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Dietary choices have a profound impact on the aging process. In addition
to the total amount of energy intake, macronutrient composition influences
both health and lifespan. However, the exact mechanisms by which dietary
macronutrients influence onset and progression of age-associated features
remain poorly understood. Cellular senescence is a state of stable growth
arrest characterized by the secretion of numerous bioactive molecules with
pro-inflammatory properties. Accumulation of senescent cells is considered
one of the basic mechanisms of aging and an important contributor to
chronic inflammation and tissue degeneration. Whether dietary macronutri-
ents affect the accumulation and the phenotype of senescent cells with age
is still unknown. Here, we show that feeding on diets with varying ratios
of dietary macronutrients for 3 months has a significant effect on different
senescence-associated markers in the mouse liver. High protein intake is
associated with higher expression levels of the two classical senescence-
associated growth arrest genes, p21 and pl6. Furthermore, the expression
of many pro-inflammatory secretory markers was increased in diets
enriched in protein and further enhanced by increases in fat content. These
results provide preliminary evidence that dietary macronutrients have a sig-
nificant influence on senescence markers and merit further investigation.

Introduction

Global eating habits are shifting toward hyper-caloric
diets at the expense of diets enriched in nutrient-dense
foods. Poor eating habits have profound effects on

Abbreviations

health, and constitute a primary, but potentially pre-
ventable, risk factor for several noncommunicable
chronic diseases [1]. One of the major risk factors for

CDK, cyclin-dependent kinase; CR, calorie restriction; DDR, DNA damage response; GLM, generalized linear modeling; LMNB1, Lamin B1;
mTOR, mechanistic target of rapamycin; SASP, senescence associated secretory phenotype.
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a plethora of chronic diseases is increased age [2].
Importantly, the impact of nutrition on the modula-
tion of the aging process and age-associated dysfunc-
tions is becoming more evident. In fact, it is long
established that calorie restriction (CR), with the
maintenance of adequate nutrient intake, is one of the
most efficient interventions for extending lifespan and
healthspan [3]. CR diets were demonstrated to retard
and even prevent the onset of many age-related dis-
eases in various organisms, ranging from yeast and
invertebrates to nonhuman primates, and possibly
humans [1,4,5]. In contrast, increased adiposity due to
excess energy storage is a risk factor for many
age-related diseases and correlates with premature
mortality [6,7].

Besides the total amount of calorie intake, the pro-
portion of dietary macronutrients can also influence
the aging process. In support of this, mounting evi-
dence suggests that a reduction, but not elimination,
of dietary protein intake has a positive impact on lon-
gevity and metabolic health [8,9].

Aging tissues are typically enriched in senescent
cells—cells that lose their proliferative capacity and
develop a heterogeneous secretory phenotype (the
Senescence-Associated Secretory Phenotype or SASP)
enriched in pro-inflammatory factors [10]. Accumula-
tion of senescent cells contributes to chronic low-
grade and age-associated inflammation (also known
as inflammaging) and promotes many age-related dis-
eases [11]. In support of this, elimination of senescent
cells from old tissues is sufficient to reduce inflamma-
ging and alleviate onset and progression of age-
associated conditions [12-14]. Therefore, eliminating
senescent cells using senolytics or dampening the dele-
terious effect of SASP through the usage of seno-
morphics, are potential approaches for enhancing
healthy longevity [15].

An alternative strategy to interfere with the detri-
mental function of senescent cells is to prevent their
accumulation. Studies have shown that CR reduces
senescence markers in mice and humans, potentially
by preventing and/or repairing cellular damage that
can lead to senescence induction [16,17]. However, the
effect of different dietary macronutrient composition
during ad libitum feeding on senescence has not yet
been studied. Therefore, we investigated the expression
level of various markers of senescence and SASP in
the mouse liver in response to short-term exposure
(3 months) to a series of diets with different macronu-
trients composition. In relation to lifespan, 3 months
in the mouse is equivalent to about 9 years in a
human.

J. Nehme et al.

Results

The transcription of the cyclin-dependent kinase
inhibitors p16 and p21 increases with increased
protein consumption

The liver is one of the major effectors of dietary inter-
ventions as it plays a central role in various biological
activities related to nutrient metabolism. To study if
diets with different macronutrient composition affected
hepatic senescence markers, we measured the expres-
sion of the cyclin-dependent kinase (CDK) inhibitors
pl6 and p21, the two major senescence-associated cell
cycle arrest genes [18]. Expression of p16 and p21 was
evaluated in livers collected from mice fed diets with
increasing protein content (10%, 15%, 25%, and 30%
by energy) and with low (xx%) or high (yy%) amount
of fat (Table S1). Data were analyzed using general-
ized linear modeling (GLM), using gene expression as
the dependent variable and the level of dietary protein
and fat as the independent variable (full analysis
reported in Fig. S1). The balance of the diet is made
up of carbohydrates, but it is not possible to enter all
three macronutrients as predictors because of predictor
colinearity. For both p16 and p21, there was a signifi-
cant association between their expression and the level
of dietary proteins in the diet (GLM, P < 0.0005,
P < 0.005, respectively) (Fig. 1A and Table 1). In con-
trast, no significant association between pl6 and p2l
levels and amount of dietary fat was observed (GLM,
P >0.05) (Fig. 1A, Table 1 and Fig. S1). To further
evaluate expression of senescence markers in low vs
high protein dietary regimens, we measured the protein
levels of p53, a major regulator of the senescence-
associated growth arrest, and LaminBl (LMNBI1), a
nuclear lamina protein which expression is normally
lost in senescent cells [10]. In accordance to the results
obtained at the transcriptomic level, the high protein
diet showed an increase in p53 and a decrease in
LMNBI1 expression (Fig. 1B). Together, these data
suggest that the level of hepatic senescence markers is
proportional to the amount of dietary protein but
independent of fat.

The transcription of proinflammatory SASP
factors was dependent on both dietary protein
and fat content

To evaluate the effect of different diets on SASP regu-
lation, we measured transcriptional levels of some of
the most common SASP factors (IL-6, IL-1a, IL-1,
TNF-a, CXCL-1, CXCL10, PAI-1, and CCL2) in the
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Fig. 1. Expression of senescence markers in liver of mice fed with
different dietary macronutrients composition. Mice were fed diets
with increasing protein content and with low or high amount of fat
for 3 months (see Table S1 for details). (A) RNA was isolated from
the liver and mRNA for the indicated genes quantified by gRT-PCR
relative to tubulin. (B) Protein was extracted from the liver and p53
and LMNB1 (Lamin-B1) protein levels analyzed by Western Blot.
Vinculin protein levels were used as internal controls. Data shown
are the mean + SEM (n = 7-12).

livers of mice fed the diets described in Table 1. As for
pl6 and p21, data were analyzed using generalized lin-
ear modeling (GLM), using gene expression as the
dependent variable and the level of dietary proteins
and fats as the independent variable (full analysis
reported in Fig. S2). Again, the balance of the diet is
made up of carbohydrates, but it is not possible to
enter all three macronutrients as predictors because of
predictor colinearity. Similar to the observations of
pl6 and p21, the levels of all the SASP factors ana-
lyzed, except for CXCL-10, were proportional to the
protein content (Fig. 2 and Table 1). Importantly,
increased fat intake further enhanced the expression of

Macronutrients impact on liver senescence markers

Table 1. Significance of the Generalized Linear Modeling (GLM)
analysis for all genes.

P value
Gene Protein Fat
P16 < 0.0005* 0.867
P21 0.003* 0.223
IL-6 < 0.0005* 0.001*
IL-To < 0.0005* < 0.0005*
IL-1B < 0.0005* 0.065
TNFo 0.001* 0.034*
CXCL1 0.001* 0.591
CXCL10 0.099 0.012*
PAI-1 < 0.0005* 0.016*
CCL2 < 0.0005* < 0.0005*
*P < 0.05.

many SASP genes and resulted significantly associated
with higher levels of IL-6, IL-1a, TNF-a, CXCLI0,
PAI-1, and CCL2 (Fig. 2 and Table 1). It is interesting
to note that although increasing the amount of fat in
the diet, while keeping the same amount of protein,
showed a trend in increasing SASP expression, the
effect was less noticeable when the protein content was
low in the diet (Fig. 2 and Table 1). If we made the
pairing for independent predictors protein and carbo-
hydrate, rather than protein and fat, then we obtained
significant effects for carbohydrate only for IL-1a, IL-
6, and CCL-2 (in all cases increasing carbohydrates
having a slightly negative effect on all expression of all
three genes). These data suggest that high protein diets
correlate with higher SASP levels, but also that SASP
expression in high protein diets is further enhanced by
fat content.

Discussion

Here, we show that modulating protein and fat con-
tent for a relatively short period of time can have pro-
found effects on the accumulation of senescence-
associated markers in the liver. In particular, we
observe that the transcription and expression of differ-
ent senescence markers is proportional to the protein
content, whereas SASP expression is particularly exag-
gerated in mice fed high-protein and high-fat diets.
Previous studies have shown that protein/amino acid
restriction or a decrease in protein-to-carbohydrate
ratio have favorable effects on metabolic health and
longevity [8,9,19-21]. Protein oxidation and DNA
damage proportionally increase with dietary protein
intake, and protein-restricted diets are associated to
enhanced expression of endogenous antioxidants, and
reduce hepatic tumorigenesis in rats. High-protein
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Fig. 2. Expression of senescence-associated proinflammatory genes in liver of mice fed with different dietary macronutrients composition.
Mice were fed diets with increasing protein content and with low or high amount of fat (see Table S1 for details). After 3 months of
feeding, liver was collected, RNA isolated, and mRNA for the indicated genes quantified by gRT-PCR relative to tubulin. Data shown are the
mean + SEM (n = 8-12).
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diets, in contrast, are associated with elevated levels of
oxidative stress markers, including NADPH oxidase,
hydroxynonenal, and malondialdehyde, and reduced
levels of antioxidant enzymes, including superoxide
dismutase, and glutathione peroxidase [22,23]. In
accordance with the notion that oxidative stress causes
persistent DNA damage and DNA damage responses
(DDR) eventually leading to senescence [24], we
observe a significant correlation between the expres-
sion of the CDK inhibitors p16 and p21 and increased
protein content. Furthermore, an increase in p53 pro-
tein levels and a decrease in LMNBI were detected
when a high protein diet was compared to a low pro-
tein diet. In line with the expression of pl6, we
observed upregulation of various SASP factors in a
similar protein-dependent manner, particularly when
the diet was rich in fat, with IL-6 and IL-1a presenting
the most significantly altered expression between the
groups. Following DNA damage, IL-1a binds to the
receptor IL-1R and triggers further activation of NF-
kB, creating a feed-forward loop which induces the
transcription of IL-6 and sustains the maturation of
the pro-inflammatory SASP [25]. Importantly, a high-
fat diet is associated with increased expression of vari-
ous pro-inflammatory markers [26] and a consequence
NF-kB hyperactivation [27]. In accordance, it has been
shown that high-fat diets seem to accelerate accumula-
tion of senescent cells with a pro-inflammatory and
pro-disease phenotype [28-30].

Another potential molecular mechanism involved in
senescence markers regulation could be the mTOR
pathway. Due to its role in the regulation of cellular
growth, mTOR has been implicated in the modulation
of the geroconversion process of senescent cells [31]. In
addition, mTOR is known to induce the SASP
through various signaling pathways [32,33]. Since
mTOR mediates key processes implicated in senes-
cence, and that its activation is influenced by macronu-
trients, it is conceivable that imbalanced intake of
macronutrients can promote cellular senescence and
SASP via mTOR. Protein-restricted diets were shown
to achieve similar outcomes to rapamycin-induced
inhibition of mTOR for metabolic health and longev-
ity [9]. In contrast, high fat diets were shown to acti-
vate mTOR in different tissues and eventually lead to
senescence [34,35].

More research is needed to investigate the exact
mechanisms behind the accumulation of senescence
markers in certain dietary contexts, and also to under-
stand what is the exact contribution of senescent cells
to the elevated levels of pro-inflammatory factors in
high-protein and high-fat diets. Additionally, this work
was in mice, and extrapolation to humans must be

Macronutrients impact on liver senescence markers

made with caution. Nevertheless, this study suggests a
potential negative impact of high dietary protein par-
ticularly when combined with high dietary fat, and
that future studies using long-term interventions and
in models where the senescence induction and pheno-
type can be inducibly modulated will help to define
whether the anti-aging effects and metabolic benefits
of certain diets might be associated with prevention of
senescence.

Materials and methods

Mice

Experimental protocols were reviewed and approved by the
IRB of the Institute of Genetics and developmental biol-
ogy, Chinese Academy of Sciences, Beijing (approval num-
bers AP2014011 and AP2015004). All mice that were used
in this study were C57BL/6 males purchased from Charles
River and were acclimated to the animal house 2 weeks
before starting the experiment. Mice were housed individu-
ally (in a specific pathogen free facility) and maintained in
environmentally controlled conditions (temperature 22—
24 °C, 12 : 12 LD cycle lights on at 0730 h). For housing
temperature, we followed the suggestion that housing mice
at standard room temperature (22-24 °C), when provided
with bedding and nesting materials, may be a good repre-
sentative of the situation in humans [36]. Mice were fed a
low fat diet with 20% protein and 10% fat (RD 12450B
Research diets limited) for 2 weeks as the baseline period.
At age 12 weeks, mice were randomly allocated to different
groups and were maintained on a range of diets that varied
in their macronutrient composition for 12 weeks and were
then euthanized at the age of 24 weeks, and visceral organs
were extracted and preserved at —80 °C. For full experi-
mental details see [19]. Macronutrient composition of diets
(by energy) and their original codes can be found in Table
S1. Diet composed of 25% protein, 8.3% fat, and 66.7%
carbohydrates (D19) was used as reference.

RNA isolation and cDNA synthesis

Frozen liver tissues were pulverized manually using liquid
nitrogen-cooled pestle and mortar crusher, and approxi-
mately 0.5 g of homogenized tissue powder was collected for
analysis for each sample. RNA was extracted from the
obtained homogenized tissue powder using Bioline Isolate I1
Kit (London, UK, BIO-52073). The concentration and
purity of the extracted RNA were measured using a Nano-
Drop spectrophotometer. Purity was assessed using the
A260/A280 ratio. The purity of all of the obtained RNA
samples was between 1.9 and 2.1. Per sample, 800 ng of
RNA was reverse transcribed into cDNA using Applied Bio-
systems cDNA Reverse Transcription Kit (Waltham, MA,
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USA, 4368814). The final product was diluted using RNase-
free water and stored at —20 °C.

Real time QPCR

The generated cDNA was used as a template for the subse-
quent RT-qPCR. The RT-qPCR was performed to assess the
transcription of prominent senescence-associated markers
and various SASP constituents using Bioline SENSIFast
Probe kit (BIO-86005) coupled with Roche Life Science Uni-
versal Probe Library. All of the conducted procedures were
performed following the manufacturers’ protocols. The rela-
tive gene expression analysis was conducted using Livak
method. The relative abundance of genes was calculated
based on the values of the reference diet. Target mRNA
levels were determined following normalization to Tubulin
gene. For each diet, 8-12 biological samples were analyzed;
and for each gene, two technical replicates were made, and
their average was used for analysis. The primers used in this
study are detailed in Appendix 1.

Western blot

Liver tissues were lysed in cold RIPA buffer (Abcam, Cam-
bridge, UK, ab156034) supplemented with proteinase and phos-
phatase inhibitors, and protein concentration was measured
with Precision Red Advanced Protein Assay (ADV02-A, Cyto-
skeleton, Denver, CO, USA). Thirty micrograms of protein
lysate were loaded on a SDS-PAGE gel and then blotted onto a
0.2 um nitrocellulose membrane (Bio-Rad, Hercules, CA,
USA, 162-0112). Membranes were incubated with the following
primary antibodies for 18 h at 4 °C: rabbit anti-Lamin Bl
(Abcam, ab16048), mouse anti-p53 (SCBT, Dallas, TX, USA,
sc-126), mouse anti-vinculin (Sigma-Aldrich, St. Louis, MO,
USA, V9131). Secondary antibody incubation was performed
for 1 h at RT with either Goat-anti-mouse-HRP (Dako,
Glostrup, Denmark, P044701) or Goat-anti-rabbit-HRP
(Dako, P044801). The signal detection was performed with
ECL Prime Western blotting detection reagent (GE Healthcare,
Chicago, 1L, USA, RPN2236) in an ImageQuant LAS 4000
imager (GE Healthcare). Quantification of bands intensity was
performed using IMAGEJ Software (NIH and University of Wis-
consin, USA) and normalized to vinculin values.

Statistical analysis

All data were analyzed using generalized linear modeling
(GLM), using gene expression as the dependent variable and
the level (%) of dietary protein and fat as the independent
variables, with the protein*fat interaction. We set the signifi-
cance level at 0.05 and applied a Bonferroni correction to
account for multiple testing. Hence, since we studied 10
genes, the P value had to be < 0.005 to reach the significance
criterion. The full analyses are reported in Figs S1 and S2.
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Acknowledgements

JN is supported by the National Council for Scientific
Research-Lebanese University (CNRS-L) scholarship.
MD is supported by grants from the Dutch Cancer
Foundation (KWF). The original mouse macronutrient
diet project that generated the samples was funded by
the Chinese Academy of Sciences strategic program
(Grant XDB 13030100).

Conflict of interest

M.D is founder, shareholder and advisor for Cleara
Biotech. Clear Biotech was neither involved nor
funded the study.

Author contributions

Conceptualization: JN, JRS, and MD; Data curation:
JN, JRS, and MD; Formal analysis: JN, JRS, and MD;
Funding acquisition: JRS and MD; Investigation: JN,
DY, AA, M V-E, LW SH, YW, JT, CN; Methodology:
JN, JRS, and MD; Project administration: JRS and
MD; Supervision: JRS and MD; Writing—original
draft: JN, JRS, and MD; Writing—review & editing:
JN, JRS, and MD.

Peer review

The peer review history for this article is available at
https://publons.com/publon/10.1111/febs.16292.

Data accessibility

The data that support the findings of this study are
available from the corresponding authors (m.demaria
@umcg.nl; j.speakman@abdn.co.uk) upon reasonable
request.

References

1 Fontana L & Partridge L (2015) Promoting health and
longevity through diet: from model organisms to
humans. Cel/ 161, 106-118.

2 Campisi J, Kapahi P, Lithgow GJ, Melov S, Newman JC
& Verdin E (2019) From discoveries in ageing research
to therapeutics for healthy ageing. Nature 571,

183-192.

3 Speakman JR & Mitchell SE (2011) Caloric restriction.
Mol Aspects Med 32, 159-221.

4 Fontana L, Partridge L & Longo VD (2010) Extending
healthy life span—from yeast to humans. Science 328,
321-326.

6 The FEBS Journal (2021) © 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of

Federation of European Biochemical Societies


https://publons.com/publon/10.1111/febs.16292

J. Nehme et al.

5

10

11

12

13

14

15

16

17

Most J, Tosti V, Redman LM & Fontana L (2017)
Calorie restriction in humans: an update. Ageing Res
Rev 39, 36-45.

Prospective Studies C, Whitlock G, Lewington S,
Sherliker P, Clarke R, Emberson J, Halsey J, Qizilbash
N, Collins R & Peto R (2009) Body-mass index and
cause-specific mortality in 900 000 adults: collaborative
analyses of 57 prospective studies. Lancet 373,
1083-1096.

Sun Q, Townsend MK, Okereke OI, Franco OH, Hu
FB & Grodstein F (2009) Adiposity and weight change
in mid-life in relation to healthy survival after age 70 in
women: prospective cohort study. BMJ 339, b3796.
Speakman JR, Mitchell SE & Mazidi M (2016) Calories
or protein? The effect of dietary restriction on lifespan
in rodents is explained by calories alone. Exp Gerontol
86, 28-38.

Kitada M, Ogura Y, Monno I & Koya D (2019) The
impact of dietary protein intake on longevity and
metabolic health. EBioMedicine 43, 632-640.
Hernandez-Segura A, Nehme J & Demaria M (2018)
Hallmarks of cellular senescence. Trends Cell Biol 28,
436-453.

Franceschi C & Campisi J (2014) Chronic inflammation
(inflammaging) and its potential contribution to age-
associated diseases. J Gerontol A Biol Sci Med Sci 69
(Suppl 1), S4-S9.

Xu M, Pirtskhalava T, Farr JN, Weigand BM, Palmer
AK, Weivoda MM, Inman CL, Ogrodnik MB,
Hachfeld CM, Fraser DG et al. (2018) Senolytics
improve physical function and increase lifespan in old
age. Nat Med 24, 1246-1256.

Baker DJ, Childs BG, Durik M, Wijers ME, Sieben CJ,
Zhong J, Saltness RA, Jeganathan KB, Verzosa GC,
Pezeshki A et al. (2016) Naturally occurring pl16
(Ink4a)-positive cells shorten healthy lifespan. Nature
530, 184-189.

Baar MP, Brandt RMC, Putavet DA, Klein JDD,
Derks KWJ, Bourgeois BRM, Stryeck S, Rijksen Y,
van Willigenburg H, Feijtel DA et al. (2017) Targeted
apoptosis of senescent cells restores tissue homeostasis
in response to chemotoxicity and aging. Cel/ 169, 132—
147.el6.

Borghesan M, Hoogaars WMH, Varela-Eirin M, Talma
N & Demaria M (2020) A senescence-centric view of
aging: implications for longevity and disease. Trends
Cell Biol 30, 777-791.

Wang C, Maddick M, Miwa S, Jurk D, Czapiewski R,
Saretzki G, Langie SA, Godschalk RW, Cameron K &
von Zglinicki T (2010) Adult-onset, short-term dietary
restriction reduces cell senescence in mice. Aging 2,
555-566.

Fontana L, Mitchell SE, Wang B, Tosti V, van Vliet T,
Veronese N, Bertozzi B, Early DS, Maissan P, Speakman
JR et al. (2018) The effects of graded caloric restriction:

20

21

22

23

24

25

26

27

28

29

Macronutrients impact on liver senescence markers

XII. Comparison of mouse to human impact on cellular
senescence in the colon. Aging Cell 17, €12746.
Gorgoulis V, Adams PD, Alimonti A, Bennett DC,
Bischof O, Bishop C, Campisi J, Collado M, Evangelou
K, Ferbeyre G et al. (2019) Cellular senescence:
defining a path forward. Cell 179, 813-827.

Hu S, Wang L, Yang D, Li L, Togo J, Wu Y, Liu Q,
Li B, Li M, Wang G er al. (2018) Dietary fat, but

not protein or carbohydrate, regulates energy intake
and causes adiposity in mice. Cell Metab 28, 415-
431.e4.

Solon-Biet SM, Mitchell SJ, Coogan SC, Cogger VC,
Gokarn R, McMahon AC, Raubenheimer D, de Cabo
R, Simpson SJ & Le Couteur DG (2015) Dietary
protein to carbohydrate ratio and caloric restriction:
comparing metabolic outcomes in mice. Cell Rep 11,
1529-1534.

Solon-Biet SM, McMahon AC, Ballard JW, Ruohonen
K, Wu LE, Cogger VC, Warren A, Huang X, Pichaud
N, Melvin RG et al. (2014) The ratio of
macronutrients, not caloric intake, dictates
cardiometabolic health, aging, and longevity in ad
libitum-fed mice. Cell Metab 19, 418-430.

Namikoshi T, Tomita N, Satoh M, Haruna Y,
Kobayashi S, Komai N, Sasaki T & Kashihara N
(2007) Olmesartan ameliorates renovascular injury and
oxidative stress in Zucker obese rats enhanced by
dietary protein. Am J Hypertens 20, 1085-1091.

Gu C, Shi Y & Le G (2008) Effect of dietary protein
level and origin on the redox status in the digestive
tract of mice. Int J Mol Sci 9, 464-475.

Davalli P, Mitic T, Caporali A, Lauriola A & D’Arca
D (2016) ROS, cell senescence, and novel molecular
mechanisms in aging and age-related diseases. Oxid
Med Cell Longev 2016, 3565127.

Orjalo AV, Bhaumik D, Gengler BK, Scott GK &
Campisi J (2009) Cell surface-bound IL-1alpha is an
upstream regulator of the senescence-associated IL-6/
IL-8 cytokine network. Proc Natl Acad Sci USA 106,
17031-17036.

Febbraio MA (2014) Role of interleukins in obesity:
implications for metabolic disease. Trends Endocrinol
Metab 25, 312-319.

Carlsen H, Haugen F, Zadelaar S, Kleemann R,
Kooistra T, Drevon CA & Blomhoff R (2009) Diet-
induced obesity increases NF-kappaB signaling in
reporter mice. Genes Nutr 4, 215-222.

Ogrodnik M, Zhu Y, Langhi LGP, Tchkonia T, Kriiger
P, Fielder E, Victorelli S, Ruswhandi RA, Giorgadze
N, Pirtskhalava T et al. (2019) Obesity-induced cellular
senescence drives anxiety and impairs neurogenesis. Cel/
Metab 29, 1233.

Palmer AK, Xu M, Zhu Y, Pirtskhalava T, Weivoda
MM, Hachfeld CM, Prata LG, van Dijk TH, Verkade
E, Casaclang-Verzosa G et al. (2019) Targeting

The FEBS Journal (2021) © 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of 7
Federation of European Biochemical Societies



Macronutrients impact on liver senescence markers

30

31

32

33

34

senescent cells alleviates obesity-induced metabolic
dysfunction. Aging Cell 18, ¢12950.

Schafer MJ, White TA, Evans G, Tonne JM, Verzosa
GC, Stout MB, Mazula DL, Palmer AK, Baker DJ,
Jensen MD et al. (2016) Exercise prevents diet-induced
cellular senescence in adipose tissue. Diabetes 65,
1606-1615.

Demidenko ZN & Blagosklonny MV (2008) Growth
stimulation leads to cellular senescence when the cell
cycle is blocked. Cell Cycle 7, 3355-3361.

Laberge RM, Sun Y, Orjalo AV, Patil CK, Freund A,
Zhou L, Curran SC, Davalos AR, Wilson-Edell KA, Liu
S et al. (2015) MTOR regulates the pro-tumorigenic
senescence-associated secretory phenotype by promoting
IL1A translation. Nat Cell Biol 17, 1049-1061.

Herranz N, Gallage S, Mellone M, Wuestefeld T, Klotz
S, Hanley CJ, Raguz S, Acosta JC, Innes AJ, Banito A
et al. (2015) mTOR regulates MAPKAPK?2 translation
to control the senescence-associated secretory
phenotype. Nat Cell Biol 17, 1205-1217.

Wang CY, Kim HH, Hiroi Y, Sawada N, Salomone S,
Benjamin LE, Walsh K, Moskowitz MA & Liao JK
(2009) Obesity increases vascular senescence and

The FEBS Journal (2021) © 2021 The Authors. The FEBS Journal published by John Wiley & Sons Ltd on behalf of
Federation of European Biochemical Societies

J. Nehme et al.

susceptibility to ischemic injury through chronic
activation of Akt and mTOR. Sci Signal 2, rall.

35 Korsheninnikova E, van der Zon GC, Voshol PJ,
Janssen GM, Havekes LM, Grefhorst A, Kuipers F,
Reijngoud DJ, Romijn JA, Ouwens DM et al. (2006)
Sustained activation of the mammalian target of
rapamycin nutrient sensing pathway is associated with
hepatic insulin resistance, but not with steatosis, in
mice. Diabetologia 49, 3049-3057.

36 Speakman JR & Keijer J (2012) Not so hot: optimal
housing temperatures for mice to mimic the thermal
environment of humans. Mol Metab 2, 5-9.

Supporting information

Additional supporting information may be found
online in the Supporting Information section at the end
of the article.

Fig. S1. General linear model p16 v protein and fat.
Fig. S2. General linear model IL-6 v protein and fat.
Table S1. Diets name and composition.

Appendix 1. List of primers and UPL probes used for
Real time-qPCR.



	Outline placeholder
	febs16292-aff-0001
	febs16292-aff-0002
	febs16292-aff-0003
	febs16292-aff-0004
	febs16292-aff-0005
	febs16292-aff-0006

	 Introduction
	 Results
	 The transcription of the cyclin-dependent kinase inhibitors p16 and p21 increases with increased protein consumption
	 The transcription of proinflammatory SASP factors was dependent on both dietary protein and fat content

	 Discussion
	febs16292-fig-0001
	febs16292-tbl-0001
	febs16292-fig-0002

	 Materials and methods
	 Mice
	 RNA isolation and cDNA synthesis
	 Real time QPCR
	 Western blot
	 Statistical analysis

	 Acknowledgements
	 Conflict of interest
	 Author contributions
	 Peer review
	 Data accessibility
	febs16292-bib-0001
	febs16292-bib-0002
	febs16292-bib-0003
	febs16292-bib-0004
	febs16292-bib-0005
	febs16292-bib-0006
	febs16292-bib-0007
	febs16292-bib-0008
	febs16292-bib-0009
	febs16292-bib-0010
	febs16292-bib-0011
	febs16292-bib-0012
	febs16292-bib-0013
	febs16292-bib-0014
	febs16292-bib-0015
	febs16292-bib-0016
	febs16292-bib-0017
	febs16292-bib-0018
	febs16292-bib-0019
	febs16292-bib-0020
	febs16292-bib-0021
	febs16292-bib-0022
	febs16292-bib-0023
	febs16292-bib-0024
	febs16292-bib-0025
	febs16292-bib-0026
	febs16292-bib-0027
	febs16292-bib-0028
	febs16292-bib-0029
	febs16292-bib-0030
	febs16292-bib-0031
	febs16292-bib-0032
	febs16292-bib-0033
	febs16292-bib-0034
	febs16292-bib-0035
	febs16292-bib-0036


