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Table 1. Comparison of enzymatic properties
of Ex-2 and Ex-1

Purified enzyme Ex-2 Ex-1
Mw 56000 53000
Opt. pH* 5.0 5.0
pH stability* (85%) 3.0-9.0 3.0-5.0
Opt. temp.* 50°C 50°C
Temp. stability* (80%) <50°C <50°C
Sugar content 4.0% 2.0%
pl 4.8 4.5

* Avicel was used as the substrate,

Table 2. Specific activities of Ex-2 and Ex-
1 on various cellulosic substrates

Specific activity (U/mg)*
Substrate ) .
CMC® 25.5 26.0
Avicel® 21.1 20.9
BC® 15.1 14.5
PNPL* 27.3 274
PNPG;* 34.0 33.2

a Specific activities were defined as activity U/mg of enzyme.

b One unit was defined as the amount of CMC-, Avicel- or bacterial
cellulose (BC)-saccharification activity which produces reducing pow-
er equivalent to 1.0 #zmol of p-p-glucose per min.

¢ One unit was defined as the amount of enzyme activity which
releases 1.0 zmol p-nitrophenol per min.
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FIG. 2. (A) Southern blotting for testing probe specificity. Lane
1: cell genomic DNA; lane 2: ce/l3 genomic DNA; lane 3: 2.0-kbp
Sacl-Pst] fragment of cel2 probes. Left panel: agarose electrophore-
sis; right panel: autoradiography. (B) Accumulation of ce/l2 mRNA
in Avicel-grown /1. lacteus cultures. I. lacteus cultures were grown in
1% (w/v) Avicel medium for 1 d (lane 1), 3d (lane 2), 5d (lane 3), 8d
(lane 4), 11 d (lane 5) and 14 d (lane 6) and analyzed for the presence
of cel2 transcripts. (C) Northern blot analysis of cel2 gene transcript
induced by various cellulosic substrates. /. lacteus cultures were grown
for 11d on various cellulolsic substrates 1% (w/v) medium (lane 1:
CMC, lane 2: Avicel, lane 3: bacterial cellulose, lane 4: cotton, lane 5:
phosphoric acid-swollen cotton) and lane 6: glucose medium; myceli-
um was harvested and analyzed for the presence of cel2 transcripts.
After hybridization with the Sacl-PstI fragment of ce/2 as a probe, the
filters were rehybridized with a T. reesei actin probe, actl (15). (D)
Various carbon sources were added to 11-d Avicel-grown /. lacteus
cultures to a final concentration of 1% (w/v) in the medium. Lane 1:
control (Avicel medium); lane 2: fructose; lane 3: glucose; lane 4:
glycerol; lane 5: lactose; and lane 6: mannnitol. Mycelia were har-
vested 40 h after the addition and RNAs were analyzed by Northern
hybridization.
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