684 SG1 PLCB1


0.288352 0.228675 SG2 RANBP17 NC_056066.1 900001 920001 0.416463 0.252306 SG1 PLCB1


0.108917 0.313341 SG2 RANBP17 NC_056066.1 905001 925001 0.413333 0.272851 SG1 PLCB1


0.429068 0.250899 SG2 RANBP17 NC_056066.1 910001 930001 0.460827 0.343614 SG1 PLCB1


0.439382 0.147687 SG2 RAP1GAP2 NC_056066.1 915001 935001 0.486535 0.382644 SG1 PLCB1


0.517369 0.135552 SG2 RAP1GAP2 NC_056066.1 930001 950001 0.478113 0.298381 SG1 PLCB1


0.487068 0.175362 SG2 RAP1GAP2 NC_056066.1 935001 955001 0.457929 0.245311 SG1 PLCB1


0.500297 0.180222 SG2 RAPGEF2 NC_056066.1 940001 960001 0.44915 0.231631 SG1 PLCB1


0.339887 0.219984 SG2 RAPGEF2 NC_056066.1 945001 965001 0.412479 0.201733 SG1 PLCB1


0.328125 0.211451 SG2 RAPGEF2 NC_056065.1 33765001 33785001 0.437901 0.18985 SG1 PLD5


0.286988 0.213805 SG2 RAPGEF2 NC_056065.1 33855001 33875001 0.468102 0.236888 SG1 PLD5


0.333891 0.198375 SG2 RAPGEF2 NC_056062.1 13815001 13835001 0.435831 0.187826 SG1 PLEC


0.271805 0.216735 SG2 RAPGEF2 NC_056062.1 13835001 13855001 0.443832 0.207363 SG1 PLEC


0.29861 0.226275 SG2 RAPGEF2 NC_056067.1 55190001 55210001 0.0693144 0.265782 SG1 PLEKHA4


0.45251 0.154663 SG2 RBBP8NL NC_056067.1 55200001 55220001 0.249078 0.228625 SG1 PLEKHA4;PPP


0.414901 0.16803 SG2 RBBP8NL NC_056056.1 80565001 80585001 0.481864 0.211609 SG1 PLEKHH2


0.319679 0.190052 SG2 RC3H1 NC_056055.1 209975001 209995001 0.351952 0.239322 SG1 PLEKHM3


0.464401 0.142073 SG2 RCAN1 NC_056055.1 209980001 210000001 0.365625 0.291794 SG1 PLEKHM3


0.519184 0.152522 SG2 RCAN1 NC_056055.1 209985001 210005001 0.396002 0.358365 SG1 PLEKHM3


0.470445 0.14488 SG2 RCBTB1 NC_056055.1 209990001 210010001 0.461634 0.411797 SG1 PLEKHM3


0.435158 0.155882 SG2 RERGL NC_056055.1 209995001 210015001 0.462558 0.395481 SG1 PLEKHM3


0.495283 0.143314 SG2 RERGL NC_056055.1 210000001 210020001 0.448628 0.37825 SG1 PLEKHM3







0.571638 0.154901 SG2 RFFL NC_056055.1 210005001 210025001 0.405419 0.344045 SG1 PLEKHM3


0.560882 0.174266 SG2 RFFL NC_056055.1 210010001 210030001 0.392697 0.29005 SG1 PLEKHM3


0.09901 0.136202 SG2 RFTN2 NC_056055.1 210015001 210035001 0.319698 0.256988 SG1 PLEKHM3


0.545141 0.213274 SG2 RGS6 NC_056055.1 210020001 210040001 0.317423 0.226346 SG1 PLEKHM3


0.539938 0.22787 SG2 RHBDL3 NC_056055.1 210025001 210045001 0.334742 0.223656 SG1 PLEKHM3


0.527673 0.208299 SG2 RHBDL3 NC_056055.1 210030001 210050001 0.264563 0.212162 SG1 PLEKHM3


0.516629 0.193149 SG2 RHCG NC_056055.1 210035001 210055001 0.456 0.249975 SG1 PLEKHM3


0.490416 0.201585 SG2 RHCG NC_056067.1 53425001 53445001 0.475621 0.272148 SG1 PNMA8A


0.563278 0.155865 SG2 RIC8B NC_056055.1 102780001 102800001 0.438134 0.305728 SG1 PNOC;ZNF395


0.540496 0.159672 SG2 RIC8B NC_056055.1 102785001 102805001 0.364361 0.260996 SG1 PNOC;ZNF395


0.477019 0.162337 SG2 RIC8B NC_056077.1 20515001 20535001 0.0977181 0.262948 SG1 POLR3E


0.139046 0.163877 SG2 RICTOR NC_056054.1 119610001 119630001 0.443492 0.271116 SG1 POU2F1


0.099841 0.187687 SG2 RICTOR NC_056054.1 119615001 119635001 0.39911 0.279028 SG1 POU2F1


0.191457 0.178858 SG2 RICTOR NC_056067.1 50705001 50725001 0.169451 0.212828 SG1 POU2F2


0.335581 0.157686 SG2 RICTOR NC_056059.1 20150001 20170001 0.20846 0.20611 SG1 PPA2


0.463826 0.165496 SG2 RIMS1 NC_056068.1 44785001 44805001 0.48617 0.181388 SG1 PPFIBP2


0.443345 0.17196 SG2 RIMS1 NC_056064.1 9435001 9455001 0.284504 0.176356 SG1 PPM1E


0.410345 0.155232 SG2 RIMS1 NC_056064.1 9440001 9460001 0.273221 0.180327 SG1 PPM1E


0.415812 0.152726 SG2 RMND5A NC_056056.1 75985001 76005001 0.084308 0.193868 SG1 PPP1R21


0.171721 0.140922 SG2 RNF17 NC_056056.1 76045001 76065001 0.181208 0.20312 SG1 PPP1R21


0.183799 0.149728 SG2 RNF17 NC_056054.1 253840001 253860001 0.359981 0.200613 SG1 PPP2R3A


0.181382 0.138213 SG2 RNF17 NC_056054.1 253845001 253865001 0.243739 0.245334 SG1 PPP2R3A


0.185217 0.139489 SG2 RNF17 NC_056054.1 253850001 253870001 0.193687 0.258711 SG1 PPP2R3A


0.502615 0.149503 SG2 RNF180 NC_056054.1 253855001 253875001 0.206582 0.265949 SG1 PPP2R3A


0.34959 0.223656 SG2 RNF180 NC_056054.1 253860001 253880001 0.245696 0.254124 SG1 PPP2R3A


0.283727 0.246105 SG2 RNF180 NC_056054.1 253865001 253885001 0.223845 0.258429 SG1 PPP2R3A


0.168023 0.276971 SG2 RNF180 NC_056054.1 253870001 253890001 0.254237 0.249306 SG1 PPP2R3A


0.153846 0.281134 SG2 RNF180 NC_056054.1 253875001 253895001 0.304005 0.238211 SG1 PPP2R3A


0.126561 0.269562 SG2 RNF180 NC_056054.1 253880001 253900001 0.283351 0.235288 SG1 PPP2R3A


0.14425 0.267421 SG2 RNF180 NC_056054.1 253885001 253905001 0.312053 0.227743 SG1 PPP2R3A


0.147813 0.249799 SG2 RNF180 NC_056054.1 253890001 253910001 0.418787 0.195171 SG1 PPP2R3A


0.20627 0.21842 SG2 RNF180 NC_056054.1 253895001 253915001 0.411541 0.179912 SG1 PPP2R3A







0.235132 0.215565 SG2 RNF180 NC_056071.1 54040001 54060001 0.394503 0.246362 SG1 PPP4R3A


0.269015 0.213369 SG2 RNF180 NC_056071.1 54045001 54065001 0.260965 0.192011 SG1 PPP4R3A


0.319018 0.196216 SG2 RNF180 NC_056069.1 39240001 39260001 0.293066 0.216834 SG1 PR


0.352089 0.15901 SG2 RNF180 NC_056069.1 39245001 39265001 0.375898 0.217142 SG1 PR


0.390554 0.13926 SG2 RNF180 NC_056069.1 39250001 39270001 0.38713 0.231383 SG1 PR


0.450238 0.158552 SG2 RNF180 NC_056071.1 38020001 38040001 0.177419 0.302632 SG1 PRKD1


0.566138 0.160989 SG2 RNF180 NC_056071.1 38030001 38050001 0.121334 0.257811 SG1 PRKD1


0.334728 0.147752 SG2 RNMT NC_056062.1 32490001 32510001 0.15113 0.177561 SG1 PRKDC


0.17594 0.152332 SG2 RNMT NC_056062.1 32495001 32515001 0.0697301 0.219289 SG1 PRKDC


0.498057 0.136743 SG2 ROBO1 NC_056062.1 32500001 32520001 0.0567647 0.211072 SG1 PRKDC


0.337648 0.191157 SG2 ROBO1 NC_056062.1 32505001 32525001 0.0612566 0.211516 SG1 PRKDC


0.409037 0.159901 SG2 ROBO1 NC_056062.1 32510001 32530001 0.0631155 0.20602 SG1 PRKDC


0.429759 0.156015 SG2 ROBO1 NC_056062.1 32515001 32535001 0.0502577 0.195369 SG1 PRKDC


0.445176 0.15141 SG2 ROBO1 NC_056062.1 32520001 32540001 0.051157 0.20147 SG1 PRKDC


0.485776 0.135584 SG2 ROBO1 NC_056062.1 32525001 32545001 0.027709 0.206418 SG1 PRKDC


0.512134 0.157692 SG2 ROBO1 NC_056062.1 32530001 32550001 0.019474 0.214628 SG1 PRKDC


0.401777 0.194011 SG2 ROBO1 NC_056062.1 32535001 32555001 0.0248491 0.249187 SG1 PRKDC


0.368049 0.223704 SG2 ROBO1 NC_056062.1 32550001 32570001 0.0480911 0.289725 SG1 PRKDC


0.527786 0.229582 SG2 ROBO1 NC_056059.1 96680001 96700001 0.478283 0.216598 SG1 PRKG2


0.518661 0.230383 SG2 ROBO1 NC_056059.1 96685001 96705001 0.462953 0.253755 SG1 PRKG2


0.46424 0.146006 SG2 RPA1;SMYD4 NC_056059.1 96695001 96715001 0.353805 0.324252 SG1 PRKG2


0.109795 0.158847 SG2 RPIA NC_056059.1 96700001 96720001 0.242032 0.272515 SG1 PRKG2


0.092915 0.157592 SG2 RPIA NC_056061.1 84690001 84710001 0.331316 0.212219 SG1 PRKN


0.074695 0.160167 SG2 RPIA NC_056061.1 84695001 84715001 0.376456 0.17459 SG1 PRKN


0.296438 0.13623 SG2 RPIA NC_056061.1 85680001 85700001 0.384037 0.245314 SG1 PRKN


0.397933 0.15564 SG2 RPL14 NC_056061.1 85685001 85705001 0.286299 0.228332 SG1 PRKN


0.347485 0.175706 SG2 RPL14 NC_056060.1 84175001 84195001 0.296261 0.192466 SG1 PROX2


0.259665 0.222492 SG2 RPL14;ZNF619 NC_056060.1 84190001 84210001 0.416066 0.185931 SG1 PROX2


0.227582 0.235113 SG2 RPL14;ZNF619 NC_056060.1 84195001 84215001 0.425934 0.23054 SG1 PROX2


0.497345 0.138342 SG2 RTL1 NC_056074.1 34590001 34610001 0.339082 0.213715 SG1 PRPF19


0.482887 0.162508 SG2 RTL1 NC_056074.1 34595001 34615001 0.252288 0.215268 SG1 PRPF19


0.390879 0.168412 SG2 RXFP1 NC_056074.1 34600001 34620001 0.185339 0.189692 SG1 PRPF19







0.469338 0.223919 SG2 RXFP1 NC_056074.1 34605001 34625001 0.218949 0.186934 SG1 PRPF19;TMEM


0.418533 0.223685 SG2 RXFP2 NC_056077.1 27755001 27775001 0.421419 0.180922 SG1 PRSS36


0.568606 0.166353 SG2 RXFP2 NC_056077.1 27760001 27780001 0.258162 0.259755 SG1 PRSS36


0.349134 0.188601 SG2 RYR1 NC_056058.1 3015001 3035001 0.260469 0.1809 SG1 PRSS38


0.310509 0.186195 SG2 RYR1 NC_056058.1 3020001 3040001 0.368688 0.172913 SG1 PRSS38


0.294549 0.192094 SG2 RYR1 NC_056058.1 3025001 3045001 0.421728 0.193477 SG1 PRSS38


0.323423 0.143085 SG2 RYR1 NC_056058.1 3030001 3050001 0.408854 0.185628 SG1 PRSS38


0.530645 0.179361 SG2 S1PR1 NC_056058.1 3035001 3055001 0.215164 0.217812 SG1 PRSS38


0.53223 0.176336 SG2 S1PR1 NC_056058.1 3040001 3060001 0.229567 0.214303 SG1 PRSS38


0.551107 0.159382 SG2 S1PR1 NC_056058.1 3045001 3065001 0.244142 0.324169 SG1 PRSS38


0.444635 0.156525 SG2 SAMD11 NC_056058.1 3050001 3070001 0.1875 0.385132 SG1 PRSS38


0.385404 0.174556 SG2 SAMD11 NC_056058.1 3055001 3075001 0.164822 0.356755 SG1 PRSS38


0.259445 0.24315 SG2 SAMD11 NC_056058.1 3060001 3080001 0.113904 0.393463 SG1 PRSS38


0.184252 0.264409 SG2 SAMD11 NC_056058.1 3065001 3085001 0.219455 0.31668 SG1 PRSS38


0.350269 0.273677 SG2 SCAPER NC_056058.1 3070001 3090001 0.345367 0.223227 SG1 PRSS38


0.36649 0.273166 SG2 SCAPER NC_056077.1 27705001 27725001 0.47034 0.25717 SG1 PRSS53;VKOR


0.492027 0.347688 SG2 SCOC NC_056077.1 27700001 27720001 0.483871 0.175952 SG1 PRSS53;VKOR


0.522275 0.373999 SG2 SCOC NC_056066.1 25070001 25090001 0.357975 0.264099 SG1 PRTFDC1


0.516021 0.361827 SG2 SCOC NC_056076.1 31045001 31065001 0.435087 0.181592 SG1 PSMA8;SS18


0.5009 0.136865 SG2 SCUBE1 NC_056054.1 73875001 73895001 0.457901 0.199812 SG1 PTBP2


0.476491 0.144721 SG2 SCUBE1 NC_056054.1 73880001 73900001 0.397899 0.218952 SG1 PTBP2


0.493091 0.137903 SG2 SCUBE1 NC_056054.1 73885001 73905001 0.435766 0.208608 SG1 PTBP2


0.493797 0.14307 SG2 SCUBE2 NC_056062.1 15925001 15945001 0.232591 0.199338 SG1 PTK2


0.539064 0.153302 SG2 SCUBE2 NC_056062.1 15930001 15950001 0.121353 0.262105 SG1 PTK2


0.288122 0.162533 SG2 SDR16C5 NC_056062.1 15955001 15975001 0.341475 0.216602 SG1 PTK2


0.366225 0.138079 SG2 SEC63 NC_056055.1 78290001 78310001 0.451272 0.185635 SG1 PTPRD


0.202879 0.147987 SG2 SEC63 NC_056055.1 78295001 78315001 0.266369 0.222148 SG1 PTPRD


0.499998 0.150184 SG2 SELENOF NC_056055.1 78300001 78320001 0.186887 0.216822 SG1 PTPRD


0.307525 0.138095 SG2 SEMA4B NC_056055.1 78305001 78325001 0.276025 0.222259 SG1 PTPRD


0.443155 0.182456 SG2 SEMA4B NC_056055.1 78310001 78330001 0.430197 0.197501 SG1 PTPRD


0.225735 0.180673 SG2 SERPINA12 NC_056075.1 46795001 46815001 0.475673 0.271719 SG1 PTPRE


0.129012 0.172974 SG2 SERPINA12 NC_056075.1 46800001 46820001 0.234329 0.213346 SG1 PTPRE







0.351128 0.229687 SG2 SEZ6 NC_056072.1 39610001 39630001 0.444376 0.212035 SG1 PTPRG


0.423869 0.20188 SG2 SEZ6 NC_056072.1 39640001 39660001 0.237354 0.205561 SG1 PTPRG


0.192118 0.142241 SG2 SFMBT1 NC_056072.1 39645001 39665001 0.178755 0.217115 SG1 PTPRG


0.381571 0.153452 SG2 SFRP1 NC_056072.1 39650001 39670001 0.139857 0.230785 SG1 PTPRG


0.37802 0.153949 SG2 SFRP1 NC_056072.1 39655001 39675001 0.0460875 0.248836 SG1 PTPRG


0.40147 0.174327 SG2 SFRP1 NC_056072.1 39665001 39685001 0.125395 0.180892 SG1 PTPRG


0.427786 0.18996 SG2 SFRP1 NC_056056.1 200155001 200175001 0.476126 0.200866 SG1 PTPRO


0.4687 0.234967 SG2 SFRP1 NC_056056.1 200160001 200180001 0.458196 0.183738 SG1 PTPRO


0.477919 0.254987 SG2 SFRP1 NC_056056.1 200165001 200185001 0.414812 0.19032 SG1 PTPRO


0.462922 0.229993 SG2 SFRP1 NC_056056.1 200190001 200210001 0.420415 0.178415 SG1 PTPRO


0.326291 0.142601 SG2 SFT2D2 NC_056056.1 200230001 200250001 0.3255 0.192439 SG1 PTPRO


0.245831 0.150888 SG2 SGCD NC_056080.1 131820001 131840001 0.359447 0.243752 SG1 PWWP3B


0.464022 0.203242 SG2 SH3TC1 NC_056080.1 131825001 131845001 0.414725 0.230866 SG1 PWWP3B


0.348433 0.174633 SG2 SH3TC1 NC_056061.1 86720001 86740001 0.476949 0.317041 SG1 QKI


0.167086 0.184063 SG2 SH3TC1 NC_056076.1 42360001 42380001 0.466085 0.25305 SG1 RAB31


0.092405 0.207873 SG2 SH3TC1 NC_056070.1 62615001 62635001 0.301615 0.177867 SG1 RAB35


0.151603 0.142963 SG2 SH3YL1 NC_056070.1 62620001 62640001 0.34576 0.173203 SG1 RAB35


0.079844 0.166366 SG2 SH3YL1 NC_056072.1 59065001 59085001 0.451428 0.25185 SG1 RAB7A


0.080527 0.160374 SG2 SH3YL1 NC_056072.1 59070001 59090001 0.428572 0.247282 SG1 RAB7A


0.067886 0.155902 SG2 SH3YL1 NC_056072.1 59075001 59095001 0.419624 0.234159 SG1 RAB7A


0.078003 0.152781 SG2 SH3YL1 NC_056072.1 59080001 59100001 0.402071 0.206565 SG1 RAB7A


0.388353 0.145543 SG2 SHLD1 NC_056065.1 55155001 55175001 0.173049 0.234744 SG1 RABGAP1L


0.415423 0.160919 SG2 SHLD1 NC_056065.1 55160001 55180001 0.182847 0.236341 SG1 RABGAP1L


0.429262 0.152793 SG2 SHLD1 NC_056065.1 55165001 55185001 0.157216 0.25381 SG1 RABGAP1L


0.42102 0.1381 SG2 SHLD1 NC_056065.1 55170001 55190001 0.188352 0.254132 SG1 RABGAP1L


0.084401 0.140994 SG2 SHQ1 NC_056065.1 55175001 55195001 0.250495 0.259974 SG1 RABGAP1L


0.569434 0.151272 SG2 SHTN1 NC_056065.1 55180001 55200001 0.284994 0.236333 SG1 RABGAP1L


0.335726 0.23387 SG2 SLC13A1 NC_056065.1 55185001 55205001 0.470287 0.184691 SG1 RABGAP1L


0.392205 0.192996 SG2 SLC13A1 NC_056065.1 55190001 55210001 0.46792 0.188491 SG1 RABGAP1L


0.07577 0.179074 SG2 SLC13A5 NC_056056.1 225950001 225970001 0.0881059 0.433575 SG1 RABL2B


0.059933 0.179352 SG2 SLC13A5 NC_056056.1 225955001 225975001 0.1581 0.408227 SG1 RABL2B


0.130659 0.136864 SG2 SLC25A19 NC_056056.1 225960001 225980001 0.326492 0.30001 SG1 RABL2B







0.403727 0.175861 SG2 SLC25A21 NC_056056.1 225980001 226000001 0.485714 0.210727 SG1 RABL2B


0.24968 0.23423 SG2 SLC25A21 NC_056060.1 78400001 78420001 0.345668 0.232909 SG1 RAD51B


0.122616 0.31604 SG2 SLC25A21 NC_056060.1 78405001 78425001 0.385417 0.258086 SG1 RAD51B


0.127872 0.223526 SG2 SLC25A21 NC_056060.1 78410001 78430001 0.391999 0.255875 SG1 RAD51B


0.297025 0.139599 SG2 SLC25A21 NC_056060.1 78415001 78435001 0.397908 0.222358 SG1 RAD51B


0.392837 0.266038 SG2 SLC25A21 NC_056064.1 9350001 9370001 0.458393 0.25259 SG1 RAD51C


0.314349 0.22216 SG2 SLC25A21 NC_056064.1 9355001 9375001 0.350111 0.253401 SG1 RAD51C


0.394066 0.150433 SG2 SLC25A21 NC_056064.1 9360001 9380001 0.321621 0.28252 SG1 RAD51C


0.376926 0.160542 SG2 SLC25A21 NC_056064.1 9365001 9385001 0.257009 0.302112 SG1 RAD51C


0.325234 0.196217 SG2 SLC25A21 NC_056064.1 9370001 9390001 0.343131 0.200899 SG1 RAD51C


0.282467 0.225463 SG2 SLC25A21 NC_056058.1 20605001 20625001 0.458114 0.272495 SG1 RAPGEF6


0.196794 0.240152 SG2 SLC25A21 NC_056058.1 20610001 20630001 0.466667 0.283065 SG1 RAPGEF6


0.185393 0.238457 SG2 SLC25A21 NC_056058.1 20615001 20635001 0.463975 0.267896 SG1 RAPGEF6


0.177508 0.215502 SG2 SLC25A21 NC_056058.1 20620001 20640001 0.461004 0.258614 SG1 RAPGEF6


0.159711 0.180091 SG2 SLC25A21 NC_056058.1 20660001 20680001 0.483461 0.26391 SG1 RAPGEF6


0.170143 0.184083 SG2 SLC25A21 NC_056058.1 20665001 20685001 0.452116 0.279004 SG1 RAPGEF6


0.256908 0.206738 SG2 SLC25A21 NC_056058.1 20670001 20690001 0.467583 0.273392 SG1 RAPGEF6


0.360473 0.219997 SG2 SLC25A21 NC_056058.1 20695001 20715001 0.482229 0.272165 SG1 RAPGEF6


0.436609 0.27681 SG2 SLC25A21 NC_056058.1 20700001 20720001 0.483071 0.266915 SG1 RAPGEF6


0.397109 0.305248 SG2 SLC25A21 NC_056058.1 20710001 20730001 0.47521 0.281986 SG1 RAPGEF6


0.377716 0.219199 SG2 SLC25A21 NC_056058.1 20715001 20735001 0.475598 0.28443 SG1 RAPGEF6


0.300691 0.210808 SG2 SLC25A21 NC_056058.1 20720001 20740001 0.472 0.283879 SG1 RAPGEF6


0.426295 0.190115 SG2 SLC25A21 NC_056058.1 20725001 20745001 0.445455 0.268194 SG1 RAPGEF6


0.556249 0.157237 SG2 SLC25A21 NC_056058.1 20730001 20750001 0.463292 0.252571 SG1 RAPGEF6


0.530985 0.189128 SG2 SLC25A21 NC_056058.1 20760001 20780001 0.486264 0.258702 SG1 RAPGEF6


0.560933 0.176946 SG2 SLC25A21 NC_056058.1 20785001 20805001 0.463957 0.287055 SG1 RAPGEF6


0.485493 0.147785 SG2 SLC25A21 NC_056058.1 20790001 20810001 0.464353 0.276868 SG1 RAPGEF6


0.331035 0.161896 SG2 SLC25A21 NC_056058.1 20795001 20815001 0.446809 0.253594 SG1 RAPGEF6


0.143302 0.364152 SG2 SLC26A7 NC_056058.1 20800001 20820001 0.420206 0.218662 SG1 RAPGEF6


0.306844 0.300148 SG2 SLC26A7 NC_056058.1 20805001 20825001 0.411765 0.223351 SG1 RAPGEF6


0.495504 0.212127 SG2 SLC26A7 NC_056058.1 20810001 20830001 0.408207 0.239303 SG1 RAPGEF6


0.550327 0.203939 SG2 SLC26A7 NC_056058.1 20815001 20835001 0.428854 0.247615 SG1 RAPGEF6







0.16403 0.140523 SG2 SLC34A2 NC_056058.1 20820001 20840001 0.479565 0.281976 SG1 RAPGEF6


0.228711 0.14106 SG2 SLC34A2 NC_056058.1 20825001 20845001 0.477777 0.283811 SG1 RAPGEF6


0.438891 0.165321 SG2 SLC35B4 NC_056065.1 59020001 59040001 0.432478 0.199467 SG1 RASAL2


0.49135 0.194559 SG2 SLC38A9 NC_056065.1 59025001 59045001 0.43361 0.19537 SG1 RASAL2


0.167164 0.22409 SG2 SLC45A3 NC_056065.1 59030001 59050001 0.48069 0.185756 SG1 RASAL2


0.16153 0.219293 SG2 SLC45A3 NC_056060.1 32335001 32355001 0.426965 0.199952 SG1 RASGRP1


0.227478 0.144175 SG2 SLC46A3 NC_056066.1 60250001 60270001 0.274139 0.190477 SG1 RBCK1;TBC1D


0.098856 0.168125 SG2 SLC46A3 NC_056066.1 60255001 60275001 0.285456 0.182615 SG1 RBCK1;TBC1D


0.129067 0.144683 SG2 SLC6A19 NC_056077.1 7050001 7070001 0.47805 0.214877 SG1 RBFOX1


0.099697 0.149206 SG2 SLC6A19 NC_056064.1 52220001 52240001 0.183981 0.210117 SG1 RBFOX3


0.36113 0.16767 SG2 SLC7A11 NC_056064.1 52225001 52245001 0.096821 0.260165 SG1 RBFOX3


0.404273 0.270861 SG2 SLC7A11 NC_056064.1 52235001 52255001 0.0494074 0.256958 SG1 RBFOX3


0.422784 0.304308 SG2 SLC7A11 NC_056064.1 52240001 52260001 0.0677128 0.210533 SG1 RBFOX3


0.482521 0.311562 SG2 SLC7A11 NC_056066.1 66015001 66035001 0.475248 0.29462 SG1 RBL1


0.392061 0.305179 SG2 SLC7A11 NC_056066.1 66020001 66040001 0.281218 0.317583 SG1 RBL1


0.327362 0.297272 SG2 SLC7A11 NC_056066.1 66025001 66045001 0.174438 0.355691 SG1 RBL1


0.335032 0.231935 SG2 SLC7A11 NC_056066.1 66045001 66065001 0.275316 0.274905 SG1 RBL1


0.395007 0.177789 SG2 SLC7A11 NC_056066.1 66050001 66070001 0.322851 0.186964 SG1 RBL1


0.495282 0.140373 SG2 SLC7A11 NC_056055.1 149375001 149395001 0.434372 0.342105 SG1 RBMS1


0.4074 0.166927 SG2 SLC7A2 NC_056055.1 149380001 149400001 0.414479 0.322191 SG1 RBMS1


0.515789 0.166581 SG2 SLC7A2 NC_056055.1 149385001 149405001 0.385523 0.329881 SG1 RBMS1


0.333128 0.199552 SG2 SLC9A9 NC_056055.1 149390001 149410001 0.482946 0.277723 SG1 RBMS1


0.215708 0.224123 SG2 SLC9A9 NC_056055.1 149465001 149485001 0.447557 0.405647 SG1 RBMS1


0.27664 0.20596 SG2 SLC9A9 NC_056056.1 217965001 217985001 0.199351 0.188995 SG1 RBX1;XPNPEP


0.422732 0.157061 SG2 SLC9A9 NC_056068.1 20000001 20020001 0.471304 0.200953 SG1 RDX


0.484384 0.17914 SG2 SLC9A9 NC_056068.1 20005001 20025001 0.293415 0.26012 SG1 RDX


0.445246 0.228234 SG2 SLC9A9 NC_056068.1 20010001 20030001 0.250936 0.28894 SG1 RDX


0.540482 0.190657 SG2 SLC9A9 NC_056068.1 20015001 20035001 0.296868 0.275988 SG1 RDX


0.569469 0.17957 SG2 SLC9A9 NC_056057.1 46585001 46605001 0.205799 0.215654 SG1 RELN


0.359124 0.167825 SG2 SLIT2 NC_056057.1 46590001 46610001 0.235086 0.24777 SG1 RELN


0.215754 0.17842 SG2 SLIT2 NC_056057.1 46595001 46615001 0.355765 0.288414 SG1 RELN


0.18488 0.18141 SG2 SLIT2 NC_056057.1 46600001 46620001 0.42536 0.223029 SG1 RELN







0.183033 0.184537 SG2 SLIT2 NC_056061.1 63995001 64015001 0.437823 0.186447 SG1 REPS1


0.303468 0.144148 SG2 SLIT2 NC_056061.1 64000001 64020001 0.425842 0.201284 SG1 REPS1


0.18224 0.151498 SG2 SMAD5 NC_056061.1 64010001 64030001 0.313664 0.235365 SG1 REPS1


0.45667 0.138571 SG2 SMCHD1 NC_056061.1 64015001 64035001 0.249206 0.173978 SG1 REPS1


0.386489 0.17322 SG2 SMCHD1 NC_056064.1 42405001 42425001 0.140722 0.238464 SG1 RETREG3;TUB


0.416666 0.170351 SG2 SMCHD1 NC_056062.1 1495001 1515001 0.417677 0.212002 SG1 RIMS1


0.467642 0.162551 SG2 SMCHD1 NC_056054.1 269865001 269885001 0.284486 0.21182 SG1 RIPPLY3


0.511675 0.152587 SG2 SMCHD1 NC_056061.1 76270001 76290001 0.351386 0.200044 SG1 RMND1


0.525359 0.144646 SG2 SMCHD1 NC_056063.1 20695001 20715001 0.318152 0.41975 SG1 RNASEH2B


0.504587 0.137081 SG2 SMG6 NC_056063.1 20700001 20720001 0.222222 0.446017 SG1 RNASEH2B


0.478914 0.145238 SG2 SMG6 NC_056063.1 20705001 20725001 0.307643 0.259012 SG1 RNASEH2B


0.44096 0.174332 SG2 SMG6 NC_056054.1 239070001 239090001 0.331169 0.176675 SG1 RNF13


0.443012 0.212764 SG2 SMG6 NC_056068.1 27680001 27700001 0.435805 0.275737 SG1 RNF214


0.437424 0.262498 SG2 SNCA NC_056054.1 19205001 19225001 0.391827 0.203964 SG1 RNF220


0.477376 0.234212 SG2 SNCA NC_056075.1 9915001 9935001 0.352205 0.259131 SG1 RNLS


0.536377 0.256254 SG2 SNU13 NC_056075.1 9920001 9940001 0.132693 0.24306 SG1 RNLS


0.350697 0.136383 SG2 SNUPN NC_056056.1 20170001 20190001 0.410912 0.269451 SG1 ROCK2;SLC66


0.211949 0.148549 SG2 SNUPN NC_056066.1 66135001 66155001 0.0994766 0.303258 SG1 RPN2


0.129781 0.151134 SG2 SNUPN NC_056066.1 66140001 66160001 0.0687062 0.301471 SG1 RPN2


0.101063 0.152534 SG2 SNX14 NC_056066.1 66145001 66165001 0.130678 0.273914 SG1 RPN2


0.088775 0.136536 SG2 SNX14 NC_056066.1 66150001 66170001 0.238987 0.225461 SG1 RPN2


0.088873 0.144031 SG2 SNX14 NC_056066.1 66155001 66175001 0.419782 0.201379 SG1 RPN2


0.105874 0.167998 SG2 SNX14 NC_056061.1 89270001 89290001 0.396343 0.174677 SG1 RPS6KA2


0.25435 0.149654 SG2 SNX14 NC_056061.1 89275001 89295001 0.40633 0.184432 SG1 RPS6KA2


0.377313 0.148352 SG2 SNX14 NC_056080.1 74955001 74975001 0.353699 0.187457 SG1 RPS6KA6


0.435746 0.162528 SG2 SNX29 NC_056080.1 74970001 74990001 0.299003 0.214701 SG1 RPS6KA6


0.436902 0.16629 SG2 SNX29 NC_056080.1 74975001 74995001 0.278592 0.197624 SG1 RPS6KA6


0.385705 0.173133 SG2 SNX29 NC_056080.1 74980001 75000001 0.35514 0.264915 SG1 RPS6KA6


0.365846 0.156687 SG2 SNX29 NC_056080.1 74985001 75005001 0.282485 0.26256 SG1 RPS6KA6


0.557206 0.180405 SG2 SNX29 NC_056080.1 74990001 75010001 0.230946 0.258527 SG1 RPS6KA6


0.528436 0.206357 SG2 SNX32 NC_056080.1 75080001 75100001 0.41769 0.26443 SG1 RPS6KA6


0.18225 0.226755 SG2 SNX6 NC_056080.1 75085001 75105001 0.387268 0.228727 SG1 RPS6KA6







0.198008 0.168988 SG2 SNX6 NC_056080.1 75090001 75110001 0.375635 0.213037 SG1 RPS6KA6


0.243183 0.142815 SG2 SNX6 NC_056080.1 75105001 75125001 0.462732 0.187033 SG1 RPS6KA6


0.51872 0.138475 SG2 SORCS2 NC_056080.1 75110001 75130001 0.381616 0.187085 SG1 RPS6KA6


0.47208 0.136302 SG2 SOX6 NC_056080.1 75115001 75135001 0.385185 0.190795 SG1 RPS6KA6


0.23688 0.152719 SG2 SPATA7 NC_056080.1 75120001 75140001 0.400955 0.245298 SG1 RPS6KA6


0.274439 0.200925 SG2 SPATA7 NC_056080.1 75125001 75145001 0.289256 0.270763 SG1 RPS6KA6


0.044 0.14566 SG2 SPINK7 NC_056054.1 91080001 91100001 0.411007 0.203002 SG1 RSBN1


0.029574 0.149331 SG2 SPINK7 NC_056054.1 91085001 91105001 0.434332 0.185649 SG1 RSBN1


0.488193 0.175899 SG2 SRSF6 NC_056061.1 21165001 21185001 0.417831 0.179823 SG1 RSPH4A;ZUP1


0.472354 0.186461 SG2 SRSF6 NC_056061.1 21170001 21190001 0.421757 0.185106 SG1 RSPH4A;ZUP1


0.418945 0.14093 SG2 SSBP2 NC_056060.1 35075001 35095001 0.413869 0.224358 SG1 RTF1


0.49009 0.170624 SG2 SSBP2 NC_056060.1 35080001 35100001 0.254822 0.240965 SG1 RTF1


0.511628 0.158421 SG2 SSBP2 NC_056060.1 35085001 35105001 0.193059 0.251602 SG1 RTF1


0.202323 0.159567 SG2 STK10 NC_056060.1 35090001 35110001 0.277011 0.215098 SG1 RTF1


0.141329 0.231126 SG2 STK10 NC_056060.1 35095001 35115001 0.324653 0.212263 SG1 RTF1


0.047548 0.275889 SG2 STK10 NC_056060.1 35100001 35120001 0.393228 0.196341 SG1 RTF1


0.019201 0.282562 SG2 STK10 NC_056068.1 79535001 79555001 0.42529 0.172963 SG1 RTN4RL2


0.023172 0.268616 SG2 STK10 NC_056068.1 79540001 79560001 0.307268 0.188637 SG1 RTN4RL2;SLC


0.083333 0.214558 SG2 STK10 NC_056068.1 79545001 79565001 0.152865 0.195737 SG1 RTN4RL2;SLC


0.162777 0.21371 SG2 STK10 NC_056068.1 79550001 79570001 0.0969047 0.176393 SG1 RTN4RL2;SLC


0.169026 0.18693 SG2 STK10 NC_056063.1 29540001 29560001 0.197369 0.217706 SG1 RXFP2


0.250578 0.142725 SG2 STK10 NC_056060.1 65150001 65170001 0.39375 0.198738 SG1 SAMD4A


0.244684 0.141577 SG2 STK10 NC_056060.1 65155001 65175001 0.463579 0.182154 SG1 SAMD4A


0.225312 0.146184 SG2 STK10 NC_056064.1 19805001 19825001 0.475222 0.240612 SG1 SARM1


0.247557 0.139648 SG2 STK38L NC_056064.1 19815001 19835001 0.395418 0.23767 SG1 SARM1;SLC46


0.423711 0.21645 SG2 STRA6 NC_056064.1 19820001 19840001 0.367153 0.191901 SG1 SARM1;SLC46


0.459578 0.225136 SG2 STRA6 NC_056074.1 40505001 40525001 0.455445 0.274296 SG1 SART1


0.336076 0.271637 SG2 STRN3 NC_056054.1 276550001 276570001 0.471212 0.290018 SG1 SATB1


0.401529 0.300318 SG2 STRN3 NC_056054.1 276560001 276580001 0.462899 0.280223 SG1 SATB1


0.242424 0.228086 SG2 STRN3 NC_056055.1 201765001 201785001 0.378195 0.197744 SG1 SATB2


0.336033 0.221961 SG2 STRN3 NC_056055.1 201770001 201790001 0.213592 0.222817 SG1 SATB2


0.326415 0.216168 SG2 STRN3 NC_056055.1 201775001 201795001 0.246753 0.183935 SG1 SATB2







0.253497 0.196375 SG2 STRN3 NC_056054.1 124505001 124525001 0.321629 0.199243 SG1 SCAF4;SOD1


0.278583 0.188628 SG2 STRN3 NC_056054.1 124510001 124530001 0.212813 0.246032 SG1 SCAF4;SOD1


0.189189 0.191816 SG2 STRN3 NC_056054.1 124515001 124535001 0.140383 0.266705 SG1 SCAF4;SOD1


0.210095 0.18819 SG2 STRN3 NC_056071.1 29440001 29460001 0.487604 0.213371 SG1 SCAPER


0.297821 0.162302 SG2 STRN3 NC_056071.1 29445001 29465001 0.38313 0.192566 SG1 SCAPER


0.32334 0.154677 SG2 STRN3 NC_056055.1 236420001 236440001 0.464176 0.225908 SG1 SDC3


0.402253 0.167529 SG2 STRN3 NC_056055.1 236425001 236445001 0.418604 0.267576 SG1 SDC3


0.421589 0.140312 SG2 STRN3 NC_056055.1 236430001 236450001 0.375556 0.264283 SG1 SDC3


0.341815 0.180651 SG2 STX2 NC_056055.1 236435001 236455001 0.480697 0.237315 SG1 SDC3


0.261259 0.234155 SG2 STX2 NC_056077.1 39890001 39910001 0.324965 0.318066 SG1 SDK1


0.273629 0.259528 SG2 STX2 NC_056077.1 39895001 39915001 0.282634 0.246781 SG1 SDK1


0.235938 0.290936 SG2 STX2 NC_056077.1 39900001 39920001 0.427799 0.188075 SG1 SDK1


0.367453 0.191266 SG2 STX2 NC_056077.1 39920001 39940001 0.46703 0.236782 SG1 SDK1


0.449785 0.146253 SG2 STX2 NC_056077.1 39925001 39945001 0.322783 0.2511 SG1 SDK1


0.395272 0.140069 SG2 STXBP5L NC_056077.1 39930001 39950001 0.282268 0.195687 SG1 SDK1


0.311305 0.193174 SG2 STXBP5L NC_056077.1 39935001 39955001 0.411119 0.179851 SG1 SDK1


0.26412 0.19911 SG2 STXBP5L NC_056062.1 36415001 36435001 0.450098 0.213879 SG1 SDR16C5


0.283161 0.19837 SG2 STXBP5L NC_056062.1 36420001 36440001 0.394008 0.261111 SG1 SDR16C5


0.384691 0.16616 SG2 STXBP5L NC_056062.1 36425001 36445001 0.404563 0.245359 SG1 SDR16C5


0.51917 0.170033 SG2 STXBP5L NC_056062.1 36430001 36450001 0.392322 0.267978 SG1 SDR16C5


0.485279 0.175449 SG2 STXBP5L NC_056062.1 36435001 36455001 0.387755 0.242323 SG1 SDR16C5


0.50131 0.14887 SG2 STXBP5L NC_056080.1 131750001 131770001 0.471764 0.186396 SG1 SERPINA7


0.466401 0.152237 SG2 STXBP6 NC_056073.1 49910001 49930001 0.408563 0.203621 SG1 SERPINB1


0.428507 0.151453 SG2 STXBP6 NC_056073.1 49915001 49935001 0.4455 0.20654 SG1 SERPINB1


0.198372 0.151164 SG2 SULF2 NC_056073.1 49920001 49940001 0.418711 0.203461 SG1 SERPINB1


0.262306 0.168188 SG2 SUSD1 NC_056073.1 49925001 49945001 0.40043 0.201942 SG1 SERPINB1


0.338837 0.156936 SG2 SUSD1 NC_056076.1 44940001 44960001 0.422024 0.187935 SG1 SETBP1


0.398873 0.13841 SG2 SVEP1 NC_056056.1 62245001 62265001 0.360971 0.20342 SG1 SH3RF3


0.420308 0.141687 SG2 SVEP1 NC_056056.1 62250001 62270001 0.344982 0.21495 SG1 SH3RF3


0.497244 0.137336 SG2 SYBU NC_056056.1 62255001 62275001 0.410721 0.193269 SG1 SH3RF3


0.565927 0.139126 SG2 SYNPR NC_056056.1 62265001 62285001 0.414547 0.184629 SG1 SH3RF3


0.412669 0.143085 SG2 SYNRG NC_056056.1 62270001 62290001 0.481976 0.179666 SG1 SH3RF3







0.411354 0.147693 SG2 SYNRG NC_056060.1 59485001 59505001 0.380829 0.2323 SG1 SHC4


0.330189 0.191935 SG2 SYNRG NC_056060.1 59490001 59510001 0.353063 0.216071 SG1 SHC4


0.519517 0.189725 SG2 SYT1 NC_056060.1 59495001 59515001 0.319375 0.189583 SG1 SHC4


0.436634 0.183003 SG2 SYT1 NC_056060.1 59500001 59520001 0.293454 0.175672 SG1 SHC4


0.258065 0.207839 SG2 TAF4 NC_056060.1 59505001 59525001 0.316335 0.186044 SG1 SHC4


0.200521 0.254432 SG2 TAF4 NC_056060.1 59510001 59530001 0.371312 0.219425 SG1 SHC4


0.099929 0.308219 SG2 TAF4 NC_056060.1 59515001 59535001 0.380504 0.266 SG1 SHC4


0.052247 0.367175 SG2 TAF4 NC_056056.1 218745001 218765001 0.483626 0.177758 SG1 SHISA8;SREBF


0.055555 0.383116 SG2 TAF4 NC_056056.1 220860001 220880001 0.370165 0.209568 SG1 SHISAL1


0.095694 0.330692 SG2 TAF4 NC_056056.1 220865001 220885001 0.332819 0.229376 SG1 SHISAL1


0.226381 0.254916 SG2 TAF4 NC_056075.1 31020001 31040001 0.443914 0.297137 SG1 SHOC2


0.266331 0.167766 SG2 TAF4 NC_056075.1 31025001 31045001 0.393112 0.309258 SG1 SHOC2


0.516698 0.2247 SG2 TARS1 NC_056075.1 31030001 31050001 0.342189 0.30079 SG1 SHOC2


0.359629 0.152862 SG2 TASOR NC_056075.1 31035001 31055001 0.333651 0.318456 SG1 SHOC2


0.37826 0.158653 SG2 TASOR NC_056075.1 31040001 31060001 0.351094 0.287344 SG1 SHOC2


0.567752 0.181931 SG2 TAX1BP1 NC_056075.1 31045001 31065001 0.385564 0.274069 SG1 SHOC2


0.571303 0.173314 SG2 TAX1BP1 NC_056075.1 31050001 31070001 0.425397 0.224067 SG1 SHOC2


0.564516 0.196483 SG2 TBC1D5 NC_056061.1 70370001 70390001 0.421801 0.191458 SG1 SHPRH


0.467628 0.22651 SG2 TBC1D5 NC_056061.1 70375001 70395001 0.297348 0.289043 SG1 SHPRH


0.401112 0.252981 SG2 TBC1D5 NC_056061.1 70380001 70400001 0.373207 0.255887 SG1 SHPRH


0.436817 0.236617 SG2 TBC1D5 NC_056054.1 222940001 222960001 0.344215 0.198276 SG1 SI


0.505331 0.225837 SG2 TBC1D5 NC_056054.1 222945001 222965001 0.326707 0.199485 SG1 SI


0.213567 0.149894 SG2 TBX15 NC_056054.1 222950001 222970001 0.390432 0.205397 SG1 SI


0.106505 0.266667 SG2 TBX15 NC_056054.1 222955001 222975001 0.40917 0.250522 SG1 SI


0.552567 0.135172 SG2 TCF7L1 NC_056057.1 70705001 70725001 0.387472 0.174583 SG1 SKAP2


0.505577 0.135128 SG2 TCF7L1 NC_056057.1 70710001 70730001 0.388585 0.205051 SG1 SKAP2


0.231092 0.269196 SG2 TCOF1 NC_056057.1 70715001 70735001 0.379081 0.199178 SG1 SKAP2


0.24486 0.258642 SG2 TCOF1 NC_056057.1 70720001 70740001 0.399174 0.203512 SG1 SKAP2


0.299902 0.233541 SG2 TCOF1 NC_056074.1 19950001 19970001 0.0857913 0.196422 SG1 SLC17A6


0.526408 0.142097 SG2 TCOF1 NC_056074.1 19970001 19990001 0.144661 0.18444 SG1 SLC17A6


0.556013 0.190903 SG2 TENM3 NC_056066.1 38545001 38565001 0.413817 0.289467 SG1 SLC24A3


0.33229 0.231083 SG2 TENM3 NC_056066.1 38550001 38570001 0.293014 0.233549 SG1 SLC24A3







0.244972 0.305254 SG2 TENM3 NC_056066.1 38555001 38575001 0.289967 0.194139 SG1 SLC24A3


0.154784 0.279727 SG2 TENM3 NC_056056.1 217870001 217890001 0.241984 0.267276 SG1 SLC25A17


0.0807 0.291444 SG2 TENM3 NC_056056.1 217875001 217895001 0.05375 0.417954 SG1 SLC25A17


0.12744 0.215878 SG2 TENM3 NC_056071.1 44855001 44875001 0.449575 0.173347 SG1 SLC25A21


0.31612 0.166773 SG2 TENM3 NC_056066.1 75350001 75370001 0.459543 0.174044 SG1 SLC2A10;TP53


0.55197 0.177477 SG2 TENM3 NC_056061.1 59435001 59455001 0.4 0.21173 SG1 SLC2A12


0.181961 0.15842 SG2 TESPA1 NC_056061.1 59440001 59460001 0.421384 0.207174 SG1 SLC2A12


0.303083 0.138202 SG2 TESPA1 NC_056061.1 59445001 59465001 0.253937 0.315219 SG1 SLC2A12


0.410334 0.308929 SG2 TEX11 NC_056061.1 59450001 59470001 0.19263 0.359473 SG1 SLC2A12


0.120482 0.299678 SG2 TEX11 NC_056061.1 59455001 59475001 0.177195 0.376249 SG1 SLC2A12


0.43043 0.246975 SG2 TEX11 NC_056061.1 59485001 59505001 0.17865 0.33631 SG1 SLC2A12


0.56782 0.195762 SG2 TFAP2C NC_056061.1 59490001 59510001 0.20078 0.314059 SG1 SLC2A12


0.3639 0.139164 SG2 TIAM1 NC_056062.1 60185001 60205001 0.326975 0.182819 SG1 SLC30A8


0.294336 0.139415 SG2 TIAM1 NC_056062.1 60190001 60210001 0.351105 0.180311 SG1 SLC30A8


0.427648 0.172019 SG2 TIAM1 NC_056054.1 77370001 77390001 0.388029 0.244762 SG1 SLC35A3


0.565619 0.181108 SG2 TIAM1 NC_056054.1 77375001 77395001 0.468705 0.218195 SG1 SLC35A3


0.377451 0.214227 SG2 TIPRL NC_056054.1 77380001 77400001 0.47833 0.211407 SG1 SLC35A3


0.438596 0.229169 SG2 TIPRL NC_056068.1 79555001 79575001 0.13662 0.181947 SG1 SLC43A1


0.286472 0.174386 SG2 TIPRL NC_056072.1 1885001 1905001 0.475719 0.218141 SG1 SLC4A7


0.256608 0.141591 SG2 TIPRL NC_056063.1 31255001 31275001 0.29824 0.190103 SG1 SLC7A1


0.196424 0.134937 SG2 TIPRL NC_056063.1 31260001 31280001 0.296274 0.216505 SG1 SLC7A1


0.161946 0.139246 SG2 TIPRL NC_056063.1 31265001 31285001 0.432178 0.1773 SG1 SLC7A1


0.154124 0.141565 SG2 TIPRL NC_056070.1 19720001 19740001 0.388869 0.202487 SG1 SLC7A11


0.088959 0.154226 SG2 TIPRL NC_056070.1 19725001 19745001 0.359006 0.197292 SG1 SLC7A11


0.080274 0.158401 SG2 TIPRL NC_056080.1 99180001 99200001 0.488126 0.183499 SG1 SLC9A6


0.076421 0.159052 SG2 TIPRL NC_056066.1 77905001 77925001 0.406149 0.179672 SG1 SLC9A8


0.081445 0.154923 SG2 TIPRL NC_056054.1 177965001 177985001 0.291667 0.233196 SG1 SLC9C1


0.105824 0.157944 SG2 TIPRL NC_056054.1 177970001 177990001 0.298357 0.239748 SG1 SLC9C1


0.488019 0.144117 SG2 TLE2;TLE6 NC_056054.1 177975001 177995001 0.244202 0.260361 SG1 SLC9C1


0.353837 0.191539 SG2 TLE6 NC_056054.1 177980001 178000001 0.32078 0.229132 SG1 SLC9C1


0.531766 0.140425 SG2 TLE6 NC_056054.1 177985001 178005001 0.2804 0.240052 SG1 SLC9C1


0.200654 0.136684 SG2 TMEM108 NC_056054.1 177990001 178010001 0.232616 0.233376 SG1 SLC9C1







0.523129 0.216783 SG2 TMEM14A NC_056054.1 177995001 178015001 0.268542 0.192651 SG1 SLC9C1


0.524576 0.211285 SG2 TMEM14A NC_056072.1 51995001 52015001 0.406073 0.186726 SG1 SMARCC1


0.543343 0.207599 SG2 TMEM178B NC_056072.1 52000001 52020001 0.325226 0.20961 SG1 SMARCC1


0.325545 0.217403 SG2 TMEM184B NC_056072.1 52005001 52025001 0.263056 0.221864 SG1 SMARCC1


0.301533 0.179154 SG2 TMEM184B NC_056072.1 52010001 52030001 0.248264 0.214737 SG1 SMARCC1


0.251582 0.18884 SG2 TMEM184B NC_056072.1 52015001 52035001 0.250485 0.230246 SG1 SMARCC1


0.242677 0.193624 SG2 TMEM184B NC_056072.1 52020001 52040001 0.223633 0.228919 SG1 SMARCC1


0.288444 0.15641 SG2 TMEM184B NC_056072.1 52025001 52045001 0.234375 0.220415 SG1 SMARCC1


0.219124 0.236057 SG2 TMEM184B NC_056072.1 52030001 52050001 0.219697 0.214727 SG1 SMARCC1


0.443113 0.173881 SG2 TMEM184C NC_056072.1 52035001 52055001 0.211883 0.216166 SG1 SMARCC1


0.435435 0.13603 SG2 TMEM241 NC_056072.1 52040001 52060001 0.339896 0.19538 SG1 SMARCC1


0.413025 0.192833 SG2 TMEM241 NC_056072.1 52045001 52065001 0.359342 0.202292 SG1 SMARCC1


0.419366 0.298195 SG2 TMEM241 NC_056072.1 52050001 52070001 0.401042 0.207119 SG1 SMARCC1


0.410716 0.363342 SG2 TMEM241 NC_056072.1 52055001 52075001 0.446505 0.200759 SG1 SMARCC1


0.463168 0.36755 SG2 TMEM241 NC_056061.1 90470001 90490001 0.155441 0.242473 SG1 SMOC2


0.49511 0.38424 SG2 TMEM241 NC_056061.1 90475001 90495001 0.224219 0.197003 SG1 SMOC2


0.48128 0.145515 SG2 TMEM241 NC_056066.1 50665001 50685001 0.186503 0.209507 SG1 SMOX


0.419381 0.160278 SG2 TMEM241 NC_056066.1 50670001 50690001 0.217687 0.221356 SG1 SMOX


0.491378 0.135444 SG2 TMEM241 NC_056066.1 50675001 50695001 0.224719 0.213404 SG1 SMOX


0.465057 0.16666 SG2 TMEM266 NC_056066.1 50680001 50700001 0.223675 0.205228 SG1 SMOX


0.462159 0.182214 SG2 TMEM266 NC_056066.1 50685001 50705001 0.242903 0.18817 SG1 SMOX


0.342558 0.209571 SG2 TMEM266 NC_056066.1 50690001 50710001 0.441491 0.234255 SG1 SMOX


0.400942 0.229924 SG2 TMEM266 NC_056066.1 3340001 3360001 0.318639 0.203783 SG1 SNAP25


0.563352 0.256062 SG2 TMEM266 NC_056080.1 63775001 63795001 0.280255 0.380645 SG1 SNX12


0.561913 0.155757 SG2 TMSB4X NC_056074.1 34295001 34315001 0.216128 0.236847 SG1 SNX19


0.521528 0.167201 SG2 TMSB4X NC_056077.1 11385001 11405001 0.277576 0.327751 SG1 SNX29


0.271311 0.157548 SG2 TNFAIP8 NC_056077.1 11390001 11410001 0.174703 0.281566 SG1 SNX29


0.267507 0.145677 SG2 TNFAIP8 NC_056077.1 11395001 11415001 0.208205 0.194579 SG1 SNX29


0.40231 0.154392 SG2 TNFAIP8L3 NC_056054.1 124520001 124540001 0.114486 0.267864 SG1 SOD1


0.40681 0.184663 SG2 TNFAIP8L3 NC_056054.1 124525001 124545001 0.0937747 0.231213 SG1 SOD1


0.42772 0.160107 SG2 TNFAIP8L3 NC_056075.1 16655001 16675001 0.439845 0.201308 SG1 SORBS1


0.45229 0.146837 SG2 TNFSF8 NC_056059.1 114410001 114430001 0.446796 0.18182 SG1 SORCS2







0.156153 0.135308 SG2 TNIK NC_056075.1 25250001 25270001 0.466383 0.189919 SG1 SORCS3


0.527615 0.141706 SG2 TNS1 NC_056075.1 25410001 25430001 0.483586 0.294727 SG1 SORCS3


0.252101 0.176553 SG2 TOGARAM1 NC_056075.1 25415001 25435001 0.328299 0.331221 SG1 SORCS3


0.230135 0.192045 SG2 TOGARAM1 NC_056075.1 25420001 25440001 0.192946 0.363791 SG1 SORCS3


0.323069 0.175756 SG2 TOGARAM1 NC_056075.1 25425001 25445001 0.195776 0.29228 SG1 SORCS3


0.504242 0.24116 SG2 TP53BP2 NC_056075.1 25430001 25450001 0.220111 0.262178 SG1 SORCS3


0.566548 0.206466 SG2 TP53BP2 NC_056075.1 25435001 25455001 0.33064 0.232597 SG1 SORCS3


0.471519 0.135487 SG2 TPK1 NC_056075.1 25440001 25460001 0.385222 0.186592 SG1 SORCS3


0.489099 0.136996 SG2 TRAF6 NC_056075.1 25460001 25480001 0.472452 0.188583 SG1 SORCS3


0.369796 0.229856 SG2 TRAPPC10 NC_056075.1 25465001 25485001 0.421415 0.184115 SG1 SORCS3


0.392871 0.237582 SG2 TRAPPC10 NC_056075.1 25475001 25495001 0.438665 0.235727 SG1 SORCS3


0.556097 0.2001 SG2 TRAPPC10 NC_056060.1 41335001 41355001 0.162881 0.211242 SG1 SOS2


0.380639 0.144133 SG2 TRAPPC10 NC_056068.1 35775001 35795001 0.375241 0.195697 SG1 SOX6


0.259424 0.218485 SG2 TRAPPC10 NC_056068.1 35780001 35800001 0.418532 0.220447 SG1 SOX6


0.137761 0.28574 SG2 TRAPPC10 NC_056068.1 35785001 35805001 0.452857 0.246696 SG1 SOX6


0.134286 0.283055 SG2 TRAPPC10 NC_056068.1 35790001 35810001 0.456356 0.255343 SG1 SOX6


0.214971 0.295492 SG2 TRAPPC10 NC_056068.1 35795001 35815001 0.453571 0.25066 SG1 SOX6


0.303968 0.184572 SG2 TRIM33 NC_056068.1 35800001 35820001 0.441719 0.236203 SG1 SOX6


0.327934 0.174536 SG2 TRIM33 NC_056068.1 35805001 35825001 0.437634 0.228922 SG1 SOX6


0.494626 0.149291 SG2 TRIP11 NC_056068.1 35810001 35830001 0.433881 0.220532 SG1 SOX6


0.534639 0.138741 SG2 TRIP11 NC_056068.1 35815001 35835001 0.458823 0.211696 SG1 SOX6


0.501279 0.141419 SG2 TRPC5 NC_056068.1 35820001 35840001 0.466025 0.231291 SG1 SOX6


0.036082 0.409076 SG2 TRPC7 NC_056068.1 35825001 35845001 0.463189 0.243364 SG1 SOX6


0.153311 0.354126 SG2 TRPC7 NC_056068.1 35830001 35850001 0.466105 0.262186 SG1 SOX6


0.274793 0.216899 SG2 TRPC7 NC_056068.1 35835001 35855001 0.449759 0.261269 SG1 SOX6


0.403618 0.152585 SG2 TRPC7 NC_056068.1 35840001 35860001 0.37429 0.225376 SG1 SOX6


0.17587 0.178081 SG2 TSPAN13 NC_056068.1 35905001 35925001 0.422265 0.181018 SG1 SOX6


0.079872 0.144396 SG2 TSPAN13 NC_056055.1 138965001 138985001 0.208523 0.179153 SG1 SP5


0.35915 0.20352 SG2 TSPAN7 NC_056055.1 202630001 202650001 0.287195 0.191429 SG1 SPATS2L


0.143527 0.280646 SG2 TSPAN7 NC_056055.1 202635001 202655001 0.403125 0.238252 SG1 SPATS2L


0.491395 0.135981 SG2 TTC13 NC_056055.1 202640001 202660001 0.463797 0.323091 SG1 SPATS2L


0.54279 0.164109 SG2 TTC13 NC_056069.1 38635001 38655001 0.119886 0.259159 SG1 SPEF2







0.494667 0.157072 SG2 TTC13 NC_056069.1 38640001 38660001 0.190238 0.269388 SG1 SPEF2


0.468957 0.155024 SG2 TTC13 NC_056069.1 38645001 38665001 0.173765 0.24805 SG1 SPEF2


0.429532 0.191818 SG2 TTC13 NC_056069.1 38650001 38670001 0.224534 0.220507 SG1 SPEF2


0.392684 0.206787 SG2 TTC13 NC_056060.1 15740001 15760001 0.449492 0.218272 SG1 SPESP1


0.524147 0.187075 SG2 TTC13 NC_056060.1 15745001 15765001 0.281343 0.22576 SG1 SPESP1


0.572424 0.162144 SG2 TTC13 NC_056060.1 15750001 15770001 0.173793 0.199275 SG1 SPESP1


0.425349 0.135626 SG2 TTLL5 NC_056060.1 15755001 15775001 0.129195 0.202107 SG1 SPESP1


0.213213 0.136758 SG2 TTLL7 NC_056060.1 15760001 15780001 0.121917 0.212786 SG1 SPESP1


0.466105 0.17101 SG2 TXLNB NC_056060.1 15765001 15785001 0.18294 0.188725 SG1 SPESP1


0.29512 0.190471 SG2 TYR NC_056060.1 15770001 15790001 0.319476 0.233748 SG1 SPESP1


0.278427 0.248304 SG2 TYR NC_056054.1 179100001 179120001 0.426487 0.276179 SG1 SPICE1


0.537963 0.170097 SG2 TYR NC_056054.1 179105001 179125001 0.340535 0.269524 SG1 SPICE1


0.567927 0.228957 SG2 TYR NC_056054.1 179110001 179130001 0.4658 0.197217 SG1 SPICE1


0.520814 0.24066 SG2 TYR NC_056054.1 179120001 179140001 0.415859 0.19425 SG1 SPICE1


0.346917 0.144594 SG2 UBE2V1 NC_056062.1 32370001 32390001 0.106601 0.225887 SG1 SPIDR


0.413523 0.153349 SG2 UBR2 NC_056062.1 32375001 32395001 0.2324 0.206256 SG1 SPIDR


0.509242 0.168397 SG2 UBR2 NC_056069.1 13565001 13585001 0.421981 0.207423 SG1 SREK1


0.530414 0.175027 SG2 UBR2 NC_056069.1 13570001 13590001 0.300669 0.245349 SG1 SREK1


0.532913 0.186992 SG2 UBR2 NC_056069.1 13575001 13595001 0.277591 0.242896 SG1 SREK1


0.559999 0.142162 SG2 UCK2 NC_056069.1 13580001 13600001 0.274795 0.210152 SG1 SREK1


0.125 0.144035 SG2 ULK4 NC_056069.1 13585001 13605001 0.365339 0.185597 SG1 SREK1


0.548291 0.303807 SG2 UNC13B NC_056080.1 37655001 37675001 0.342732 0.195661 SG1 SRPX


0.183453 0.140067 SG2 UNC13B NC_056080.1 37660001 37680001 0.387978 0.175855 SG1 SRPX


0.341648 0.143709 SG2 UNC79 NC_056076.1 31050001 31070001 0.454722 0.259939 SG1 SS18


0.293403 0.153114 SG2 UNC79 NC_056076.1 31055001 31075001 0.335897 0.196464 SG1 SS18


0.310924 0.145273 SG2 UNC79 NC_056054.1 28740001 28760001 0.4823 0.26831 SG1 SSBP3


0.252174 0.145554 SG2 UNC79 NC_056054.1 28745001 28765001 0.461353 0.264993 SG1 SSBP3


0.269446 0.150485 SG2 UNC79 NC_056054.1 28750001 28770001 0.447837 0.265667 SG1 SSBP3


0.4555 0.189036 SG2 UNC79 NC_056054.1 28755001 28775001 0.420138 0.271271 SG1 SSBP3


0.547014 0.168219 SG2 UNC79 NC_056054.1 28760001 28780001 0.365421 0.23692 SG1 SSBP3


0.485519 0.206861 SG2 USP24 NC_056054.1 28765001 28785001 0.36017 0.246296 SG1 SSBP3


0.300792 0.2577 SG2 USP24 NC_056054.1 28770001 28790001 0.33069 0.2555 SG1 SSBP3







0.323261 0.234577 SG2 USP24 NC_056054.1 163975001 163995001 0.108898 0.184101 SG1 ST3GAL6


0.443586 0.1943 SG2 USP24 NC_056054.1 52945001 52965001 0.425962 0.272371 SG1 ST6GALNAC3


0.268126 0.148813 SG2 USP25 NC_056054.1 52950001 52970001 0.407609 0.287518 SG1 ST6GALNAC3


0.226348 0.172106 SG2 USP25 NC_056063.1 74800001 74820001 0.415273 0.211604 SG1 STK24


0.244519 0.181354 SG2 USP25 NC_056063.1 24940001 24960001 0.396053 0.179487 SG1 SUPT20H


0.318958 0.156114 SG2 USP25 NC_056063.1 24945001 24965001 0.383335 0.173045 SG1 SUPT20H


0.341463 0.156891 SG2 USP25 NC_056066.1 33985001 34005001 0.305152 0.192628 SG1 SVIL


0.489486 0.210327 SG2 USP9X NC_056065.1 65600001 65620001 0.377318 0.175318 SG1 SWT1


0.401974 0.212133 SG2 USP9X NC_056065.1 65605001 65625001 0.285338 0.212715 SG1 SWT1


0.54075 0.177776 SG2 USP9X NC_056065.1 65610001 65630001 0.282555 0.225309 SG1 SWT1


0.420764 0.136484 SG2 UVRAG NC_056065.1 65615001 65635001 0.325564 0.219028 SG1 SWT1


0.149514 0.162417 SG2 VEPH1 NC_056065.1 65620001 65640001 0.44086 0.182436 SG1 SWT1


0.059322 0.184172 SG2 VEPH1 NC_056061.1 77030001 77050001 0.429065 0.467025 SG1 SYNE1


0.044768 0.185123 SG2 VEPH1 NC_056061.1 77035001 77055001 0.354491 0.512363 SG1 SYNE1


0.481416 0.135159 SG2 VPS13D NC_056061.1 77040001 77060001 0.417876 0.39214 SG1 SYNE1


0.489858 0.142953 SG2 VPS13D NC_056057.1 48665001 48685001 0.461539 0.277853 SG1 SYPL1


0.515641 0.147065 SG2 VPS13D NC_056054.1 177735001 177755001 0.359953 0.228423 SG1 TAGLN3


0.536476 0.158213 SG2 VPS13D NC_056069.1 40460001 40480001 0.481378 0.244754 SG1 TARS1


0.535499 0.158993 SG2 VPS13D NC_056057.1 107775001 107795001 0.450272 0.21243 SG1 TAS2R39


0.458203 0.172999 SG2 VPS13D NC_056057.1 107780001 107800001 0.307016 0.234629 SG1 TAS2R39


0.398304 0.185345 SG2 VPS13D NC_056057.1 107785001 107805001 0.362765 0.198968 SG1 TAS2R39


0.273783 0.218167 SG2 VPS13D NC_056057.1 107790001 107810001 0.419158 0.176271 SG1 TAS2R39


0.281574 0.218726 SG2 VPS13D NC_056064.1 51945001 51965001 0.233588 0.194463 SG1 TBC1D16


0.388464 0.18493 SG2 VPS13D NC_056064.1 51950001 51970001 0.128523 0.217991 SG1 TBC1D16


0.547788 0.139288 SG2 VPS13D NC_056064.1 51955001 51975001 0.128863 0.220921 SG1 TBC1D16


0.535906 0.344023 SG2 VWA2 NC_056064.1 51960001 51980001 0.113389 0.186316 SG1 TBC1D16


0.31242 0.402713 SG2 VWA2 NC_056056.1 222965001 222985001 0.224334 0.175985 SG1 TBC1D22A


0.195349 0.427805 SG2 VWA2 NC_056056.1 222970001 222990001 0.117889 0.290891 SG1 TBC1D22A


0.324742 0.36588 SG2 VWA2 NC_056056.1 222975001 222995001 0.0733775 0.352825 SG1 TBC1D22A


0.527411 0.182538 SG2 VWA8 NC_056056.1 222990001 223010001 0.0665838 0.27303 SG1 TBC1D22A


0.43432 0.183257 SG2 VWA8 NC_056063.1 51110001 51130001 0.051291 0.270118 SG1 TBC1D4


0.335843 0.204911 SG2 VWA8 NC_056063.1 51120001 51140001 0.0454858 0.326819 SG1 TBC1D4







0.402564 0.179492 SG2 VWA8 NC_056063.1 51125001 51145001 0.28182 0.243938 SG1 TBC1D4


0.477953 0.181697 SG2 VWA8 NC_056054.1 201425001 201445001 0.471016 0.364311 SG1 TBCCD1


0.407504 0.158027 SG2 VWA8 NC_056054.1 201430001 201450001 0.432844 0.398572 SG1 TBCCD1


0.406034 0.16316 SG2 VWA8 NC_056055.1 243180001 243200001 0.32964 0.191422 SG1 TCEA3


0.375338 0.202471 SG2 VWA8 NC_056055.1 243185001 243205001 0.244145 0.24196 SG1 TCEA3


0.464763 0.229393 SG2 VWA8 NC_056055.1 243190001 243210001 0.327265 0.191118 SG1 TCEA3


0.527971 0.23009 SG2 VWA8 NC_056080.1 128970001 128990001 0.325322 0.190486 SG1 TCEAL7


0.542243 0.236727 SG2 VWA8 NC_056080.1 128935001 128955001 0.411403 0.27662 SG1 TCEAL9


0.443928 0.170534 SG2 VWF NC_056080.1 128940001 128960001 0.270388 0.224653 SG1 TCEAL9


0.438621 0.22724 SG2 VWF NC_056060.1 51175001 51195001 0.476415 0.237508 SG1 TCF12


0.462279 0.226289 SG2 VWF NC_056060.1 51190001 51210001 0.399528 0.246527 SG1 TCF12


0.076506 0.26214 SG2 VWF NC_056060.1 51220001 51240001 0.481098 0.324582 SG1 TCF12


0.088567 0.274043 SG2 VWF NC_056060.1 51245001 51265001 0.427692 0.496459 SG1 TCF12


0.163833 0.224727 SG2 VWF NC_056060.1 51250001 51270001 0.360314 0.530082 SG1 TCF12


0.335312 0.136202 SG2 VWF NC_056060.1 51265001 51285001 0.439527 0.577512 SG1 TCF12


0.19576 0.139111 SG2 WDFY4 NC_056060.1 51285001 51305001 0.468703 0.538463 SG1 TCF12


0.130023 0.154563 SG2 WDFY4 NC_056060.1 51290001 51310001 0.317925 0.59932 SG1 TCF12


0.490742 0.148101 SG2 WDR25 NC_056060.1 51295001 51315001 0.386335 0.571602 SG1 TCF12


0.425808 0.16897 SG2 WDR25 NC_056060.1 51300001 51320001 0.418698 0.544631 SG1 TCF12


0.449118 0.142763 SG2 WDR25 NC_056060.1 51485001 51505001 0.462745 0.444538 SG1 TCF12


0.393872 0.152883 SG2 WDR27 NC_056060.1 51490001 51510001 0.476703 0.447013 SG1 TCF12


0.400237 0.1837 SG2 WDR27 NC_056060.1 51495001 51515001 0.465035 0.433044 SG1 TCF12


0.394954 0.2037 SG2 WDR27 NC_056076.1 55125001 55145001 0.362295 0.173459 SG1 TCF4


0.466166 0.160224 SG2 WDR27 NC_056076.1 55130001 55150001 0.366125 0.188096 SG1 TCF4


0.434968 0.215608 SG2 WHAMM NC_056068.1 39700001 39720001 0.300203 0.177939 SG1 TEAD1


0.530822 0.267058 SG2 WIPF3 NC_056059.1 80490001 80510001 0.415533 0.232217 SG1 TECRL


0.157326 0.24019 SG2 WIPF3 NC_056059.1 80495001 80515001 0.418631 0.244263 SG1 TECRL


0.31511 0.199633 SG2 WIPF3 NC_056059.1 80500001 80520001 0.36127 0.247631 SG1 TECRL


0.323404 0.177833 SG2 XK NC_056059.1 80600001 80620001 0.178239 0.18243 SG1 TECRL


0.35432 0.170128 SG2 XK NC_056059.1 80605001 80625001 0.101393 0.224847 SG1 TECRL


0.332313 0.179146 SG2 XK NC_056059.1 80610001 80630001 0.103231 0.21395 SG1 TECRL


0.108007 0.207619 SG2 XRCC2 NC_056059.1 80615001 80635001 0.119105 0.184964 SG1 TECRL







0.059137 0.203844 SG2 XRCC2 NC_056080.1 109165001 109185001 0.334049 0.183231 SG1 TENM1


0.113365 0.391017 SG2 YME1L1 NC_056080.1 109170001 109190001 0.291071 0.261348 SG1 TENM1


0.370275 0.148148 SG2 YWHAE NC_056080.1 109175001 109195001 0.147636 0.27635 SG1 TENM1


0.316006 0.223941 SG2 ZAR1L NC_056080.1 109180001 109200001 0.0956357 0.225001 SG1 TENM1


0.330521 0.221406 SG2 ZAR1L NC_056080.1 109185001 109205001 0.145243 0.173913 SG1 TENM1


0.314355 0.222397 SG2 ZAR1L NC_056064.1 9280001 9300001 0.114074 0.195875 SG1 TEX14


0.315675 0.225655 SG2 ZAR1L NC_056064.1 9285001 9305001 0.107066 0.200478 SG1 TEX14


0.410648 0.203864 SG2 ZAR1L NC_056064.1 9300001 9320001 0.190662 0.181019 SG1 TEX14


0.563896 0.198297 SG2 ZAR1L NC_056063.1 30245001 30265001 0.255456 0.238259 SG1 TEX26


0.567721 0.2221 SG2 ZBTB20 NC_056057.1 53920001 53940001 0.37983 0.220288 SG1 TFEC


0.230059 0.152201 SG2 ZC3H12C NC_056062.1 21490001 21510001 0.415555 0.186682 SG1 TG


0.355915 0.151046 SG2 ZDHHC14 NC_056062.1 21495001 21515001 0.321389 0.232269 SG1 TG


0.335362 0.190919 SG2 ZDHHC14 NC_056062.1 21500001 21520001 0.318438 0.240667 SG1 TG


0.354915 0.204652 SG2 ZDHHC14 NC_056062.1 21505001 21525001 0.338655 0.234789 SG1 TG


0.422837 0.148059 SG2 ZDHHC14 NC_056062.1 21510001 21530001 0.450056 0.217674 SG1 TG


0.458492 0.16453 SG2 ZDHHC22 NC_056056.1 92575001 92595001 0.279511 0.205566 SG1 TGFA


0.446414 0.181507 SG2 ZDHHC22 NC_056066.1 66985001 67005001 0.449497 0.244609 SG1 TGM2


0.546857 0.158707 SG2 ZFAND1 NC_056066.1 66990001 67010001 0.275886 0.221704 SG1 TGM2


0.570837 0.167304 SG2 ZFAND1 NC_056066.1 66995001 67015001 0.293873 0.216183 SG1 TGM2


0.433706 0.142591 SG2 ZFHX3 NC_056066.1 67000001 67020001 0.391386 0.201549 SG1 TGM2


0.452803 0.142191 SG2 ZFHX3 NC_056066.1 67025001 67045001 0.345595 0.229008 SG1 TGM2


0.425798 0.184707 SG2 ZFHX3 NC_056071.1 52810001 52830001 0.259821 0.197594 SG1 TGM5


0.417293 0.198549 SG2 ZFHX3 NC_056056.1 80970001 80990001 0.436782 0.223933 SG1 THADA;ZFP36


0.445715 0.185458 SG2 ZFHX3 NC_056055.1 194395001 194415001 0.192334 0.408282 SG1 TMEFF2


0.441335 0.18603 SG2 ZFHX3 NC_056055.1 194400001 194420001 0.12315 0.454642 SG1 TMEFF2


0.450007 0.173122 SG2 ZFHX3 NC_056055.1 194405001 194425001 0.137255 0.419016 SG1 TMEFF2


0.519248 0.144822 SG2 ZFHX3 NC_056055.1 194410001 194430001 0.151411 0.400799 SG1 TMEFF2


0.546178 0.135652 SG2 ZFHX3 NC_056055.1 194415001 194435001 0.185366 0.35671 SG1 TMEFF2


0.499017 0.153268 SG2 ZHX3 NC_056055.1 194420001 194440001 0.160938 0.336575 SG1 TMEFF2


0.420849 0.141273 SG2 ZHX3 NC_056055.1 194425001 194445001 0.459016 0.253108 SG1 TMEFF2


0.369085 0.164278 SG2 ZHX3 NC_056055.1 194485001 194505001 0.351768 0.179339 SG1 TMEFF2


0.335233 0.178769 SG2 ZHX3 NC_056055.1 194490001 194510001 0.301775 0.189125 SG1 TMEFF2







0.458002 0.175648 SG2 ZHX3 NC_056055.1 194500001 194520001 0.292241 0.193468 SG1 TMEFF2


0.456 0.169238 SG2 ZIC3 NC_056070.1 50580001 50600001 0.422008 0.19089 SG1 TMEM132B


0.561056 0.192981 SG2 ZIC3 NC_056070.1 50585001 50605001 0.276558 0.235149 SG1 TMEM132B


0.54673 0.267676 SG2 ZIC3 NC_056070.1 50590001 50610001 0.168357 0.256744 SG1 TMEM132B


0.47649 0.31496 SG2 ZIC3 NC_056070.1 50595001 50615001 0.135803 0.279803 SG1 TMEM132B


0.432773 0.337078 SG2 ZIC3 NC_056070.1 50600001 50620001 0.0842774 0.31873 SG1 TMEM132B


0.461836 0.135314 SG2 ZNF25 NC_056070.1 50605001 50625001 0.051808 0.326096 SG1 TMEM132B


0.42599 0.211014 SG2 ZNF300 NC_056070.1 50610001 50630001 0.0366492 0.316386 SG1 TMEM132B


0.318783 0.245813 SG2 ZNF300 NC_056070.1 50625001 50645001 0.0640702 0.210468 SG1 TMEM132B


0.284302 0.137096 SG2 ZNF346 NC_056057.1 105905001 105925001 0.485599 0.213046 SG1 TMEM178B


0.516529 0.187686 SG2 ZNF391 NC_056061.1 82765001 82785001 0.298941 0.173689 SG1 TMEM181


0.417076 0.190313 SG2 ZNF507 NC_056055.1 101875001 101895001 0.187784 0.244907 SG1 TMEM215


0.273837 0.226506 SG2 ZNF507 NC_056055.1 101880001 101900001 0.207044 0.264605 SG1 TMEM215


0.326087 0.208253 SG2 ZNF507 NC_056055.1 101885001 101905001 0.307549 0.194479 SG1 TMEM215


0.349607 0.198462 SG2 ZNF507 NC_056061.1 81685001 81705001 0.40016 0.202812 SG1 TMEM242


0.492222 0.141923 SG2 ZNF507 NC_056061.1 81690001 81710001 0.429693 0.202448 SG1 TMEM242


0.532569 0.149191 SG2 ZNF536 NC_056072.1 54245001 54265001 0.291539 0.259166 SG1 TMEM42


0.439387 0.173198 SG2 ZNF536 NC_056072.1 54250001 54270001 0.282609 0.251379 SG1 TMEM42


0.479192 0.158834 SG2 ZNF536 NC_056072.1 54230001 54250001 0.364228 0.186032 SG1 TMEM42;ZDH


0.568437 0.135216 SG2 ZNF536 NC_056072.1 54235001 54255001 0.423842 0.220521 SG1 TMEM42;ZDH


0.538717 0.170476 SG2 ZNF536 NC_056072.1 54240001 54260001 0.392527 0.256523 SG1 TMEM42;ZDH


0.256788 0.148786 SG2 ZNF697 NC_056058.1 4380001 4400001 0.0693278 0.236541 SG1 TMEM59L


0.39723 0.253693 SG2 ZNF774 NC_056058.1 4385001 4405001 0.192412 0.219537 SG1 TMEM59L


0.189097 0.151188 SG2 ZNF846 NC_056056.1 118835001 118855001 0.271199 0.243355 SG1 TMTC2


0.475435 0.153531 SG2 ZNFX1 NC_056056.1 118840001 118860001 0.104718 0.260194 SG1 TMTC2


0.241 0.165274 SG2 ZNHIT6 NC_056056.1 118845001 118865001 0.118433 0.215403 SG1 TMTC2


0.289473 0.166445 SG2 ZNHIT6 NC_056056.1 118925001 118945001 0.329947 0.200552 SG1 TMTC2


0.303266 0.219445 SG2 ZNRF4 NC_056056.1 118930001 118950001 0.169023 0.304223 SG1 TMTC2


0.260186 0.234385 SG2 ZNRF4 NC_056056.1 118935001 118955001 0.121467 0.294926 SG1 TMTC2


0.313965 0.214574 SG2 ZNRF4 NC_056056.1 118940001 118960001 0.160806 0.285292 SG1 TMTC2


0.328058 0.20854 SG2 ZNRF4 NC_056056.1 118945001 118965001 0.213224 0.246286 SG1 TMTC2


0.510879 0.140197 SG2 ZNRF4 NC_056056.1 118950001 118970001 0.427325 0.199631 SG1 TMTC2







0.133403 0.137387 SG2 ZSWIM6 NC_056056.1 118970001 118990001 0.403012 0.233486 SG1 TMTC2


0.154665 0.175025 SG2 ZSWIM6 NC_056056.1 118975001 118995001 0.252697 0.230114 SG1 TMTC2


0.195038 0.162389 SG2 ZSWIM6 NC_056056.1 119000001 119020001 0.238309 0.174559 SG1 TMTC2


0.276327 0.138326 SG2 ZSWIM6 NC_056056.1 119005001 119025001 0.116028 0.244014 SG1 TMTC2


0.224885 0.152442 SG2 ZSWIM6 NC_056056.1 119010001 119030001 0.183876 0.184234 SG1 TMTC2


0.131715 0.179809 SG2 ZSWIM6 NC_056065.1 39915001 39935001 0.126933 0.400909 SG1 TNFSF18


0.145747 0.177667 SG2 ZSWIM6 NC_056065.1 39920001 39940001 0.118272 0.397616 SG1 TNFSF18


0.153846 0.175166 SG2 ZSWIM6 NC_056065.1 39925001 39945001 0.0471486 0.384502 SG1 TNFSF18


0.224954 0.154119 SG2 ZSWIM6 NC_056074.1 45940001 45960001 0.392857 0.327728 SG1 TNNT3


NC_056074.1 45945001 45965001 0.389563 0.261101 SG1 TNNT3


NC_056055.1 218850001 218870001 0.153763 0.253245 SG1 TNP1


NC_056055.1 218855001 218875001 0.0785498 0.286859 SG1 TNP1


NC_056055.1 218860001 218880001 0.38766 0.192407 SG1 TNP1


NC_056077.1 22785001 22805001 0.412583 0.189632 SG1 TNRC6A


NC_056064.1 34320001 34340001 0.429156 0.325945 SG1 TOM1L2


NC_056054.1 256430001 256450001 0.268163 0.20045 SG1 TOPBP1


NC_056054.1 256435001 256455001 0.35707 0.19311 SG1 TOPBP1


NC_056062.1 37995001 38015001 0.41984 0.18304 SG1 TOX


NC_056062.1 38000001 38020001 0.408642 0.193033 SG1 TOX


NC_056062.1 38005001 38025001 0.425002 0.20034 SG1 TOX


NC_056062.1 38010001 38030001 0.442266 0.203162 SG1 TOX


NC_056062.1 38015001 38035001 0.448 0.201633 SG1 TOX


NC_056062.1 38020001 38040001 0.433857 0.186016 SG1 TOX


NC_056057.1 108985001 109005001 0.168675 0.212899 SG1 TPK1


NC_056057.1 108990001 109010001 0.252276 0.195618 SG1 TPK1


NC_056057.1 108995001 109015001 0.298698 0.205983 SG1 TPK1


NC_056072.1 14520001 14540001 0.441403 0.274472 SG1 TRAK1


NC_056072.1 14525001 14545001 0.098223 0.310322 SG1 TRAK1


NC_056072.1 14530001 14550001 0.0903638 0.303644 SG1 TRAK1


NC_056072.1 14535001 14555001 0.136502 0.219287 SG1 TRAK1


NC_056072.1 55820001 55840001 0.374516 0.233095 SG1 TRH


NC_056073.1 29125001 29145001 0.420567 0.223289 SG1 TRIM27







NC_056073.1 29130001 29150001 0.194548 0.214043 SG1 TRIM27


NC_056077.1 36050001 36070001 0.194049 0.297571 SG1 TRIM56


NC_056080.1 44320001 44340001 0.380785 0.212498 SG1 TRIM60


NC_056077.1 27805001 27825001 0.314183 0.231196 SG1 TRIM72


NC_056077.1 27810001 27830001 0.210778 0.270549 SG1 TRIM72


NC_056077.1 27815001 27835001 0.139839 0.250436 SG1 TRIM72


NC_056077.1 27820001 27840001 0.240164 0.2477 SG1 TRIM72


NC_056062.1 84215001 84235001 0.188804 0.1807 SG1 TRIQK


NC_056080.1 38145001 38165001 0.322259 0.242377 SG1 TSPAN7


NC_056054.1 270025001 270045001 0.31791 0.268182 SG1 TTC3


NC_056060.1 98570001 98590001 0.301836 0.175104 SG1 TTC8


NC_056061.1 48170001 48190001 0.331248 0.18688 SG1 UBE2J1


NC_056061.1 48175001 48195001 0.138713 0.266296 SG1 UBE2J1


NC_056061.1 48180001 48200001 0.118636 0.320036 SG1 UBE2J1


NC_056061.1 48185001 48205001 0.316894 0.308846 SG1 UBE2J1


NC_056061.1 48190001 48210001 0.396838 0.30005 SG1 UBE2J1


NC_056061.1 48195001 48215001 0.374549 0.30199 SG1 UBE2J1


NC_056060.1 36395001 36415001 0.321381 0.182817 SG1 UBR1


NC_056068.1 52135001 52155001 0.0587476 0.289075 SG1 UCP3


NC_056068.1 52140001 52160001 0.0722087 0.270996 SG1 UCP3


NC_056068.1 52145001 52165001 0.0898205 0.260218 SG1 UCP3


NC_056072.1 13870001 13890001 0.27412 0.331674 SG1 ULK4


NC_056072.1 13875001 13895001 0.360015 0.264807 SG1 ULK4


NC_056072.1 13880001 13900001 0.430189 0.222306 SG1 ULK4


NC_056072.1 13910001 13930001 0.307262 0.182769 SG1 ULK4


NC_056072.1 13975001 13995001 0.359012 0.235675 SG1 ULK4


NC_056072.1 13980001 14000001 0.312587 0.273728 SG1 ULK4


NC_056072.1 13985001 14005001 0.228558 0.301206 SG1 ULK4


NC_056072.1 13990001 14010001 0.0650504 0.268654 SG1 ULK4


NC_056072.1 13995001 14015001 0.118566 0.188581 SG1 ULK4


NC_056054.1 262995001 263015001 0.299439 0.233049 SG1 UMODL1


NC_056054.1 263000001 263020001 0.250316 0.265453 SG1 UMODL1







NC_056054.1 263005001 263025001 0.150581 0.289722 SG1 UMODL1


NC_056054.1 263010001 263030001 0.207294 0.289991 SG1 UMODL1


NC_056054.1 263015001 263035001 0.279507 0.273771 SG1 UMODL1


NC_056054.1 263020001 263040001 0.356205 0.239703 SG1 UMODL1


NC_056071.1 55990001 56010001 0.47938 0.200739 SG1 UNC79


NC_056080.1 55615001 55635001 0.104469 0.173233 SG1 USP27X


NC_056059.1 6450001 6470001 0.35206 0.288034 SG1 USP53


NC_056056.1 87340001 87360001 0.442703 0.204087 SG1 VIT


NC_056062.1 77815001 77835001 0.453542 0.21808 SG1 VPS13B


NC_056062.1 77820001 77840001 0.343352 0.253309 SG1 VPS13B


NC_056062.1 77825001 77845001 0.27956 0.247649 SG1 VPS13B


NC_056062.1 77830001 77850001 0.299645 0.219787 SG1 VPS13B


NC_056055.1 245975001 245995001 0.275672 0.195633 SG1 VWA5B1


NC_056055.1 245980001 246000001 0.123092 0.261218 SG1 VWA5B1


NC_056055.1 245985001 246005001 0.050312 0.303584 SG1 VWA5B1


NC_056063.1 12340001 12360001 0.326005 0.24968 SG1 VWA8


NC_056063.1 12345001 12365001 0.363678 0.316121 SG1 VWA8


NC_056063.1 12350001 12370001 0.366592 0.299107 SG1 VWA8


NC_056063.1 12355001 12375001 0.34025 0.307085 SG1 VWA8


NC_056063.1 12360001 12380001 0.261886 0.242999 SG1 VWA8


NC_056063.1 12365001 12385001 0.17884 0.2125 SG1 VWA8


NC_056063.1 12370001 12390001 0.168029 0.182667 SG1 VWA8


NC_056057.1 89650001 89670001 0.48246 0.278525 SG1 WASL


NC_056078.1 42240001 42260001 0.353784 0.202962 SG1 WDFY4


NC_056078.1 42245001 42265001 0.246777 0.198311 SG1 WDFY4


NC_056061.1 91140001 91160001 0.310808 0.180574 SG1 WDR27


NC_056071.1 22395001 22415001 0.344417 0.214426 SG1 WHAMM


NC_056071.1 22400001 22420001 0.395103 0.174445 SG1 WHAMM


NC_056056.1 213435001 213455001 0.419354 0.322573 SG1 WNK1


NC_056056.1 213440001 213460001 0.385727 0.343295 SG1 WNK1


NC_056056.1 213445001 213465001 0.483169 0.292933 SG1 WNK1


NC_056056.1 222155001 222175001 0.44708 0.190164 SG1 WNT7B







NC_056056.1 222160001 222180001 0.383167 0.192554 SG1 WNT7B


NC_056054.1 239255001 239275001 0.335908 0.22467 SG1 WWTR1


NC_056054.1 239260001 239280001 0.303468 0.256502 SG1 WWTR1


NC_056054.1 239265001 239285001 0.397259 0.247804 SG1 WWTR1


NC_056054.1 239270001 239290001 0.443052 0.245805 SG1 WWTR1


NC_056056.1 217955001 217975001 0.0496203 0.252359 SG1 XPNPEP3


NC_056056.1 217960001 217980001 0.0518622 0.257233 SG1 XPNPEP3


NC_056056.1 91600001 91620001 0.387362 0.22632 SG1 YIPF4


NC_056056.1 91605001 91625001 0.356431 0.271963 SG1 YIPF4


NC_056056.1 91610001 91630001 0.408871 0.251755 SG1 YIPF4


NC_056060.1 84155001 84175001 0.0854887 0.212995 SG1 YLPM1


NC_056060.1 84160001 84180001 0.116093 0.243423 SG1 YLPM1


NC_056060.1 84165001 84185001 0.100719 0.277706 SG1 YLPM1


NC_056054.1 262905001 262925001 0.249008 0.186911 SG1 ZBTB21


NC_056054.1 262910001 262930001 0.217717 0.225248 SG1 ZBTB21


NC_056054.1 262915001 262935001 0.275049 0.213694 SG1 ZBTB21


NC_056057.1 104105001 104125001 0.0751174 0.373262 SG1 ZC3HAV1


NC_056057.1 104110001 104130001 0.138462 0.302828 SG1 ZC3HAV1


NC_056057.1 104115001 104135001 0.166345 0.303679 SG1 ZC3HAV1


NC_056057.1 104120001 104140001 0.217855 0.290919 SG1 ZC3HAV1


NC_056057.1 104125001 104145001 0.375155 0.22166 SG1 ZC3HAV1


NC_056057.1 104090001 104110001 0.171087 0.393225 SG1 ZC3HAV1;ZC3


NC_056057.1 104095001 104115001 0.103222 0.39697 SG1 ZC3HAV1;ZC3


NC_056057.1 104100001 104120001 0.0840559 0.368666 SG1 ZC3HAV1;ZC3


NC_056057.1 95505001 95525001 0.457072 0.287755 SG1 ZC3HC1


NC_056079.1 19210001 19230001 0.457916 0.239541 SG1 ZDHHC2


NC_056072.1 54215001 54235001 0.40457 0.228442 SG1 ZDHHC3


NC_056072.1 54220001 54240001 0.420414 0.211023 SG1 ZDHHC3


NC_056072.1 54225001 54245001 0.387691 0.193427 SG1 ZDHHC3


NC_056062.1 20225001 20245001 0.28338 0.380294 SG1 ZFAT


NC_056062.1 20230001 20250001 0.191133 0.35715 SG1 ZFAT


NC_056062.1 20235001 20255001 0.423311 0.202941 SG1 ZFAT







NC_056062.1 20280001 20300001 0.480197 0.221188 SG1 ZFAT


NC_056062.1 20285001 20305001 0.33863 0.278475 SG1 ZFAT


NC_056062.1 20290001 20310001 0.278372 0.340923 SG1 ZFAT


NC_056062.1 20295001 20315001 0.410899 0.284578 SG1 ZFAT


NC_056062.1 52825001 52845001 0.303704 0.175414 SG1 ZFHX4


NC_056062.1 52830001 52850001 0.292978 0.202246 SG1 ZFHX4


NC_056062.1 52835001 52855001 0.215718 0.305556 SG1 ZFHX4


NC_056062.1 52840001 52860001 0.212547 0.32186 SG1 ZFHX4


NC_056062.1 52845001 52865001 0.145744 0.282328 SG1 ZFHX4


NC_056062.1 52850001 52870001 0.303364 0.232449 SG1 ZFHX4


NC_056059.1 117005001 117025001 0.363288 0.293828 SG1 ZFYVE28


NC_056059.1 117010001 117030001 0.231177 0.343081 SG1 ZFYVE28


NC_056059.1 117015001 117035001 0.240238 0.351328 SG1 ZFYVE28


NC_056059.1 117020001 117040001 0.420078 0.286246 SG1 ZFYVE28


NC_056059.1 117030001 117050001 0.444444 0.283371 SG1 ZFYVE28


NC_056059.1 117035001 117055001 0.481266 0.268481 SG1 ZFYVE28


NC_056059.1 117040001 117060001 0.28118 0.372534 SG1 ZFYVE28


NC_056059.1 117045001 117065001 0.29014 0.364779 SG1 ZFYVE28


NC_056059.1 117050001 117070001 0.385503 0.315887 SG1 ZFYVE28


NC_056059.1 117055001 117075001 0.360169 0.310747 SG1 ZFYVE28


NC_056054.1 26655001 26675001 0.440796 0.377503 SG1 ZFYVE9


NC_056054.1 26660001 26680001 0.359375 0.342251 SG1 ZFYVE9


NC_056054.1 26665001 26685001 0.438597 0.327887 SG1 ZFYVE9


NC_056054.1 26670001 26690001 0.288306 0.345551 SG1 ZFYVE9


NC_056054.1 26675001 26695001 0.286556 0.354675 SG1 ZFYVE9


NC_056054.1 26680001 26700001 0.409137 0.272516 SG1 ZFYVE9


NC_056078.1 34085001 34105001 0.46347 0.302528 SG1 ZMIZ1


NC_056054.1 190615001 190635001 0.432691 0.234296 SG1 ZNF148


NC_056057.1 113480001 113500001 0.195251 0.18118 SG1 ZNF212


NC_056057.1 113490001 113510001 0.216015 0.17967 SG1 ZNF212;ZNF78


NC_056060.1 51845001 51865001 0.273388 0.183948 SG1 ZNF280D


NC_056060.1 51850001 51870001 0.216217 0.180845 SG1 ZNF280D







NC_056060.1 51855001 51875001 0.267051 0.177677 SG1 ZNF280D


NC_056061.1 50010001 50030001 0.246914 0.228751 SG1 ZNF292


NC_056061.1 50015001 50035001 0.099044 0.288787 SG1 ZNF292


NC_056061.1 50020001 50040001 0.0973282 0.279183 SG1 ZNF292


NC_056061.1 50025001 50045001 0.288929 0.230304 SG1 ZNF292


NC_056079.1 43060001 43080001 0.484465 0.19416 SG1 ZNF385D


NC_056058.1 38325001 38345001 0.330218 0.256252 SG1 ZNF496


NC_056058.1 38330001 38350001 0.288905 0.24776 SG1 ZNF496


NC_056058.1 38335001 38355001 0.219617 0.235168 SG1 ZNF496


NC_056058.1 38340001 38360001 0.178261 0.185249 SG1 ZNF496


NC_056058.1 38345001 38365001 0.159908 0.179178 SG1 ZNF496


NC_056054.1 68280001 68300001 0.372327 0.327422 SG1 ZNF644


NC_056054.1 68285001 68305001 0.22554 0.409294 SG1 ZNF644


NC_056054.1 68290001 68310001 0.197747 0.453165 SG1 ZNF644


NC_056054.1 68295001 68315001 0.180519 0.477366 SG1 ZNF644


NC_056054.1 68300001 68320001 0.217245 0.462327 SG1 ZNF644


NC_056054.1 68305001 68325001 0.268356 0.431819 SG1 ZNF644


NC_056054.1 68310001 68330001 0.380749 0.373616 SG1 ZNF644


NC_056055.1 124975001 124995001 0.482615 0.184657 SG1 ZNF804A
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Hypoxic Adaptability Coat Color Wool Traits Horn Phenotypes


RRN3 MITF IRS4 GPC5


ERBB4 ULK4 RAB8B ULK4


LCORL RBFOX1 EPS8 VWA8


MET LRBA TM4SF4 CCSER1


SUGCT NRXN1 RBFOX1 MED27


MYOM1 ARID1B FAM219B;MPI CRYGS;TBCCD1


GRM8 WDTC1 CACNA1B SORCS2


SLC23A2 TLN2 ARHGAP15 KIAA1217


DACH1 UNC5C HDAC9 CNTN5


TRIM60 SEMA6D GRHL2 FCHSD2


DSCC1 RNF111 FOCAD SLC7A11


ATMIN;CENPN PHEX OSBPL10 JAZF1


SLC2A13 MIPOL1 SLC9A7 PDE7B


MEPE KCNC2 TMEM241 DACH2


NCOR2 WHAMM PDGFD ARHGAP20


PACS2;TEX22 SLIT2 EXOSC10;MTOR TMEM178B


RBFOX1 RSF1 LRP1B SCAPER


DBX2 KMT2C USH2A NBEA


THADA MEDAG NOTCH2 MAGI2


TSPAN7 ZRANB3 CARMIL2;CTCF BTBD1


KDM6A USP25 CNTN5 LINGO2


EXOSC10 CTNNA3 ERC2 TPK1


TCF12 SLC4A10 NRXN1 WDR27


PLD1 KCNIP4 AGXT2 DIPK1A


LOC101111335 KCNMB2 ZC3H12C NHS


RARB ADGRV1 MAGI1 WHAMM


IGDCC3 CASK ADCY10 ARL15


MTOR CPED1 MACROD2


PKD1L2 CACNA2D3 PARD3


Supplementary Table12. Lists of putative co-selected genes among different breeds







LOC101116053 VAC14 RXFP2


TENM1 COL4A2


LOC101115398 ZC4H2


DIXDC1 CFAP47


CPVL FOXP2


PAWR LOC121818481


SH3KBP1 PTPRD


FHIT NCAM2


LOC100526781 PTPRG


MAD1L1 SYNE1


CLIP2 TRIM71


FOXN2 KCNK13


NPY PCDH9


KLF12 UNC13C


LOC121818354 SCAMP2


CNTN5 DMD


LOC101106743 PGM5


ERC2 L3MBTL3


NDC80 ABLIM3


GLI3 CALCOCO1


ITPR2 CSF2RB


NRXN1


RFX8


LOC101120816


IFRD1


TSPAN5


GABPA


KCNQ1


FAM13A


CYTH4


GSG1L







CAMKMT


DLG2


LOC101112419


NOL4


AFF2


RORA


FAM184B


TNFSF4


TG


TMEM182


FLOT1;MDC1;TUBB


EFL1


LOC121818668


CCAR1;TET1


EDA


LINGO2


COMMD10


DDHD2;NSD3;PLPP5


TNFSF8


ERO1A


PTPRG


ELMO1


LOC100526781;LOC100526782


C15H11orf97


UBE4B


LOC105605990


PROM1


KCNIP4


PRPH


LOC101118336


KIF13A







LOC100526782


B4GAT1;BRMS1


NHS


RBMS3


SLC29A2


FLOT1;IER3;MDC1;TUBB


NT5C2


METTL4


IMMP2L


RASAL2


KIRREL3


GPD2


TET1


DMD


DEPTOR;DSCC1


LOC101120816;LOC101122934


SIK3


TDRD7


CSN2


GMPS


ADAM22


GRIA4


RELN


TRPS1


XKR4


CWF19L2


LOC100526781;V15


ERC1


SAR1B


HECW1







BD vs SG2


PathwayID Pathway Level1 Level2 list_number


oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metab 11


oas04724 Glutamatergic synapse Organismal Systems Nervous system 19


oas05031 Amphetamine addiction Human Diseases Substance dependence 13


oas04977 Vitamin digestion and absorption Organismal Systems Digestive system 7


oas04728 Dopaminergic synapse Organismal Systems Nervous system 20


oas00514 Other types of O-glycan biosynthesis Metabolism Glycan biosynthesis and metab 10


oas04512 ECM-receptor interaction Environmental Information Processing Signaling molecules and intera 15


oas04666 Fc gamma R-mediated phagocytosis Organismal Systems Immune system 15


oas03018 RNA degradation Genetic Information Processing Folding, sorting and degradatio 13


oas04072 Phospholipase D signaling pathway Environmental Information Processing Signal transduction 21


oas05412 Arrhythmogenic right ventricular cardiomyopHuman Diseases Cardiovascular disease 12


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 14


oas05221 Acute myeloid leukemia Human Diseases Cancer: specific types 11


oas05206 MicroRNAs in cancer Human Diseases Cancer: overview 22


GY vs SG2


oas04012 ErbB signaling pathway Environmental Information Processing Signal transduction 17


oas04070 Phosphatidylinositol signaling system Environmental Information Processing Signal transduction 18


oas04724 Glutamatergic synapse Organismal Systems Nervous system 19


oas04072 Phospholipase D signaling pathway Environmental Information Processing Signal transduction 24


oas04974 Protein digestion and absorption Organismal Systems Digestive system 21


oas01521 EGFR tyrosine kinase inhibitor resistance Human Diseases Drug resistance: antineoplastic 15


oas05225 Hepatocellular carcinoma Human Diseases Cancer: specific types 26


oas05223 Non-small cell lung cancer Human Diseases Cancer: specific types 13


oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metab 8


oas00230 Purine metabolism Metabolism Nucleotide metabolism 20


oas04310 Wnt signaling pathway Environmental Information Processing Signal transduction 24


oas04728 Dopaminergic synapse Organismal Systems Nervous system 19


oas04151 PI3K-Akt signaling pathway Environmental Information Processing Signal transduction 46


oas05200 Pathways in cancer Human Diseases Cancer: overview 63


oas04935 Growth hormone synthesis, secretion and actiOrganismal Systems Endocrine system 18


Supplementary Table 13. KEGG analysis of putative selected genes compared with SG2 breed







oas00514 Other types of O-glycan biosynthesis Metabolism Glycan biosynthesis and metab 9


oas05206 MicroRNAs in cancer Human Diseases Cancer: overview 23


oas05231 Choline metabolism in cancer Human Diseases Cancer: overview 15


oas05226 Gastric cancer Human Diseases Cancer: specific types 21


oas04971 Gastric acid secretion Organismal Systems Digestive system 12


oas00232 Caffeine metabolism Metabolism Biosynthesis of other secondar  2


oas00515 Mannose type O-glycan biosynthesis Metabolism Glycan biosynthesis and metab 5


HZ vs SG2


oas04728 Dopaminergic synapse Organismal Systems Nervous system 22


oas04974 Protein digestion and absorption Organismal Systems Digestive system 21


oas04512 ECM-receptor interaction Environmental Information Processing Signaling molecules and intera 16


oas04724 Glutamatergic synapse Organismal Systems Nervous system 18


oas04071 Sphingolipid signaling pathway Environmental Information Processing Signal transduction 19


oas00561 Glycerolipid metabolism Metabolism Lipid metabolism 12


oas05132 Salmonella infection Human Diseases Infectious disease: bacterial 34


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 15


oas04930 Type II diabetes mellitus Human Diseases Endocrine and metabolic disea 9


oas04933 AGE-RAGE signaling pathway in diabetic coHuman Diseases Endocrine and metabolic disea 16


oas04920 Adipocytokine signaling pathway Organismal Systems Endocrine system 12


oas05200 Pathways in cancer Human Diseases Cancer: overview 63


oas04670 Leukocyte transendothelial migration Organismal Systems Immune system 17


oas00564 Glycerophospholipid metabolism Metabolism Lipid metabolism 15


oas04012 ErbB signaling pathway Environmental Information Processing Signal transduction 13


oas04926 Relaxin signaling pathway Organismal Systems Endocrine system 18


OL vs SG2


oas04919 Thyroid hormone signaling pathway Organismal Systems Endocrine system 21


oas04724 Glutamatergic synapse Organismal Systems Nervous system 18


oas05206 MicroRNAs in cancer Human Diseases Cancer: overview 25


oas03018 RNA degradation Genetic Information Processing Folding, sorting and degradatio 14


oas00230 Purine metabolism Metabolism Nucleotide metabolism 20


oas04072 Phospholipase D signaling pathway Environmental Information Processing Signal transduction 22


oas03450 Non-homologous end-joining Genetic Information Processing Replication and repair 4


oas05230 Central carbon metabolism in cancer Human Diseases Cancer: overview 12







oas05235 PD-L1 expression and PD-1 checkpoint pathw   Human Diseases Cancer: overview 14


oas05220 Chronic myeloid leukemia Human Diseases Cancer: specific types 13


oas04510 Focal adhesion Cellular Processes Cellular community - eukaryot 27


oas05215 Prostate cancer Human Diseases Cancer: specific types 15


oas00232 Caffeine metabolism Metabolism Biosynthesis of other secondar  2


oas00785 Lipoic acid metabolism Metabolism Metabolism of cofactors and v 2







total_number Pvalue FDR


36 0.000188932 0.057813339


109 0.003138168 0.423779449


68 0.006085525 0.423779449


26 0.006143422 0.423779449


127 0.008024417 0.423779449


48 0.008309401 0.423779449


90 0.012213932 0.533923311


95 0.019485083 0.706887423


79 0.020790807 0.706887423


150 0.023726033 0.726016606


76 0.034315764 0.891176645


94 0.036728021 0.891176645


69 0.039146715 0.891176645


168 0.040772788 0.891176645


84 0.001332344 0.355287338


97 0.002711342 0.355287338


109 0.004342299 0.355287338


150 0.004644279 0.355287338


129 0.006366503 0.386213056


83 0.007572805 0.386213056


179 0.011744761 0.46308878


73 0.013982556 0.46308878


36 0.014043189 0.46308878


131 0.01513362 0.46308878


168 0.01815505 0.505040491


127 0.021400525 0.507615544


373 0.021565366 0.507615544


541 0.025590468 0.528365772


121 0.025953692 0.528365772


            







48 0.027626968 0.528365772


168 0.031809868 0.572577623


100 0.037163807 0.618516484


154 0.040356813 0.618516484


76 0.041657023 0.618516484


4 0.044020523 0.618516484


22 0.044468505 0.618516484


127 0.00283403 0.800610733


129 0.007276965 0.800610733


90 0.007798156 0.800610733


109 0.01070531 0.814459064


120 0.013749447 0.814459064


67 0.018586766 0.814459064


257 0.020596531 0.814459064


94 0.024933829 0.814459064


47 0.026094905 0.814459064


104 0.028697667 0.814459064


72 0.03120219 0.814459064


541 0.031732171 0.814459064


115 0.03477577 0.823918252


100 0.040656554 0.874857795


84 0.043702257 0.874857795


129 0.049841947 0.874857795


123 0.005003657 0.999994076


109 0.012494171 0.999994076


168 0.013796417 0.999994076


79 0.014432796 0.999994076


131 0.019942036 0.999994076


150 0.023227286 0.999994076


13 0.027644351 0.999994076


71 0.031531761 0.999994076







89 0.037109678 0.999994076


81 0.037765196 0.999994076


203 0.040233156 0.999994076


99 0.042415326 0.999994076


4 0.046390226 0.999994076


4 0.046390226 0.999994076







List


GALNT18(GALNT18),GALNTL6(GALNTL6),GALNT2(GALNT2),C1GALT1C1(C1GALT1C1),ST3GAL1(ST3GAL1),GALNT7(GALNT7),GALNT5(


PPP3CA(PPP3CA),DLG4(DLG4),HOMER1(HOMER1),GRIN2A(GRIN2A),SHANK3(SHANK3),GRM8(GRM8),PLD1(PLD1),GNG14(GNG14),GRIA


PPP3CA(PPP3CA),GRIN2A(GRIN2A),GRIA4(GRIA4),ADCY5(ADCY5),GRIA3(GRIA3),CAMK2A(CAMK2A),CREB5(CREB5),PRKCA(PRKCA),L
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FFF,red/K05205%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K04609%0


FFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K18441%09%23FFFFFF,red/K04351%09%23FFFFFF,red/K08049%0


FFF,red/K14209%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K09708%09%23FFFFFF,red/K19721%0


FFF,red/K05456%09%23FFFFFF,red/K05859%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K05089%09%23FFFFFF,red/K07203%0


FFF,red/K05099%09%23FFFFFF,red/K05859%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K03511%0


FFF,red/K05859%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K03511%09%23FFFFFF,red/K08528%09%23FFFFFF,red/K04364%0


FFF,red/K01081%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K00940%09%23FFFFFF,red/K07127%0


FFF,red/K04468%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K23097%09%23FFFFFF,red/K04493%0


FFF,red/K04958%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04145%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K04348%0


FFF,red/K04447%09%23FFFFFF,red/K07204%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K13302%09%23FFFFFF,red/K04360%0


FFF,red/K04447%09%23FFFFFF,red/K09095%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K03511%09%23FFFFFF,red/K06230%0


FFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K04218%09%23FFFFFF,red/K04958%0







FFF,red/K05859%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K07204%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K17442%0


FFF,red/K00968%09%23FFFFFF,red/K01080%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04364%0


FFF,red/K07203%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K03511%09%23FFFFFF,red/K11126%09%23FFFFFF,red/K08524%0


FFF,red/K04920%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04218%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05031%0


FFF,red/K04546%09%23FFFFFF,red/K04354%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K00274%0


FFF,red/K04926%09%23FFFFFF,red/K09708%09%23FFFFFF,red/K24356%09%23FFFFFF,red/K19721%09%23FFFFFF,red/K06002%0


FFF,red/K06259%09%23FFFFFF,red/K06255%09%23FFFFFF,red/K23328%09%23FFFFFF,red/K06258%09%23FFFFFF,red/K06249%0


FFF,red/K04546%09%23FFFFFF,red/K04609%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K04610%0


FFF,red/K04354%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04714%09%23FFFFFF,red/K03898%09%23FFFFFF,red/K04456%0


FFF,red/K13509%09%23FFFFFF,red/K22283%09%23FFFFFF,red/K14457%09%23FFFFFF,red/K00863%09%23FFFFFF,red/K18693%0


FFF,red/K21954%09%23FFFFFF,red/K18441%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K23934%09%23FFFFFF,red/K14021%0


FFF,red/K05209%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04546%0


FFF,red/K04850%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K07594%09%23FFFFFF,red/K04696%0


FFF,red/K13375%09%23FFFFFF,red/K05859%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K05449%0


FFF,red/K01897%09%23FFFFFF,red/K07297%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K07202%0


FFF,red/K01398%09%23FFFFFF,red/K06230%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K09290%09%23FFFFFF,red/K00799%0


FFF,red/K01398%09%23FFFFFF,red/K06087%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08016%09%23FFFFFF,red/K05763%0


FFF,red/K00995%09%23FFFFFF,red/K13510%09%23FFFFFF,red/K13506%09%23FFFFFF,red/K13509%09%23FFFFFF,red/K06124%0


FFF,red/K05457%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K04688%09%23FFFFFF,red/K04440%0


FFF,red/K05449%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K01398%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K00922%0


FFF,red/K15162%09%23FFFFFF,red/K06067%09%23FFFFFF,red/K15159%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%0


FFF,red/K05213%09%23FFFFFF,red/K05204%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K04609%09%23FFFFFF,red/K04348%0


FFF,red/K04503%09%23FFFFFF,red/K04377%09%23FFFFFF,red/K06067%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K17460%0


FFF,red/K12591%09%23FFFFFF,red/K12614%09%23FFFFFF,red/K12586%09%23FFFFFF,red/K18681%09%23FFFFFF,red/K12597%0


FFF,red/K18436%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K07127%09%23FFFFFF,red/K18424%0


FFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K18441%09%23FFFFFF,red/K04609%09%23FFFFFF,red/K05450%0


FFF,red/K05091%09%23FFFFFF,red/K12407%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05101%0







FFF,red/K05119%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K04467%0


FFF,red/K04377%09%23FFFFFF,red/K04462%09%23FFFFFF,red/K06067%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K06618%0


FFF,red/K12329%09%23FFFFFF,red/K06249%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K06483%0


FFF,red/K02580%09%23FFFFFF,red/K06618%09%23FFFFFF,red/K12344%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K07203%0







09%23FFFFFF,red/K04515%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K04438%09%23FFFFFF,red/K


09%23FFFFFF,red/K04958%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K00901%09%23FFFFFF,red/K18081%09%23FFFFFF,red/K


09%23FFFFFF,red/K04348%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K


09%23FFFFFF,red/K04609%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K13523%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K


09%23FFFFFF,red/K05334%09%23FFFFFF,red/K19720%09%23FFFFFF,red/K05849%09%23FFFFFF,red/K06002%09%23FFFFFF,red/K


09%23FFFFFF,red/K16341%09%23FFFFFF,red/K11217%09%23FFFFFF,red/K04364%09%23FFFFFF,red/K05083%09%23FFFFFF,red/K


09%23FFFFFF,red/K11757%09%23FFFFFF,red/K11126%09%23FFFFFF,red/K00799%09%23FFFFFF,red/K00714%09%23FFFFFF,red/K


09%23FFFFFF,red/K08524%09%23FFFFFF,red/K05083%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K03099%09%23FFFFFF,red/K


09%23FFFFFF,red/K08049%09%23FFFFFF,red/K00106%09%23FFFFFF,red/K01514%09%23FFFFFF,red/K01522%09%23FFFFFF,red/K


09%23FFFFFF,red/K00714%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K02166%09%23FFFFFF,red/K


09%23FFFFFF,red/K09047%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K00274%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K


09%23FFFFFF,red/K11217%09%23FFFFFF,red/K05431%09%23FFFFFF,red/K06249%09%23FFFFFF,red/K05414%09%23FFFFFF,red/K


09%23FFFFFF,red/K11126%09%23FFFFFF,red/K11217%09%23FFFFFF,red/K05431%09%23FFFFFF,red/K00799%09%23FFFFFF,red/K


09%23FFFFFF,red/K08049%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K







09%23FFFFFF,red/K05462%09%23FFFFFF,red/K23560%09%23FFFFFF,red/K15379%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K


09%23FFFFFF,red/K01115%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K08200%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K


09%23FFFFFF,red/K00714%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K


09%23FFFFFF,red/K04958%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K02677%09%23FFFFFF,red/


09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K


09%23FFFFFF,red/K06238%09%23FFFFFF,red/K16617%09%23FFFFFF,red/K14206%09%23FFFFFF,red/K24358%09%23FFFFFF,red/K


09%23FFFFFF,red/K05637%09%23FFFFFF,red/K06587%09%23FFFFFF,red/K06238%09%23FFFFFF,red/K06584%09%23FFFFFF,red/


09%23FFFFFF,red/K05200%09%23FFFFFF,red/K15010%09%23FFFFFF,red/K05210%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K


09%23FFFFFF,red/K04268%09%23FFFFFF,red/K12348%09%23FFFFFF,red/K23727%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K


09%23FFFFFF,red/K12754%09%23FFFFFF,red/K08727%09%23FFFFFF,red/K12366%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K


09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05262%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K


09%23FFFFFF,red/K04440%09%23FFFFFF,red/K01398%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04441%09%23FFFFFF,red/K


09%23FFFFFF,red/K05637%09%23FFFFFF,red/K05414%09%23FFFFFF,red/K03898%09%23FFFFFF,red/K13375%09%23FFFFFF,red/K


09%23FFFFFF,red/K21421%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K12754%09%23FFFFFF,red/K12757%09%23FFFFFF,red/K


09%23FFFFFF,red/K18693%09%23FFFFFF,red/K00111%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K13516%09%23FFFFFF,red/K


09%23FFFFFF,red/K05733%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K


09%23FFFFFF,red/K04441%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K


09%23FFFFFF,red/K15156%09%23FFFFFF,red/K07201%09%23FFFFFF,red/K08550%09%23FFFFFF,red/K09101%09%23FFFFFF,red/K


09%23FFFFFF,red/K04610%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K15010%09%23FFFFFF,red/K


09%23FFFFFF,red/K07203%09%23FFFFFF,red/K06626%09%23FFFFFF,red/K00558%09%23FFFFFF,red/K10127%09%23FFFFFF,red/K


09%23FFFFFF,red/K12581%09%23FFFFFF,red/K12603%09%23FFFFFF,red/K12600%09%23FFFFFF,red/K00850%09%23FFFFFF,red/K


09%23FFFFFF,red/K13758%09%23FFFFFF,red/K00856%09%23FFFFFF,red/K00106%09%23FFFFFF,red/K01522%09%23FFFFFF,red/K


09%23FFFFFF,red/K04610%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K04363%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K


09%23FFFFFF,red/K00016%09%23FFFFFF,red/K00850%09%23FFFFFF,red/K07299%09%23FFFFFF,red/K04456%09%23FFFFFF,red/







09%23FFFFFF,red/K06453%09%23FFFFFF,red/K04692%09%23FFFFFF,red/K03115%09%23FFFFFF,red/K04441%09%23FFFFFF,red/K


09%23FFFFFF,red/K07827%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K08367%09%23FFFFFF,red/K04467%09%23FFFFFF,red/K


09%23FFFFFF,red/K04456%09%23FFFFFF,red/K12756%09%23FFFFFF,red/K06270%09%23FFFFFF,red/K05717%09%23FFFFFF,red/K


09%23FFFFFF,red/K04467%09%23FFFFFF,red/K06626%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K07201%09%23FFFFFF,red/K







K05202%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K15010%09%23FFFFFF,red/K15009%09%23FFFFFF,red/K04604%09%23FF


K04456%09%23FFFFFF,red/K05703%09%23FFFFFF,red/K00901%09%23FFFFFF,red/K13509%09%23FFFFFF,red/K05089%09%23FF


K02677%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K11653%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K04490%09%23FF


K13762%09%23FFFFFF,red/K00364%09%23FFFFFF,red/K01951%09%23FFFFFF,red/K07023%09%23FFFFFF,red/K18437%09%23FF


K02677%09%23FFFFFF,red/K23491%09%23FFFFFF,red/K04507%09%23FFFFFF,red/K04309%09%23FFFFFF,red/K04497%09%23FF


K04549%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K11584%09%23FFFFFF,red/K02223%09%23FF


K09047%09%23FFFFFF,red/K06237%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K05080%09%23FFFFFF,red/K23692%09%23FF


K08049%09%23FFFFFF,red/K00714%09%23FFFFFF,red/K05414%09%23FFFFFF,red/K07201%09%23FFFFFF,red/K06237%09%23FF


K05080%09%23FFFFFF,red/K04438%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04364%09%23FFFFFF,red/K03099%09%23FF







K04438%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K09283%09%23FFFFFF,red/K05089%09%23FFFFFF,red/K07996%09%23FF


K04490%09%23FFFFFF,red/K08528%09%23FFFFFF,red/K02353%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K04364%09%23FF


K05210%09%23FFFFFF,red/K04146%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K11583%09%23FFFFFF,red/K04440%09%23FF


K15009%09%23FFFFFF,red/K00910%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K05201%09%23FFFFFF,red/K15008%09%23FF


K11583%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K01441%09%23FFFFFF,red/K04441%09%23FF


K04437%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K10396%09%23FFFFFF,red/K03173%09%23FFFFFF,red/K16060%09%23FF


K06237%09%23FFFFFF,red/K09455%09%23FFFFFF,red/K14021%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K04498%09%23FF


K01540%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K05853%09%23FFFFFF,red/K15133%09%23FFFFFF,red/K07827%09%23FF


K01915%09%23FFFFFF,red/K15009%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K05201%09%23FF


K04692%09%23FFFFFF,red/K17461%09%23FFFFFF,red/K04363%09%23FFFFFF,red/K14021%09%23FFFFFF,red/K06252%09%23FF


K13761%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K00364%09%23FFFFFF,red/K01951%09%23FFFFFF,red/K19021%09%23FF


K00901%09%23FFFFFF,red/K05091%09%23FFFFFF,red/K13509%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K17449%09%23FF







K04363%09%23FFFFFF,red/K12757%09%23FFFFFF,red/K12754%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K17449%09%23FF







FFFFF,red/K01080%09%23FFFFFF,red/K21290%09%23FFFFFF,red/K04364%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K01115%


FFFFF,red/K02353%09%23FFFFFF,red/K04364%09%23FFFFFF,red/K22198%09%23FFFFFF,red/K00355%09%23FFFFFF,red/K03099%


FFFFF,red/K19882%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04490%09%23FFFFFF,red/K02353%09%23FFFFFF,red/K04512%


FFFFF,red/K04355%09%23FFFFFF,red/K11584%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K05083%09%23FFFFFF,red/K03099%


FFFFF,red/K05691%09%23FFFFFF,red/K09455%09%23FFFFFF,red/K10055%09%23FFFFFF,red/K09291%09%23FFFFFF,red/K04440%







FFFFF,red/K16341%09%23FFFFFF,red/K04364%09%23FFFFFF,red/K23582%09%23FFFFFF,red/K04728%09%23FFFFFF,red/K05083%


FFFFF,red/K10396%09%23FFFFFF,red/K04441%09%23FFFFFF,red/K04548%09%23FFFFFF,red/K04833%09%23FFFFFF,red/


FFFFF,red/K17260%09%23FFFFFF,red/K12800%09%23FFFFFF,red/K04379%09%23FFFFFF,red/K07375%09%23FFFFFF,red/K07195%


FFFFF,red/K09291%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K10053%


FFFFF,red/K09283%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K16341%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K23582%


FFFFF,red/K04262%09%23FFFFFF,red/K21290%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K01115%09%23FFFFFF,red/







FFFFF,red/K00907%09%23FFFFFF,red/K06238%09%23FFFFFF,red/K05636%09%23FFFFFF,red/K06584%09%23FFFFFF,red/K06271%







%09%23FFFFFF,red/K06250%09%23FFFFFF,red/K08774%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05462%09%23FFFFFF,red


%09%23FFFFFF,red/K02353%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K05083%09%23FFFFFF,red







%09%23FFFFFF,red/K00923%09%23FFFFFF,red/K13883%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K15348%09%23FFFFFF,red


%09%23FFFFFF,red/K03173%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K04548%09%23FFFFFF,red/K06245%09%23FFFFFF,red











d/K04354%09%23FFFFFF,red/K08524%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K04456%09%23F


d/K00355%09%23FFFFFF,red/K03099%09%23FFFFFF,red/K08774%09%23FFFFFF,red/K06619%09%23FFFFFF,red/K04514%09%23F







d/K10417%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04456%09%23FFFFFF,red/K12757%09%23FFFFFF,red/K04490%09%23F


d/K06619%09%23FFFFFF,red/K16060%09%23FFFFFF,red/K04514%09%23FFFFFF,red/K05859%09%23FFFFFF,red/K04379%09%23F











FFFFFF,red/K07198%09%23FFFFFF,red/K05631%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K05089%09%23FFFFFF,red/K05415


FFFFFF,red/K05859%09%23FFFFFF,red/K06051%09%23FFFFFF,red/K21635%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K00444







FFFFFF,red/K03176%09%23FFFFFF,red/K21635%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K04350











5%09%23FFFFFF,red/K05465%09%23FFFFFF,red/K16341%09%23FFFFFF,red/K21290%09%23FFFFFF,red/K04364%09%23FFFFFF,r


4%09%23FFFFFF,red/K08524%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K02677%09%23FFFFFF,red/K04456%09%23FFFFFF,r







0%09%23FFFFFF,red/K04688%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05437%09%23FFFFFF,red/K04515%09%23FFFFFF,r











red/K04549%09%23FFFFFF,red/K04438%09%23FFFFFF,red/K04462%0







red/K04456%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K09091%0







BD vs HZ


PathwayID Pathway Level1 Level2


oas04360 Axon guidance Organismal Systems Development and regeneration


oas04970 Salivary secretion Organismal Systems Digestive system


oas04211 Longevity regulating pathway Organismal Systems Aging


oas04137 Mitophagy - animal Cellular Processes Transport and catabolism


oas04024 cAMP signaling pathway Environmental Information P Signal transduction


oas04530 Tight junction Cellular Processes Cellular community - eukaryotes


oas04072 Phospholipase D signaling pathway Environmental Information P Signal transduction


oas04713 Circadian entrainment Organismal Systems Environmental adaptation


oas04261 Adrenergic signaling in cardiomyocytes Organismal Systems Circulatory system


oas04066 HIF-1 signaling pathway Environmental Information P Signal transduction


oas04911 Insulin secretion Organismal Systems Endocrine system


oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system


oas04750 Inflammatory mediator regulation of TRP channels Organismal Systems Sensory system


oas04724 Glutamatergic synapse Organismal Systems Nervous system


oas04725 Cholinergic synapse Organismal Systems Nervous system


GY vs HZ


PathwayID Pathway Level1 Level2


oas04911 Insulin secretion Organismal Systems Endocrine system


oas00514 Other types of O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism


oas04970 Salivary secretion Organismal Systems Digestive system


oas04020 Calcium signaling pathway Environmental Information P Signal transduction


oas04713 Circadian entrainment Organismal Systems Environmental adaptation


oas04725 Cholinergic synapse Organismal Systems Nervous system


oas04922 Glucagon signaling pathway Organismal Systems Endocrine system


oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism


oas04926 Relaxin signaling pathway Organismal Systems Endocrine system


oas04724 Glutamatergic synapse Organismal Systems Nervous system


oas04728 Dopaminergic synapse Organismal Systems Nervous system
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oas04360 Axon guidance Organismal Systems Development and regeneration


oas04022 cGMP-PKG signaling pathway Environmental Information P Signal transduction


oas04520 Adherens junction Cellular Processes Cellular community - eukaryotes


oas03420 Nucleotide excision repair Genetic Information ProcessinReplication and repair


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system


oas04720 Long-term potentiation Organismal Systems Nervous system


oas00230 Purine metabolism Metabolism Nucleotide metabolism


oas04371 Apelin signaling pathway Environmental Information P Signal transduction


oas04727 GABAergic synapse Organismal Systems Nervous system


oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system


oas04723 Retrograde endocannabinoid signaling Organismal Systems Nervous system


oas04512 ECM-receptor interaction Environmental Information P Signaling molecules and interaction


oas04912 GnRH signaling pathway Organismal Systems Endocrine system


oas04916 Melanogenesis Organismal Systems Endocrine system


oas04621 NOD-like receptor signaling pathway Organismal Systems Immune system


oas00330 Arginine and proline metabolism Metabolism Amino acid metabolism


oas04024 cAMP signaling pathway Environmental Information P Signal transduction


oas04062 Chemokine signaling pathway Organismal Systems Immune system


oas04530 Tight junction Cellular Processes Cellular community - eukaryotes


oas04261 Adrenergic signaling in cardiomyocytes Organismal Systems Circulatory system


oas04611 Platelet activation Organismal Systems Immune system


oas04921 Oxytocin signaling pathway Organismal Systems Endocrine system


oas04072 Phospholipase D signaling pathway Environmental Information P Signal transduction


oas04810 Regulation of actin cytoskeleton Cellular Processes Cell motility


oas04915 Estrogen signaling pathway Organismal Systems Endocrine system


oas00511 Other glycan degradation Metabolism Glycan biosynthesis and metabolism


oas03460 Fanconi anemia pathway Genetic Information ProcessinReplication and repair


oas04971 Gastric acid secretion Organismal Systems Digestive system


oas04310 Wnt signaling pathway Environmental Information P Signal transduction


oas04914 Progesterone-mediated oocyte maturation Organismal Systems Endocrine system


ZK vs HZ







oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system


oas04010 MAPK signaling pathway Environmental Information P Signal transduction


oas04934 Cushing syndrome Human Diseases Endocrine and metabolic disease


oas05412 Arrhythmogenic right ventricular cardiomyopathy Human Diseases Cardiovascular disease


oas05205 Proteoglycans in cancer Human Diseases Cancer: overview


oas04970 Salivary secretion Organismal Systems Digestive system


oas04072 Phospholipase D signaling pathway Environmental Information P Signal transduction


oas04512 ECM-receptor interaction Environmental Information P Signaling molecules and interaction


oas04725 Cholinergic synapse Organismal Systems Nervous system


oas04912 GnRH signaling pathway Organismal Systems Endocrine system


oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism


oas05031 Amphetamine addiction Human Diseases Substance dependence


oas04020 Calcium signaling pathway Environmental Information P Signal transduction


OL vs HZ


oas04360 Axon guidance Organismal Systems Development and regeneration


oas04725 Cholinergic synapse Organismal Systems Nervous system


oas04520 Adherens junction Cellular Processes Cellular community - eukaryotes


oas04926 Relaxin signaling pathway Organismal Systems Endocrine system


oas04020 Calcium signaling pathway Environmental Information P Signal transduction


oas04727 GABAergic synapse Organismal Systems Nervous system


oas04929 GnRH secretion Organismal Systems Endocrine system


oas04724 Glutamatergic synapse Organismal Systems Nervous system


oas04713 Circadian entrainment Organismal Systems Environmental adaptation


oas04072 Phospholipase D signaling pathway Environmental Information P Signal transduction


oas04935 Growth hormone synthesis, secretion and action Organismal Systems Endocrine system


oas04726 Serotonergic synapse Organismal Systems Nervous system


oas04062 Chemokine signaling pathway Organismal Systems Immune system


oas04810 Regulation of actin cytoskeleton Cellular Processes Cell motility


oas00604 Glycosphingolipid biosynthesis - ganglio series Metabolism Glycan biosynthesis and metabolism


oas04080 Neuroactive ligand-receptor interaction Environmental Information P Signaling molecules and interaction







oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism


oas04371 Apelin signaling pathway Environmental Information P Signal transduction


oas04010 MAPK signaling pathway Environmental Information P Signal transduction


oas04723 Retrograde endocannabinoid signaling Organismal Systems Nervous system


oas04022 cGMP-PKG signaling pathway Environmental Information P Signal transduction


oas00514 Other types of O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism


oas04611 Platelet activation Organismal Systems Immune system


oas04540 Gap junction Cellular Processes Cellular community - eukaryotes


oas04024 cAMP signaling pathway Environmental Information P Signal transduction


oas04141 Protein processing in endoplasmic reticulum Genetic Information ProcessinFolding, sorting and degradation


oas04270 Vascular smooth muscle contraction Organismal Systems Circulatory system


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system


oas04012 ErbB signaling pathway Environmental Information P Signal transduction


oas04068 FoxO signaling pathway Environmental Information P Signal transduction


oas00100 Steroid biosynthesis Metabolism Lipid metabolism


oas00785 Lipoic acid metabolism Metabolism Metabolism of cofactors and vitamins


oas00230 Purine metabolism Metabolism Nucleotide metabolism


oas04911 Insulin secretion Organismal Systems Endocrine system


oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system


oas04928 Parathyroid hormone synthesis, secretion and actionOrganismal Systems Endocrine system







list_number total_number Pvalue FDR List


27 180 0.002635829 0.597287098 EPHB1(EPHB1


15 89 0.007710027 0.597287098 LOC105607776


15 90 0.008545734 0.597287098 PRKAB2(PRKA


13 74 0.008959032 0.597287098 ATG5(ATG5),R


30 226 0.009602686 0.597287098 VAV1(VAV1),


24 175 0.01317495 0.682901578 PRKAB2(PRKA


21 150 0.015742921 0.69943549 DGKH(DGKH)


14 94 0.027139467 0.752830498 ADCY8(ADCY


20 149 0.027321144 0.752830498 SCN5A(SCN5A


16 113 0.029288547 0.752830498 ARNT(ARNT),


13 87 0.031698322 0.752830498 ADCY8(ADCY


14 96 0.031869378 0.752830498 HSD3B1(HSD3


15 106 0.034223548 0.752830498 TRPM8(TRPM


15 109 0.042373972 0.752830498 HOMER1(HOM


15 109 0.042373972 0.752830498 ADCY8(ADCY


list_number total_number Pvalue FDR List


19 87 0.0001932 0.022797446 KCNMB4(KCN


13 48 0.000209949 0.022797446 GALNT18(GAL


19 89 0.000263907 0.022797446 LOC105607776


38 238 0.000294161 0.022797446 PPP3CA(PPP3C


19 94 0.000546982 0.029110455 RYR3(RYR3),G


21 109 0.000563428 0.029110455 CACNA1F(CA


20 105 0.000876551 0.03367414 PPP3CA(PPP3C


10 36 0.000899261 0.03367414 GALNT18(GAL


23 129 0.000977636 0.03367414 COL4A6(COL4


20 109 0.001418423 0.043971103 PPP3CA(PPP3C


22 127 0.001831476 0.051614331 PPP3CA(PPP3C


            







28 180 0.002573068 0.061357781 PPP3CA(PPP3C


26 165 0.002998431 0.066393835 PPP3CA(PPP3C


14 73 0.004641717 0.089933269 NLK(NLK),CTN


10 45 0.005407579 0.091121053 ERCC8(ERCC8


13 67 0.005646465 0.091121053 CACNA1F(CA


13 67 0.005646465 0.091121053 PPP3CA(PPP3C


21 131 0.005878778 0.091121053 AK8(AK8),AD


21 133 0.007002243 0.102939959 PRKAB2(PRKA


15 85 0.007696791 0.103739351 CACNA1F(CA


16 96 0.010460213 0.135111079 CAMK1D(CAM


22 147 0.01092729 0.135498401 CACNA1F(CA


15 90 0.012917784 0.154019727 COL4A6(COL4


15 92 0.015648885 0.171958692 SOS2(SOS2),C


16 101 0.016635529 0.171958692 FZD1(FZD1),A


25 180 0.017245368 0.171958692 ERBIN(ERBIN


10 53 0.017293466 0.171958692 L3HYPDH(L3H


30 226 0.017750575 0.171958692 PTGER3(PTGE


26 191 0.019479767 0.182991747 SOS2(SOS2),LY


24 175 0.022213506 0.201005999 PRKAB2(PRKA


21 149 0.023662094 0.201005999 SCN5A(SCN5A


18 123 0.024574373 0.201005999 TLN2(TLN2),L


21 150 0.025287852 0.201005999 PPP3CA(PPP3C


21 150 0.025287852 0.201005999 SOS2(SOS2),LP


28 218 0.031419045 0.243497596 SOS2(SOS2),FG


19 136 0.032801274 0.24689958 SOS2(SOS2),N


5 21 0.033981221 0.24689958 LOC101117846


9 51 0.034614592 0.24689958 FANCB(FANC


12 76 0.035840262 0.24689958 ADCY9(ADCY


22 168 0.043325625 0.285764759 PPP3CA(PPP3C


13 88 0.047599791 0.293817541 RPS6KA3(RPS







17 96 0.006291595 0.938522456 ATF1(ATF1),C


13 67 0.007369242 0.938522456 CACNA1F(CA


38 292 0.018401964 0.938522456 PPP3CA(PPP3C


23 159 0.019658783 0.938522456 CACNA1F(CA


13 76 0.020586594 0.938522456 CACNA2D1(C


28 207 0.024925557 0.938522456 HPSE2(HPSE2


14 89 0.032345286 0.938522456 LOC105607776


21 150 0.034316787 0.938522456 KIT(KIT),PDGF


14 90 0.035184928 0.938522456 COL4A6(COL4


16 109 0.041084968 0.938522456 CACNA1F(CA


14 92 0.041394575 0.938522456 SOS2(SOS2),C


7 36 0.043107917 0.938522456 GALNTL6(GAL


11 68 0.045269458 0.938522456 PPP3CA(PPP3C


30 238 0.047707999 0.938522456 PPP3CA(PPP3C


34 180 2.13E-05 0.006716448 SEMA3C(SEM


21 109 0.000579809 0.046660003 CACNA1A(CA


16 73 0.000592508 0.046660003 NLK(NLK),CTN


23 129 0.001006863 0.047097382 COL4A5(COL4


36 238 0.001203106 0.047097382 CACNA1A(CA


17 85 0.001215969 0.047097382 CACNA1A(CA


14 64 0.001303156 0.047097382 GABBR2(GAB


20 109 0.0014563 0.047097382 CACNA1A(CA


18 94 0.001495155 0.047097382 CACNA1I(CAC


25 150 0.001685367 0.04826277 DGKH(DGKH)


21 121 0.00230418 0.05184406 CACNA1F(CA


19 114 0.005724793 0.119436934 CACNA1A(CA


28 191 0.006173306 0.119436934 JAK2(JAK2),G


31 218 0.006445803 0.119436934 FGF5(FGF5),PD


5 15 0.007911735 0.124609823 ST8SIA5(ST8S


45 355 0.010470419 0.157056282 PTGER3(PTGE







8 36 0.012479313 0.17091233 GALNTL6(GAL


20 133 0.014359114 0.188463372 PIK3CG(PIK3C


37 292 0.019005604 0.239470604 CACNA1A(CA


21 147 0.021102768 0.249089919 CACNA1A(CA


23 165 0.021350564 0.249089919 PIK3CG(PIK3C


9 48 0.024516043 0.262712213 GALNTL6(GAL


18 123 0.025052666 0.262712213 TLN2(TLN2),P


14 89 0.025854218 0.262712213 PLCB1(PLCB1


29 226 0.030005747 0.28548838 PTGER3(PTGE


23 171 0.03094746 0.28548838 UGGT1(UGGT


19 136 0.033435853 0.289256013 PRKCE(PRKCE


11 67 0.034207191 0.289256013 CACNA1I(CAC


13 84 0.034894376 0.289256013 ERBB4(ERBB4


18 130 0.040675033 0.316401891 NLK(NLK),TG


5 22 0.041182468 0.316401891 NSDHL(NSDH


2 4 0.042335756 0.317518171 ACSM1(ACSM


18 131 0.0433806 0.317788119 LOC101109035


13 87 0.044655717 0.319033851 KCNMA1(KCN


14 96 0.045576264 0.319033851 CACNA1I(CAC


15 106 0.049484421 0.331650909 CREB3L2(CRE
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http://www.kegg.jp/kegg-bin/show_pathway?map05412/K12563%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K05691%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map05205/K07293%09%23FFFFFF,red/K04959%09%23FFFFFF,red/K02187%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04970/K08042%09%23FFFFFF,red/K04959%09%23FFFFFF,red/K12318%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04072/K07293%09%23FFFFFF,red/K05461%09%23FFFFFF,red/K07830%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04512/K06245%09%23FFFFFF,red/K06237%09%23FFFFFF,red/K06252%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04725/K04959%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K05000%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04912/K08042%09%23FFFFFF,red/K04959%09%23FFFFFF,red/K04853%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map00512/K00710%09%23FFFFFF,red/K09653%09%23FFFFFF,red/K03373%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map05031/K04560%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K05209%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K04959%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K04853%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04360/K06619%09%23FFFFFF,red/K06840%09%23FFFFFF,red/K05766%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04725/K04447%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K04928%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04520/K05706%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K04371%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04926/K17448%09%23FFFFFF,red/K04674%09%23FFFFFF,red/K19720%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K10785%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05085%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04727/K04849%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K08041%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04929/K04954%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04853%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K16342%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05213%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04713/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04072/K17386%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K07830%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04935/K17448%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K04853%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04726/K07413%09%23FFFFFF,red/K02187%09%23FFFFFF,red/K04849%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04062/K17448%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K05747%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04810/K17386%09%23FFFFFF,red/K17260%09%23FFFFFF,red/K07830%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map00604/K03369%09%23FFFFFF,red/K03372%09%23FFFFFF,red/K03370%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04080/K05213%09%23FFFFFF,red/K05424%09%23FFFFFF,red/K08522%09%23FFFFFF,r







http://www.kegg.jp/kegg-bin/show_pathway?map00512/K09905%09%23FFFFFF,red/K09663%09%23FFFFFF,red/K00710%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04371/K17845%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K18050%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04010/K04423%09%23FFFFFF,red/K02187%09%23FFFFFF,red/K07830%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04723/K04849%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K03951%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04022/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04936%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map00514/K13676%09%23FFFFFF,red/K05948%09%23FFFFFF,red/K11703%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04611/K16342%09%23FFFFFF,red/K19720%09%23FFFFFF,red/K05858%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04540/K17386%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K04371%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04024/K07830%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K04853%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04141/K04426%09%23FFFFFF,red/K10950%09%23FFFFFF,red/K23741%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04270/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K16342%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04927/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K00070%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04012/K06619%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K04371%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04068/K17845%09%23FFFFFF,red/K13304%09%23FFFFFF,red/K04468%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map00100/K00213%09%23FFFFFF,red/K01824%09%23FFFFFF,red/K07748%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map00785/K23756%09%23FFFFFF,red/K23735%09%23FFFFFF,red/


http://www.kegg.jp/kegg-bin/show_pathway?map00230/K01487%09%23FFFFFF,red/K00944%09%23FFFFFF,red/K19970%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04911/K08042%09%23FFFFFF,red/K04939%09%23FFFFFF,red/K09048%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04925/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K00070%09%23FFFFFF,r


http://www.kegg.jp/kegg-bin/show_pathway?map04928/K03068%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,r







red/K05859%09%23FFFFFF,red/K06765%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K07520%09%23FFFFFF,red/K00444%09%23FFFF


red/K13916%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K07376%09%23FFFF


red/K08048%09%23FFFFFF,red/K03259%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K08339%09%23FFFFFF,red/K07203%09%23FFFF


red/K21356%09%23FFFFFF,red/K07831%09%23FFFFFF,red/K08339%09%23FFFFFF,red/K21347%09%23FFFFFF,red/K04440%09%23FFFF


red/K05730%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K06230%09%23FFFFFF,red/K11265%09%23FFFF


red/K04426%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K05747%09%23FFFFFF,red/K06088%09%23FFFFFF,red/K06087%09%23FFFF


red/K04603%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05871%09%23FFFF


red/K12318%09%23FFFFFF,red/K04379%09%23FFFFFF,red/K05000%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05858%09%23FFFF


red/K04515%09%23FFFFFF,red/K10373%09%23FFFFFF,red/K04894%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04962%09%23FFFF


red/K14736%09%23FFFFFF,red/K02580%09%23FFFFFF,red/K00844%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K00927%09%23FFFF


red/K08048%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04944%09%23FFFF


red/K09048%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05858%09%23FFFF


red/K18050%09%23FFFFFF,red/K05859%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K05858%09%23FFFF


red/K05200%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K05858%09%23FFFF


red/K05000%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04809%09%23FFFFFF,red/K04851%09%23FFFF


red/K04131%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K04944%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFF


red/K13916%09%23FFFFFF,red/K04936%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05850%09%23FFFF


red/K04131%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K05098%09%23FFFF


red/K04546%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05211%09%23FFFF


red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K08049%09%23FFFF


red/K05858%09%23FFFFFF,red/K11434%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K16311%09%23FFFFFF,red/K04515%09%23FFFF


red/K04546%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K13242%09%23FFFFFF,red/K04361%09%23FFFFFF,red/K08043%09%23FFFF


red/K08043%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K08042%09%23FFFF


red/K04374%09%23FFFFFF,red/K04354%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K00274%09%23FFFFFF,red/K04348%09%23FFFF







red/K05462%09%23FFFFFF,red/K05113%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K06841%09%23FFFFFF,red/K04515%09%23FFFF


red/K04936%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05862%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K04135%09%23FFFF


red/K04468%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K04491%09%23FFFFFF,red/K06593%09%23FFFFFF,red/K23612%09%23FFFF


red/K10843%09%23FFFFFF,red/K10844%09%23FFFFFF,red/K10849%09%23FFFFFF,red/K10842%09%23FFFFFF,red/K10570%09%23FFFF


red/K04853%09%23FFFFFF,red/K14349%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08560%09%23FFFFFF,red/K04374%09%23FFFF


red/K05858%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K08050%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K04515%09%23FFFF


red/K13759%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K18436%09%23FFFFFF,red/K00940%09%23FFFFFF,red/K11265%09%23FFFF


red/K11265%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K13242%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFF


red/K14207%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05192%09%23FFFFFF,red/K15015%09%23FFFFFF,red/K04539%09%23FFFF


red/K08045%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04374%09%23FFFF


red/K11987%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K15015%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K08049%09%23FFFF


red/K06591%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K23379%09%23FFFFFF,red/K16338%09%23FFFFFF,red/K06258%09%23FFFF


red/K04853%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04374%09%23FFFF


red/K02432%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09455%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K05858%09%23FFFF


red/K05858%09%23FFFFFF,red/K05862%09%23FFFFFF,red/K11217%09%23FFFFFF,red/K10160%09%23FFFFFF,red/K03671%09%23FFFF


red/K00933%09%23FFFFFF,red/K00128%09%23FFFFFF,red/K00274%09%23FFFFFF,red/K18384%09%23FFFFFF,red/K00542%09%23FFFF


red/K13293%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K10042%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFF


red/K14625%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K16598%09%23FFFF


red/K06088%09%23FFFFFF,red/K06091%09%23FFFFFF,red/K08367%09%23FFFFFF,red/K06087%09%23FFFFFF,red/K04354%09%23FFFF


red/K04135%09%23FFFFFF,red/K04354%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04515%09%23FFFF


red/K05858%09%23FFFFFF,red/K04298%09%23FFFFFF,red/K13242%09%23FFFFFF,red/K06481%09%23FFFFFF,red/K08043%09%23FFFF


red/K05858%09%23FFFFFF,red/K13242%09%23FFFFFF,red/K04361%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFF


red/K01528%09%23FFFFFF,red/K04361%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K05450%09%23FFFF


red/K04131%09%23FFFFFF,red/K06487%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K06481%09%23FFFFFF,red/K04361%09%23FFFF


red/K04374%09%23FFFFFF,red/K09571%09%23FFFFFF,red/K13242%09%23FFFFFF,red/K04361%09%23FFFFFF,red/K08043%09%23FFFF


red/K16618%09%23FFFFFF,red/K10905%09%23FFFFFF,red/K06640%09%23FFFFFF,red/K10849%09%23FFFFFF,red/K10890%09%23FFFF


red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K08043%09%23FFFFFF,red/K08049%09%23FFFF


red/K00444%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K23097%09%23FFFFFF,red/K04493%09%23FFFFFF,red/K04515%09%23FFFF


red/K02602%09%23FFFFFF,red/K04373%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K21771%09%23FFFFFF,red/K08043%09%23FFFF







red/K08044%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K18283%09%23FFFF


red/K09048%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04374%09%23FFFF


red/K05096%09%23FFFFFF,red/K08052%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04407%09%23FFFFFF,red/K05085%09%23FFFF


red/K02329%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04374%09%23FFFF


red/K04858%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K02105%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K04490%09%23FFFF


red/K02991%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K16865%09%23FFFFFF,red/K07965%09%23FFFFFF,red/K06236%09%23FFFF


red/K13916%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K04135%09%23FFFF


red/K05050%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K04289%09%23FFFF


red/K06259%09%23FFFFFF,red/K06236%09%23FFFFFF,red/K06264%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K06255%09%23FFFF


red/K04928%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04851%09%23FFFF


red/K08044%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K04420%09%23FFFF


red/K04851%09%23FFFFFF,red/K04374%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K06269%09%23FFFFFF,red/K00274%09%23FFFF


red/K08044%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K05862%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04135%09%23FFFF


red/K07520%09%23FFFFFF,red/K04968%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K05462%09%23FFFFFF,red/K04189%09%23FFFF


red/K04853%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFF


red/K04468%09%23FFFFFF,red/K08889%09%23FFFFFF,red/K04498%09%23FFFFFF,red/K05747%09%23FFFFFF,red/K04674%09%23FFFF


red/K05858%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K00922%09%23FFFF


red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K05101%09%23FFFFFF,red/K08794%09%23FFFF


red/K05190%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K08341%09%23FFFFFF,red/K05181%09%23FFFF


red/K04968%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04944%09%23FFFF


red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05211%09%23FFFF


red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K13240%09%23FFFF


red/K16342%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K08041%09%23FFFF


red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K04851%09%23FFFF


red/K01593%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K11987%09%23FFFF


red/K05858%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K04189%09%23FFFF


red/K05766%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K06487%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K06481%09%23FFFF


red/K04610%09%23FFFFFF,red/K05202%09%23FFFFFF,red/K05051%09%23FFFFFF,red/K05186%09%23FFFFFF,red/K04804%09%23FFFF







red/K04674%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFF


red/K04426%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K04439%09%23FFFF


red/K11987%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K05190%09%23FFFFFF,red/K04851%09%23FFFF


red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04135%09%23FFFFFF,red/K04634%09%23FFFF


red/K08041%09%23FFFFFF,red/K06481%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08042%09%23FFFF


red/K12318%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K08041%09%23FFFF
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FFFFFF,red/K04430%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K03173%09%23FFFFFF,red/K03099%09


FFFFFF,red/K04371%09%23FFFFFF,red/K05186%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K05175%09%23FFFFFF,red/K04541%09


FFFFFF,red/K09048%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K04140%09


FFFFFF,red/K07376%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K06271%09%23FFFFFF,red/


FFFFFF,red/K08042%09%23FFFFFF,red/K06225%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04498%09


FFFFFF,red/K04079%09%23FFFFFF,red/K10578%09%23FFFFFF,red/K14001%09%23FFFFFF,red/K05638%09%23FFFFFF,red/K14007%09


FFFFFF,red/K04939%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K00907%09


FFFFFF,red/K04411%09%23FFFFFF,red/K17446%09%23FFFFFF,red/K04288%09%23FFFFFF,red/K03099%09%23FFFFFF,red/







9%23FFFFFF,red/K06843%09%23FFFFFF,red/K07521%09%23FFFFFF,red/K05107%09%23FFFFFF,red/K06753%09%23FFFFFF,red/K16351


9%23FFFFFF,red/K05200%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05731


9%23FFFFFF,red/K04440%09%23FFFFFF,red/K07839%09%23FFFFFF,red/K20479%09%23FFFFFF,red/K06785%09%23FFFFFF,red/K06098


9%23FFFFFF,red/K05083%09%23FFFFFF,red/K04345%09%23FFFFFF,red/K00871%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K05862


9%23FFFFFF,red/K04539%09%23FFFFFF,red/K04345%09%23FFFFFF,red/K04548%09%23FFFFFF,red/K03099%09%23FFFFFF,red/







9%23FFFFFF,red/K06766%09%23FFFFFF,red/K04409%09%23FFFFFF,red/K05746%09%23FFFFFF,red/K06821%09%23FFFFFF,red/K05102


9%23FFFFFF,red/K04371%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K04139%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K05850


9%23FFFFFF,red/K04604%09%23FFFFFF,red/K13985%09%23FFFFFF,red/K04548%09%23FFFFFF,red/K04345%09%23FFFFFF,red/
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%23FFFFFF,red/K04358%09%23FFFFFF,red/K05746%09%23FFFFFF,red/K13708%09%23FFFFFF,red/K06587%09%23FFFFFF,red/K05757







9%23FFFFFF,red/K04420%09%23FFFFFF,red/K03171%09%23FFFFFF,red/K04855%09%23FFFFFF,red/K05467%09%23FFFFFF,red/K03099
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9%23FFFFFF,red/K05449%09%23FFFFFF,red/K04992%09%23FFFFFF,red/K05094%09%23FFFFFF,red/K04157%09%23FFFFFF,red/K04262


%23FFFFFF,red/K05107%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K06225%09%23FFFFFF,red/K06766%09%23FFFFFF,red/K06753
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GY vs OL


PathwayID Pathway Level1 Level2 list_number total_number


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system 17 67


oas04928 Parathyroid hormone synthesis, sec   Organismal Systems Endocrine system 22 106


oas04724 Glutamatergic synapse Organismal Systems Nervous system 22 109


oas04725 Cholinergic synapse Organismal Systems Nervous system 22 109


oas04911 Insulin secretion Organismal Systems Endocrine system 18 87


oas00230 Purine metabolism Metabolism Nucleotide metabolism 23 131


oas04022 cGMP-PKG signaling pathway Environmental Information Proc Signal transduction 27 165


oas04922 Glucagon signaling pathway Organismal Systems Endocrine system 19 105


oas04918 Thyroid hormone synthesis Organismal Systems Endocrine system 15 76


oas04360 Axon guidance Organismal Systems Development and regeneration 28 180


oas04961 Endocrine and other factor-regulate   Organismal Systems Excretory system 11 51


oas04925 Aldosterone synthesis and secretionOrganismal Systems Endocrine system 17 96


oas04730 Long-term depression Organismal Systems Nervous system 12 59


oas04971 Gastric acid secretion Organismal Systems Digestive system 14 76


oas04921 Oxytocin signaling pathway Organismal Systems Endocrine system 23 150


oas04540 Gap junction Cellular Processes Cellular community - eukaryotes 15 89


oas04020 Calcium signaling pathway Environmental Information Proc Signal transduction 32 238


oas04261 Adrenergic signaling in cardiomyocOrganismal Systems Circulatory system 22 149


oas00520 Amino sugar and nucleotide sugar Metabolism Carbohydrate metabolism 10 52


oas04728 Dopaminergic synapse Organismal Systems Nervous system 19 127


oas04270 Vascular smooth muscle contractio Organismal Systems Circulatory system 20 136


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 15 94


oas04723 Retrograde endocannabinoid signalOrganismal Systems Nervous system 21 147


oas04390 Hippo signaling pathway Environmental Information Proc Signal transduction 22 156


oas04935 Growth hormone synthesis, secretio   Organismal Systems Endocrine system 18 121


oas04924 Renin secretion Organismal Systems Endocrine system 12 71


oas04970 Salivary secretion Organismal Systems Digestive system 14 89


oas04072 Phospholipase D signaling pathwayEnvironmental Information Proc Signal transduction 21 150


oas00513 Various types of N-glycan biosynthMetabolism Glycan biosynthesis and metabolism 8 42
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oas04392 Hippo signaling pathway - multiple Environmental Information Proc Signal transduction 6 28


oas04720 Long-term potentiation Organismal Systems Nervous system 11 67


oas00510 N-Glycan biosynthesis Metabolism Glycan biosynthesis and metabolism 9 52


ZK vs OL


oas04020 Calcium signaling pathway Environmental Information Proc Signal transduction 43 238


oas04724 Glutamatergic synapse Organismal Systems Nervous system 25 109


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 21 94


oas05031 Amphetamine addiction Human Diseases Substance dependence 17 68


oas04510 Focal adhesion Cellular Processes Cellular community - eukaryotes 35 203


oas04360 Axon guidance Organismal Systems Development and regeneration 32 180


oas05033 Nicotine addiction Human Diseases Substance dependence 12 40


oas04022 cGMP-PKG signaling pathway Environmental Information Proc Signal transduction 29 165


oas04810 Regulation of actin cytoskeleton Cellular Processes Cell motility 35 218


oas04015 Rap1 signaling pathway Environmental Information Proc Signal transduction 34 212


oas04010 MAPK signaling pathway Environmental Information Proc Signal transduction 43 292


oas04512 ECM-receptor interaction Environmental Information Proc Signaling molecules and interaction 18 90


oas00230 Purine metabolism Metabolism Nucleotide metabolism 23 131


oas04728 Dopaminergic synapse Organismal Systems Nervous system 22 127


oas04540 Gap junction Cellular Processes Cellular community - eukaryotes 17 89


HZ vs OL


oas04360 Axon guidance Organismal Systems Development and regeneration 34 180


oas04725 Cholinergic synapse Organismal Systems Nervous system 21 109


oas04520 Adherens junction Cellular Processes Cellular community - eukaryotes 16 73


oas04926 Relaxin signaling pathway Organismal Systems Endocrine system 23 129


oas04020 Calcium signaling pathway Environmental Information Proc Signal transduction 36 238


oas04727 GABAergic synapse Organismal Systems Nervous system 17 85


oas04929 GnRH secretion Organismal Systems Endocrine system 14 64


oas04724 Glutamatergic synapse Organismal Systems Nervous system 20 109


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 18 94


oas04072 Phospholipase D signaling pathwayEnvironmental Information Proc Signal transduction 25 150


oas04935 Growth hormone synthesis, secretio   Organismal Systems Endocrine system 21 121


oas04726 Serotonergic synapse Organismal Systems Nervous system 19 114







oas04062 Chemokine signaling pathway Organismal Systems Immune system 28 191


oas04810 Regulation of actin cytoskeleton Cellular Processes Cell motility 31 218


oas00604 Glycosphingolipid biosynthesis - ga  Metabolism Glycan biosynthesis and metabolism 5 15


oas04080 Neuroactive ligand-receptor interacEnvironmental Information Proc Signaling molecules and interaction 45 355


oas05200 Pathways in cancer Human Diseases Cancer: overview 64 541


oas00512 Mucin type O-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism 8 36


oas04371 Apelin signaling pathway Environmental Information Proc Signal transduction 20 133


oas04010 MAPK signaling pathway Environmental Information Proc Signal transduction 37 292


oas04723 Retrograde endocannabinoid signalOrganismal Systems Nervous system 21 147


oas04022 cGMP-PKG signaling pathway Environmental Information Proc Signal transduction 23 165


oas00514 Other types of O-glycan biosynthesMetabolism Glycan biosynthesis and metabolism 9 48


oas04611 Platelet activation Organismal Systems Immune system 18 123


oas04540 Gap junction Cellular Processes Cellular community - eukaryotes 14 89


oas04024 cAMP signaling pathway Environmental Information Proc Signal transduction 29 226


oas04141 Protein processing in endoplasmic Genetic Information Processing Folding, sorting and degradation 23 171


oas04270 Vascular smooth muscle contractio Organismal Systems Circulatory system 19 136


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system 11 67


oas04012 ErbB signaling pathway Environmental Information Proc Signal transduction 13 84


oas04068 FoxO signaling pathway Environmental Information Proc Signal transduction 18 130


oas00100 Steroid biosynthesis Metabolism Lipid metabolism 5 22


oas00785 Lipoic acid metabolism Metabolism Metabolism of cofactors and vitamin 2 4


oas00230 Purine metabolism Metabolism Nucleotide metabolism 18 131


oas04911 Insulin secretion Organismal Systems Endocrine system 13 87


oas04925 Aldosterone synthesis and secretionOrganismal Systems Endocrine system 14 96


oas04928 Parathyroid hormone synthesis, sec   Organismal Systems Endocrine system 15 106







Pvalue FDR List


6.48E-05 0.019110924 HSD3B1(HSD


0.000157115 0.019110924 VDR(VDR),AK


0.000239635 0.019110924 CACNA1A(CA


0.000239635 0.019110924 CACNA1A(CA


0.00062713 0.040010899 CACNA1F(CA


0.001361613 0.062050635 AK1(AK1),GU


0.001636955 0.06527357 PPP1CB(PPP1


0.002404438 0.084473767 G6PC1(G6PC1


0.002810307 0.084473767 CGA(CGA),PR


0.002912889 0.084473767 PARD6A(PAR


0.004909044 0.122263973 VDR(VDR),PR


0.004982544 0.122263973 CAMK1D(CAM


0.005571332 0.126946776 CACNA1A(CA


0.007241635 0.154005442 SLC9A4(SLC9


0.007806663 0.155645353 PPP1CB(PPP1


0.012603068 0.234115438 SOS2(SOS2),G


0.013890118 0.234115438 CACNA1A(CA


0.01394418 0.234115438 PPP1CB(PPP1


0.016087357 0.244374618 GALE(GALE),


0.018710625 0.257554042 PPP1CB(PPP1


0.019202304 0.257554042 PPP1CB(PPP1


0.020184486 0.257554042 GUCY1A2(GU


0.022500899 0.259615331 CACNA1A(CA


0.02271681 0.259615331 YAP1(YAP1),P


0.022858481 0.259615331 SOS2(SOS2),C


0.023601394 0.259615331 CACNA1F(CA


0.027154795 0.274064469 KCNMA1(KCN


0.02749236 0.274064469 KIT(KIT),PIK3


0.031354751 0.294181341 MAN1C1(MAN


            







0.035227603 0.315763443 YAP1(YAP1),


0.035634746 0.315763443 PPP1CB(PPP1


0.040552975 0.349632404 MAN1C1(MAN


6.75E-06 0.001480622 FLT4(FLT4),P


9.20E-06 0.001480622 PPP3CA(PPP3


7.04E-05 0.006169976 CACNA1I(CA


7.72E-05 0.006169976 PPP3CA(PPP3


0.000125088 0.006169976 FLT4(FLT4),C


0.000133621 0.006169976 EPHB1(EPHB


0.00013413 0.006169976 SLC17A6(SLC


0.00032946 0.013260762 PPP3CA(PPP3


0.000507738 0.018165741 ARHGEF6(AR


0.000618131 0.019903826 FLT4(FLT4),M


0.000819473 0.023988201 FLT4(FLT4),M


0.000930684 0.024973352 COL4A6(COL


0.001323039 0.032770658 PAPSS2(PAPS


0.001988565 0.045737004 PPP3CA(PPP3


0.002151384 0.046183046 PRKCB(PRKC


2.13E-05 0.006716448 SEMA3C(SEM


0.000579809 0.046660003 CACNA1A(CA


0.000592508 0.046660003 NLK(NLK),CT


0.001006863 0.047097382 COL4A5(COL


0.001203106 0.047097382 CACNA1A(CA


0.001215969 0.047097382 CACNA1A(CA


0.001303156 0.047097382 GABBR2(GAB


0.0014563 0.047097382 CACNA1A(CA


0.001495155 0.047097382 CACNA1I(CA


0.001685367 0.04826277 DGKH(DGKH


0.00230418 0.05184406 CACNA1F(CA


0.005724793 0.119436934 CACNA1A(CA







0.006173306 0.119436934 JAK2(JAK2),G


0.006445803 0.119436934 FGF5(FGF5),P


0.007911735 0.124609823 ST8SIA5(ST8S


0.010470419 0.157056282 PTGER3(PTGE


0.012094613 0.17091233 PTGER3(PTGE


0.012479313 0.17091233 GALNTL6(GA


0.014359114 0.188463372 PIK3CG(PIK3C


0.019005604 0.239470604 CACNA1A(CA


0.021102768 0.249089919 CACNA1A(CA


0.021350564 0.249089919 PIK3CG(PIK3C


0.024516043 0.262712213 GALNTL6(GA


0.025052666 0.262712213 TLN2(TLN2),P


0.025854218 0.262712213 PLCB1(PLCB1


0.030005747 0.28548838 PTGER3(PTGE


0.03094746 0.28548838 UGGT1(UGGT


0.033435853 0.289256013 PRKCE(PRKC


0.034207191 0.289256013 CACNA1I(CA


0.034894376 0.289256013 ERBB4(ERBB


0.040675033 0.316401891 NLK(NLK),TG


0.041182468 0.316401891 NSDHL(NSDH


0.042335756 0.317518171 ACSM1(ACSM


0.0433806 0.317788119 LOC10110903


0.044655717 0.319033851 KCNMA1(KCN


0.045576264 0.319033851 CACNA1I(CA


0.049484421 0.331650909 CREB3L2(CRE







URL
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http://www.kegg.jp/kegg-bin/show_pathway?map04360/K05099%09%23FFFFFF,red/K06765%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K068


http://www.kegg.jp/kegg-bin/show_pathway?map04961/K05858%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04925/K04959%09%23FFFFFF,red/K06070%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04730/K05854%09%23FFFFFF,red/K04959%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map04971/K04959%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K13961%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04921/K04959%09%23FFFFFF,red/K04858%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04540/K04959%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K04959%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04261/K04858%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04863%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map00520/K01784%09%23FFFFFF,red/K12373%09%23FFFFFF,red/K01711%09%23FFFFFF,red/K124


http://www.kegg.jp/kegg-bin/show_pathway?map04728/K04959%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K044


http://www.kegg.jp/kegg-bin/show_pathway?map04270/K04959%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04713/K16513%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04723/K04959%09%23FFFFFF,red/K03940%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04390/K03362%09%23FFFFFF,red/K16687%09%23FFFFFF,red/K02085%09%23FFFFFF,red/K042


http://www.kegg.jp/kegg-bin/show_pathway?map04935/K04959%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K072


http://www.kegg.jp/kegg-bin/show_pathway?map04924/K04959%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04970/K04959%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04072/K17448%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map00513/K07441%09%23FFFFFF,red/K12373%09%23FFFFFF,red/K01230%09%23FFFFFF,red/K007


            







http://www.kegg.jp/kegg-bin/show_pathway?map04392/K16682%09%23FFFFFF,red/K08791%09%23FFFFFF,red/K16685%09%23FFFFFF,red/K166


http://www.kegg.jp/kegg-bin/show_pathway?map04720/K04959%09%23FFFFFF,red/K04373%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map00510/K12345%09%23FFFFFF,red/K03850%09%23FFFFFF,red/K12666%09%23FFFFFF,red/K074


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K05096%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K04636%09%23FFFFFF,red/K050


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K04630%09%23FFFFFF,red/K04606%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04713/K04630%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K112


http://www.kegg.jp/kegg-bin/show_pathway?map05031/K01593%09%23FFFFFF,red/K06067%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04510/K06245%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K064


http://www.kegg.jp/kegg-bin/show_pathway?map04360/K06619%09%23FFFFFF,red/K07293%09%23FFFFFF,red/K24609%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map05033/K05199%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K052


http://www.kegg.jp/kegg-bin/show_pathway?map04022/K04630%09%23FFFFFF,red/K17333%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04810/K05720%09%23FFFFFF,red/K06461%09%23FFFFFF,red/K04289%09%23FFFFFF,red/K064


http://www.kegg.jp/kegg-bin/show_pathway?map04015/K04630%09%23FFFFFF,red/K06070%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K064


http://www.kegg.jp/kegg-bin/show_pathway?map04010/K05096%09%23FFFFFF,red/K04863%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K050


http://www.kegg.jp/kegg-bin/show_pathway?map04512/K23380%09%23FFFFFF,red/K06245%09%23FFFFFF,red/K06237%09%23FFFFFF,red/K062


http://www.kegg.jp/kegg-bin/show_pathway?map00230/K01487%09%23FFFFFF,red/K00939%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K132


http://www.kegg.jp/kegg-bin/show_pathway?map04728/K04630%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K01593%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04540/K04630%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K042


http://www.kegg.jp/kegg-bin/show_pathway?map04360/K06619%09%23FFFFFF,red/K06840%09%23FFFFFF,red/K05766%09%23FFFFFF,red/K075


http://www.kegg.jp/kegg-bin/show_pathway?map04725/K04447%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K04928%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04520/K05706%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K044


http://www.kegg.jp/kegg-bin/show_pathway?map04926/K17448%09%23FFFFFF,red/K04674%09%23FFFFFF,red/K19720%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K10785%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04727/K04849%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K051


http://www.kegg.jp/kegg-bin/show_pathway?map04929/K04954%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K16342%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05213%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04713/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04072/K17386%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K163


http://www.kegg.jp/kegg-bin/show_pathway?map04935/K17448%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K072


http://www.kegg.jp/kegg-bin/show_pathway?map04726/K07413%09%23FFFFFF,red/K02187%09%23FFFFFF,red/K04849%09%23FFFFFF,red/K015







http://www.kegg.jp/kegg-bin/show_pathway?map04062/K17448%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K05747%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04810/K17386%09%23FFFFFF,red/K17260%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K057


http://www.kegg.jp/kegg-bin/show_pathway?map00604/K03369%09%23FFFFFF,red/K03372%09%23FFFFFF,red/K03370%09%23FFFFFF,red/K007


http://www.kegg.jp/kegg-bin/show_pathway?map04080/K05213%09%23FFFFFF,red/K05424%09%23FFFFFF,red/K08522%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map05200/K02187%09%23FFFFFF,red/K04447%09%23FFFFFF,red/K06067%09%23FFFFFF,red/K119


http://www.kegg.jp/kegg-bin/show_pathway?map00512/K09905%09%23FFFFFF,red/K09663%09%23FFFFFF,red/K00710%09%23FFFFFF,red/K096


http://www.kegg.jp/kegg-bin/show_pathway?map04371/K17845%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map04010/K04423%09%23FFFFFF,red/K02187%09%23FFFFFF,red/K07830%09%23FFFFFF,red/K044


http://www.kegg.jp/kegg-bin/show_pathway?map04723/K04849%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K03951%09%23FFFFFF,red/K119


http://www.kegg.jp/kegg-bin/show_pathway?map04022/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04936%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map00514/K13676%09%23FFFFFF,red/K05948%09%23FFFFFF,red/K11703%09%23FFFFFF,red/K007


http://www.kegg.jp/kegg-bin/show_pathway?map04611/K16342%09%23FFFFFF,red/K19720%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04540/K17386%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K123


http://www.kegg.jp/kegg-bin/show_pathway?map04024/K07830%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K132


http://www.kegg.jp/kegg-bin/show_pathway?map04141/K04426%09%23FFFFFF,red/K10950%09%23FFFFFF,red/K23741%09%23FFFFFF,red/K126


http://www.kegg.jp/kegg-bin/show_pathway?map04270/K18050%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04927/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K00070%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04012/K06619%09%23FFFFFF,red/K17448%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K057


http://www.kegg.jp/kegg-bin/show_pathway?map04068/K17845%09%23FFFFFF,red/K13304%09%23FFFFFF,red/K04468%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map00100/K00213%09%23FFFFFF,red/K01824%09%23FFFFFF,red/K07748%09%23FFFFFF,red/K098


http://www.kegg.jp/kegg-bin/show_pathway?map00785/K23756%09%23FFFFFF,red/K23735%09%23FFFFFF,red/


http://www.kegg.jp/kegg-bin/show_pathway?map00230/K01487%09%23FFFFFF,red/K00944%09%23FFFFFF,red/K19970%09%23FFFFFF,red/K132


http://www.kegg.jp/kegg-bin/show_pathway?map04911/K08042%09%23FFFFFF,red/K04939%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04925/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K00070%09%23FFFFFF,red/K180


http://www.kegg.jp/kegg-bin/show_pathway?map04928/K03068%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K043







49%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF


39%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K12331%09%23FFFFFF,red/K04634%09%23FFFFFF


04%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04609%09%23FFFFFF


53%09%23FFFFFF,red/K04815%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF


58%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04351%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF


36%09%23FFFFFF,red/K01081%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K13758%09%23FFFFFF,red/K12322%09%23FFFFFF


36%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05862%09%23FFFFFF,red/K18154%09%23FFFFFF,red/K08049%09%23FFFFFF


34%09%23FFFFFF,red/K00016%09%23FFFFFF,red/K16311%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF


32%09%23FFFFFF,red/K04249%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF


40%09%23FFFFFF,red/K07520%09%23FFFFFF,red/K07526%09%23FFFFFF,red/K20020%09%23FFFFFF,red/K04671%09%23FFFFFF


49%09%23FFFFFF,red/K05849%09%23FFFFFF,red/K08550%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K08539%09%23FFFFFF


53%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF


03%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04958%09%23FFFFFF


26%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K04958%09%23FFFFFF


63%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K12329%09%23FFFFFF,red/K04859%09%23FFFFFF,red/K18154%09%23FFFFFF


03%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K04958%09%23FFFFFF


49%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K04636%09%23FFFFFF,red/K05858%09%23FFFFFF


26%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04859%09%23FFFFFF,red/K04351%09%23FFFFFF,red/K08049%09%23FFFFFF


09%09%23FFFFFF,red/K00966%09%23FFFFFF,red/K18674%09%23FFFFFF,red/K00621%09%23FFFFFF,red/K01809%09%23FFFFFF


39%09%23FFFFFF,red/K04147%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05036%09%23FFFFFF


36%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K12329%09%23FFFFFF,red/K08447%09%23FFFFFF,red/K08049%09%23FFFFFF


45%09%23FFFFFF,red/K07843%09%23FFFFFF,red/K04445%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K07376%09%23FFFFFF


53%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05190%09%23FFFFFF,red/K04277%09%23FFFFFF


37%09%23FFFFFF,red/K16681%09%23FFFFFF,red/K04671%09%23FFFFFF,red/K00572%09%23FFFFFF,red/K08791%09%23FFFFFF


03%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K04958%09%23FFFFFF


53%09%23FFFFFF,red/K04936%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K04958%09%23FFFFFF


36%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04958%09%23FFFFFF


58%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K04351%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K05450%09%23FFFFFF


17%09%23FFFFFF,red/K13748%09%23FFFFFF,red/K12666%09%23FFFFFF,red/K09672%09%23FFFFFF,red/


            







87%09%23FFFFFF,red/K16822%09%23FFFFFF,red/K16686%09%23FFFFFF,red/


58%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K06269%09%23FFFFFF


41%09%23FFFFFF,red/K03848%09%23FFFFFF,red/K00717%09%23FFFFFF,red/K01230%09%23FFFFFF,red/K13748%09%23FFFFFF


85%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K09565%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K08794%09%23FFFFFF


44%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K04609%09%23FFFFFF


65%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K05197%09%23FFFFFF


50%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K05036%09%23FFFFFF


84%09%23FFFFFF,red/K04392%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K12329%09%23FFFFFF,red/K05635%09%23FFFFFF


30%09%23FFFFFF,red/K17333%09%23FFFFFF,red/K06765%09%23FFFFFF,red/K07520%09%23FFFFFF,red/K02329%09%23FFFFFF


10%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K05175%09%23FFFFFF,red/K05190%09%23FFFFFF,red/K04808%09%23FFFFFF


44%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K09565%09%23FFFFFF,red/K18154%09%23FFFFFF,red/K04135%09%23FFFFFF


83%09%23FFFFFF,red/K05763%09%23FFFFFF,red/K05769%09%23FFFFFF,red/K05748%09%23FFFFFF,red/K05767%09%23FFFFFF


61%09%23FFFFFF,red/K04392%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K05462%09%23FFFFFF,red/K04277%09%23FFFFFF


85%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K04388%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K04459%09%23FFFFFF


52%09%23FFFFFF,red/K06484%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K23379%09%23FFFFFF,red/K05635%09%23FFFFFF


93%09%23FFFFFF,red/K01081%09%23FFFFFF,red/K18436%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K13755%09%23FFFFFF


50%09%23FFFFFF,red/K04147%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05197%09%23FFFFFF


89%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K19477%09%23FFFFFF,red/K08042%09%23FFFFFF


20%09%23FFFFFF,red/K04968%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K05462%09%23FFFFFF,red/K04189%09%23FFFFFF


53%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF


68%09%23FFFFFF,red/K08889%09%23FFFFFF,red/K04498%09%23FFFFFF,red/K05747%09%23FFFFFF,red/K04674%09%23FFFFFF


58%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K00922%09%23FFFFFF


58%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K05101%09%23FFFFFF,red/K08794%09%23FFFFFF


90%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K08341%09%23FFFFFF,red/K05181%09%23FFFFFF


68%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04944%09%23FFFFFF


41%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05211%09%23FFFFFF


51%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K13240%09%23FFFFFF


42%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K08041%09%23FFFFFF


03%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K04851%09%23FFFFFF


93%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K11987%09%23FFFFFF







58%09%23FFFFFF,red/K05871%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04439%09%23FFFFFF,red/K04189%09%23FFFFFF


66%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K06487%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K06481%09%23FFFFFF


80%09%23FFFFFF,red/K12309%09%23FFFFFF,red/


10%09%23FFFFFF,red/K05202%09%23FFFFFF,red/K05051%09%23FFFFFF,red/K05186%09%23FFFFFF,red/K04804%09%23FFFFFF


87%09%23FFFFFF,red/K06618%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K11126%09%23FFFFFF,red/K04546%09%23FFFFFF


53%09%23FFFFFF,red/K00780%09%23FFFFFF,red/


74%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF


26%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K04360%09%23FFFFFF,red/K04439%09%23FFFFFF


87%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K05190%09%23FFFFFF,red/K04851%09%23FFFFFF


58%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04135%09%23FFFFFF,red/K04634%09%23FFFFFF


10%09%23FFFFFF,red/K09653%09%23FFFFFF,red/K23800%09%23FFFFFF,red/


41%09%23FFFFFF,red/K06481%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08042%09%23FFFFFF


18%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K08041%09%23FFFFFF


93%09%23FFFFFF,red/K05213%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K04851%09%23FFFFFF


69%09%23FFFFFF,red/K12666%09%23FFFFFF,red/K01230%09%23FFFFFF,red/K10636%09%23FFFFFF,red/K24348%09%23FFFFFF


36%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04135%09%23FFFFFF


53%09%23FFFFFF,red/K09355%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF


34%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K04430%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K04409%09%23FFFFFF


74%09%23FFFFFF,red/K13303%09%23FFFFFF,red/K13302%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08341%09%23FFFFFF


28%09%23FFFFFF,red/K13373%09%23FFFFFF,red/


93%09%23FFFFFF,red/K18436%09%23FFFFFF,red/K11265%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K07127%09%23FFFFFF


53%09%23FFFFFF,red/K15297%09%23FFFFFF,red/K04936%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF


50%09%23FFFFFF,red/K04853%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K08041%09%23FFFFFF,red/K04851%09%23FFFFFF


71%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K05261%09%23FFFFFF,red/K04439%09%23FFFFFF







F,red/K09047%09%23FFFFFF,red/K00070%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K08560%09%


F,red/K08524%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K03068%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%


F,red/K04348%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K05202%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K05200%09%


F,red/K08049%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04930%09%


F,red/K09047%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K18211%09%


F,red/K08049%09%23FFFFFF,red/K18438%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K19021%09%


F,red/K04634%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K01540%09%


F,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K00873%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K03841%09%


F,red/K08049%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K08522%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K09047%09%


F,red/K05113%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K20013%09%23FFFFFF,red/K06842%09%23FFFFFF,red/K06839%09%


F,red/K08794%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%


F,red/K04634%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K05207%09%23FFFFFF,red/K19477%09%23FFFFFF,red/


F,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K04913%09%


F,red/K08049%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K08794%09%23FFFFFF,red/K04348%09%


F,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K03099%09%


F,red/K04360%09%23FFFFFF,red/K04163%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05862%09%23FFFFFF,red/K04189%09%


F,red/K04634%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K21289%09%


F,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K05200%09%


F,red/K04634%09%23FFFFFF,red/K12331%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K01047%09%23FFFFFF,red/K08045%09%


F,red/K11265%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K19662%09%


F,red/K08049%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K03964%09%23FFFFFF,red/K08045%09%


F,red/K20013%09%23FFFFFF,red/K00714%09%23FFFFFF,red/K04500%09%23FFFFFF,red/K16686%09%23FFFFFF,red/K03982%09%


F,red/K04634%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K17449%09%


F,red/K04634%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K04345%09%23FFFFFF,red/K19477%09%23FFFFFF,red/


F,red/K04634%09%23FFFFFF,red/K08049%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K01540%09%23FFFFFF,red/K04345%09%


F,red/K04609%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K05703%09%







F,red/K04348%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K05097%09%23FFFFFF,red/K05093%09%23FFFFFF,red/K04358%09%


F,red/K05197%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K05199%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K04371%09%


F,red/K19477%09%23FFFFFF,red/K05199%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K04371%09%


F,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K05199%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K09048%09%


F,red/K06249%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K06483%09%23FFFFFF,red/K06237%09%23FFFFFF,red/K04371%09%


F,red/K04392%09%23FFFFFF,red/K05462%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K06841%09%23FFFFFF,red/K05110%09%


F,red/K12302%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K05181%09%23FFFFFF,red/


F,red/K04634%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K19477%09%23FFFFFF,red/K08042%09%


F,red/K06462%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K05744%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K05093%09%


F,red/K04289%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K05631%09%


F,red/K04348%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K04403%09%23FFFFFF,red/K04457%09%23FFFFFF,red/K05097%09%


F,red/K16338%09%23FFFFFF,red/K06249%09%23FFFFFF,red/K06587%09%23FFFFFF,red/K06238%09%23FFFFFF,red/K06240%09%


F,red/K13758%09%23FFFFFF,red/K00856%09%23FFFFFF,red/K13485%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K12305%09%


F,red/K05036%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K05199%09%23FFFFFF,red/K05200%09%


F,red/K12318%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K04157%09%


F,red/K06754%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K06841%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K20013%09%


F,red/K04808%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08042%09%


F,red/K06082%09%23FFFFFF,red/K23605%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K05693%09%


F,red/K13240%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K21998%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K06237%09%


F,red/K13240%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K05219%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K04262%09%


F,red/K08042%09%23FFFFFF,red/K05186%09%23FFFFFF,red/K04541%09%23FFFFFF,red/K05704%09%23FFFFFF,red/K05175%09%


F,red/K04856%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08522%09%23FFFFFF,red/K04615%09%


F,red/K04609%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K05202%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K04371%09%


F,red/K08042%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K07843%09%23FFFFFF,red/K05209%09%


F,red/K00922%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K04609%09%23FFFFFF,red/K23484%09%


F,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04692%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08042%09%


F,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K05181%09%







F,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04692%09%23FFFFFF,red/K10031%09%


F,red/K05733%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K10031%09%


F,red/K05219%09%23FFFFFF,red/K04262%09%23FFFFFF,red/K04260%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K04010%09%


F,red/K00572%09%23FFFFFF,red/K06487%09%23FFFFFF,red/K05637%09%23FFFFFF,red/K00799%09%23FFFFFF,red/K12331%09%


F,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K08042%09%


F,red/K04851%09%23FFFFFF,red/K04459%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K04445%09%23FFFFFF,red/K04373%09%


F,red/K04546%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K11351%09%23FFFFFF,red/K05181%09%23FFFFFF,red/K08042%09%


F,red/K04938%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K04939%09%


F,red/K21289%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K03900%09%23FFFFFF,red/K05704%09%


F,red/K04604%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08959%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K03099%09%


F,red/K00922%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K05211%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08522%09%


F,red/K10084%09%23FFFFFF,red/K09503%09%23FFFFFF,red/K11718%09%23FFFFFF,red/K09584%09%23FFFFFF,red/K04556%09%


F,red/K04634%09%23FFFFFF,red/K12331%09%23FFFFFF,red/K04938%09%23FFFFFF,red/K01047%09%23FFFFFF,red/K08042%09%


F,red/K05704%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K03099%09%23FFFFFF,red/


F,red/K04692%09%23FFFFFF,red/K21770%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04498%09%23FFFFFF,red/K23605%09%


F,red/K12322%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K01518%09%23FFFFFF,red/K19572%09%


F,red/K04851%09%23FFFFFF,red/K04944%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04938%09%23FFFFFF,red/K09047%09%


F,red/K04856%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K08794%09%23FFFFFF,red/K09047%09%


F,red/K08041%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K12331%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K16529%09%







%23FFFFFF,red/K01115%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K08539%09%23FFFFFF,red/K16529%09%23FFFFFF,red/K14


%23FFFFFF,red/K15010%09%23FFFFFF,red/K15009%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K01


%23FFFFFF,red/K21289%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K05703%09%23FFFFFF,red/K04


%23FFFFFF,red/K16882%09%23FFFFFF,red/K05032%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K04345%09%23FFFFFF,red/


%23FFFFFF,red/K01490%09%23FFFFFF,red/K01510%09%23FFFFFF,red/K07023%09%23FFFFFF,red/K01587%09%23FFFFFF,red/K18


%23FFFFFF,red/K19477%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08


%23FFFFFF,red/K07202%09%23FFFFFF,red/K07190%09%23FFFFFF,red/K01084%09%23FFFFFF,red/K04345%09%23FFFFFF,red/


%23FFFFFF,red/K10031%09%23FFFFFF,red/K07521%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K06572%09%23FFFFFF,red/K06


%23FFFFFF,red/K04860%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K04


%23FFFFFF,red/K08049%09%23FFFFFF,red/K04634%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K05098%09%23FFFFFF,red/K08


%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K09052%09%23FFFFFF,red/K04870%09%23FFFFFF,red/K04


%23FFFFFF,red/K04344%09%23FFFFFF,red/K06269%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K02223%09%23FFFFFF,red/K04


%23FFFFFF,red/K12318%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K12324%09%23FFFFFF,red/K06


%23FFFFFF,red/K05200%09%23FFFFFF,red/K05175%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K19


%23FFFFFF,red/K05691%09%23FFFFFF,red/K06093%09%23FFFFFF,red/K16822%09%23FFFFFF,red/K16682%09%23FFFFFF,red/K16


%23FFFFFF,red/K17446%09%23FFFFFF,red/K19662%09%23FFFFFF,red/K03099%09%23FFFFFF,red/K04345%09%23FFFFFF,red/


%23FFFFFF,red/K00901%09%23FFFFFF,red/K05091%09%23FFFFFF,red/K19007%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K04







%23FFFFFF,red/K00907%09%23FFFFFF,red/K04260%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K04


%23FFFFFF,red/K05200%09%23FFFFFF,red/K05210%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K00910%09%23FFFFFF,red/K15


%23FFFFFF,red/K05200%09%23FFFFFF,red/K05210%09%23FFFFFF,red/K07843%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K04


%23FFFFFF,red/K05725%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K05097%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K05


%23FFFFFF,red/K04515%09%23FFFFFF,red/K20013%09%23FFFFFF,red/K06839%09%23FFFFFF,red/K04348%09%23FFFFFF,red/K06


%23FFFFFF,red/K21289%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K01


%23FFFFFF,red/K04358%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K13708%09%23FFFFFF,red/K05729%09%23FFFFFF,red/K05


%23FFFFFF,red/K06093%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K05210%09%23FFFFFF,red/K05097%09%23FFFFFF,red/K05


%23FFFFFF,red/K04445%09%23FFFFFF,red/K04446%09%23FFFFFF,red/K05093%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K04


%23FFFFFF,red/K12318%09%23FFFFFF,red/K13762%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K01510%09%23FFFFFF,red/K18


%23FFFFFF,red/K09048%09%23FFFFFF,red/K05210%09%23FFFFFF,red/K05209%09%23FFFFFF,red/K03456%09%23FFFFFF,red/K11


%23FFFFFF,red/K07829%09%23FFFFFF,red/K06842%09%23FFFFFF,red/K06839%09%23FFFFFF,red/K10031%09%23FFFFFF,red/K07


%23FFFFFF,red/K21289%09%23FFFFFF,red/K04930%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04


%23FFFFFF,red/K04371%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K04430%09%23FFFFFF,red/K04541%09%23FFFFFF,red/K05


%23FFFFFF,red/K04260%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K07190%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K05


%23FFFFFF,red/K04344%09%23FFFFFF,red/K15376%09%23FFFFFF,red/K04615%09%23FFFFFF,red/K04548%09%23FFFFFF,red/


%23FFFFFF,red/K05209%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K00910%09%23FFFFFF,red/K04541%09%23FFFFFF,red/K04


%23FFFFFF,red/K04445%09%23FFFFFF,red/K04541%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04


%23FFFFFF,red/K04610%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K00


%23FFFFFF,red/K09048%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04498%09%23FFFFFF,red/K04430%09%23FFFFFF,red/K17


%23FFFFFF,red/K04371%09%23FFFFFF,red/K04892%09%23FFFFFF,red/K04344%09%23FFFFFF,red/K04541%09%23FFFFFF,red/K07







%23FFFFFF,red/K21096%09%23FFFFFF,red/K08042%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K04371%09%23FFFFFF,red/K04
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SG1 vs ZK


PathwayID Pathway Level1 Level2 list_number


oas04928 Parathyroid hormone synthesis, secretion  Organismal Systems Endocrine system 21


oas04725 Cholinergic synapse Organismal Systems Nervous system 20


oas04022 cGMP-PKG signaling pathway Environmental Information ProceSignal transduction 26


oas04062 Chemokine signaling pathway Organismal Systems Immune system 29


oas04810 Regulation of actin cytoskeleton Cellular Processes Cell motility 32


oas04261 Adrenergic signaling in cardiomyocytes Organismal Systems Circulatory system 24


oas04921 Oxytocin signaling pathway Organismal Systems Endocrine system 24


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 17


oas04024 cAMP signaling pathway Environmental Information ProceSignal transduction 32


oas04970 Salivary secretion Organismal Systems Digestive system 16


oas04927 Cortisol synthesis and secretion Organismal Systems Endocrine system 13


oas04973 Carbohydrate digestion and absorption Organismal Systems Digestive system 10


oas04724 Glutamatergic synapse Organismal Systems Nervous system 18


oas04924 Renin secretion Organismal Systems Endocrine system 13


oas04020 Calcium signaling pathway Environmental Information ProceSignal transduction 32


oas04510 Focal adhesion Cellular Processes Cellular community - eukaryotes 28


oas04742 Taste transduction Organismal Systems Sensory system 14


oas04012 ErbB signaling pathway Environmental Information ProceSignal transduction 14


oas05100 Bacterial invasion of epithelial cells Human Diseases Infectious disease: bacterial 13


oas04935 Growth hormone synthesis, secretion an  Organismal Systems Endocrine system 18


oas00230 Purine metabolism Metabolism Nucleotide metabolism 19


oas04015 Rap1 signaling pathway Environmental Information ProceSignal transduction 27


oas04350 TGF-beta signaling pathway Environmental Information ProceSignal transduction 14


oas04730 Long-term depression Organismal Systems Nervous system 10


oas04972 Pancreatic secretion Organismal Systems Digestive system 15


oas04611 Platelet activation Organismal Systems Immune system 17


oas04911 Insulin secretion Organismal Systems Endocrine system 13
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oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system 14


oas04070 Phosphatidylinositol signaling system Environmental Information ProceSignal transduction 14


oas04010 MAPK signaling pathway Environmental Information ProceSignal transduction 34


oas04270 Vascular smooth muscle contraction Organismal Systems Circulatory system 18


oas04710 Circadian rhythm Organismal Systems Environmental adaptation 6


oas04926 Relaxin signaling pathway Organismal Systems Endocrine system 17


oas00562 Inositol phosphate metabolism Metabolism Carbohydrate metabolism 11


SG1 vs OL


oas04360 Axon guidance Organismal Systems Development and regeneration 28


oas04724 Glutamatergic synapse Organismal Systems Nervous system 19


oas04742 Taste transduction Organismal Systems Sensory system 15


oas04072 Phospholipase D signaling pathway Environmental Information ProceSignal transduction 23


oas04929 GnRH secretion Organismal Systems Endocrine system 12


oas00513 Various types of N-glycan biosynthesis Metabolism Glycan biosynthesis and metabolism 9


oas04961 Endocrine and other factor-regulated cal  Organismal Systems Excretory system 10


oas04730 Long-term depression Organismal Systems Nervous system 11


oas04725 Cholinergic synapse Organismal Systems Nervous system 17


oas04020 Calcium signaling pathway Environmental Information ProceSignal transduction 31


oas04721 Synaptic vesicle cycle Organismal Systems Nervous system 13


oas04924 Renin secretion Organismal Systems Endocrine system 12


oas04512 ECM-receptor interaction Environmental Information ProceSignaling molecules and interaction 14


oas05100 Bacterial invasion of epithelial cells Human Diseases Infectious disease: bacterial 12


oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system 14


oas03018 RNA degradation Genetic Information Processing Folding, sorting and degradation 12


SG1 vs SG2


oas04360 Axon guidance Organismal Systems Development and regeneration 32


oas04713 Circadian entrainment Organismal Systems Environmental adaptation 19


oas04020 Calcium signaling pathway Environmental Information ProceSignal transduction 35


oas04725 Cholinergic synapse Organismal Systems Nervous system 19


oas04911 Insulin secretion Organismal Systems Endocrine system 16







oas04926 Relaxin signaling pathway Organismal Systems Endocrine system 21


oas04922 Glucagon signaling pathway Organismal Systems Endocrine system 18


oas04371 Apelin signaling pathway Environmental Information ProceSignal transduction 21


oas04916 Melanogenesis Organismal Systems Endocrine system 17


oas03440 Homologous recombination Genetic Information Processing Replication and repair 9


oas04728 Dopaminergic synapse Organismal Systems Nervous system 20


oas04925 Aldosterone synthesis and secretion Organismal Systems Endocrine system 16


oas04726 Serotonergic synapse Organismal Systems Nervous system 18


oas04730 Long-term depression Organismal Systems Nervous system 11


oas04921 Oxytocin signaling pathway Organismal Systems Endocrine system 22


oas04971 Gastric acid secretion Organismal Systems Digestive system 13


oas04724 Glutamatergic synapse Organismal Systems Nervous system 17


oas04270 Vascular smooth muscle contraction Organismal Systems Circulatory system 20


oas03450 Non-homologous end-joining Genetic Information Processing Replication and repair 4


oas04924 Renin secretion Organismal Systems Endocrine system 12


oas04929 GnRH secretion Organismal Systems Endocrine system 11


oas00860 Porphyrin metabolism Metabolism Metabolism of cofactors and vitami 8


oas04012 ErbB signaling pathway Environmental Information ProceSignal transduction 13


oas04071 Sphingolipid signaling pathway Environmental Information ProceSignal transduction 17


oas04022 cGMP-PKG signaling pathway Environmental Information ProceSignal transduction 22







total_number Pvalue FDR List


106 0.00021659 0.068442356 VDR(VDR),AD


109 0.000851386 0.079935723 PIK3CD(PIK3C


165 0.001687772 0.079935723 ATP2B1(ATP2


191 0.001701135 0.079935723 CCL24(CCL24


218 0.001780733 0.079935723 PFN2(PFN2),P


149 0.001845793 0.079935723 CACNA2D1(C


150 0.002023689 0.079935723 CACNA2D1(C


94 0.002371373 0.083261531 CACNA1I(CA


226 0.003172963 0.087994199 PIK3CD(PIK3C


89 0.003341552 0.087994199 ATP2B1(ATP2


67 0.003973603 0.090815703 CACNA1I(CA


45 0.004023481 0.090815703 PIK3CD(PIK3C


109 0.004961831 0.097996163 SLC17A6(SLC


71 0.006623214 0.121823833 CLCA1(CLCA


238 0.006939332 0.121823833 PDGFC(PDGF


203 0.007897611 0.131349737 PDGFC(PDGF


81 0.008315715 0.131388298 TAS2R5(TAS2


84 0.01140427 0.171607116 SOS2(SOS2),P


77 0.013029959 0.187157587 PIK3CD(PIK3C


121 0.0144173 0.19808116 SOS2(SOS2),P


131 0.015696705 0.206673288 ADSS2(ADSS2


212 0.0237248 0.288347571 PFN2(PFN2),R


93 0.026153745 0.292495407 GDF5(GDF5),B


59 0.026809633 0.292495407 GUCY1A2(GU


103 0.028600778 0.292495407 CLCA1(CLCA


123 0.032639574 0.292495407 PRKCI(PRKCI


87 0.033079615 0.292495407 ADCY8(ADCY


           







96 0.033322262 0.292495407 CACNA1I(CA


97 0.036000728 0.307465676 PIK3C3(PIK3C


292 0.040058199 0.314734311 RPS6KA6(RPS


136 0.041456701 0.314734311 ADCY8(ADCY


31 0.044633765 0.32800627 CLOCK(CLOC


129 0.048184455 0.344230548 SOS2(SOS2),P


74 0.049020173 0.344230548 PIK3C3(PIK3C


180 0.002365941 0.495205664 EPHB1(EPHB


109 0.003163774 0.495205664 SLC1A7(SLC1


81 0.004613717 0.495205664 GABRA1(GAB


150 0.006587003 0.53025377 PLPP3(PLPP3)


64 0.009668825 0.537785325 HCN1(HCN1)


42 0.010020845 0.537785325 LOC10560582


51 0.012815686 0.542915527 VDR(VDR),AP


59 0.013488585 0.542915527 KRAS(KRAS)


109 0.015212716 0.54427718 PIK3CG(PIK3C


238 0.019176194 0.572164706 FGF5(FGF5),S


79 0.020903766 0.572164706 ATP6V1H(AT


71 0.021322908 0.572164706 GUCY1A2(GU


90 0.026546492 0.65753618 CD44(CD44),L


77 0.037685419 0.866764628 PIK3CD(PIK3C


96 0.043078655 0.899744912 CACNA1I(CA


79 0.044707822 0.899744912 PFKL(PFKL),E


180 0.00018325 0.058823269 EPHB1(EPHB


94 0.000731586 0.117419493 GNG10(GNG1


238 0.003235267 0.261223051 SLC25A6(SLC


109 0.004375907 0.261223051 CREB3L4(CRE


87 0.005013412 0.261223051 CREB3L4(CRE







129 0.006417312 0.261223051 CREB3L4(CRE


105 0.006510232 0.261223051 CREB3L4(CRE


133 0.009081503 0.294801394 GNG10(GNG1


101 0.00964419 0.294801394 CREB3L4(CRE


41 0.01027494 0.294801394 POLD4(POLD


127 0.011020613 0.294801394 CREB3L4(CRE


96 0.012934407 0.319380345 CREB3L4(CRE


114 0.014957439 0.320089203 GNG10(GNG1


59 0.016541388 0.331583873 NRAS(NRAS)


150 0.017560517 0.331583873 CACNA2D1(C


76 0.019324995 0.334464309 KCNE2(KCNE


109 0.019796953 0.334464309 GNG10(GNG1


136 0.022195229 0.35623342 LOC10110767


13 0.025256472 0.38206274 RAD50(RAD5


71 0.026184985 0.38206274 AGTR1(AGTR


64 0.029013795 0.404931659 HCN1(HCN1)


42 0.033895711 0.453355137 LOC10111824


84 0.040476022 0.519712119 NRAS(NRAS)


120 0.045066164 0.520033042 CTSD(CTSD),


165 0.045513433 0.520033042 CREB3L4(CRE
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http://www.kegg.jp/kegg-bin/show_pathway?map04970/K04137%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K015


http://www.kegg.jp/kegg-bin/show_pathway?map04927/K04684%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04973/K12047%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K00844%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K04630%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04924/K04630%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K05099%09%23FFFFFF,red/K04137%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K041


http://www.kegg.jp/kegg-bin/show_pathway?map04510/K05099%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K06589%09%23FFFFFF,red/K021


http://www.kegg.jp/kegg-bin/show_pathway?map04742/K04836%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04012/K08774%09%23FFFFFF,red/K05725%09%23FFFFFF,red/K05457%09%23FFFFFF,red/K021


http://www.kegg.jp/kegg-bin/show_pathway?map05100/K16938%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K05691%09%23FFFFFF,red/K137


http://www.kegg.jp/kegg-bin/show_pathway?map04935/K04630%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map00230/K01939%09%23FFFFFF,red/K00939%09%23FFFFFF,red/K00893%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04015/K04630%09%23FFFFFF,red/K06070%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K050


http://www.kegg.jp/kegg-bin/show_pathway?map04350/K04673%09%23FFFFFF,red/K04684%09%23FFFFFF,red/K04672%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map04730/K04630%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04972/K04964%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04611/K04630%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K043


http://www.kegg.jp/kegg-bin/show_pathway?map04911/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K080


           







http://www.kegg.jp/kegg-bin/show_pathway?map04925/K06070%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K015


http://www.kegg.jp/kegg-bin/show_pathway?map04070/K01109%09%23FFFFFF,red/K07756%09%23FFFFFF,red/K00901%09%23FFFFFF,red/K009


http://www.kegg.jp/kegg-bin/show_pathway?map04010/K05099%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K04863%09%23FFFFFF,red/K044


http://www.kegg.jp/kegg-bin/show_pathway?map04270/K10352%09%23FFFFFF,red/K04137%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04710/K07198%09%23FFFFFF,red/K03347%09%23FFFFFF,red/K03094%09%23FFFFFF,red/K038


http://www.kegg.jp/kegg-bin/show_pathway?map04926/K04630%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map00562/K01109%09%23FFFFFF,red/K00914%09%23FFFFFF,red/K00888%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04360/K06838%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K068


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K04603%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04742/K04153%09%23FFFFFF,red/K19729%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04072/K08091%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K07941%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04929/K04954%09%23FFFFFF,red/K04964%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map00513/K09656%09%23FFFFFF,red/K12373%09%23FFFFFF,red/K01231%09%23FFFFFF,red/K237


http://www.kegg.jp/kegg-bin/show_pathway?map04961/K04644%09%23FFFFFF,red/K14757%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K118


http://www.kegg.jp/kegg-bin/show_pathway?map04730/K12318%09%23FFFFFF,red/K04603%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04725/K04129%09%23FFFFFF,red/K04928%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K05099%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K04129%09%23FFFFFF,red/K046


http://www.kegg.jp/kegg-bin/show_pathway?map04721/K04644%09%23FFFFFF,red/K15290%09%23FFFFFF,red/K11827%09%23FFFFFF,red/K021


http://www.kegg.jp/kegg-bin/show_pathway?map04924/K12318%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K190


http://www.kegg.jp/kegg-bin/show_pathway?map04512/K23380%09%23FFFFFF,red/K06256%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K233


http://www.kegg.jp/kegg-bin/show_pathway?map05100/K16938%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K04644%09%23FFFFFF,red/K056


http://www.kegg.jp/kegg-bin/show_pathway?map04925/K09048%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map03018/K12590%09%23FFFFFF,red/K12605%09%23FFFFFF,red/K12586%09%23FFFFFF,red/K035


http://www.kegg.jp/kegg-bin/show_pathway?map04360/K07293%09%23FFFFFF,red/K04514%09%23FFFFFF,red/K05099%09%23FFFFFF,red/K067


http://www.kegg.jp/kegg-bin/show_pathway?map04713/K16513%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04020/K05099%09%23FFFFFF,red/K05096%09%23FFFFFF,red/K10785%09%23FFFFFF,red/K052


http://www.kegg.jp/kegg-bin/show_pathway?map04725/K09048%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K044


http://www.kegg.jp/kegg-bin/show_pathway?map04911/K04939%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K015







http://www.kegg.jp/kegg-bin/show_pathway?map04926/K19720%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K16366%09%23FFFFFF,red/K009


http://www.kegg.jp/kegg-bin/show_pathway?map04922/K09048%09%23FFFFFF,red/K11262%09%23FFFFFF,red/K12407%09%23FFFFFF,red/K015


http://www.kegg.jp/kegg-bin/show_pathway?map04371/K18050%09%23FFFFFF,red/K04503%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K092


http://www.kegg.jp/kegg-bin/show_pathway?map04916/K05461%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map03440/K10879%09%23FFFFFF,red/K10866%09%23FFFFFF,red/K08775%09%23FFFFFF,red/K108


http://www.kegg.jp/kegg-bin/show_pathway?map04728/K05000%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K00501%09%23FFFFFF,red/K043


http://www.kegg.jp/kegg-bin/show_pathway?map04925/K04166%09%23FFFFFF,red/K06070%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04726/K05000%09%23FFFFFF,red/K04162%09%23FFFFFF,red/K04153%09%23FFFFFF,red/K163


http://www.kegg.jp/kegg-bin/show_pathway?map04730/K07828%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08067%09%23FFFFFF,red/K049


http://www.kegg.jp/kegg-bin/show_pathway?map04921/K04514%09%23FFFFFF,red/K05000%09%23FFFFFF,red/K04503%09%23FFFFFF,red/K048


http://www.kegg.jp/kegg-bin/show_pathway?map04971/K05008%09%23FFFFFF,red/K04896%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K015


http://www.kegg.jp/kegg-bin/show_pathway?map04724/K05202%09%23FFFFFF,red/K15010%09%23FFFFFF,red/K05200%09%23FFFFFF,red/K080


http://www.kegg.jp/kegg-bin/show_pathway?map04270/K04514%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K058


http://www.kegg.jp/kegg-bin/show_pathway?map03450/K10887%09%23FFFFFF,red/K06642%09%23FFFFFF,red/K10866%09%23FFFFFF,red/K009


http://www.kegg.jp/kegg-bin/show_pathway?map04924/K04166%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K132


http://www.kegg.jp/kegg-bin/show_pathway?map04929/K04954%09%23FFFFFF,red/K04955%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K050


http://www.kegg.jp/kegg-bin/show_pathway?map00860/K14163%09%23FFFFFF,red/K01764%09%23FFFFFF,red/K21418%09%23FFFFFF,red/K147


http://www.kegg.jp/kegg-bin/show_pathway?map04012/K07828%09%23FFFFFF,red/K04438%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K072


http://www.kegg.jp/kegg-bin/show_pathway?map04071/K01379%09%23FFFFFF,red/K04514%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K180


http://www.kegg.jp/kegg-bin/show_pathway?map04022/K04514%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K09260%09%23FFFFFF,red/K058







58%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K16834%09%23FFFFFF,red/K05261%09%23FFFFFF,red/K12330%09%23FFFFFF


33%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF


01%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K03121%09%23FFFFFF


44%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04176%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K08893%09%23FFFFFF


61%09%23FFFFFF,red/K04133%09%23FFFFFF,red/K05766%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05732%09%23FFFFFF


63%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF


63%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04997%09%23FFFFFF,red/K13240%09%23FFFFFF


48%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K04851%09%23FFFFFF


39%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K05858%09%23FFFFFF


48%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF


58%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K14158%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K01203%09%23FFFFFF


58%09%23FFFFFF,red/K05205%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04997%09%23FFFFFF,red/K04610%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K05030%09%23FFFFFF,red/K04851%09%23FFFFFF


33%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF


58%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K05732%09%23FFFFFF,red/K06249%09%23FFFFFF,red/K00922%09%23FFFFFF


44%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05175%09%23FFFFFF,red/K04131%09%23FFFFFF


58%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K22517%09%23FFFFFF,red/K17449%09%23FFFFFF


44%09%23FFFFFF,red/K05725%09%23FFFFFF,red/K02105%09%23FFFFFF,red/K12366%09%23FFFFFF,red/K17449%09%23FFFFFF


58%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08045%09%23FFFFFF


44%09%23FFFFFF,red/K13293%09%23FFFFFF,red/K18436%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K00856%09%23FFFFFF


96%09%23FFFFFF,red/K06461%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K17697%09%23FFFFFF,red/K08044%09%23FFFFFF


79%09%23FFFFFF,red/K13567%09%23FFFFFF,red/K06766%09%23FFFFFF,red/K03868%09%23FFFFFF,red/K04668%09%23FFFFFF


58%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K05207%09%23FFFFFF


26%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K05858%09%23FFFFFF


50%09%23FFFFFF,red/K12330%09%23FFFFFF,red/K05732%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K19477%09%23FFFFFF


48%09%23FFFFFF,red/K18211%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF


           







39%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K08044%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF


14%09%23FFFFFF,red/K00888%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K00889%09%23FFFFFF,red/K00923%09%23FFFFFF


07%09%23FFFFFF,red/K04448%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04360%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K12330%09%23FFFFFF,red/K12331%09%23FFFFFF


68%09%23FFFFFF,red/K02223%09%23FFFFFF,red/K08532%09%23FFFFFF,red/


58%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04549%09%23FFFFFF


58%09%23FFFFFF,red/K00889%09%23FFFFFF,red/K19006%09%23FFFFFF,red/K00923%09%23FFFFFF,red/K21798%09%23FFFFFF


40%09%23FFFFFF,red/K07520%09%23FFFFFF,red/K06754%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K00922%09%23FFFFFF


51%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04997%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K04609%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K05175%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K04990%09%23FFFFFF


58%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K05450%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04997%09%23FFFFFF


41%09%23FFFFFF,red/K12666%09%23FFFFFF,red/K01230%09%23FFFFFF,red/K00717%09%23FFFFFF,red/K13748%09%23FFFFFF


27%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K08550%09%23FFFFFF,red/K08539%09%23FFFFFF


58%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K05197%09%23FFFFFF,red/K04578%09%23FFFFFF


58%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04958%09%23FFFFFF,red/K04997%09%23FFFFFF,red/K00922%09%23FFFFFF


03%09%23FFFFFF,red/K04636%09%23FFFFFF,red/K05085%09%23FFFFFF,red/K04850%09%23FFFFFF,red/K05858%09%23FFFFFF


54%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K08486%09%23FFFFFF,red/K12302%09%23FFFFFF,red/K05613%09%23FFFFFF


21%09%23FFFFFF,red/K05030%09%23FFFFFF,red/K09864%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K13755%09%23FFFFFF


79%09%23FFFFFF,red/K03900%09%23FFFFFF,red/K19719%09%23FFFFFF,red/K06258%09%23FFFFFF,red/K05637%09%23FFFFFF


91%09%23FFFFFF,red/K07863%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K01528%09%23FFFFFF,red/K16939%09%23FFFFFF


50%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04958%09%23FFFFFF


14%09%23FFFFFF,red/K12603%09%23FFFFFF,red/K12600%09%23FFFFFF,red/K12616%09%23FFFFFF,red/K00850%09%23FFFFFF


65%09%23FFFFFF,red/K04237%09%23FFFFFF,red/K06840%09%23FFFFFF,red/K07520%09%23FFFFFF,red/K04968%09%23FFFFFF


45%09%23FFFFFF,red/K05000%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K11265%09%23FFFFFF


15%09%23FFFFFF,red/K04162%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K04636%09%23FFFFFF,red/K05085%09%23FFFFFF


47%09%23FFFFFF,red/K05000%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF


39%09%23FFFFFF,red/K12407%09%23FFFFFF,red/K18211%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF







22%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K22000%09%23FFFFFF,red/K06237%09%23FFFFFF


96%09%23FFFFFF,red/K17491%09%23FFFFFF,red/K13296%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K16333%09%23FFFFFF


60%09%23FFFFFF,red/K07203%09%23FFFFFF,red/K06052%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K11265%09%23FFFFFF


45%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K00444%09%23FFFFFF,red/K04490%09%23FFFFFF,red/K16366%09%23FFFFFF


67%09%23FFFFFF,red/K07466%09%23FFFFFF,red/K03505%09%23FFFFFF,red/K10869%09%23FFFFFF,red/K20773%09%23FFFFFF


54%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K00274%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K08045%09%23FFFFFF


45%09%23FFFFFF,red/K18050%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04856%09%23FFFFFF


42%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K21278%09%23FFFFFF,red/K00274%09%23FFFFFF,red/K05181%09%23FFFFFF


61%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K04365%09%23FFFFFF


58%09%23FFFFFF,red/K04863%09%23FFFFFF,red/K04961%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K05858%09%23FFFFFF


39%09%23FFFFFF,red/K04926%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04515%09%23FFFFFF


45%09%23FFFFFF,red/K16342%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K15009%09%23FFFFFF,red/K04536%09%23FFFFFF


58%09%23FFFFFF,red/K04136%09%23FFFFFF,red/K16366%09%23FFFFFF,red/K12331%09%23FFFFFF,red/K01047%09%23FFFFFF


77%09%23FFFFFF,red/


96%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K09864%09%23FFFFFF,red/K01363%09%23FFFFFF,red/K13755%09%23FFFFFF


00%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04968%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04944%09%23FFFFFF


35%09%23FFFFFF,red/K00214%09%23FFFFFF,red/K00699%09%23FFFFFF,red/


03%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K06624%09%23FFFFFF,red/K22517%09%23FFFFFF,red/K04409%09%23FFFFFF


50%09%23FFFFFF,red/K05665%09%23FFFFFF,red/K05858%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K11584%09%23FFFFFF


58%09%23FFFFFF,red/K04136%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04138%09%23FFFFFF,red/K06270%09%23FFFFFF







F,red/K12331%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04684%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%


F,red/K04851%09%23FFFFFF,red/K04809%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04997%09%23FFFFFF,red/K09047%09%


F,red/K04851%09%23FFFFFF,red/K12336%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K19477%09%23FFFFFF,red/K08045%09%


F,red/K21096%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K05505%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K05514%09%


F,red/K05745%09%23FFFFFF,red/K12330%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05733%09%


F,red/K04859%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04354%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04962%09%


F,red/K05858%09%23FFFFFF,red/K04859%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K08292%09%23FFFFFF,red/K04997%09%


F,red/K04962%09%23FFFFFF,red/K19477%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%


F,red/K00922%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04130%09%23FFFFFF,red/K04962%09%23FFFFFF,red/K05673%09%


F,red/K07376%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K13915%09%23FFFFFF,red/K13240%09%


F,red/K04856%09%23FFFFFF,red/K18437%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04913%09%23FFFFFF,red/


F,red/K04549%09%23FFFFFF,red/K04964%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K15009%09%


F,red/K13755%09%23FFFFFF,red/K05027%09%23FFFFFF,red/K01283%09%23FFFFFF,red/K19477%09%23FFFFFF,red/


F,red/K04360%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04809%09%


F,red/K05733%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K10151%09%23FFFFFF,red/K06252%09%23FFFFFF,red/K05725%09%


F,red/K13755%09%23FFFFFF,red/K08474%09%23FFFFFF,red/K04824%09%23FFFFFF,red/K04626%09%23FFFFFF,red/


F,red/K04409%09%23FFFFFF,red/K05733%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K03099%09%


F,red/K01528%09%23FFFFFF,red/K23612%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05757%09%23FFFFFF,red/


F,red/K09048%09%23FFFFFF,red/K10138%09%23FFFFFF,red/K05725%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K04440%09%


F,red/K16855%09%23FFFFFF,red/K13485%09%23FFFFFF,red/K01522%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%


F,red/K05858%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K05631%09%23FFFFFF,red/K08020%09%


F,red/K04663%09%23FFFFFF,red/K03094%09%23FFFFFF,red/K03347%09%23FFFFFF,red/K04664%09%23FFFFFF,red/K16790%09%


F,red/K05030%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05027%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K01047%09%


F,red/K08045%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K06069%09%23FFFFFF,red/K03900%09%


F,red/K04851%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04962%09%23FFFFFF,red/







F,red/K04851%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K08794%09%23FFFFFF,red/K09047%09%


F,red/K04459%09%23FFFFFF,red/K03158%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K04373%09%23FFFFFF,red/K04440%09%


F,red/K12336%09%23FFFFFF,red/K01047%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K08048%09%


F,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K17449%09%


F,red/K05733%09%23FFFFFF,red/K20013%09%23FFFFFF,red/K05110%09%23FFFFFF,red/K07829%09%23FFFFFF,red/K04515%09%


F,red/K13576%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K04964%09%23FFFFFF,red/K04604%09%23FFFFFF,red/K01115%09%


F,red/K04609%09%23FFFFFF,red/K04610%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K00901%09%23FFFFFF,red/K07827%09%


F,red/K04515%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04930%09%23FFFFFF,red/K21289%09%23FFFFFF,red/K09048%09%


F,red/K13755%09%23FFFFFF,red/K04851%09%23FFFFFF,red/K04189%09%23FFFFFF,red/K05101%09%23FFFFFF,red/K04958%09%


F,red/K02146%09%23FFFFFF,red/K05618%09%23FFFFFF,red/K15295%09%23FFFFFF,red/K11825%09%23FFFFFF,red/K02144%09%


F,red/K06249%09%23FFFFFF,red/K05636%09%23FFFFFF,red/K06240%09%23FFFFFF,red/K06584%09%23FFFFFF,red/


F,red/K04515%09%23FFFFFF,red/K08794%09%23FFFFFF,red/K07188%09%23FFFFFF,red/K09047%09%23FFFFFF,red/K04919%09%


F,red/K00444%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K05110%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05463%09%


F,red/K04856%09%23FFFFFF,red/K04536%09%23FFFFFF,red/K04543%09%23FFFFFF,red/K04587%09%23FFFFFF,red/K04515%09%


F,red/K05858%09%23FFFFFF,red/K04136%09%23FFFFFF,red/K13755%09%23FFFFFF,red/K04131%09%23FFFFFF,red/K05101%09%


F,red/K04536%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K04543%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04545%09%


F,red/K04944%09%23FFFFFF,red/K04587%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K09047%09%23FFFFFF,red/







F,red/K08045%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K04306%09%23FFFFFF,red/K16858%09%


F,red/K07190%09%23FFFFFF,red/K16311%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K09047%09%23FFFFFF,red/


F,red/K13240%09%23FFFFFF,red/K11406%09%23FFFFFF,red/K04166%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K07828%09%


F,red/K00505%09%23FFFFFF,red/K00182%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K04198%09%23FFFFFF,red/K00506%09%


F,red/K05200%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K11584%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K04536%09%


F,red/K05850%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K05869%09%23FFFFFF,red/K09047%09%23FFFFFF,red/


F,red/K08045%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K04819%09%23FFFFFF,red/K04892%09%23FFFFFF,red/K04536%09%


F,red/K04859%09%23FFFFFF,red/K17901%09%23FFFFFF,red/K04515%09%23FFFFFF,red/K06270%09%23FFFFFF,red/K08045%09%


F,red/K04543%09%23FFFFFF,red/K05201%09%23FFFFFF,red/K04545%09%23FFFFFF,red/K15008%09%23FFFFFF,red/K04609%09%


F,red/K06270%09%23FFFFFF,red/K04166%09%23FFFFFF,red/K04939%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%


F,red/K07983%09%23FFFFFF,red/K03171%09%23FFFFFF,red/K04354%09%23FFFFFF,red/K00922%09%23FFFFFF,red/K00654%09%


F,red/K04166%09%23FFFFFF,red/K04939%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K09048%09%







%23FFFFFF,red/K08048%09%23FFFFFF,red/K07996%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K08539%09%23FFFFFF,red/K04


%23FFFFFF,red/K04130%09%23FFFFFF,red/K04549%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K08


%23FFFFFF,red/K09048%09%23FFFFFF,red/K12318%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K19


%23FFFFFF,red/K05725%09%23FFFFFF,red/K05731%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K21097%09%23FFFFFF,red/K12


%23FFFFFF,red/K05762%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K04130%09%23FFFFFF,red/K05725%09%23FFFFFF,red/K05


%23FFFFFF,red/K04860%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K08


%23FFFFFF,red/K08794%09%23FFFFFF,red/K04962%09%23FFFFFF,red/K07198%09%23FFFFFF,red/K04860%09%23FFFFFF,red/K12


%23FFFFFF,red/K08045%09%23FFFFFF,red/K09048%09%23FFFFFF,red/K01539%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05


%23FFFFFF,red/K00910%09%23FFFFFF,red/K01115%09%23FFFFFF,red/K12302%09%23FFFFFF,red/K05201%09%23FFFFFF,red/


%23FFFFFF,red/K04161%09%23FFFFFF,red/K05101%09%23FFFFFF,red/K20858%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K08


%23FFFFFF,red/K06585%09%23FFFFFF,red/K02105%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K03900%09%23FFFFFF,red/K04


%23FFFFFF,red/K17449%09%23FFFFFF,red/K11220%09%23FFFFFF,red/K04433%09%23FFFFFF,red/K03099%09%23FFFFFF,red/


%23FFFFFF,red/K08048%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K01510%09%23FFFFFF,red/K18437%09%23FFFFFF,red/K13


%23FFFFFF,red/K08045%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K05731%09%23FFFFFF,red/K02105%09%23FFFFFF,red/K06







%23FFFFFF,red/K04446%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K03171%09%23FFFFFF,red/K04


%23FFFFFF,red/K12327%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K04365%09%23FFFFFF,red/


%23FFFFFF,red/K06842%09%23FFFFFF,red/K05463%09%23FFFFFF,red/K07521%09%23FFFFFF,red/K06572%09%23FFFFFF,red/K06


%23FFFFFF,red/K05613%09%23FFFFFF,red/K12302%09%23FFFFFF,red/K05203%09%23FFFFFF,red/K15008%09%23FFFFFF,red/K05


%23FFFFFF,red/K01080%09%23FFFFFF,red/K19007%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K04262%09%23FFFFFF,red/K21


%23FFFFFF,red/K04515%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K08794%09%23FFFFFF,red/K04150%09%23FFFFFF,red/K04


%23FFFFFF,red/K06839%09%23FFFFFF,red/K10031%09%23FFFFFF,red/K06843%09%23FFFFFF,red/K06724%09%23FFFFFF,red/K06


%23FFFFFF,red/K04515%09%23FFFFFF,red/K20858%09%23FFFFFF,red/K05450%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K04







%23FFFFFF,red/K04440%09%23FFFFFF,red/K04307%09%23FFFFFF,red/K04536%09%23FFFFFF,red/K04543%09%23FFFFFF,red/K04


%23FFFFFF,red/K13296%09%23FFFFFF,red/K04536%09%23FFFFFF,red/K08334%09%23FFFFFF,red/K04543%09%23FFFFFF,red/K04


%23FFFFFF,red/K12318%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K01242%09%23FFFFFF,red/K17332%09%23FFFFFF,red/K05


%23FFFFFF,red/K08449%09%23FFFFFF,red/K16343%09%23FFFFFF,red/K12327%09%23FFFFFF,red/K04365%09%23FFFFFF,red/


%23FFFFFF,red/K01539%09%23FFFFFF,red/K04139%09%23FFFFFF,red/K13296%09%23FFFFFF,red/K05863%09%23FFFFFF,red/K05







9021%09%23FFFFFF,red/K07376%09%23FFFFFF,red/K04446%09%23FFFFFF,red/K21290%09%23FFFFFF,red/K05850%09%23FFFFF


2366%09%23FFFFFF,red/K00910%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K04409%09%23FFFFFF,red/K21290%09%23FFFFF


5731%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K06585%09%23FFFFFF,red/K00889%09%23FFFFFF,red/K04409%09%23FFFFF


8048%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K11583%09%23FFFFFF,red/K21290%09%23FFFFFF,red/K05850%09%23FFFFF


2318%09%23FFFFFF,red/K08045%09%23FFFFFF,red/K08048%09%23FFFFFF,red/K04446%09%23FFFFFF,red/K21290%09%23FFFFF


5731%09%23FFFFFF,red/K05742%09%23FFFFFF,red/K04440%09%23FFFFFF,red/K19021%09%23FFFFFF,red/K04409%09%23FFFFF


8794%09%23FFFFFF,red/K13240%09%23FFFFFF,red/K04130%09%23FFFFFF,red/K04962%09%23FFFFFF,red/K04297%09%23FFFFF


4440%09%23FFFFFF,red/K00889%09%23FFFFFF,red/K17449%09%23FFFFFF,red/K04409%09%23FFFFFF,red/K19719%09%23FFFFF


6069%09%23FFFFFF,red/K05629%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K05759%09%23FFFFF







4365%09%23FFFFFF,red/K04433%09%23FFFFFF,red/K03099%09%23FFFFFF,red/K05092%09%23FFFFFF,red/K08774%09%23FFFFF


6521%09%23FFFFFF,red/K04964%09%23FFFFFF,red/K05107%09%23FFFFFF,red/K07365%09%23FFFFFF,red/K06766%09%23FFFFF


4963%09%23FFFFFF,red/K16858%09%23FFFFFF,red/K05863%09%23FFFFFF,red/K05219%09%23FFFFFF,red/K04322%09%23FFFFF


6572%09%23FFFFFF,red/K06521%09%23FFFFFF,red/K07828%09%23FFFFFF,red/K12757%09%23FFFFFF,red/K06753%09%23FFFFF


4166%09%23FFFFFF,red/K16858%09%23FFFFFF,red/K00911%09%23FFFFFF,red/K05863%09%23FFFFFF,red/K01242%09%23FFFFF











FF,red/K17388%09%23FFFFFF,red/K11220%09%23FFFFFF,red/K08011%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K03099%09


FF,red/K04358%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K05759%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K05757%09


FF,red/K04446%09%23FFFFFF,red/K04579%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K17388%09%23FFFFFF,red/K01115%09


FF,red/K08048%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K04358%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K05850%09


FF,red/K17388%09%23FFFFFF,red/K06238%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K03099%09%23FFFFFF,red/K05736%09







FF,red/K04858%09%23FFFFFF,red/K04350%09%23FFFFFF,red/K04859%09%23FFFFFF,red/K17614%09%23FFFFFF,red/K05450%09


FF,red/K06753%09%23FFFFFF,red/K07827%09%23FFFFFF,red/K16351%09%23FFFFFF,red/K06845%09%23FFFFFF,red/K05108%09


FF,red/K04358%09%23FFFFFF,red/K04262%09%23FFFFFF,red/K00907%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K04604%09


FF,red/K04409%09%23FFFFFF,red/K05765%09%23FFFFFF,red/K17332%09%23FFFFFF,red/K06821%09%23FFFFFF,red/K06529%09


FF,red/K04358%09%23FFFFFF,red/K07190%09%23FFFFFF,red/K04856%09%23FFFFFF,red/K05850%09%23FFFFFF,red/K23468%09











9%23FFFFFF,red/K05852%09%23FFFFFF,red/K04160%09%23FFFFFF,red/K04365%09%23FFFFFF,red/K12490%09%23FFFFFF,red/







9%23FFFFFF,red/K04462%09%23FFFFFF,red/K05460%09%23FFFFFF,red/K04422%09%23FFFFFF,red/K04409%09%23FFFFFF,red/K















K04390%09%23FFFFFF,red/







Supplementary Table17. Primer information of Sanger sequencing


Genes Chr position Reference
allele


Alternative
allele Mutation Sequences(5' - 3')


RXFP2 ch10 29481646 A G exon10:c.A49G:p.A16A F:ATTGTGAATTAACTGCAGGG


R: ACACCGTCCCTAAAGTGG


ch10 29469024 T C exon17:c.T25C:p.P9P F:GACAGTTTACGCTAGAGCATC


R:GATCGACAAAGAAAACAATG


ch10 29462010 C T exon17:c.C144T:p.V48M F:GTATTCTGGCCTCGTCAAAC


R:GCTGGCTTTCCTCATCATTG


ch10 29461968 C T exon17:c.C186T:p.E62K F:GTATTCTGGCCTCGTCAAAC


R:GCTGGCTTTCCTCATCATTG







Fragment size (bp)


157


167


309


309







Gene
Name SNPs Mutation type Transcript ID Mutation Chr position Reference


allele


RXFP2 RXFP2-CDS09_SNP-49 synonymous variant ENSOARE00000113128 exon9:c.A49G:p.A16A chr10 29481646 A


RXFP2 RXFP2-CDS14_SNP-25 synonymous variant ENSOARE00000113156 exon17:c.T25C:p.P9P chr10 29469024 T


RXFP2 RXFP2-CDS17_SNP-144 missense variant ENSOARE00000113166 exon17:c.C144T:p.V48M chr10 29462010 C


RXFP2 RXFP2-CDS17_SNP-186 missense variant ENSOARE00000113166 exon17:c.C186T:p.E62K chr10 29461968 C


Supplementary Table18. Mutations in exons of  gene







Alternative
allele


G


C


T


T
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