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Q fever is a highly infectious zoonosis caused by the Gram-negative bacterium Coxiella burnetii. The
worldwide distribution of Q fever suggests a need for vaccines that are more efficacious, affordable,
and does not induce severe adverse reactions in vaccine recipients with pre-existing immunity against
Q fever. Potential Q fever vaccine antigens include lipopolysaccharide (LPS) and several C. burnetii surface
proteins. Antibodies elicited by purified C. burnetii lipopolysaccharide (LPS) correlate with protection
against Q fever, while antigens encoded by adenoviral vectored vaccines can induce cellular immune
responses which aid clearing of intracellular pathogens. In the present study, the immunogenicity and
the protection induced by adenoviral vectored constructs formulated with the addition of LPS were
assessed. Multiple vaccine constructs encoding single or fusion antigens from C. burnetii were synthe-
sised. The adenoviral vectored vaccine constructs alone elicited strong cellular immunity, but this
response was not correlative with protection in mice. However, vaccination with LPS was significantly
associated with lower weight loss post-bacterial challenge independent of co-administration with aden-
oviral vaccine constructs, supporting further vaccine development based on LPS.

� 2023 The Author(s). Published by Elsevier Ltd. This is an open access article under the CC BY license
(http://creativecommons.org/licenses/by/4.0/).
1. Introduction

Q fever is a highly infectious, globally distributed zoonotic dis-
ease caused by the Gram-negative intracellular bacteria Coxiella
burnetii [1]. While it has long been appreciated that many animal
species can be infected with C. burnetii, aerosols and dairy products
derived from infected livestock, including cattle, sheep, and goats,
are the primary infectious agents of Q fever in humans [2,3]. This
risk is particularly high during parturition. The high infectivity of
C. burnetii is reflected in its ability to infect humans putatively with
as little as a single bacterium, hence is listed as a select agent by
the CDC in the US [4].

Acute Q fever infection is characterised by flu-like and non-
specific clinical features such as fever, while also displaying sub-
clinical features including chills and headache [5]. After initial
infection, around 5 % of patients become chronically infected.
Chronic infection is commonly characterised by endocarditis, hep-
atitis, and chronic fatigue syndrome, which requires long-term
antimicrobial therapy [6–8]. In addition to the challenges of treat-
ing chronic Q fever, relapses are common and can be fatal [9,10].
Moreover, the low clinical suspicion of Q fever also contributes
to the misuse of antimicrobial drugs and hence the selection of
antimicrobial resistant C. burnetii strains [11,12]. Therefore,
humans and livestock at risk can benefit from immunisation with
safe and protective vaccines against Q fever to reduce potential
spread and the use of antimicrobial therapies.

Both inactivated whole cell vaccines and chemical extracts of C.
burnetii surface antigens have been proposed as vaccine design
approaches for human and veterinary use against Q fever. Inacti-
vated whole cell vaccines progressed further into licensure, with
one human inactivated whole cell vaccine (Q-Vax�) licensed in
Australia, and a veterinary inactivated vaccine (Coxevac�) licensed
in the EU. However, Q-Vax can induce severe adverse reactions in
humans with pre-existing immunity to C. burnetii [13,14]. Thus,
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pre-vaccination screening for existing immunity became an essen-
tial procedure prior to vaccination, although several severe local
reactions have also been reported despite negative pre-
vaccination testing results [15–17]. Efforts have been made to
improve the safety profile of the whole cell vaccine by genetically
attenuating the virulence of the C. burnetii Nine Mile phase I strain,
which is the strain used in Q-Vax�, through the removal of the type
IVB secretion system. The attenuated strain was tested in a guinea
pig model, and a reduction in reactogenicity was observed [18].
Chemical extraction methods have also been intensively investi-
gated with the aim of finding a safer alternative to the inactivated
vaccine. Surface antigens purified using chloroform–methanol
extraction and more recently detergent extraction elicited robust
immune responses in animal models with reduced adverse reac-
tions compared with inactivated Q fever vaccines [16,19]. How-
ever, both inactivated vaccines and chemically extracted antigens
are costly due to the requirement of biosafety level 3 (BSL-3) man-
ufacturing facilities to produce the initial C. burnetii culture [20].
Inactivated vaccines require propagation of C. burnetii in embry-
onated hen eggs which may raises ethical and reproducibility con-
cerns [21]. Several alternative approaches that do not require BSL-
3 facilities have undergone preclinical evaluations. These
approaches include generating peptide mimics of C. burnetii
lipopolysaccharide (LPS), which demonstrated protection in mice
[22], and using a mix of soluble proteins extracted from an aviru-
lent C. burnetii Nine Mile phase II strain which allows for propaga-
tion and handling under biosafety level 2. This protein extract
shown similar levels of protection compared with the whole cell
vaccine in mice without inducing hypersensitivity [19]. Overall,
while there are various vaccine approaches under development
for Q fever, a more cost-effective and safer option would be better
suited for use in low- and middle-income settings.

As understanding of the immune response to Q fever becomes
increasingly refined, antibody responses to the smooth C. burnetii
phase I LPS have been correlated with protection while response
to the rough phase II LPS was not protective [18,22–24]. Experi-
mental evidence also implicates C. burnetii surface proteins as
viable vaccine antigens [15,25]. As an intracellular pathogen, C.
burnetii infects, survives, and replicates within host cells. Hence,
vaccines that elicit cellular immunity and humoral immune
response may be more efficacious. Cellular immunity can be
achieved by activating antigen-specific CD8+ T cells to enable the
killing of C. burnetii-infected cells [26]. Taken together, the optimal
vaccine formulation would favour including components that can
induce both cellular and humoral immunity against C. burnetii.

The present work explores using replication-incompetent aden-
ovirus vectors encoding Q fever protein antigens, formulated with
or without phase I LPS as vaccine candidates against Q fever. Ade-
novirus vector vaccines have been extensively documented for
their ability to induce strong CD8+ T cell responses while also
inducing robust and long-lasting humoral responses to the
encoded antigen [27–29]. The utility of the adenovirus vector vac-
cine platform has recently been recognised by the use of ChAdOx1
nCoV-19 (AZD1222) and Ad26.COV2-S (Jcovden) worldwide
against SARS-CoV-2, which showed high efficacy, safety, and scal-
ability under a global breakout setting [28,30,31]. Using both
mouse immunogenicity and challenge models, we observed that
adenoviral vaccine constructs elicited T cell responses in mice.
No significant interference in antigen-specific T cell responses
was observed when up to five adenovirus vectored constructs were
administered concomitantly. In addition, T cell responses were
maintained when adenovirus vectored constructs were co-
administered with LPS. As Q fever is non-lethal in mice, analysing
weight loss post-challenge can act as a surrogate of protection.
However, the adenovirus vectored constructs did not induce a
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higher reduction in weight loss post-challenge when compared
with LPS alone.
2. Results

2.1. Design of adenovirus vaccine constructs

Adenovirus vector vaccine constructs were created to encode an
array of C. burnetii surface antigens identified from literature
(Table 1). Individual transgenes described in Table 1 were inserted
into E1 and E3 deleted human serotype 5 (HuAd5) adenoviral vec-
tors, and verified by DNA sequencing with specific primers.
2.2. T cell responses are induced by immunization with adenoviral
vectors, and are maintained when up to five constructs are
administered concomitantly

To assess the induction of a cellular response by a series of ade-
novirus vaccine constructs, groups of mice (n = 5) were immunised
with one of fourteen different adenoviral vaccine candidates, each
expressing a single antigen, at a dose of 1x109 infectious units per
mice. Antigen-specific interferon-c (IFN- c) secreting cells were
quantified in splenocytes 2 weeks post immunisation (Fig. 1A;
Fig. 1B). All constructs except for Ad-OmpA induced T cell
responses ranging from a geometric mean of 455 (Ad-MIP) to
3601 (Ad-CBU1157) IFN-c secreting cells per million splenocytes
(spots forming units/million; S.F.U./million). Interleukin 17 (IL-
17) responses were measured in splenocytes for selected Q fever
antigens and the adenoviral vectors encoding IcmG (geometric
mean 5.381) and IcmK (geometric mean 4.581) induced a low level
of IL-17 response in all mice immunised (Fig. C).

To assess the effects of co-immunisation of multiple vaccine
constructs, groups of mice received a mix of either three, four or
five vaccine constructs at a dose of 2 � 108 infectious units per vac-
cine construct per mice, while another group of mice received a
single vaccine construct at 2x108 infectious units per mice
(Fig. 2). Adenoviral constructs that elicited higher antigen-
specific IFN-c producing cells from one of the single vaccine con-
struct assessments (Fig. 1B) were used. Statistical significances
were calculated between the adenoviral vectored vaccine con-
structs encoding the same antigen with Kruskal-Wallis test fol-
lowed by Dunn’s multiple comparisons test. The results show
that antigen-specific IFN-c responses from the co-immunisation
of multiple vaccines were not significantly different compared
with immunisation with a single vaccine construct (Adj.
P > 0.9999). The levels of IFN-c response for each construct was
maintained even when given as part of three, four or five co-
immunisation regimens. Ad-MIP and Ad-OmpH consistently
induced the lowest and highest IFN-c responses, respectively,
while Ad-GroEL, Ad-IcmK and Ad-YbgF induced similar IFN-c
levels regardless of co-immunisation or administered alone.
2.3. Identification of three antigens that impact on Q fever infection

We then used an in vivo challenge model to assess the protec-
tion conferred by the adenoviral vaccine constructs. Mice were
immunised and challenged two weeks post-immunisation with
several adenoviral vaccine constructs (Supplementary Table 1).
Weight changes post-challenge in mice receiving adenoviral vac-
cine constructs was compared with positive control mice immu-
nised with an inactivated Q fever vaccine, Coxevac�, in a prime-
boost-boost regimen. An adenoviral vector that does not encode
a transgene (Ad-empty) was used as a negative control alongside
the naïve group (Fig. 3; Supplementary Table 1). Several combina-



Table 1
Characteristics of the 14 transgenes inserted into individual HuAd5 vaccine vectors.

Transgene name Entrez gene ID Size (amino acid) Location / function Reference

Com1 1209823 252 Trans-membrane-associated protein, surface exposed.Catalyses intra-chain disulfide bond [32–34]
Mip 1208515 230 Macrophage infectivity potentiator, outer membrane-associated protein [33,34]
SecB 1209429 161 Protein translocase, type 2 secretion system (T2SS) [32]
P1 1208193 251 Outer membrane porin [35]
OmpA 1209165 247 Outer membrane porin [36]
GroEL 1209629 552 Chaperonin [33]
OmpH 1208497 165 Outer membrane protein with one trans-membrane domain, molecular chaperone [33]
YbgF 1207962 305 Periplasmic component of Tol system [33,34]
IcmG 1209537 244 Involved in Type 4 secretion system (T4SS) [34]
IcmK 1209539 351 Involved in Type 4 secretion system (T4SS) [34]
CirD 1209965 300 Substrate of the T4SS [34]
CBU1157 1209059 233 Putative exported lipoprotein [37]
CBU0091 1207961 195 OmpA-like, predicted to be situated on the outer membrane and be secreted [38]
CBU1652 1209563 376 IcmX, T4SS [39]

Fig. 1. Antigen-specific IFN- c and IL-17 producing cells elicited in mice immunised with adenoviral vaccine constructs expressing the selected Q fever antigens. (A)
Quantification of IFN-c producing cells two weeks post injection. Groups of mice were immunised at day 0 with the vaccines indicated in the X axis. Cellular responses (spots
forming units/million) were enumerated in splenocytes at week 2. Each dot represents an individual mouse, and the horizontal bar indicates the mean and standard deviation
of the group. (B) Quantification of IFN-c producing cells two weeks post injection. Groups of mice were immunised at day 0 with the vaccines indicated in the X axis. Cellular
responses (spots forming units/million) were enumerated in splenocytes at week 2. Controls mice were naïve. Each dot represents an individual mouse, and the horizontal bar
indicates the mean and standard deviation of the group. (C) Quantification of IL-17 producing cells. The same group of mice as shown in panel (B) were immunised at day 0
with the vaccines indicated in the X axis. Cellular responses were enumerated in splenocytes at week 2. Controls mice were naïve mice. Each dot represents an individual
mouse, and the horizontal bar indicates the mean and standard deviation of the group.
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tions of adenoviral vectored constructs were assessed in the aim to
assess the protection of these constructs.

In comparison with the naïve control, immunization with the
positive control Coxevac induced the highest reduction in weight
loss at DPI = 7 and DPI = 8 post-challenge, followed by a mix of
Ad-GroEL, Ad-CBU0091, and Ad-CBU1652, then by a mix of Ad
GroEL, Ad-P1, Ad-YbgF, Ad-CBU0091, and Ad-CBU1652, which
was then followed by a mix of Ad-GroEL, Ad-CBU0091, and Ad-
CBU1652 (challenged 7-weeks post immunisation). The trend
was consistent when the spleen weight/body weight ratio was
examined. Mouse receiving Coxevac (P = <0.0001), or a mix of
Ad-GroEL, Ad-P1, Ad-YbgF, Ad-CBU0091, and Ad-CBU1652
(P = 0.0016), or a mix of Ad-GroEL, Ad-CBU0091, and Ad-
CBU1652 (7-weeks post-vaccination; P = 0.0031) showed ratios
significantly lower than the naïve control when compared using
one-way ANOVA followed by Tukey’s multiple comparison test
(Fig. 3B). Two groups of mice that were 7-weeks post-vaccination
were challenged to assess for potential persistence of protection
and to include a negative group that received an adenoviral vector
encoding no antigen. Mouse administered a mix of Ad-GroEL, Ad-
P1, Ad-YbgF, Ad-OmpH, and Ad-SecB did not demonstrate a signif-
icantly lower spleen weight/body weight ratio compared with the
naïve control. Overall, we observed that adenoviral vectored vac-
cine formulations incorporating Ad-CBU0091 and Ad-CBU1652
resulted in more reduction in weight loss post-challenge compared
with other adenoviral formulations.
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While the Coxevac group retained the highest body mass post-
challenge, concomitant immunisation of Ad-GroEL, Ad-CBU0091,
and Ad-CBU1652 was able to maintain the highest body mass
within the adenovirus vector groups, followed by a mix of Ad-
GroEL, Ad-P1, Ad-YbgF, Ad-CBU0091, and Ad-CBU1652. The mice
immunized with a mix of Ad-Com1, Ad-GroEL, Ad-P1, Ad-YbgF,
and Ad-CBU1157 had the lowest body mass post-challenge. The
ability for the concomitant immunisation of Ad-GroEL, Ad-
CBU0091, and Ad-CBU1652 to prevent weight loss when chal-
lenged 7-weeks post-immunisation was decreased, however a
reduction in weight loss was observed as compared with the other
adenoviral vaccine constructs.
2.4. Development of adenoviral vectored vaccine against Q fever
encoding fusion antigens composed of GroEL, CBU0091, and CBU1652

The observation that the group of mice receiving a mix of Ad-
GroEL, Ad-CBU0091, and Ad-CBU1652 vaccination resulted in the
least reduction in weight post-challenge prompted us to explore
further this combination of adenoviral vaccines. No significant dif-
ference in the T cell responses was observed when the antigens
were administered alone or concomitantly (Fig. 4A, Kruskal-
Wallis with Dunn’s multiple comparison test, adjusted P
values > 0.9999).

To explore if T-cell responses can be increased by a boost dose
of these vaccine constructs, concomitant administration of Ad-



Fig. 2. Antigen-specific Interferon-c producing cells elicited in mice immunised with mixes of adenoviral vaccine constructs expressing selected Q fever antigens, as
compared with the vaccines injected on their own. Groups of mice were immunised at day 0 with: A mix of 5 adenoviral (Ad) components (left panel, pink); A mix of 4
components: Ad-OmpH, Ad-YbgF, Ad-MIP or Ad-GroEL (second panel, orange); A mix of 3 components: Ad-YbgF, Ad-MIP or Ad-GroEL (third panel, purple); Adenoviral
vaccines Ad-IcmK, Ad-OmpH, Ad-YbgF, Ad-MIP or Ad-GroEL administered on their own (right panel, black dots). Cellular responses were enumerated in splenocytes at week
2. The graphs depict the response to each individual antigen used. Each dot represents an individual mouse, and the horizontal bar indicates the geometric mean and standard
deviation of the group. (For interpretation of the references to colour in this figure legend, the reader is referred to the web version of this article.)

Fig. 3. Mice challenged after immunisation with adenoviral vaccine constructs. (A) Mice (n = 10) were immunized with the vaccines at time points labelled by X, then
challenged with aerosolised C. burnetii. (B) Body weight change post-challenge, dotted line indicates zero on the y-axis. Each point indicates the mean per group and error
bars indicate 95 % CI. (C) Spleen weight/body weight ratio. Horizontal bars indicate geometric means and 95 % CI. Week 7 post-vaccination is abbreviated as wk7 pv.
Significance is generated using one-way ANOVA.
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Fig. 4. Antigen-specific Interferon-c producing cells elicited in mice immunised with adenoviral vectored vaccine constructs administered under different regimens. (A)
Comparing vaccine constructs administered on their own or concomitantly. Groups of mice (n = 5) were immunised at day 0 with Ad-CBU0091 or Ad-CBU1652 on their own
(left panel); Concomitant administration of a mix of Ad-CBU0091 + Ad-CBU1652 + Ad-GroEL (right panel). Cellular responses were enumerated in splenocytes at week 2. Each
dot represents an individual mouse, and the horizontal bars indicate the mean and the standard deviation. (B) Comparing vaccine constructs administered using a single-dose
(prime) or a prime-boost regimen. Groups of mice were immunised concomitantly at day 0 with Ad-GroEL + Ad-CBU0091 + Ad-CBU1652 (left panel); Ad-GroEL + Ad-
CBU0091 + Ad-CBU1652 administered at day 0 and week 8 (right panel). Cellular responses were enumerated in splenocytes at week 10. The graphs depict the response to
each individual antigen used. Each dot represents an individual mouse, and the horizontal bars indicate the mean and the standard deviation.

C. Dold, H. Zhu, L. Silva-Reyes et al. Vaccine 41 (2023) 3047–3057
GroEL, Ad-CBU0091, and Ad-CBU1652 was performed either once
(week 0) or as a potential 2 dose regimen (week 0 and week 8).
The homologous boost dose given 8 weeks after the prime did
not significantly enhance the T cell response (Fig. 4B; Kruskal-
Wallis with Dunn’s multiple comparison test, adjusted P
values > 0.9999).

Fusion constructs comprising two or three of these antigens
were produced and assessed for T cell immunogenicity (Fig. 5). Tri-
ple fusion construct expressing CBU0091, CBU1652 and GroEL (Ad-
01G) and double fusion constructs elicited similar levels of
antigen-specific IFN-c secretion, with the exception of the HuAd5
GroEL-CBU1652, which elicited a weaker response. The absence
of immune interference with four out of the five fusion vaccine
constructs may reflect that each antigen was being produced and
presented without perturbation to their immunological properties
for these. Ad-01G fusion demonstrated immunogenicity against all
three antigens while being composed of only one adenoviral vector
component, hence was further assessed with the addition of LPS.

2.5. LPS is the main driver of vaccine-induced reduction of Q fever
infection

In spite of the humoral response to LPS being extensively docu-
mented as a correlate of protection against Q fever [22,23], LPS are
T cell independent antigen and do not elicit cellular immunity [40].
The T cell-stimulating properties of adenoviral vaccines were com-
bined with antibody-inducing LPS to elicit both cellular and
humoral immunity by preparing several vaccine candidates com-
posed of the selected fusion adenoviral vaccine constructs formu-
lated with or without LPS (Fig. 6A). The presence of LPS did not
impact on the adenovirus-driven T cell responses, as observed by
the similar level of IFN-c secreting cells post vaccination of Ad-
01G fusion, Ad-CBU0091 + Ad-CBU1652 + Ad-GroEL mix, and dou-
ble fusion encoding CBU0091 and CBU1652 (Ad-01 fusion) + Ad-
GroEL mix with or without LPS (Fig. 6A).

Similar levels of anti-CBU0091, anti-CBU1652, and anti-GroEL
IgG responses were elicited by either administrating as a single
construct, fusions or a mixed formulation (Fig. 6B), except for the
triple fusion. Immunisation with the fusion Ad-01G vaccine
induced reduction in IgG titres for all three antigens when com-
pared with the constructs administered alone or as a mix. The
addition of LPS to the adenoviral constructs also did not decrease
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the Ad-induced antibody responses. Finally, the anti-LPS IgG titres
were measured using an anti-LPS enzyme-linked immunosorbent
assay (ELISA). LPS alone and all adenoviral vaccines mixed with
LPS elicited similar levels of anti-LPS IgG titres (Fig. 6C).

A challenge experiment was performed to assess the adenoviral
vectored vaccine constructs with the addition of LPS. Weight
changes post-challenge was examined in mice receiving different
vaccine formulations (Fig. 7A). Coxevac was used as a positive con-
trol, while an empty adenovirus vector was used as a negative con-
trol (Ad-Empty). The Coxevac group had the least weight loss post-
challenge, followed by Ad-01G fusion + LPS, LPS, Ad-01
fusion + LPS, Ad-01 fusion + Ad-GroEL + LPS, Ad-GroEL + Ad-CB
U0091 + Ad-CBU1652 + LPS, Ad-empty, Ad-GroEL + Ad-CBU0091 +
Ad-CBU1652, and Ad-01G fusion (Fig. 7; Supplementary Table 2).

Administration of adenoviral vector constructs did not result in
significant reduction in weight loss at days post infection (DPI) = 7
and 8 compared when with the Ad-empty negative control, this
includes Ad-01G, Ad-01 fusion + Ad-GroEL, and Ad-CBU0091 + A
d-CBU1652 + Ad-GroEL. However, administering LPS together with
Ad-01 fusion resulted in significant reduction in weight loss com-
pared with the Ad-empty group at DPI = 8. However, co-
administration of LPS with Ad-01G fusion, Ad-01 fusion + Ad-
GroEL, and a mix of Ad- GroEL + Ad-CBU0091 + Ad-CBU1652 did
not show significant reductions in weight loss post-challenge com-
pared with the Ad-empty group at DPI = 8. Administering LPS alone
induced a significantly reduced weight loss at DPI = 7 and 8 com-
pared with the Ad-empty. Clinical scores were similar between the
groups, with two mice receiving adenoviral vectored constructs
alone reaching a score of three before quickly recovering. Alto-
gether, these results suggest that while mixing adenoviruses and
LPS does not impact on the immunogenicity of each component,
the LPS-induced immune response has the most pronounced
impact on reducing Q fever infection.
3. Discussion

The potential of adenovirus vectored vaccine constructs, formu-
lated with C. burnetii LPS, was assessed in the present study with
the aim of inducing both cellular and humoral immune responses
to provide protection against Q fever infection. Our results showed
that adenoviral vectored vaccine constructs encoding several Q



Fig. 5. Antigen-specific Interferon-c producing cells elicited by adenoviral vaccine constructs encoding fusion antigens. (A) Experimental design of the fusion vaccine
constructs assessment. Dose is indicated by infectious units and number of mice are indicated by n. (B) Groups of mice (n = 6) were immunised at day 0 with adenoviral
vectored vaccine constructs encoding double fusion antigens or a triple fusion antigen. Cellular responses were enumerated in splenocytes at week 2. Each dot represents an
individual mouse, and the horizontal bars indicate the mean and the standard deviation. GroEL-specific responses are shown in left panel, responses specific to CBU0091 are
shown in middle panel, and responses specific to CBU1652 are shown in the right panel.
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fever antigens induced strong T cell responses in mice after a single
injection. Administering these vaccine constructs concomitantly
also produced T cell responses equivalent to the responses when
the constructs were used alone, as no significant immune interfer-
ence was observed. The comparison of the antigen-specific T cell
responses elicited by either single or multiple vaccine constructs
can potentially be made more complete by additional negative
controls, including the addition of a control group receiving Ad-
empty. Using the challenge model readouts, we observed that ade-
noviral vaccine constructs alone did not induce protection against
virulent Q fever challenge in mice, and moreover, the addition of
these constructs to purified LPS did not increase the protection
compared with LPS alone.

Antigen-specific T cell responses have been described which
correlate with protection against a range of intracellular bacteria
and viruses, including Listeria monocytogenes, Salmonella Typhi-
murium, Mycobacterium tuberculosis, SARS-CoV-2, and Zika virus
[41–43]. Our results showed that the adenoviral vector constructs
encoding either a single or multiple fused C. burnetii surface anti-
gens were immunogenic as they induced strong T cell responses.
While this is in line with the ability of the adenovirus vectored vac-
cine platform to elicit cellular immunity [44], antigen-specific T
cell responses did not correlate with weight loss reduction post-
challenge. In addition, quantification of CD8+ T cell populations
may be of interest as CD8+ T cells were shown to have an impor-
tant role in protecting mice against C. burnetii infection [45].

Previous clinical studies and experimental evidence implicates
bystander interference in the concomitant administration of vacci-
nes in humans [46,47]. This phenomenon is most likely due to the
3052
competition of the limited resources in lymph nodes, including
cytokines and cytokine inhibitors by separate immune responses.
However, the present study confirmed that the concomitant
immunisation of up to five adenoviral vaccine constructs did not
induce bystander interference in T cell responses, reflected by
the comparable levels of antigen-specific T cell responses when
the adenovirus constructs were administered on its own or admin-
istered concomitantly. This is reminiscent of previous studies
involving adenoviral vectored vaccines against human immunode-
ficiency virus (HIV) and hepatitis C virus (HCV), in which T cell
responses were shown to be elicited against multiple antigens
where a mix of vectors encoding different antigens were co-
administered [48,49]. This flexibility for introducing multiple con-
structs in a single immunisation may in turn consolidate the
potential for developing multi-valent vaccines using adenoviral
vector platforms. The feasibility of the adenoviral constructs to
be administered as a prime-boost regimen was also examined.
We show that the T cell response post-boost was comparable to
the response after priming. This may be caused by the neutralising
effect of the anti-adenovirus immune response induced after the
first immunisation in mice, which limited the expression of the
encoded antigen and subsequently reduced T cell activation
[50,51]. To evade this, heterologous prime-boost immunisations,
such as using modified vaccinia Ankara virus (MVA) encoding C.
burnetii surface antigens, may be used [29]. In humans, recent
studies demonstrated that adenoviral vectored vaccines can boost
humoral response using a homologous prime-boost regimen when
immunising against SARS-CoV-2 [28,52].



Fig. 6. Humoral and cellular responses in mice immunised with Ad-01G triple fusion or mix of Ad-CBU0091/Ad-CBU1652/Ad-GroEL with or without C. burnetii phase I LPS.
(A) Antigen-specific Interferon-c producing cells. Mice with no IFN-c secreting cell/million cell are highlighted in grey. Each dot represents an individual mouse, and the
horizontal bars indicate the mean. (B) Humoral responses to the protein antigens in mice immunised with Ad-01G triple fusion or mix of Ad-CBU0091/Ad-CBU1652/Ad-GroEL
with or without C. burnetii phase I LPS. The graph depicts the LPS antibody titres for each vaccine formulation. Each dot represents an individual mouse, and the horizontal bar
indicates the geometric mean and standard deviation. (C) Anti-LPS IgG titres post-immunisation with adenoviral vaccine constructs formulated with C. burnetii phase I LPS.
Each dot represents an individual mouse, and the horizontal bar indicates the geometric mean.
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Our study confirms that administering C. burnetii phase I LPS
confers protection against C. burnetii challenge in mice. In addition,
we observed that the addition of LPS to the adenoviral vectored
vaccine formulations did not alter the humoral response of the
adenoviral vectored vaccines. Derivatives of LPS, including detoxi-
fied lipid A, have been described as adjuvants to enhance IFN-c
production [53]. However, no similar adjuvating effect is reflected
from formulating adenoviral vector constructs with LPS, despite
LPS IgG ELISA readouts reflecting that the LPS was immunogenic
by successfully inducing humoral responses. LPS is a T cell-
independent antigen, which on its own cannot recruit CD4+ T cells
and the subsequent affinity maturation [54]. However, T cell-
independent sugars can be modified to induce CD4+ T cell recruit-
ment by conjugating to an immunogenic carrier protein. Five car-
rier proteins have been used in licensed glycoconjugate vaccines,
including Haemophilus protein D, tetanus toxoid, diphtheria toxoid,
cross-reactive material 197 (CRM197, a non-toxic mutant form of
diphtheria toxoid), and serogroup B meningococcus outer mem-
brane protein complex (OMPC) [55]. Conjugating sugar-based anti-
gens to a carrier protein enables T cell help in inducing B cell
affinity maturation, clonal expansion, and memory responses
[56]. Capsular polysaccharides (CPS)-based glycoconjugates have
been used in several licensed vaccines against Neisseria meningi-
tidis, Haemophilus influenzae type b, and Streptococcus pneumoniae
[57]. To date, no LPS conjugate vaccine has been licensed due to
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several technical hurdles, mainly associated with the toxicity of
the lipid A moiety of LPS, and with the low extraction yield of
LPS from culture [58,59]. However, recent advances in LPS harvest-
ing and detoxification have shown to support LPS-based glycocon-
jugate production at larger scales [60]. Additionally, advances in
synthetic glycology permits the synthesis of LPS mimics to be
made, which avoids the requirement of biosafety level 3 facilities
[61]. While most sugars can be synthesised, sugars specific to C.
burnetii including virenose (6-deoxy-3-C-methylgulose) and dihy-
drohydroxystreptose (3-C-(hydroxymethyl)lyxose) within the O-
specific polysaccharide of C. burnetii LPS have not been successfully
synthesised to date [62]. Taken together, our result suggests that it
is sensible to consolidate the utility of C. burnetii LPS as a vaccine
antigen by conjugation with the aim to create the next generation
of Q fever vaccines that is highly protective.
4. Materials and methods

4.1. Viral vector vaccines

Various C. burnetii antigens (Table 1) were inserted into the ade-
novirus human serotype 5 (AdHu5). The process of inserting anti-
gens into the various vector platforms has been described
previously [63]. Each antigen was inserted into a separate AdHu5
vector, and a selection were inserted together as a fusion polypep-



Fig. 7. Mice challenged after immunisation with adenoviral vaccine constructs formulated with or without C. burnetii phase I LPS. (A) Timeline and vaccines administered.
Mice (n = 10) were immunized with the vaccines at time points labelled by X, then challenged with an aerosol containing C. burnetii. Weight changes and mean clinical score
following challenge compared with Ad-Empty and Coxevac after immunisation with (B) Ad-01G triple fusion with or without LPS; (C) Ad-01 double fusion without without
LPS; (D) Concomitant immunisation with Ad-CBU0091, Ad-CBU1652, and Ad-GroEL, with or without LPS. Each dot indicates the mean of weight change of the group,
horizontal bars show the standard error. Clinical scores were calculated by the sum of health status observations, in which healthy = 0, ruffled fur = 1, dehydration = 1, arched
back = 2, eyes shut = 2, wasp waist = 2, immobile = 9, dead = 10.
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tide, facilitated by a flexible linker (ADLPSLAADFVE) into the same
expression cassette in the vector.

For immunisations, regardless of the number of different aden-
ovirus vaccines that were mixed for a single immunisation, a con-
centration of 1x109 viral particles of infective adenoviral vector
units were prepared in Dulbecco’s PBS.

4.2. LPS extraction

LPS was extracted using a modifed hot phenol-water method
[64,65]. Inactivated bacteria (Coxevac�; CEVA) was lysed using
ultrasonication for 15 min followed by treatment with proteinase
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K (100 lg/ml; Roche) at 65 �C for one hour. The solution was then
treated with RNAse (40 lg/ml; Roche), and DNAse (20 lg/ml;
Roche), 20 % MgSO4 (1 ll/ml; Sigma-Aldrich), and chloroform
(4 ll/ml; Sigma-Aldrich) at 37 �C overnight. Both the bacterial
lysate solution and phenol was then subsequently heated to
70 �C and mixed by vigorous shaking. The mix was then rapidly
cooled and centrifuged to separate the aqueous and the organic
phases. The aqueous phase was extracted, and residual phenol
removed by dialysis against PBS (3.5 K MWCO; Thermo Scientific).
The purified solution was freeze-dried and stored at 4 �C.
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4.3. Mouse immunisations

All procedures were performed in accordance with the terms of
the U.K. Home Office Animals Act Project License and the UKHSA
and University of Oxford Animal Care and Ethical Review
Committee.

Six- to eight-week-old female C57BL/6 (H-2b) or A/J inbred mice
(Envigo Laboratories) were anaesthetised prior to immunisation
with Isoflo (Abbot Animal Health). Immunisations were adminis-
tered intramuscularly with the adenoviral vaccine divided equally
into each musculus tiabilis (25–50 ll per limb). Coxevac (supplied
at 50 lg/ml) was diluted to 10 lg/ml in PBS, and 100 ll was
administered intramuscularly per mouse. LPS extracted from inac-
tivated C. burentii using a modified hot phenol-water method was
diluted to 100 lg/ml and 100 ll was administered per mouse. Car-
diac puncture was undertaken under anaesthesia and two weeks
post immunisation and immune responses were assayed as
described below.

4.4. Mouse challenge studies

The challenge agent Coxiella burnetii (Nine Mile strain) was
grown in acidified citrate cysteine medium. Following growth, bac-
teria was pelleted and suspended in buffer for the challenge. The
challenge is administered by aerosol at a concentration of approx-
imately 1x109 copies/ml. Aerosol delivery was performed through
head-only exposure using a small particle aerosol delivery system
(Biaera) at 65 % RH for 10 mins. Aerosols were generated in a 6 jet
Collison nubuliser running at 15 L/min. Air samples were taken
from the flow using an AGI-39 impinger into PBS. The positive con-
trol consisted of mice immunised three times with a veterinary Q
fever vaccine, Coxevac� (CEVA). Two negative control groups were
used, consisting of naïve mice, and mice immunised with an empty
adenovirus vector.

4.5. T cell responses

T cell responses were quantified by using a mouse FluoroSpot
kit (Mabtech, FSP-4144-10). Briefly, spleens were harvested from
mice, and each placed in 5 ml autoMACS� Running Buffer in a gen-
tleMACS C-Tube (Miltenyi Biotec). Cells were mechanically sepa-
rated using the spleen program on the gentleMACsTM Dissociator
(Miltenyi Biotec) and red blood cells (RBC) were lysed with RBC
lysis buffer (Qiagen). The lysis reaction was quenched using auto-
MACs Rinsing solution (Miltenyi Biotec) and cells were filtered
using 40 lm strainers (Greiner Bio-One, U.K.). The final cell prepa-
ration was resuspended in autoMACs Rinsing solution and viability
was quantified using the Muse cell counter (Luminex). The spleno-
cytes concentration was then adjusted to 4x106 cells/ml with
DMEM + 10 %FBS and 50 ll/well was added to low fluorescence eli-
spot plates coated with anti-IFN-c and anti-IL17Amonoclonal anti-
bodies at 15 lg/ml and 10 lg/ml, respectively. Peptide pools
consisting of 15-mer sequences with 11-amino acid overlaps were
created for each antigen and diluted at 6 lg/ml. Cells were then
stimulated for 18–20 h with 50 ll of these peptide pools (3 lg/
ml final concentration). The following day, detection of spots was
carried out according to the manufacturer’s instructions (Mabtech)
and analysed with AID ELISpot software 8.0 (Autoimmun
Diagnostika).

4.6. Enzyme-linked immunosorbent assay (ELISA)

To perform CBU0091, CBU1652, and GroEL ELISAs, 0.25 lg of
CBU0091, 0.25 lg of CBU1652, and 0.5 lg of GroEL were coated
onto each well of a 96-well plate (Invitrogen) at final concentra-
tions of 2.5 lg/ml, 2.5 lg/ml, and 5 lg/ml, respectively, and incu-
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bated at 4 �C overnight. The plate was blocked by 1 % BSA (Sigma-
Aldrich) in PBS at 37 �C for two hours followed by six washes of
0.05 % Tween 20 (Sigma-Aldrich) in PBS (PBS-T) and the addition
of mice serum with serial dilutions of 1/300, 1/900, 1/2700,
1/8100, 1/24300, 1/72900, and 1/218700 in 1 % BSA in PBS for
2 h at 20 �C. Following another six washes with PBS-T, peroxidase
AffiniPure goat anti-mouse IgG (Jackson ImmunoResearch) was
added and incubated for two hours at 20 �C. Following further
six washes with PBS-T, 3,30,5,50-Tetramethylbenzidine (TMB;
Sigma-Aldrich) was added and incubated for 5–15 min until no col-
our change is apparent and the reaction was stopped using 0.16 M
sulphuric acid. Each plate was read at 450 nm and 630 nm and
analysed using BioTek Gen 5 software (Agilent). Serum antibody
reciprocal titres were calculated by an absorbance value three
standard deviations greater than the average of OD 450 nm of
the control.

To perform LPS ELISA, 0.25 lg LPS was coated onto each well of
a 96-well plate (Invitrogen) at a final concentration of 5 lg/ml and
incubated at 4 �C overnight. The plate was blocked by 1 % BSA
(Sigma-Aldrich) in PBS at 37 �C for two hours followed by six
washes of 0.05 % Tween 20 (Sigma-Aldrich) in PBS (PBS-T) and
the addition of mice serum with serial dilutions of 1/100, 1/200,
1/400, and 1/800 in 1 % BSA in PBS for 2 h at 20 �C. Following
another six washes with PBS-T, peroxidase AffiniPure goat anti-
mouse IgG (Jackson ImmunoResearch) was added and incubated
for two hours at 20 �C. Following further six washes with PBS-T,
3,30,5,50-Tetramethylbenzidine (TMB; Sigma-Aldrich) was added
and incubated for 30–50 min until no colour change is apparent
and the reaction was stopped using 0.16 M sulphuric acid. Each
plate was read at 450 nm and 630 nm and analysed using BioTek
Gen 5 software (Agilent). Serum antibody reciprocal titres were
calculated by an absorbance value three standard deviations
greater than the average of OD 450 nm of the control.

4.7. Statistics

Significance levels for weight changes were calculated with
one-tailed one-way ANOVA for DPI = 7 (P < 0.0001) and DPI = 8
(P < 0.0001) followed by two-tailed Tukey’s multiple comparisons
test. Significance levels for the spleen weight/body weight ratio
were calculated using one-way ANOVA. For the comparison of
antigen-specific IFN-c producing cells elicited in mice, significance
levels were calculated using Kruskal-Wallis test followed by
Dunn’s multiple comparisons test if the Kruskal-Wallis test was
rejected (P < 0.05).
Contributions

C.S.R, and A.J.P conceived the project and obtained funding. C.D
and C.S.R designed the experiments. C.D designed and constructed
the vaccine constructs. C.D, L.B, A.L and L.S.R performed mice
immunisations and immunogenicity assessments. K.B, K.G., S.F,
and S.C. planned and performed the challenge experiments. H.Z
and Y.C.K performed and analysed ELISA for humoral immuno-
genicity assessments. K.B, H.Z and Y.C.K extracted and charac-
terised LPS. Y.C.K and H.Z optimised, performed, and analysed
LPS ELISA. H.Z drafted the manuscript. Y.C.K, K.B, C.D, L.S.R, C.S.R
and A.J.P reviewed and edited the manuscript. C.D., Y.C.K, A.J.P
and C.S.R supervised the work.
Funding

This research was funded in whole or in part by Innovate UK
Vaccines for global development grant (project reference
971619). For the purpose of Open Access, the author has applied



C. Dold, H. Zhu, L. Silva-Reyes et al. Vaccine 41 (2023) 3047–3057
a CC BY public copyright licence to any Author Accepted Manu-
script (AAM) version arising from this submission. Y.C.K is sup-
ported by the NIHR Oxford Biomedical Research Centre Small
Grant and the Wellcome Trust Grant (224117/Z/21/Z).
Declaration of interest

A.J.P is Chair of UK Dept. Health and Social Care’s (DHSC) Joint
Committee on Vaccination & Immunisation (JCVI), and was a mem-
ber of theWHO’s SAGE until 2022. The views expressed in this arti-
cle do not necessarily represent the views of DHSC, JCVI, or WHO.
The University of Oxford has entered into a partnership with Astra-
Zeneca on coronavirus vaccine development. The authors have no
other relevant affiliations or financial involvement with any organ-
isation or entity with a financial interest in or financial conflict
with the subject matter or materials discussed in the manuscript.
This includes employment, consultancies, honoraria, stock owner-
ship or options, expert testimony, grants or patents received or
pending, or royalties.

Data availability

Data will be made available on request.

Declaration of Competing Interest

The authors declare the following financial interests/personal
relationships which may be considered as potential competing
interests: Sir Andrew J. Pollard reports a relationship with UK
Department of Health and Social Care’s Joint Committee on Vacci-
nation and Immunisation that includes: non-financial support. Sir
Andrew J. Pollard reports a relationship with World Health Organi-
zation that includes: non-financial support.

Appendix A. Supplementary material

Supplementary data to this article can be found online at
https://doi.org/10.1016/j.vaccine.2023.04.012.

References

[1] Gürtler L, Bauerfeind U, Blümel J, Burger R, Drosten C, Gröner A, et al. Coxiella
burnetii - pathogenic agent of Q (query) fever. Transfus Med Hemother
2014;41:60–72.

[2] Webster JP, Lloyd G, Macdonald DW. Q fever (Coxiella burnetii) reservoir in wild
brown rat (Rattus norvegicus) populations in the UK. Parasitology 1995;110(Pt
1):31–5.

[3] Bauer B, Prüfer L, Walter M, Ganter I, Frangoulidis D, Runge M, et al.
Comparison of Coxiella burnetii excretion between sheep and goats naturally
infected with one cattle-associated genotype. Pathogens 2020:9. https://doi.
org/10.3390/pathogens9080652.

[4] Select Agents and Toxins List 2022. https://www.selectagents.gov/sat/list.htm
(accessed May 1, 2022).

[5] de Alarcón A, Villanueva JL, Viciana P, López-Cortés L, Torronteras R, Bernabeu
M, et al. to 1999 in the South of Spain. J Infect 1983;2003(47):110–6.

[6] Palmer SR, Young SE. Q-fever endocarditis in England and Wales, 1975–81.
Lancet 1982;2:1448–9.

[7] Tissot Dupont H, Raoult D, Brouqui P, Janbon F, Peyramond D, Weiller PJ, et al.
Epidemiologic features and clinical presentation of acute Q fever in
hospitalized patients: 323 French cases. Am J Med 1992;93:427–34.

[8] Anderson A, Bijlmer H, Fournier P-E, Graves S, Hartzell J, Kersh GJ, et al.
Diagnosis and management of Q fever–United States, 2013: recommendations
from CDC and the Q Fever Working Group. MMWR Recomm Rep
2013;62:1–30.

[9] Francis JR, Robson J, Wong D, Walsh M, Astori I, Gill D, et al. Chronic recurrent
multifocal Q fever osteomyelitis in children: an emerging clinical challenge.
Pediatr Infect Dis J 2016;35:972–6.

[10] van Roeden SE, Bleeker-Rovers CP, de Regt MJA, Kampschreur LM, Hoepelman
AIM, Wever PC, et al. Treatment of chronic Q fever: clinical efficacy and
toxicity of antibiotic regimens. Clin Infect Dis 2018;66:719–26.

[11] Miller HK, Kersh GJ. Analysis of recombinant proteins for Q fever diagnostics.
Sci Rep 2020;10:20934.
3056
[12] Morguet AJ, Jansen A, Raoult D, Schneider T. Late relapse of Q fever
endocarditis. Clin Res Cardiol 2007;96:519–21.

[13] Kermode M, Yong K, Hurley S, Marmion B. An economic evaluation of
increased uptake in Q fever vaccination among meat and agricultural industry
workers following implementation of the National Q Fever Management
Program. Aust N Z J Public Health 2003;27:390–8.

[14] Sellens E, Bosward KL, Willis S, Heller J, Cobbold R, Comeau JL, et al. Frequency
of adverse events following Q fever immunisation in young adults. Vaccines
(Basel) 2018:6. https://doi.org/10.3390/vaccines6040083.

[15] Marmion BP, Ormsbee RA, Kyrkou M, Wright J, Worswick DA, Izzo AA, et al.
Vaccine prophylaxis of abattoir-associated Q fever: eight years’ experience in
Australian abattoirs. Epidemiol Infect 1990;104:275–87.

[16] Fries LF, Waag DM, Williams JC. Safety and immunogenicity in human
volunteers of a chloroform-methanol residue vaccine for Q fever. Infect Immun
1993;61:1251–8.

[17] Kazár J, Rehácek J. Q fever vaccines: present status and application in man.
Zentralbl Bakteriol Mikrobiol Hyg A 1987;267:74–8.

[18] Long CM, Beare PA, Cockrell DC, Fintzi J, Tesfamariam M, Shaia CI, et al.
Contributions of lipopolysaccharide and the type IVB secretion system to
Coxiella burnetii vaccine efficacy and reactogenicity. npj Vaccines 2021;6:38.

[19] Gregory AE, van Schaik EJ, Fratzke AP, Russell-Lodrigue KE, Farris CM, Samuel
JE. Soluble antigens derived from Coxiella burnetii elicit protective immunity in
three animal models without inducing hypersensitivity. Cell Rep Med
2021;2:100461.

[20] Samuel JE, Hendrix LR. Laboratory maintenance of Coxiella burnetii. Curr Protoc
Microbiol 2009;Chapter 6:Unit 6C.1.

[21] Long CM. Q fever vaccine development: current strategies and future
considerations. Pathogens 2021:10. https://doi.org/
10.3390/pathogens10101223.

[22] Peng Y, Zhang Y, Mitchell WJ, Zhang G. Development of a lipopolysaccharide-
targeted peptide mimic vaccine against Q fever. J Immunol
2012;189:4909–20.

[23] Zhang G, Russell-Lodrigue KE, Andoh M, Zhang Y, Hendrix LR, Samuel JE.
Mechanisms of vaccine-induced protective immunity against Coxiella burnetii
infection in BALB/c mice. J Immunol 2007;179:8372–80.

[24] Beare PA, Jeffrey BM, Long CM, Martens CM, Heinzen RA. Genetic mechanisms
of Coxiella burnetii lipopolysaccharide phase variation. PLoS Pathog 2018;14:
e1006922.

[25] Zhang YX, Zhi N, Yu SR, Li QJ, Yu GQ, Zhang X. Protective immunity induced by
67 K outer membrane protein of phase I Coxiella burnetii in mice and guinea
pigs. Acta Virol 1994;38:327–32.

[26] Harty JT, Bevan MJ. Responses of CD8(+) T cells to intracellular bacteria. Curr
Opin Immunol 1999;11:89–93.

[27] Marsay L, Dold C, Paterson GK, Yamaguchi Y, Derrick JP, Chan H, et al. Viral
vectors expressing group B meningococcal outer membrane proteins induce
strong antibody responses but fail to induce functional bactericidal activity. J
Infect 2022. https://doi.org/10.1016/j.jinf.2022.02.032.

[28] Folegatti PM, Ewer KJ, Aley PK, Angus B, Becker S, Belij-Rammerstorfer S, et al.
Safety and immunogenicity of the ChAdOx1 nCoV-19 vaccine against SARS-
CoV-2: a preliminary report of a phase 1/2, single-blind, randomised
controlled trial. Lancet 2020;396:467–78.

[29] Rollier CS, Hill AVS, Reyes-Sandoval A. Influence of adenovirus and MVA
vaccines on the breadth and hierarchy of T cell responses. Vaccine
2016;34:4470–4.

[30] Voysey M, Clemens SAC, Madhi SA, Weckx LY, Folegatti PM, Aley PK, et al.
Safety and efficacy of the ChAdOx1 nCoV-19 vaccine (AZD1222) against SARS-
CoV-2: an interim analysis of four randomised controlled trials in Brazil, South
Africa, and the UK. Lancet 2021;397:99–111.

[31] Sadoff J, Gray G, Vandebosch A, Cárdenas V, Shukarev G, Grinsztejn B, et al.
Final analysis of efficacy and safety of single-dose Ad26.COV2.S. N Engl J Med
2022;386:847–60.

[32] Wei Y, Wang X, Xiong X, Wen B. Coxiella burnetii antigen-stimulated dendritic
cells mediated protection against Coxiella burnetii in BALB/c mice. J Infect Dis
2011;203:283–91.

[33] Xiong X, Wang X, Wen B, Graves S, Stenos J. Potential serodiagnostic markers
for Q fever identified in Coxiella burnetii by immunoproteomic and protein
microarray approaches. BMC Microbiol 2012;12:35.

[34] Xiong X, Jiao J, Gregory AE, Wang P, Bi Y, Wang X, et al. Identification of Coxiella
burnetii CD8+ T-cell epitopes and delivery by attenuated listeria
monocytogenes as a vaccine vector in a C57BL/6 mouse model. J Infect Dis
2017;215:1580–9.

[35] Li Q, Niu D, Wen B, Chen M, Qiu L, Zhang J. Protective immunity against Q fever
induced with a recombinant P1 antigen fused with HspB of Coxiella burnetii.
Ann N Y Acad Sci 2005;1063:130–42.

[36] Martinez E, Cantet F, Fava L, Norville I, Bonazzi M. Identification of OmpA, a
Coxiella burnetii protein involved in host cell invasion, by multi-phenotypic
high-content screening. PLoS Pathog 2014;10:e1004013.

[37] Chen C, Dow C, Wang P, Sidney J, Read A, Harmsen A, et al. Identification of
CD4+ T cell epitopes in C. burnetii antigens targeted by antibody responses.
PLoS One 2011;6:e17712.

[38] Bewley KR. The identification of immune-reactive proteins recognised in
response to Coxiella burnetii infection. University of Portsmouth; 2015.

[39] Morgan JK, Luedtke BE, Thompson HA, Shaw EI. Coxiella burnetii type IVB
secretion system region I genes are expressed early during the infection of host
cells. FEMS Microbiol Lett 2010;311:61–9.

https://doi.org/10.1016/j.vaccine.2023.04.012
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0005
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0005
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0005
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0010
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0010
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0010
https://doi.org/10.3390/pathogens9080652
https://doi.org/10.3390/pathogens9080652
https://www.selectagents.gov/sat/list.htm
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0025
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0025
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0030
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0030
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0035
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0035
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0035
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0040
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0040
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0040
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0040
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0045
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0045
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0045
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0050
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0050
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0050
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0055
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0055
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0060
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0060
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0065
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0065
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0065
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0065
https://doi.org/10.3390/vaccines6040083
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0075
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0075
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0075
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0080
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0080
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0080
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0085
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0085
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0090
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0090
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0090
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0095
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0095
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0095
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0095
https://doi.org/10.3390/pathogens10101223
https://doi.org/10.3390/pathogens10101223
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0110
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0110
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0110
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0115
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0115
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0115
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0120
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0120
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0120
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0125
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0125
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0125
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0130
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0130
https://doi.org/10.1016/j.jinf.2022.02.032
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0140
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0140
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0140
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0140
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0145
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0145
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0145
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0150
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0150
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0150
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0150
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0155
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0155
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0155
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0160
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0160
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0160
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0165
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0165
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0165
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0170
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0170
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0170
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0170
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0175
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0175
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0175
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0180
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0180
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0180
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0185
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0185
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0185
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0190
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0190
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0195
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0195
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0195


C. Dold, H. Zhu, L. Silva-Reyes et al. Vaccine 41 (2023) 3047–3057
[40] Raetz CRH, Whitfield C. Lipopolysaccharide endotoxins. Annu Rev Biochem
2002;71:635–700.

[41] Shepherd FR, McLaren JE. T cell immunity to bacterial pathogens: mechanisms
of immune control and bacterial evasion. Int J Mol Sci 2020:21. https://doi.org/
10.3390/ijms21176144.

[42] Moss P. The T cell immune response against SARS-CoV-2. Nat Immunol
2022;23:186–93.

[43] Hassert M, Harris MG, Brien JD, Pinto AK. Identification of protective CD8 T cell
responses in a mouse model of Zika virus infection. Front Immunol
2019;10:1678.

[44] Rollier CS, Spencer AJ, Sogaard KC, Honeycutt J, Furze J, Bregu M, et al.
Modification of Adenovirus vaccine vector-induced immune responses by
expression of a signalling molecule. Sci Rep 2020;10:5716.

[45] Read AJ, Erickson S, Harmsen AG. Role of CD4+ and CD8+ T cells in clearance of
primary pulmonary infection with Coxiella burnetii. Infect Immun
2010;78:3019–26.

[46] Insel RA. Potential alterations in immunogenicity by combining or
simultaneously administering vaccine components. Ann N Y Acad Sci
1995;754:35–47.

[47] Dagan R, Poolman J, Siegrist C-A. Glycoconjugate vaccines and immune
interference: a review. Vaccine 2010;28:5513–23.

[48] Buchbinder SP, Mehrotra DV, Duerr A, Fitzgerald DW, Mogg R, Li D, et al.
Efficacy assessment of a cell-mediated immunity HIV-1 vaccine (the Step
Study): a double-blind, randomised, placebo-controlled, test-of-concept trial.
Lancet 2008;372:1881–93.

[49] Chmielewska AM, Naddeo M, Capone S, Ammendola V, Hu K, Meredith L, et al.
Combined adenovirus vector and hepatitis C virus envelope protein prime-
boost regimen elicits T cell and neutralizing antibody immune responses. J
Virol 2014;88:5502–10.

[50] Thacker EE, Timares L, Matthews QL. Strategies to overcome host immunity to
adenovirus vectors in vaccine development. Expert Rev Vaccines
2009;8:761–77.

[51] Capone S, Brown A, Hartnell F, Sorbo MD, Traboni C, Vassilev V, et al.
Optimising T cell (re)boosting strategies for adenoviral and modified vaccinia
Ankara vaccine regimens in humans. npj Vaccines 2020;5:94.

[52] Munro APS, Janani L, Cornelius V, Aley PK, Babbage G, Baxter D, et al. Safety
and immunogenicity of seven COVID-19 vaccines as a third dose (booster)
following two doses of ChAdOx1 nCov-19 or BNT162b2 in the UK (COV-
BOOST): a blinded, multicentre, randomised, controlled, phase 2 trial. Lancet
2021;398:2258–76.
3057
[53] Pifferi C, Fuentes R, Fernández-Tejada A. Natural and synthetic carbohydrate-
based vaccine adjuvants and their mechanisms of action. Nat Rev Chem
2021;5:197–216.

[54] Zubler RH, Glasebrook AL. Requirement for three signals in ‘‘T-independent”
(lipopolysaccharide-induced) as well as in T-dependent B cell responses. J Exp
Med 1982;155:666–80.

[55] Micoli F, Adamo R, Costantino P. Protein carriers for glycoconjugate vaccines:
history, selection criteria, characterization and new trends. Molecules
2018:23. https://doi.org/10.3390/molecules23061451.

[56] Zhu H, Rollier CS, Pollard AJ. Recent advances in lipopolysaccharide-based
glycoconjugate vaccines. Expert Rev Vaccines 2021;20:1515–38.

[57] Grabenstein JD, Klugman KP. A century of pneumococcal vaccination research
in humans. Clin Microbiol Infect 2012;18(Suppl. 5):15–24.

[58] Wang Y, Cole RB. Acid and base hydrolysis of lipid A from Enterobacter
agglomerans as monitored by electrospray ionization mass spectrometry:
pertinence to detoxification mechanisms. J Mass Spectrom 1996;31:138–49.

[59] Chu CY, Liu BK, Watson D, Szu SS, Bryla D, Shiloach J, et al. Preparation,
characterization, and immunogenicity of conjugates composed of the O-
specific polysaccharide of Shigella dysenteriae type 1 (Shiga’s bacillus) bound to
tetanus toxoid. Infect Immun 1991;59:4450–8.

[60] Micoli F, Rondini S, Gavini M, Pisoni I, Lanzilao L, Colucci AM, et al. A scalable
method for O-antigen purification applied to various Salmonella serovars. Anal
Biochem 2013;434:136–45.

[61] Cohen D, Atsmon J, Artaud C, Meron-Sudai S, Gougeon M-L, Bialik A, et al.
Safety and immunogenicity of a synthetic carbohydrate conjugate vaccine
against Shigella flexneri 2a in healthy adult volunteers: a phase 1, dose-
escalating, single-blind, randomised, placebo-controlled study. Lancet Infect
Dis 2021;21:546–58.

[62] Slabá K, Hussein A, Palkovic P, Horváth V, Toman R. Studies on the
immunological role of virenose and dihydrohydroxystreptose present in the
Coxiella burnetii phase I lipopolysaccharide. Ann N Y Acad Sci 2003;990:505–9.

[63] Sridhar S, Reyes-Sandoval A, Draper SJ, Moore AC, Gilbert SC, Gao GP, et al.
Single-dose protection against Plasmodium berghei by a simian adenovirus
vector using a human cytomegalovirus promoter containing intron A. J Virol
2008;82:3822–33.

[64] Westphal O, Jann K, Whistler RL, Wolfan ML. Bacterial lipopolysaccharides
extraction with phenol-water and further applications of the procedure.
Methods Carbohydr Chem 1965;5:83–91.

[65] Rezania S, Amirmozaffari N, Tabarraei B, Jeddi-Tehrani M, Zarei O, Alizadeh R,
et al. Extraction, purification and characterization of lipopolysaccharide from
Escherichia coli and Salmonella typhi Avicenna. J Med Biotechnol 2011;3:3–9.

http://refhub.elsevier.com/S0264-410X(23)00395-X/h0200
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0200
https://doi.org/10.3390/ijms21176144
https://doi.org/10.3390/ijms21176144
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0210
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0210
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0215
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0215
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0215
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0220
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0220
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0220
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0225
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0225
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0225
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0230
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0230
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0230
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0235
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0235
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0240
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0240
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0240
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0240
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0245
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0245
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0245
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0245
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0250
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0250
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0250
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0255
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0255
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0255
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0260
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0260
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0260
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0260
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0260
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0265
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0265
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0265
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0270
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0270
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0270
https://doi.org/10.3390/molecules23061451
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0280
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0280
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0285
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0285
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0290
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0290
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0290
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0295
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0295
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0295
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0295
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0300
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0300
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0300
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0305
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0305
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0305
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0305
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0305
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0310
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0310
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0310
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0315
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0315
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0315
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0315
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0320
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0320
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0320
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0325
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0325
http://refhub.elsevier.com/S0264-410X(23)00395-X/h0325

	Immunisation with purified Coxiella burnetii phase I lipopolysaccharide confers partial protection in mice independently of co-administered adenovirus vectored vaccines
	1 Introduction
	2 Results
	2.1 Design of adenovirus vaccine constructs
	2.2 T cell responses are induced by immunization with adenoviral vectors, and are maintained when up to five constructs are administered concomitantly
	2.3 Identification of three antigens that impact on Q fever infection
	2.4 Development of adenoviral vectored vaccine against Q fever encoding fusion antigens composed of GroEL, CBU0091, and CBU1652
	2.5 LPS is the main driver of vaccine-induced reduction of Q fever infection

	3 Discussion
	4 Materials and methods
	4.1 Viral vector vaccines
	4.2 LPS extraction
	4.3 Mouse immunisations
	4.4 Mouse challenge studies
	4.5 T cell responses
	4.6 Enzyme-linked immunosorbent assay (ELISA)
	4.7 Statistics

	Contributions
	Funding
	Declaration of interest
	Declaration of Competing Interest
	Appendix A Supplementary material
	References


