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Abstract: Circadian clock gene PER3 and its length polymorphism may have a role in oncogenesis as clock genes act as
key regulators of cell cycle and DNA repair pathways. The polymorphism may affect the condition of patients who
show disrupted circadian rhythm due to tumor development. The aim was to assess the association between PER3 poly-
morphism and onco-hematological diseases, and analyze whether this variant has an impact on patient’s functionality.
We conducted a case-control study on 125 patients with onco-hematological diseases and 310 control patients. PER3
allelic variants were detected by using polymerase chain reaction. Sociodemographic data and information on patient’s
habits and functionality were obtained through questionnaire. Genotypes 4/5 + 5/5 showed an odd ratio (OR) = 1.39,
with no statistical significance. However, those genotypes were associated with a two-fold increase in the risk of
acute/chronic lymphoblastic/myeloblastic leukemia, taken all together. The occurrence of “changes in humor during last
two months” was significantly associated with onco-hematological diseases. “Fatigue on awakening” and “self-reported
snore” were associated with cases carrying the 4/5 or 5/5 genotypes. The results suggested that PER3 polymorphism
may have a role in the risk of leukemia, and might be a possible marker for individual differences in susceptibility to
sleep disruption. This work provides insights for the identification of individuals at high risk of cancer, and those who
are more susceptible to circadian disruption, which may decrease the physiological defenses against the tumor.
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he circadian system regulates metabolism and tions''). Accordingly, most of the mammalian physiology
energy homeostasis on a daily basis in order to is regulated at some points by the main circadian clock
maintain vital processes and prepare the organism which is located at the hypothalamic suprachiasmatic
to respond to predictable/daily environmental condi- nuclei (SCN). Circadian coordination is known to be
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extremely important for healthy physical and mental
function, as many diseases display disruption of cir-
cadian rhythms™. Several studies have reported cir-
cadian alterations in cancer patients and tumor-bearing
animals'*”. Moreover, current data have suggested that
this disruption could be more than a consequence of
cancer development and it may act as a risk factor'®”. In
2007, the International Agency for Research on Cancer
(TARC, World Health Organization) concluded that
shiftwork that involves circadian disruption is probably
carcinogenic to humans (Group 2A)™. Besides the core
clock at the SCN, peri- pheral tissues also have circadian
clocks which show internal desynchronization under
pathological conditions!”’.

At molecular level, the circadian clock involves tran-
scriptional-translational negative feedback loops, rhyth-
mic production and degradation of protein complexes
that turn off their own production''®'". Some circadian
genes involved in the loop also control the transcription
of other genes, such as clock-controlled genes (CCG),
which  represent 2%-10% of the mammalian ge-
nome!'?. Although the majority of the CCG show tis-
sue-specific expression patterns, a few sets of them are
expressed in multiple organs and encode key regulators
of the cell cycle, deoxyribonucleic acid (DNA) dam-
age/repair pathways, and cell death!®'?),

Period (PER) genes are part of the core of the mecha-
nism involved in the circadian clocks. Period circadian
clock 3 (PER3) is a member of the PER family, and in
humans it contains a variable number tandem repeat
(VNTR) polymorphism, consisting of a 54-bp coding
region repeated 4 or 5 times!'”. These repeats are of in-
terest because it included numerous potential phos-
phorylation sites. Thus, they could affect post-transla-
tional modification and stability of the protein. Several
studies hypothesized that PER3 VNTR polymorphism
may alter the susceptibility to cancer!’®!. Moreover, vari-
ants in the circadian genes (CRY2, PERI, NPAS2 and
CSNKIFE) have been associated with different types of
cancer, including non-Hodgkin lymphoma, prostate
and breast cancer' *"!. Studies on the expression patterns
of circadian genes (PER3 and CCG) show that there are
significant differences between tumor tissue and the
normal one adjacent to the tumor*'??. All these data
show a possible role of PER3 and its allelic variants in
oncogenesis, and its potential use as a susceptibi-
lity biomarker.

As mentioned above, many physiological processes
are affected by the tumor development, resulting in dis-
rupted circadian rhythms in cancer patients. On the other
hand, the central clock regulates sleep, mood, food intake

and attention™. The connection between cancer, clock
and behavior is quite relevant, given that living with
cancer is emotionally exhausting. In fact, cancer patients
undergo sickness behavior, a cluster of symptoms that
include lethargy, depression, fever, hyperalgesia and de-
creased social interaction, which might be the result
of both the disease and the treatment”*. PER3 has been
reported to play a role in modulating sleep homeostasis
in humans®. Thus, the VNTR polymorphism may have
an impact on the patient’s performance while facing
changes in the circadian rhythm.

According to the Atlas of Cancer Mortality pub-
lished by the Ministry of Health®, the onco-hematolo-
gic diseases (leukemia, lymphomas and multiple myelo-
ma) were the cause of over 18,500 deaths in Argentina
from 2007-2011. These disorders exhibit an incidence of
almost 850,000 cases/year worldwide, as reported by the
IARC in its previous GLOBOCAN 2012 report?®”. In
recent years, only a few studies addressed the connec-
tion between blood cancer and circadian rhythm, since
most of the work on the topic focused on breast, prostate
and colon cancers.

The aim of this work is to study the association be-
tween the VNTR of PER3 and onco-hematological di-
seases, and analyze whether this variant has an impact on
the patient’s functionality in terms of fatigue, sleep and
humor, among other variables.

Materials and methods

A case-control study consisting of 125 patients with
onco-hematological diseases and 310 control patients
was conducted. All the participants were recruited be-
tween June 2013 and March 2015 at the Unit of Diagno-
sis, Treatment and Support for Hematological Diseases
of Hospital Prof. Dr. Rodolfo Rossi (La Plata, Buenos
Aires, Argentina).

The cases included patients diagnosed with acute
lymphoblastic leukemia (ALL, N = 10), acute myeloblas-
tic leukemia (AML, N = 18), chronic lymphoblastic leu-
kemia (CLL, N =10), chronic myeloblastic leukemia
(CML, N = 20), multiple myeloma (MM, N = 29), Hodg-
kin lymphoma (HL, N = 18) and non-Hodgkin lymphoma
(NHL, N = 20). The controls were patients frequently
visiting the unit for routine checks of disorders unrelated
to cancer, or preoperative blood analyses. All the partici-
pants resided in Argentina. Cases and controls with pre-
vious history of cancer or pathologies which are closely
related to onco-hematological diseases were excluded
from the study.

Patients participated in this study upon signing an in-
formed consent. A questionnaire was used to obtain
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sociodemographic data and information about habits and
functionality of patients (previous 2 months), such as
changes in weight (£ 5 kg), changes in appetite (either
increase or decrease), changes in humor (worse or better),
presence of physical/mental fatigue, difficulty in sleeping
(especially when trying to fall asleep), fatigue on awak-
ening, waking up several times at night, early morning
awakening and difficulty to fall asleep again, snoring,
and good sleep quality. All the surveys were con-
ducted by the same person. Blood samples were col-
lected and kept in tubes with ethylenediaminetetraacetic
acid (EDTA). Then, the DNA was extracted from
whole blood using salting out methods.

The detection of PER3 allelic variants was per-
formed by PCR, using the primers 5-TGGTCCCAG-
CAGTGAGAGT-3' forward and 5'-CCAGATGCTGCT-
CTACCTGAACC-3' reverse. Reaction conditions were
as follows, in a final volume of 15 pL: 1x buffer, 50 ng
DNA, 0.25 mmol/L each primer, 200 pmol/L dNTPs,
1.5 mmol/L MgCl,, 0.45 U Taq Platinum Polymerase
(Life Technologies) and H,O up to 15 pL. The PCR
cycling consisted of an initial denaturation at 95°C for 5
min, followed by 30 cycles at 95°C for 1 min, fol-
lowed by annealing at 57°C for 1 min and elongation
at 72°C for 1 min, with a final extension at 72°C for 5 min.
The products (261 bp and 315 bp) were visualized in 2%
(w/v) agarose gels, stained with GelRed (Biotium Inc.).

Odds ratio (OR) and confidence interval at 95%
(CI95%) were calculated to assess the association be-
tween each variable studied and hematological disease.
Chi-square (Chi®) test was applied to obtain the statistical
significance of the association. Analyses were performed
with STATA 11.1%* and Epidat 4.0%”. Allele and geno-
type frequencies were calculated and tested for Hardy-
Weinberg equilibrium using GenAlEx 6.5°%!, P-values
<0.05 were considered statistically significant. The sam-
ple size of this study achieved 80% power to detect an
OR = 2.00.

Ethics statement

All the procedures performed in studies involving human
participants were in accordance with the ethical stan-
dards of the institutional and/or national research com-
mittee and together with the 1964 Helsinki declaration
and its later amendments or comparable ethical standards.
The informed consent was obtained from all participants
in this study and this study was approved by the ethics
committee of the hospital.

Results

Study population

In this association study, a total of 125 cases were com-

pared to 310 controls, and they were all patients from the
Hospital Prof. Dr. Rodolfo Rossi. Demographic charac-
teristics are listed in 7able 1. The missing data for each
variable were not included in the analysis or detailed in
the tables. The maximum number of missing data in a
variable was 18, representing 4.14% of the samples. The
height and weight data were excluded due to >10%
missing data. There was no significant difference in the
mean age of cases and controls. Women showed lower
risk of the disease compared to men (OR = 0.52, CI95%
0.34-0.82, p = 0.003). Higher levels of education (>12
years) were significantly related with an increased risk,
compared to those who completed primary school or less
(OR = 3.68, CI95% 1.82-7.40, p < 0.001 adjusted for
age and sex). Marital status did not show relation with
the disease.

PER3 polymorphism

Genotype and allele frequencies for the VNTR of PER3
were in accordance with Hardy-Weinberg equilibrium
(Table 2). Considering the 4/4 genotype as reference,
genotype 4/5 and the homozygous 5/5 did not show as-
sociation with hematological cancer (OR = 1.50, C195%
0.95-2.35 and OR = 1.80, CI95% 0.84-3.95, respec-
tively). The trending p-value was 0.039.

Genotypes 4/5 and 5/5 analyzed together showed an
OR = 1.39, with no statistical significance (p = 0.175
adjusted for age, sex, educational level and city of resi-
dence). However, those genotypes were associated with a
two-fold increase in the risk of ALL, CLL, AML and
CML, taken all together (OR = 1.99, C195% 1.06-3.74, p
= (0.032 adjusted for age, sex, educational level, and city
of residence). There was no significant association be-
tween the polymorphism and the other diseases (MM,
HL and NHL data are not shown).

Functionality

With respect to functionality variables evaluated in the
questionnaire, only “changes in humor” showed signifi-
cant associations with the onco-hematological diseases
under study (Zable 3, OR and p values adjusted for age,
sex, educational level and city of residence). Variables
“better mood during the last two months” (OR = 4.28,
CI95% 2.00-9.12, p < 0.001) and “worse mood” (OR =
2.00, CI95% 1.17-3.42, p < 0.001) were significantly
associated with the disease.

Impact of PER3 polymorphism on
patient’s behavior

Table 4 shows the distribution of PER3 genotypes in
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Table 1 Demographic characteristics of the population under study

Cases N =125 Controls N =310
OR (CI95%) P
Mean (SD) Mean (SD)
Age (years) 48.5 (16.6) 51(18.5) - 0.507
N (%) N (%)
Sex
Male 74 (59.2) 134 (43.2) Ref. 0.003
Female 51 (40.8) 176 (56.8) 0.52(0.34-0.82)
Education
<7 years (completed primary school or less) 55 (44.0) 174 (56.3) Ref.
12 years (completed secondary school) 48 (38.4) 115(37.2) 1.2 (0.73-1.95) <0.001*
>12 years (completed college) 22 (17.6) 20 (6.5) 3.68 (1.82-7.40)
Marital status
Single 27 (21.6) 79 (25.5) Ref.
Partner/Married 86 (68.8) 162 (52.3) 1.7 (0.99-2.95) 0.055°
Divorced/Separated 5(4.0) 27 (8.7) 0.64 (0.21-1.90) 0.420°
Widowed 7(5.6) 42 (13.5) 0.75 (0.27-2.13) 0.595°

a: Adjusted for age and sex. OR (CI95%): odds ratio and confidence interval 95%. Ref: reference category. SD: standard deviation. p < 0.05

considered statistically significant.

Table 2 Association between PER3 polymorphism and onco-hematological diseases. Genotype and allele frequencies for the VNTR

are also shown

Cases N=120 N (%) Controls N=297 N (%)

PER3 polymorphism N %) N %) OR (CI95%) P Chi* & p trend
Allele frequencies
4-rep 0.69 0.76 - - -
5-rep 0.31 0.24
Genotype frequencies
4/4 58 (48.3) 176 (59.3) Ref.
4/5 50 (41.7) 101 (34.0) 1.50 (0.95-2.35) 0.077 » treni‘i'2260.039
5/5 12 (10.0) 20 (6.7) 1.82 (0.84-3.95) 0.130
4/4 58 (48.3) 176 (59.3) Ref. 0.175° ~
4/5+5/5 62 (51.7) 121 (40.7) 1.39 (0.86-2.25)
LMC/LLC/LMA/LLA (N = 58)
4/4 23(39.7) 176 (59.3) Ref. 0.032° -
4/5+5/5 35(60.3) 121 (40.7) 1.99 (1.06-3.74)

a: Adjusted for age, sex, educational level and city of residence. OR (CI95%): odds ratio and confidence interval 95%. Ref.: reference category.

p <0.05 considered statistically significant.

controls and cases for each behavior variables analyzed.
Variables “fatigue on awakening” and “self-reported snore”
were associated with cases carrying the 4/5 or 5/5 geno-
type (p = 0.003 and p = 0.036 respectively, adjusted for
age and sex). The rest of the variables included in the
questionnaire did not show statistically significant
associations.

Discussion

Patients who go through an oncologic disease may un-

dergo circadian disruption as a reaction of physiology to
tumor presence or as the result of endocrine response to
physical/emotional demands of the illness. Cancer pa-
tients take longer time to fall asleep, wake up more often,
spend more time in bed and nap more frequently than
healthy individuals”***. On the other hand, genetic, en-
vironmental or behavioral factors may favor circadian
disruption, predisposing patients to tumor develop-
ment”®*.  Several studies have demonstrated that
long-term night shiftwork is a prognostic value for breast
cancer” %,
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Table 3 Association between functionality variables and onco-hematological diseases

Cases N =125
N (%)

Weight
No changes 50 (42.0)
Increase/decrease <5 kg 31(26.0)
Increase/decrease >5 kg 38 (32.0)
Appetite
No changes 72 (60.0)
Increase 20 (16.7)
Decrease 28 (23.3)
Humor
No changes 50 (41.0)
Better mood 22 (18.0)
Worse mood 50 (41.0)
Physical/mental fatigue
No 60 (48.0)
Yes 65 (52.0)
Fatigue on awakening
No 77 (62.1)
Yes 47 (37.9)
Difficulty sleeping
No 67 (53.6)
Yes 58 (46.4)
Waking up several times at night
No 44 (35.2)
Yes 81 (64.8)
Early morning awakening
No 95(99.0)
Yes 1(1.0)
Snore
No 44 (36.4)
Yes 77 (63.6)
Good sleep quality
Yes 66 (54.1)
No 56 (45.9)

Controls N=310

OR (C195%) e
N (%) ’
140 (47.0) Ref.

84 (28.2) 1.03 (0.61-1.74) 0.902

74 (24.8) 1.43 (0.86-2.38) 0.161
188 (62.1) Ref.

58 (19.1) 0.9 (0.50-1.60) 0.721

57(18.8) 1.28 (0.75-2.17) 0.355
163 (53.8) Ref.

24(7.9) 428(2.00-9.12)  <0.001°
116 (38.3) 2.00 (1.17-3.42) 0.001°
128 (41.4) Ref.

0211
181 (58.6) 0.77 (0.49-1.19)
199 (64.6) Ref.
0.623
109 (35.4) 111 (0.71-1.75)
175 (56.8) Ref.
0.541
133 (43.2) 114 (0.73-1.77)
122 (39.3) Ref.
0.420
188 (60.7) 1.19 (0.76-1.89)
207 (96.7) Ref.
0252
7(33) 0.31 (0.01-2.49)
100 (34.8) Ref.
0.769
187 (65.2) 0.94 (0.59-1.50)
159 (51.3) Ref.
0.599
151 (48.7) 0.89 (0.57-1.39)

a: Adjusted for age, sex, educational level and city of residence. OR (CI95%): odds ratio and confidence interval 95%. Ref: reference category. p < 0.05

considered statistically significant.

In our study, behavior variables such as fatigue,
difficulty in sleeping, waking up several times at night
or changes in appetite or weight did not associate with
hematological cancer. This is probably because the
study was hospital-based and more than 75% of the
control patients were taking medication at the time of
the inter- view, e.g., for different cardiologic or gastric
disorders (data not shown). Moreover, a survey includ-
ing >1,700 individuals from Buenos Aires (Argentina),

Sao Pablo (Brazil), and Mexico DF (Mexico) showed
that 2/3 of interviewed people experienced some type
of sleeping difficulty during the previous year, and
more than 25% individuals were moderately/severely
affected””. Among them, the most common sleep dis-
turbances reported within the last 12 months were:
waking in the middle of the night (65%), waking up
tired (55%), difficulty in sleeping and restarting it after
an interruption (50%), or waking up too early (35%)""".
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Table 4 Distribution of PER3 genotypes among cases and controls, and its association with functionality variables

4/4
Weight
No changes 22 (40.7)
Increase/decrease <5 kg 12 (22.2)
Increase/decrease >5 kg 20 (37.1)
Appetite
No changes 32(57.2)
Increase 12 (21.4)
Decrease 12 (21.4)
Humor
No changes 21(37.5)
Better mood 12 (21.4)
Worse mood 23 (41.1)
Physical/mental fatigue
No 29 (50.0)
Yes 29 (50.0)
Fatigue on awakening
No 42 (72.4)
Yes 16 (27.6)
Difficulty sleeping
No 31(534)
Yes 27 (46.6)
Waking up several times at night
No 21(36.2)
Yes 37 (63.8)
Early morning awakening
No 42 (100.0)
Yes 0
Snore
No 25 (44.6)
Yes 31(55.4)
Good sleep quality
Yes 32(55.2)
No 26 (44.8)

Cases Controls b
P
4/5 +5/5 4/4 4/5+5/5
27 (45.0) 69 (40.8) 62 (53.5)
18 (30.0) 53 (31.4) 28 (24.1) 0.318
15 (25.0) 47 (27.8) 26 (22.4)
35(59.3) 101 (58.7) 80 (67.8)
8 (13.6) 36 (20.9) 19 (16.1) 0.180

16 (27.1) 35(20.4) 19 (16.1)
26 (42.6) 87 (50.9) 69 (58.0)
10 (16.4) 16 (9.4) 8(6.7) 0.561
25 (41.0) 68 (39.7) 42 (35.3)
27 (43.6) 69 (39.4) 54 (44.6) 0.159
35(56.4) 106 (60.6) 67 (55.4) '
31(50.8 108 (61.7 83 (69.2

(50.8) (61.7) (69.2) 0.003
30 (49.2) 67 (38.3) 37 (30.8)
31 (50.0 94 (53.7 75 (62.5

(50.0) (53.7) (62.5) 0.168
31(50.0) 81 (46.3) 45 (37.5)
21(33.9 66 (37.5 53(43.8

(33.9) (37.5) (43.8) 0335
41 (66.1) 110 (62.5) 68 (56.2)
48 (98.0 118 (97.5 82(95.4

(98.0) 97.5) 95.4) 0.990

1(2.0) 3(2.5) 4 (4.60)

19 (31.2 47(29.2 43 (38.0

(31.2) (29.2) (38.0) 0.036
42 (68.8) 114 (70.8) 70 (62.0)
31(52.5 87 (494 67 (554

(52.5) (49.4) (55.4) 0320
28 (47.5) 89 (50.6) 54 (44.6)

a: p-values for interaction between functionality variables and PER3 genotype were estimated using a logistic regression model extended to include
the interaction term. b: Adjusted for age and sex. p < 0.05 considered statistically significant.

In fact, sleeping difficulties affect a significant pro-
portion of people living in urban areas who are experienc-
ing social jet-lag and night light pollution®®**”). Since
these disturbances are even worse for chronic diseases,
we did not observe significant differences between cases
and controls in our study. However, “feeling positive or
negative changes in humor” was significantly associated

with onco-hematological diseases (p < 0.001 adjusted for
age, sex, educational level and city of residence). Several
factors in a cancer patient should be noted, such as his-
tory and family background, physical and psychological
impact of the illness, psychic resources and medical care.
Cancer patients often suffer from adjustment disorders
and anxiety generated by the diagnosis, prognosis, the
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wait for results, family conflicts, fear of recurrence and
death, abnormal metabolic states and drugs, such as cor-
ticosteroids'*”. Therefore, patient’s mood will depend on
the interaction between all these factors in a more com-
plex scenario than any other chronic diseases. In fact, the
depression in cancer patients is twice as likely compared
to the patients hospitalized due to other medical prob-
lems!*”!.

In the present study, the VNTR polymorphism of
PER3 increased the risk of onco-hematological dis-
eases by 39%. During the analysis of leukemia separately
from the rest of the conditions, the genotypes 4/5 and 5/5
were observed to be associated with a statistically sig-
nificant increased risk (OR = 1.99, CI95% 1.06-3.74, p =
0.030 adjusted for age, sex, educational level and city of
residence). Individual studies showed no conclusive re-
sults for the above-mentioned polymorphism!'****!1. A
meta-analysis carried out by Geng and colleagues!'”
combining three retrospective studies (2,492 cancer pa-
tients and 2,749 controls) reported that individuals with 5
repetition alleles had 17% increased risk of cancer com-
pared to individuals with the 4 repetition alleles. How-
ever, this association was not statistically significant. A
study on an American population reported a significantly
higher risk of breast cancer among premenopausal
women with the 5 repetition alleles!'”, but a larger
replication with Chinese samples did not show signifi-
cant association results®”. So far, there are no studies
which evaluate the possible association between the
VNTR with any of the blood cancers.

When we analyzed the distribution of PER3 geno-
types among controls and cases, we found that cancer
patients with the 4/5 or 5/5 genotypes had greater fatigue
on awakening. Voinescu et al.'** focused on PER3 geno-
types and applied a battery of questionnaires to a popula-
tion with self-reported sleep problems, finding that
homozygotes for the 5 alleles showed difficulties in get-
ting up more frequently than those with the 4 alleles or
heterozygotes. In another study, a group of 24 healthy
volunteers were subjected to sleep deprivation. It was
observed that during the morning hours of the second
day of sleep deprivation which was approximately 2—6 h
after the melatonin peak, the performance (working
memory, attention and psychomotor performance) dete-
riorated significantly in 5/5 individuals, whereas the de-
cline was lower in 4/4 ones™**!. Based on the available
data described above, our results suggest that cancer pa-
tients with 4/5 or 5/5 genotype may suffer fatigue more
intensely, since they combine circadian disruption from
the pathology itself with an increased susceptibility to
sleep deprivation due to PER3 genotype. It is important

to take into account that our results were obtained with a
non-validated questionnaire and more accurate appro-
aches could be achieved using validated tools.

Case-control studies, as other population analyses,
should also consider the ethnic composition of the group
under study as allele frequencies vary among different
populations. For the same reason, caution should be ex-
ercised when extrapolating results from one population
to another.

Conclusion

All these data show that the VNTR of PER3 may have a
role in the risk of leukemia, and it may be a significant
marker for individual differences in sleep, vulnerability
to sleep disruption and circadian phase misalignment.
The investigations aimed at elucidating the molecular
connection between circadian genes and carcinogenesis
will be helpful in identifying individuals at a higher risk
or more susceptible to circadian disruption. It is worth to
note that circadian disruption may decrease the physio-
logical defenses against the tumor.

Acknowledgments

We thank the hospital’s technical staff for their help in
attending the patients for sampling. Beatriz Tosti is
thanked for providing language help and Juan José Chi-
esa for helpful comments on this manuscript. This study
was supported by grants from the “Consejo Nacional de
Investigaciones Cientificas y Técnicas” (PIP-634 to SMR
and Scholarship Grant to MBC) and the “Instituto Na-
cional del Cancer” (grant no. R.M. 493: Asistencia
financiera a proyectos de investigacion en céancer de
origen nacional II, to Pavicic WH).

Conflict of interest

The authors declared no potential conflict of interest with
respect to the research, authorship, and/or publication of
this article.

References

1. Levi F, Schibler U. Circadian rhythms: mechanisms and
therapeutic implications. Annu Rev Pharmacol Toxicol
2007; 47: 593-628.

2. Mongrain V, Cermakian N. Clock genes in health and
diseases. J Appl Biomed 2009; 7(1): 15-33.

3. Golombek DA, Casiraghi LP, Agostino PV, et al. The
times they’re a changing: Effects of circadian desynchro-
nization on physiology and disease. J Physiol Paris 2013;

138

doi: 10.18282/amor.v1.i2.44



Cerliani MB, et al.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

107(4): 310-322.

Mormont MC, Lévi F. Circadian-system alterations
during cancer processes:
1997; 70(2): 241-247.
Davidson AJ, Straume M, Block GD, et al. Daily timed
meals dissociate circadian rhythms in hepatoma and
healthy host liver. Int J Cancer 2006; 118(7): 1623—-1627.
Fu L, Lee CC. The circadian clock: Pacemaker and
tumour suppressor. Nat Rev Cancer 2003; 3(5): 350-361.

A review. Int J Cancer

Van Dycke KCG, Rodenburg W, van Oostrom CTM, et al.

Chronically alternating light cycles increase breast cancer
risk in mice. Curr Biol; 2015; 25(14): 1932-1937.

IARC Monographs on the Evaluation of Carcinogenic
Risks to Humans: Painting, Firefighting and Shiftwork.
IARC Working Group. IARC Press 2010; 561-764.
Hastings MH, Reddy AB, Maywood ES. A clockwork
web: Circadian timing in brain and periphery, in health
and disease. Nat Rev Neurosci 2003; 4(8): 649-661.
Takahashi JS, Hong HK, Ko CH, et al. The genetics of
mammalian circadian order and disorder: Implications for
physiology and disease. Nat Rev Genet 2008;
9(10): 764-775.

Reppert SM, Weaver DR. Coordination of circadian
timing in mammals. Nature 2002; 418(6901): 935-941.
Panda S, Antoch MP, Miller BH, et al. Coordinated
transcription of key pathways in the mouse by the
circadian clock. Cell 2002; 109(3): 307-320.

Yu EA, Weaver DR. Disrupting the circadian clock:
Gene-specific effects on aging, cancer, and other pheno-
types. Aging (Albany NY) 2011; 3(5): 479-493.

Archer SN, Robilliard DL, Skene DJ, et al. A length
polymorphism in the circadian clock gene Per3 is linked
to delayed sleep phase syndrome and extreme diurnal
preference. Sleep 2003; 26(4): 413-415.

Geng P, Ou J, Li J, et al. Genetic association between
PER3 genetic polymorphisms and cancer susceptibility: A
meta-analysis. Medicine (Baltimore) 2015; 94(13): 1-6
Zhu Y, Brown HN, Zhang Y, et al. Period3 structural
variation: A circadian biomarker associated with breast
cancer in young women. Cancer Epidemiol Biomarkers
Prev 2005; 14(1): 268-270.

Zhu Y, Stevens RG, Leaderer D, et al. Non-synonymous
polymorphisms in the circadian gene NPAS2 and breast
cancer risk. Breast Cancer Res Treat 2008; 107(3): 421-425.
Hoffman AE, Yi CH, Zheng T, et al. CLOCK in breast
tumorigenesis: genetic, epigenetic, and transcriptional
profiling analyses. Cancer Res 2010; 70(4): 1459—-1468.
Chu LW, Zhu Y, Yu K, et al. Variants in circadian genes
and prostate cancer risk: A population-based study in
China. Prostate Cancer Prostatic Dis 2008; 11(4): 342-348.
Dai H, Zhang L, Cao M, et al. The role of polymorphisms
in circadian pathway genes in breast tumorigenesis.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Breast Cancer Res Treat 2011; 127(2): 531-540.

Oshima T, Takenoshita S, Akaike M, et al. Expression of
circadian genes correlates with liver metastasis and out-
comes in colorectal cancer. Oncol Rep 2011; 25(5):
1439-1446.

Chen ST, Choo KB, Hou MEF, et al. Deregulated
expression of the PERI, PER2 and PER3 genes in breast
cancers. Carcinogenesis 2005; 26(7): 1241-1246.
Kalsbeek A, Palm IF, La Fleur SE, et al. SCN outputs and
the hypothalamic balance of life. J] Biol Rhythm 2006;
21(6): 458-4609.

Myers J. Proinflammatory cytokines and sickness beha-
vior: Implications for depression and cancer-related
symptoms. Oncol Nurs Forum 2008; 35(5): 802-807.
Viola AU, Archer SN, James LM, et al. PER3 polymor-
phism predicts sleep structure and waking performance.
Curr Biol 2007; 17(7): 613-618.

Ministry of Health, National Cancer Institute. Atlas of
Mortality, Argentina 2007-2011 [Spanish:
Ministerio de Salud, Instituto Nacional del Cancer. Atlas
de Mortalidad por Cancer, Argentina 2007—2011]; 2011. p.
45-48.

IARC. GLOBOCAN 2008 — Section of Cancer Infor-
mation [Internet]. [cited 2012 Dec 3]. Available from:
http://globocan.iarc.fr/Pages/fact sheets_cancer.aspx

Cancer

StataCorp. Stata Statistical Software: Release 11. College
Station, TX: StataCorp LP.; 2009.

Epidat: program for epidemiological data analysis. Ver-
sion 4.0. Regional Health, Government of Galicia, Spain;
Pan American Health Organization (PAHO- WHO); CES
University, Colombia [Spanish: Epidat: programa para
analisis epidemiologico de datos. Version 4.0. Conselleria
de Sanidade, Xunta de Galicia, Espafia; Organizacion
Panamericana de la salud (OPS-OMS); Universidad CES,
Colombia].

Peakall R, Smouse PE. GenAlEx 6: Genetic analysis in
Excel. Population genetic software for teaching and
research. Mol Ecol Notes 2006; 6: 288-295.

Peakall R, Smouse PE. GenAlEx 6.5: Genetic analysis in
Excel. Population genetic software for teaching and rese-
arch—an update. Bioinformatics 2012; 28(19): 2537-
2539.

Pati AK, Parganiha A, Kar A, et al. Alterations of the
characteristics of the circadian rest-activity rhythm of
cancer in-patients. Chronobiol Int Informa Clin Med
2007; 24(6): 1179-1197.

Parker K, Bliwise D, Ribeiro M, et al. Sleep/wake
patterns of individuals with advanced cancer measured by
ambulatory polysomnography. J Clin Oncol 2008; 26(15):
2464-2472.

Eismann EA, Lush E, Sephton SE. Circadian effects in

doi: 10.18282/amor.v1.i2.44

139



Association between PER3 length polymorphism and onco-hematological diseases and its influence...

35.

36.

37.

38.

cancer-relevant psychoneuroendocrine and immune path-
ways. Psychoneuroendocrinology; 2010; 35(7): 963-976.

Davis S, Mirick DK, Stevens RG. Night shift work, light
at night, and risk of breast cancer. J Natl Cancer Inst 2001;
93(20): 1557-1562.

Schernhammer ES, Speizer FE, Walter C, et al. Rotating
night shifts and risk of breast cancer in women partici-
pating in the nurses’ health study. J Natl Cancer Inst 2001;
93(20): 1563-1568.

Blanco M, Kriber N, Cardinali DP. Survey on sleep diffi-
culties in an urban Latin American population [Spanish:
Encuesta sobre dificultades del suefio en una poblacion
urbana latinoamericana]. Rev Neurol 2004; 39(2): 115—
119.

Roenneberg T, Kantermann T, Juda M, et al. Light and
the human circadian clock. Handb Exp Pharmacol 2013;
217:311-331.

39.

40.

41.

42.

43.

Wittmann M, Dinich J, Merrow M, et al. Social jetlag:
Misalignment of biological and social time. Chronobiol
Int: J Bio Med Rhythm R 2006; 23 (1-2): 497-509.

Sala V. Psychiatric and psychological interconsultation in
cancer patients [Spanish: La interconsulta psiquiatrica y
psicologica en pacientes con cancer]. Rev Colomb
Psiquiatr. 2002; 31(3): 225-236.

Karantanos T, Theodoropoulos G, Gazouli M, et al.
Association of the clock genes polymorphisms with colo-
rectal cancer susceptibility. J Surg Oncol 2013; 108(8):
563-567.

Voinescu BI, Coogan AN. A variable-number tandem
repeat polymorphism in PER3 is not associated with
chronotype in a population with self-reported sleep pro-
blems. Sleep Biol Rhythms 2012; 10(1): 23-26.

Dijk DJ, Archer SN. PERIOD3, circadian phenotypes, and
sleep homeostasis. Sleep Med Rev 2010; 14(3): 151-160.

140

doi: 10.18282/amor.v1.i2.44



	ORIGINAL RESEARCH ARTICLE
	Association between PER3 length polymorphism and  onco-hematological diseases and its influence on patients’
	functionality
	María Belén Cerliani1, Juan Antonio Gili2, Walter Hernán Pavicic1, Graciela Klein3, Silvia Saba3, Silvina Mariel Richard1*
	1Laboratorio de Citogenética y Mutagénesis, Instituto Multidisciplinario de Biología Celular (IMBICE, CONICET-CCT La Plata-CICPBA), Buenos Aires, Argentina
	2Laboratorio de Epidemiología Genética (ECLAMC-CEMIC-CONICET), Buenos Aires, Argentina
	3Unidad de Diagnóstico, Tratamiento y Sostén de Enfermedades Hematológicas, Hospital Interzonal General de Agudos Prof. Dr. Rodolfo Rossi, La Plata, Buenos Aires, Argentina
	Materials and methods
	Ethics statement
	Results
	Study population
	PER3 polymorphism
	Functionality
	Impact of PER3 polymorphism on  patient’s behavior
	Discussion
	Conclusion
	Acknowledgments
	Conflict of interest
	References


