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Appendix S1 Primers used in this study.    

For full length of genomic UpAPT gene       

 gUpAPT_FF 5'- CCAGGCTTGTGTGAAAGTGC -3' 

 gUpAPT_FR 5'- ATCCACTCCTGTTTGCCCAG -3' 

For partial UpAPT gene    

 UpAPT286F 5'- AGCCCGGAATTCTGTTCTGG -3' 

  UpAPT1148R 5'- CTGTCAACGCCCCTGATTCT -3' 

 


