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Grayling and eDNA

Preliminary Analysis

e Arctic Grayling (Thymallus arcticus) freshwater species
o Broad distribution across Alaska
o Opportunistic feeders; wide diet variety
o Follow spawning salmonid to feed
o Not an important species for subsistence harvest

e Tested assay specificity with tissue samples from Arctic Grayling
and closely related/unrelated species (Table 1).
e High DNA concentrations of most salmonids indicate amplification

during PCR (Image 5) and gPCR (Figure 1 & Table 2).
e gPCR indicates DNA concentrations of Chena River samples too
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e Will we find an abundance of Arctic Grayling DNA in the Chena § =
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Figure 2. gPCR results of Arctic Grayling vs.Chena River eDNA samples.
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e Collected water samples with Citizen Science Sampler
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