Cloning and comparative modeling identifies a highly stress tolerant
Cu/Zn cytosolic Super Oxide Dismutase 2 from a drought tolerant
maize inbred line
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Figure S1: Conserved domains in the cloned ZmSOD2 protein from
drought tolerant inbred HKI 335 (ALF00121.1).
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Figure S2: Trans-membrane domain prediction showing that protein is
soluble and no trans-membrane region is found.




