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Zygomycete Gongronella sp. CCMI 1101 (MUM 10.263) was isolated from an Alentejo
vineyard soil submitted to repeated treatments with the fungicide metalaxyl. This
fungicide is widely used against Oomycetes species that causing downy mildew.After
selective enrichment, adapted Gongronella sp. CCMI 1100 (MUM 10.262) showed
high tolerance to metalaxyl with ECs, of 36.1 mgL™. Additionally, this adapted fungus
was able to use metalaxyl as main carbon and energy source in liquid cultures
containing 10 and 50 mgL™ with a degradation rate of 0.119+0.001 and 0.38620.002
mgL ™ day™, respectively.Afterwards, both Gongronella strains (non-adapted and
metalaxyl adapted strains) were submitted to a polyphasic approach identification and
characterisation. To perform this, morphology characterisation, ITS sequence region
and Matrix Assisted Laser Desorption lonization Time of Flight Intact Cell Mass
Spectrometry (MALDI-TOF ICMS) were carried out. In order to differentiate soil strains
Gongronella sp. from adapted strains M13-PCR typing and proteomic using MALDI-
TOF ICMS were used. The ITS phylogeny tree and MALDI-TOF ICMS dendrogram
both corroborate that Gongronella sp. grouped with related species G. butleri and G.
lacrispora. However, it seems to be a putative new species. Additionally, no
differences of non-adapted and adapted Gongronella sp. strains were observed by
M13-PCR typing. In contrast, proteomic analysis showed spectra with substantial
quantitatively phenotypic differences between both strains that could be a
consequence of a strain adaptation to metalaxyl. In conclusion, Gongronella sp. CCMI
1101 is now under further taxonomic studies and the current results suggest that the
adapted strain CCMI 1100 can be explored in soil bioremediation for metalaxyl-
degradation.
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