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FIGURES

Pro-inflammatory polarization and colorectal cancer modulate 
alternative and intronic polyadenylation in primary human 

macrophages



Figure 1 – M1 polarization and CRC co-culture modulate macrophage inflammatory and 

gene expression profiles 
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Figure 1 – M1 polarization and CRC co-culture modulate macrophage inflammatory and 

gene expression profiles 
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Figure 2 – CRC patients present differential expression of inflammation-related genes that is 

also found in CRC co-cultured macrophages 
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Figure 2 – CRC patients present differential expression of inflammation-related genes that 

is also found in CRC co-cultured macrophages 



Figure 3 – M1 polarization induces 3’UTR-APA shortening and IPA
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Figure 3 – M1 polarization induces 3’UTR-APA shortening and IPA
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Figure 4 –CRC co-culture induces 3’UTR-APA and IPA changes in macrophages   
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Figure 5 – SRSF12 modulates gene expression in pro-inflammatory macrophages
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Figure 6 – SRSF12 knockdown induces 3’UTR-APA and IPA changes in M1 macrophages 
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