’:“55*"3/ HOKKAIDO UNIVERSITY

..x../

Genome editing using a DNA-free clustered regularly interspaced short palindromic repeats-Cas9 system in green

Title seaweed Ulva prolifera
Author(s) Ichihara, Kensuke; Yamazaki, Tomokazu; Kawano, Shigeyuki
o Phycological research, 70(1), 50-56
Citation https://doi.org/10.1111/pre. 12472
Issue Date 2021-11-03
Doc URL http://hdl.handle.net/2115/87604
This is the peer reviewed version of the following article: Ichihara, K., Yamazaki, T. and Kawano, S. (2021), Genome
editing using a DNA-free clustered regularly interspaced short palindromic repeats-Cas9 system in green seaweed Ulva
Rights prolifera. Phycological Res., which has been published in final form at https://doi.org/10.1111/pre.12472. This article
may be used for non-commercial purposes in accordance with Wiley Terms and Conditions for Use of Self-Archived
Versions.
Type article

Additional Information

There are other files related to this item in HUSCAP. Check the above URL.

File Information

Appendix S1.pdf

L

Instructions for use

Hokkaido University Collection of Scholarly and Academic Papers : HUSCAP



https://eprints.lib.hokudai.ac.jp/dspace/about.en.jsp

Appendix S1 Primers used in this study.

For full length of genomic UpAPT gene
gUpAPT_FF
gUpAPT _FR

For partial UpAPT gene

UpAPT286F

UpAPT1148R

5'- CCAGGCTTGTGTGAAAGTGC -3'

5'- ATCCACTCCTGTTTGCCCAG -3'

5'- AGCCCGGAATTCTGTTCTGG -3

5'- CTGTCAACGCCCCTGATTCT -3




