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[CANCER RESEARCH 61, 6532–6539, September 1, 2001]

HOXB7: A Key Factor for Tumor-associated Angiogenic Switch1

Alessandra Carè,2 Federica Felicetti, Ettore Meccia, Lisabianca Bottero, Mariella Parenza, Antonella Stoppacciaro,
Cesare Peschle, and Mario P. Colombo
Department of Hematology and Oncology, Istituto Superiore di Sanità, 00161 Rome [A. C., F. F., E. M., L. B., C. P.]; Department of Experimental Oncology, Immunotherapy and
Gene Therapy Unit, Istituto Nazionale Tumori, Milan 20133 [M. P., M. P. C.]; and Department of Experimental Medicine and Pathology, University La Sapienza, 00100 Rome
[A. S.], Italy

ABSTRACT

We had demonstrated previously a functional bridge between altered
homebox (HOX) gene expression and tumor progression through HOXB7
transactivation of basic fibroblast growth factor.

Here, we have studied whether HOXB7, in addition to basic fibroblast
growth factor, may induce other genes directly or indirectly related to
neoangiogenesis and tumor invasion. Parental, �-galactosidase-trans-
duced, and HOXB7-transduced SkBr3 cell lines were examined for the
expression of several growth factors and growth factor receptors involved
in the proliferative and angiogenic processes. Vascular endothelial growth
factor, melanoma growth-stimulatory activity/growth-related oncogenene
�, interleukin-8, and angiopoietin-2 were up-regulated by HOXB7 trans-
duction. The exception was angiopoietin-1 expression that was abrogated.
Additional analyses included the expression levels of enzymes such as
matrix metalloprotease (MMP)-2 and MMP-9 and heparanase, capable of
proteolytic degradation of extracellular matrix and basement membranes.
Results showed an induction of only MMP-9.

The functional implication of such a finding was tested using an in vitro
coculture assay in a three-dimensional matrix. A delay of differentiation
with persistent nests of proliferating cells was found in endothelial cells
cocultured with HOXB7-transduced SkBr3 cells. Tumorigenicity of these
cells has been evaluated in vivo. Xenograft into athymic nude mice showed
that SkBr3/HOXB7 cells developed tumors in mice, either irradiated or
not, whereas parental SkBr3 cells did not show any tumor take unless
mice were sublethally irradiated. Comparison of tumor nodules for vas-
cularization by CD-31 and CD-34 immunostaining revealed an increased
number of blood vessels in tumors expressing HOXB7. Together, the
results indicate HOXB7 as a key factor up-regulating a variety of proan-
giogenic stimuli. Thus, HOXB7 gene or protein is a target to aim at to
inhibit tumor-associated neoangiogenesis, considering the number and the
redundancy of proangiogenic molecules that should be targeted one by
one to theoretically achieve the same effect.

INTRODUCTION

Tumor growth and progression largely depends on angiogenesis.
During this process, endothelial cells proliferate, degrade the base-
ment membrane, migrate throughout the stroma, and finally differen-
tiate into the tubular structures of new vessels (1–3). Cytokines such
as bFGF,3 tumor necrosis factor �, and VEGF are the most potent
inducers of angiogenesis; however, their precise role in the coordinate
regulation of this process remains veiled (4).

Products of HOX genes are transcription factors responsible for

tissue remodeling. Besides their function in embryonic develop-
ment, inappropriate HOX gene expression has been associated with
different neoplasias (5, 6). HOXB7-enforced expression in hema-
topoietic progenitor/stem cells, purified from adult human periph-
eral blood, markedly modulated the proliferative/differentiative
program of this population inducing a prolonged proliferation of a
discrete population of blast cells and granulo-monocytic oriented
cells (7). These results suggested a potential preleukemic immor-
talization step attributable to HOXB7 overexpression. This onco-
genic potential has been already demonstrated by in vitro and in
vivo transformation assays for several murine Hox genes (8).
Moreover, HOXB7 has been shown to be constitutively expressed
in both melanoma primary lesions and cell lines (5). Investigating
downstream genes targeted by HOXB7, we identified bFGF as its
main target. Indeed, HOXB7 binds and transactivates bFGF,
whereas HOXB7 inhibition reduces bFGF expression and cell
proliferation in melanoma cell lines. The screening of several
tumor cell lines indicated SkBr3 from a breast adenocarcinoma (9)
as the sole negative sample for the expression of both HOXB7 and
bFGF genes. Retroviral-mediated transduction of the sole HOXB7
cDNA into SkBr3 cells resulted in transcription of both HOXB7
and bFGF and in several phenotypic changes including increased
cell growth rate, independence from serum withdrawal, and ability
to form colonies in semisolid medium (10).

HOX genes likely regulate vasculogenesis and perhaps angiogene-
sis. Indeed, HOXD3 has been linked to the mechanism converting
endothelial cells from a resting to angiogenic/invasive state (11),
whereas HOXB3 is required for the subsequent capillary morphogen-
esis of the new vascular sprouts (12).

Because tumor cells elaborate growth factors that act on the sur-
rounding endothelial cells to induce new blood vessel formation, we
studied whether HOXB7, besides bFGF activation, could affect neo-
angiogenesis through a direct or indirect regulation of growth factors
and growth factor receptors.

Our data indicate that HOXB7-enforced expression in SkBr3
cells increased the transcription of the analyzed growth factor
genes but not that of the corresponding receptors. The proangio-
genic molecules produced by transduced SkBr3 cells are not used
or sequestered by the tumor and remain available to the endothelial
cells. Accordingly, in vitro and in vivo evaluation of the angiogenic
activity showed an increased and persistent number of newly
formed capillaries and an increased tumorigenicity, respectively,
of HOXB7/SkBr3 cells. The possible role of HOXB7 as a key
activator of tumor-associated neoangiogenesis and its targeting for
tumor gene therapy are discussed.

MATERIALS AND METHODS

Cell Line Culture and Transduction. The HOXB7 and �-gal cDNAs
encompassing their complete coding sequences were cloned into the retroviral
vector LXSN. The �-gal gene was used as an internal control. The ecotropic
GP� E86 and the amphotropic GP� env AM12 packaging cell lines were
produced. Amphotropic cells were selected in the presence of 0.8 mg/ml of
G418 plus 0.2 mg/ml of hygromycin and used to generate helper-free virus-
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containing supernatant. The viral titer of the selected clones was 1.3 � 106

pfu/ml for HOXB7 and 2 � 106 pfu/ml for �-gal. For target infection, SkBr3
cells were treated twice for 4 h with undiluted packaging cell supernatants in
the presence of 8 �g/ml of Polybrene. Cells were grown for 48 h and then
selected with G418 (1.6mg/ml; Ref. 10).

RNA Analysis. RT-PCR analysis and RNase protection were performed
according to standard procedures (5, 10, 13). The sequences of primers, the
PCR products, and the annealing conditions are reported in Table 1. All of the
amplified fragments were hybridized to a 30-base end-labeled oligonucleotide
according to Southern blot standard procedures.

For the RNase protection assays, DNA fragments to be transcribed con-
sisted of a specific sequence for VEGF exon 3 of 130 bp. IL-8 was a 227-bp
EcoRI-SacI, and GRO� was a 250-bp BamHI. Fragments were cloned in
pCRII vector (Invitrogen BV, Groningen, the Netherlands). The �-actin insert
was a 93-bp RsaI fragment, always labeled in the presence of cold GTP to
obtain a low specific activity. The expression levels were analyzed by the
Image Quant software (Molecular Dynamics, Sunnyvale, CA).

Antisense Experiments. Antisense inhibition analysis was carried out as
described previously (5). Briefly, cells (2 � 103) of each sample were incu-
bated in triplicate in 96-well plates in 0.2 ml of culture medium supplemented
with 10% fetal bovine serum, heat-inactivated for 30 min at 65°C to destroy
nucleases, in the presence or absence of antisense and scrambled phosphoro-
thioate oligomers. The antisense oligomers were complementary to the trans-
lation start site. Oligomers at concentrations of 30 �M were added 24 h after
cell plating, and proliferation was tested on day 7. Antisense inhibition was
calculated relative to that of scrambled-treated cells, the inhibition of which
never exceeded 20% of the proliferation rate shown by their untreated coun-
terparts. The specificity of the inhibitory effect was ensured by a series of
controls: (a) the sense, scrambled, and antisense sequences were tested against
sequences from the European Molecular Biology Laboratory database to
demonstrate the absence of toxicity and the specificity of inhibition; and (b) the
abrogation of the specific messages only in the antisense-treated cells was
confirmed by RT-PCR, whereas unrelated control mRNAs were not modified.
For RT-PCR analysis, on the last day of culture, cells from the third well of
each sample were lysed for total RNA extraction by a modification of the
guanidine-thiocyanate CsCl gradient made in a microultracentrifuge (TL-100;
Beckman Inst., Palo Alto, CA) in the presence of rRNA as carrier.

ELISA. Intracellular and secreted protein (bFGF, VEGF, IL-8, and GRO�)
were quantified by ELISA kits from R&D Systems (Minneapolis, MN).
Different concentrations of cells ranging from 105/ml to 106/ml were cultured
for 24 h and 48 h, and their cell lysates and culture media were collected and
stored at �80°C until use. To prepare cell lysates, cells were washed in PBS
and resuspended in 10 mM Tris-HCl (pH 7.4), containing 1 M NaCl, in the
presence of protease inhibitors. The cells were disrupted by three cycles of
freeze-thawing, and the homogenate was centrifuged at 30,000 � g for 20 min.

Western Blot. The expression of MMP-9 was evaluated in cell lysates by
Western blot according to standard procedures. Because the latent forms of
metalloproteases are activated by treatment in vitro with proteinases like
trypsin, to avoid artifactual results tumor cells were detached from plastic by
scraping. Anti-MMP-9 monoclonal antibody (Oncogene Science Research,
Boston, MA), which recognizes both the latent and active forms of the protein,
was used at 1:400 dilution.

Coculture of Tumor and Endothelial Cells: in Vitro Capillary-like
Structure and Cell Growth Assays. HUVEC, isolated from umbilical cord
vein according to standard procedures (PromoCell, Heidelberg, Germany),
were used at passage 2–6. HUVEC were kept in culture on gelatin-coated
plastic in M199 medium as reported (14). For coculture experiments, 105

endothelial cells were plated in 6-well plates coated with Matrigel Growth
Factor Reduced (Collaborative Research) and allowed to adhere. Inserts
(0.4-�m pore transwell inserts; Falcon; Becton Dickinson, Franklin Lakes, NJ)
containing 6 � 105 parental or HOXB7-transduced SkBr3 cells were then
applied on the plates containing the HUVEC. In vitro angiogenesis was
monitored after 24 h and 48 h, and plates were photographed with a Zeiss
microscope. For cell growth assay, 3 � 104 HUVEC were plated in 24-well
plates coated with gelatin in M199 medium containing 10% FCS and 10%
newborn serum without factors. After 24 h, the medium was removed and
replaced with M199 medium containing 2.5% FCS without factors. After an
additional 24 h, transwell inserts containing 5 � 104 tumor cells in M199 with
2.5% FCS were applied on the plates containing endothelial cells. For quan-
tification of cell growth, after 40 h of coculture, endothelial cells were
photographed with a Zeiss microscope and then trypsinized and counted.
Coculture experiments in both proliferative and differentiative conditions of
endothelial cells were performed also in the presence of increasing amounts
(0.5–2.5 �g/ml) of a blocking anti-VEGF antibody (R&D Systems).

In Vivo Assay. SkBr3 or SkBr3/HOXB7 cells in exponential growth phase
were injected s.c. at dose of 3 � 106 and 107 into adult athymic nude mice
purchased from Charles River (Calco, Italy) and maintained at the Istituto
Nazionale Tumori (Milan, Italy) under standard conditions according to insti-
tutional guidelines. Tumor growths were monitored twice a week. At different
time points, tumors were excised and fixed for histopathological examination.

Immunohistochemistry. Tumor fragments were embedded in OCT com-
pound (Miles Lab., Elkert, IN), snap-frozen in liquid nitrogen, and stored at
�80°C. Immunochemical analysis using the peroxidase-antiperoxidase
method was performed as described (15). Briefly, 5-�m cryostat sections were
fixed in acetone and immunostained with rat antimouse monoclonal antibodies
CD31/PECAM-1 (Mec 13.3 hybridoma) and CD34 (RAM34; PharMingen,
San Diego, CA). Sections were preincubated with rabbit serum and sequen-
tially incubated with optimal dilutions of primary antibodies, rabbit antirat IgG
(Zymed Laboratories, Inc., San Francisco, CA), and rat peroxidase antiperoxi-
dase (Abbot Laboratories, North Chicago, IL). Serial sections from the tumors

Table 1 Primers, PCR products, and annealing conditions

Gene Upper primer (5� to 3�) Lower primer (5� to 3�) Product size (bp) AT (C°)a

VEGF gaagtggtgaagttcatggatgtc cgatcgttctgtatcagtctttcc 540 58
bFGF atccaaaacaggacctgggc aactcccatcaccagcagag 664 51
GRO� ggatccaagcaaatggccaatgag tgttctaagccagaaa cact 250 60
Ang-1 ggtcacactgggacagca cgtaaggagtaactgggc 244 51
Ang-2 tgctaagctgctggtttatt ctctgcaccgagtcatcgta 248 54
IL-8 atgacttccaagctggccgtggct tctcagccctcttcaaaaacttctc 289 60
Flt-1 gaagcaacagtcaatggg gatggtccactccttaca 332 50
Flt-4 ccaggatgaagacatttgag gaaaatgctgacgtatgctg 192 53
KDR agactttgagcatggaag ccattccaccaaaagatg 312 50
FGF-R1 aaccccagccacaaccca cgacacccagcccagctt 687 57
FGF-R2 tcctatgacattaaccgtgtt cacataaacggcagtgttaaa 702 57
FGF-R3 gcctggactactccttcg gtttgcccacgacctgct 661 57
FGF-R4 ggctgatgcgtgagtgctg actaagcgccttggtcca 474 55
Tie-1 agctgctgcgtttcgccagt tcatagagctcggcacaggt 331 52
Tie-2/TEK agcagctccttcacttcgct acaagtcatcccgcagtagg 320 55
IL-8R1 cagttacagctctaccctgccc gctgtctttgggccagggagtc 964 60
IL-8R2 cgccaggcttaccatccaaaca ggtaacacgatgacgtgccaag 488 60
MMP-2 tcgcccatcatcaagttc gtgatctggttcttgtcc 301 53
MMP-9 aaccaatctcaccgacag caaaggcgtcgtcaatca 317 55
HPSE atctcaagtcaaccagga accaacatcaggaccata 453 50
S26 gcctccaagatgacaaag ccagagaatagcctgtct 397 56
GAPDH acatcaagaaggtggtgaagcagg ctcttcctcttgtgctcttgctgg 282 56

a AT, annealing temperature.
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were analyzed, and the number of vessels was evaluated in the entire growing
area at �400 magnification. The statistical analysis was performed by Stu-
dent’s t test.

RESULTS

HOXB7-mediated Up-Regulation of Proangiogenic Factors,
except Ang-1. As described previously (10), the breast adenocarci-
noma cell line SkBr3, characterized by lack of both HOXB7 and
bFGF gene expression, became capable of expressing them upon
transduction of HOXB7 cDNA alone. The transduced SkBr3 cells
increased the growth rate and partially loose growth factor depend-
ence.

Parental, �-gal-transduced, and HOXB7-transduced SkBr3 cells
were analyzed by RNase protection and/or RT-PCR to test whether
enforced expression of HOXB7 may affect genes, in addition to
bFGF, having a direct or indirect role in neoangiogenesis. The ex-
pression level of VEGF, GRO�, IL-8, Ang-1, Ang-2, and the corre-
sponding receptor genes was evaluated (Figs. 1-3). All of the exam-
ined growth factors, except Ang-1 that was sharply down-regulated,
were increased in the HOXB7-transduced cells. A 3–10-fold increase
of VEGF, Ang-2, GRO�, and IL-8 was found in SkBr3/HOXB7 cells.

HOXB7 Regulation of VEGF-specific Isoforms. RT-PCR ampli-
fication of VEGF with primers spanning exon 3 and exon 8 allowed
us to analyze the proportion of the different transcripts resulting from
alternative splicing (16). Fig. 1A shows a clear increase of VEGF in
the HOXB7-transduced cells ranging from 1.5-fold for VEGF121 to 7-
and 12-fold for VEGF165 and VEGF189, respectively. To see whether
such pattern of transcripts might be regulated by HOXB7, we ana-
lyzed melanoma cell lines that constitutively express HOXB7 (5). In
the A375 and 665/1 melanoma cells, antisense phosphorothioate oli-
gomers to HOXB7 specifically reduced VEGF165 and VEGF189 of 5-

and 10-fold, respectively, whereas VEGF121 remained the same (see
Fig. 2).

Growth Factor Receptor Analysis. The analysis of the corre-
sponding receptors included bFGF receptors from 1 to 4, VEGF
receptors Flt-1, KDR and Flt-4, IL-8 receptors and Tie-1 and Tie-2/
Tek. The expression of all of them remained generally unchanged or
slightly down-regulated (Fig. 3 and Ref. 10). Parental SkBr3/�-gal
and SkBr3/HOXB7 cells constitutively expressed bFGF R-2, -3, and
-4 (10) and IL-8 high affinity receptors (Fig. 3), whereas they were
negative for bFGF receptor-1 (10) and for Tie-2/Tek (Fig. 3). In
parental cells, the three VEGF receptors, Flt-1, KDR, and Flt-4, were
expressed from low to high level, respectively, whereas they were
shut off in the SkBr3/HOXB7 cells. IL-8R1 was down-regulated,
whereas IL-8R2 was expressed at constant level (Fig. 3). Only Tie-1,
which has no known ligand, showed a 5–10-fold increase in trans-
duced cells. Lack or down-regulation of these receptors in the pres-
ence of their respective ligands, being against any possible autocrine
loop, may rather suggest a strategy by which tumor cells avoid to
sequester proangiogenic factors making them available to the neoves-
sels. Accordingly, VEGF did not show any proliferative effect on
SkBr3/HOXB7, and the addition of a blocking antibody up to 72 h did
not change the cell growth rate (Fig. 4). The specificity of the
antibody was confirmed by measuring a reduction in the level of
detectable VEGF from 1580 to 54 pg/ml in culture supernatants as
assayed by an ELISA.

HOXB7 Stimulates MMP-9, But Not MMP-2 and Heparanase,
Expression. RT-PCR analysis of proteases involved in tumor pro-
gression (17, 18), including MMP-2, MMP-9, and heparanase, was
also performed. No relevant modulation was found for MMP-2 and
heparanase (barely or not detectable in both parental and transduced
cells), whereas an increase of 35–40-fold of MMP-9 was detected
(Fig. 5A). This up-regulation was confirmed at protein level by
Western blot analysis as shown in Fig. 5B and quantified by densi-
tometric analysis. MMP-9 protein was barely detectable in the SkBr3
parental cells, whereas in the HOXB7-transduced cells we observed a
38-fold increase of the mature Mr 84,000 enzyme and a 16-fold
increase of the Mr 68,000 form, attributable to autocatalytic cleavage
of the COOH terminus.

Fig. 1. Expression of growth factor genes in SkBr3 mammary carcinoma, �-gal-
transduced, and HOXB7-transduced SkBr3. A, RT-PCR analysis. Growth factor genes
were amplified for 35 cycles, whereas control GAPDH remained in the exponential phase
at 18 cycles. (�) is the negative control, including all of the reaction reagents but
RT-RNA. B, RNase protection analysis. Riboprobes (R) are shown on the right, protected
fragments (P) and molecular size (bp) markers (MWM; pGEM4Z HpaII) are shown on the
left. �-actin expression is shown as internal control.

Fig. 2. Expression analysis of differentially spliced VEGF transcripts in the A375
melanoma cell line. A, RT-PCR analysis of untreated (Lane 1), 30 �M scrambled (s-B7;
Lane 2), and 30 �M anti-HOXB7 (�-B7; Lane 3)-treated cells. S26 housekeeping gene was
the internal control. B, densitometric analysis (PhosphorImager; Molecular Dynamics,
Sunnyvale, CA) of VEGF transcripts, normalized to the S26 internal control.
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Effective Induction of Growth Factors in the HOXB7/SkBr3
Cells. Among the examined growth factors, the exception is bFGF,
which seems to promote an autocrine loop in HOXB7-transduced
SkBr3 cells without being released (Fig. 6 and Ref. 10). The secretion
of the other proangiogenic factors may likely activate the cell surface
receptors present on endothelial cells. ELISA assays detected produc-
tion of VEGF, GRO�, and IL-8 (Fig. 6) in supernatants of SkBr3/
HOXB7. A 10-fold increase of VEGF was found in the secreted
fraction of the transduced versus the parental cells (Fig. 6), according
to up-regulation of VEGF mRNA (Fig. 1). IL-8 was undetectable in
parental cells, whereas SkBr3/HOXB7 produced up to �2 ng/ml of
IL-8 that was totally found in the extracellular secreted fraction.
Finally, GRO� was found in the secreted fraction of the transduced
cells, up-regulated of 40-fold as compared with the original cell line
(Fig. 6).

Induction of Growth and Angiogenesis in a Three-dimensional
in Vitro Model. To examine the actual function of the growth
factors induced by HOXB7 in the SkBr3 cells on endothelial cell
differentiation into capillary-like structures, an in vitro assay re-
producing the interactions between tumor and endothelial cells has
been used. Endothelial cells were plated on a three-dimensional
matrix of Matrigel growth factor reduced and cocultivated with
parental versus HOXB7/SkBr3 cells or medium alone. The analy-
sis at both 20 and 40 h showed clear morphological differences. At
20 h, endothelial cells formed thin interconnecting cords in all of
the conditions, but the HUVEC grown on HOXB7-expressing cells
showed a delay in the differentiative process with nests of undif-
ferentiated proliferating cells after 2–3 days of culture (Fig. 7). The
experiment was made also by adding an anti-VEGF blocking
antibody. Fig. 7D shows how the inhibition of the SkBr3/HOXB7-
secreted VEGF could modify endothelial cell morphology reducing
the differentiative delay we have observed. No clear differences

were found by adding the anti-VEGF antibody in HUVEC cocul-
tured with the parental cell line (data not shown). The growth
stimulatory activity of parental versus HOXB7/SKBr3 on endothe-
lial cells was compared in a cocultivation assay (Fig. 8). An
increased number (3–5-fold) of HUVEC grown in the presence of
HOXB7/SKBr3-expressing cells was observed in four independent
experiments. Assays were repeated in the presence or absence of an
anti-VEGF blocking antibody. The proliferative rate of the endo-
thelial cells cocultured with SkBr3/HOXB7 cells and the anti-
VEGF antibody was 48% of that obtained in its absence. The same
assay performed with HUVEC cocultured with parental SkBr3
showed a proliferation rate of 32% of that obtained with SkBr3/
HOXB7 that was further reduced to 20% in the presence of the
blocking antibody (Fig. 8C).

HOXB7 Increases Angiogenesis in Vivo. We tested whether
SkBr3/HOXB7 cells were more tumorigenic and whether tumor
vascularization was increased by injecting s.c. 3 � 106 and 107

cells into athymic nude mice (Table 2). Although parental cells
originated barely or not detectable tumors, all of the mice that
received SkBr3/HOXB7 injections showed tumors growing at the
injection site. To obtain tumors from the parental cell line to be
compared for vessels content with the HOXB7-transduced nodules,
recipient mice were irradiated with 400 rad the day before the
injection. The analysis of incipient SkBr3 tumors from irradiated
mice showed poor vascularization with most of the tissue necrotic.
Vessels were outside the tumor, and the presence of muscular walls
was suggestive of residual s.c. vessels (Fig. 9A). Immunohistology
of SkBr3/HOXB7 tumor nodules showed increased vasculariza-
tion, as evaluated by anti-CD31 and anti-CD34 immunostaining.

Fig. 3. RT-PCR analysis of growth factor receptors in parental, �-gal-transduced, and
HOXB7-transduced SkBr3 cell lines. (�) is the negative control; from top to bottom,
positive controls are U937 (33), A375 (34), HEL (35), HL60 for both IL-8 receptors (36),
A375 and IMR90 cell lines, respectively. SkBr3 and SkBr3/B7 samples are the same as
in Fig. 1A. GAPDH housekeeping gene expression is shown as internal control. Receptor
genes were amplified for 35 cycles. cDNA used for Tie-1 amplification was one tenth of
the amount used for the other genes.

Fig. 4. Effects of anti-VEGF blocking antibody (1 �g/ml) on parental and HOXB7-
transduced SkBr3 cells. Growth curves, evaluated by methylene blue inclusion, were
compared.

Fig. 5. MMP-9 expression studies. A, RT-PCR analysis in parental and HOXB7-
transduced cells. B, Western blot analysis on the same samples. Sizes are Da (shown in
thousands). PMA-induced HL-60 were used as a positive control (37).
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Vascular lacunas, unicellular and small vessels without an orga-
nized wall, as well as muscular vessels, were present within the
tumor site and in the peritumoral area (Fig. 9B). In tumors, beside
the increased number of new vessels, HOXB7 expression seems to
directly or indirectly up-regulate CD31 expression to a bright
immunodetection (Fig. 9). The number of vessels were counted in
the entire growing areas, and the differences, evaluated by Stu-
dent’s t test, were statistically significant (Table 3).

DISCUSSION

Proliferation index and extent of tumor-associated neoangiogenesis
are important prognostic variables of carcinomas (3, 19). Their func-

tional role in tumor progression has been largely studied but not
completely understood. Growth factor and growth factor receptor
interplay is more relevant in the context of tumor and its stroma (20).
Because neoangiogenesis is a “common denominator” in the patho-
genesis of several diseases, antiangiogenic therapies seem to be ex-
tremely appealing in that they should have minimal side effects,
should not develop pharmacological resistance, and should result in a
wide effect because each capillary supplies a lot of cells (4, 21). The
remaining problem is the complex cross-talk among redundant angio-
genic factors underlying this process and possibly interfering with any
therapeutic applications using single or few antagonists of such an-
giogenic factors. A solution would be the identification of an upstream
gene acting as a regulator of most, if not all, of the main angiogenic
molecules, and, based on our data, HOXB7 might be proposed as an
attractive target for a broad inhibition.

We have reported (5) the direct relationship between a homeogene,
HOXB7, and bFGF in melanomas and in the SKBr3 breast carcinoma
cell line. SKBr3 cells upon transduction of the sole HOXB7 gene,
became bFGF-positive, increased the proliferative rate, and acquired
independence from serum and the ability to form foci in semisolid
agar (10).

In this study, we show that several genes involved in the pro-
liferative and angiogenic processes are also affected by HOXB7
expression. Growth factors and growth factor receptors, known to
have partially overlapping but specific roles in controlling the
growth of new vessels, were analyzed. In particular in the HOXB7-
transduced SkBr3 cells, besides the induction of bFGF, we found
an increase of 3–10-fold of VEGF, GRO�, IL-8, and Ang-2 at both
mRNA (see Figs. 1–2) and, when possible, protein levels (Fig. 6).
On the contrary, Ang-1 was totally abrogated as outlined by the use
of primers that can amplify all of the Ang-1 isoforms identified

Fig. 6. Growth factor production in parental and HOXB7-transduced SkBr3 cells
maintained in 10% serum. The ELISA analysis was performed on both cell lysates and
supernatants obtained from 5 � 105 cells in 24 h. Values represent mean � SE of three
separate experiments.

Fig. 7. Endothelial cell morphology in a three-
dimensional growth factor-reduced Matrigel sys-
tem. HUVECs were cocultured with (A) SkBr3 or
(B-D) HOXB7/transduced SkBr3 cells. A blocking
anti-VEGF antibody (1 �g/ml) was added to the
SkBr3/HOXB7 culture (D). Photographs were
taken after 40 h. Magnifications A, B, and D, �25;
C, �100. Results are representative of five inde-
pendent experiments.
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thus far (22). This finding could appear in contrast to transgenic
studies (23) where overexpression of Ang-1 was associated to
increased skin vascularization. In agreement with our results, re-
cent data showed that 90% of breast primary tumors were negative
for Ang-1 transcription. Moreover, enforced expression of Ang-1
in a breast carcinoma cell line reduced tumor growth, suggesting
an inhibitory action in this cellular model (24). In the highly
disordered tumor vasculature, the reported stabilizing effect of
Ang-1 might interfere with the intense sprouting of neovessels
(24). An interplay between VEGF and Angs in regulating tumor
angiogenesis has been hypothesized. High-grade malignant tu-
mors, showing a lot of immature tumor vessels, do not express

Ang-1, but Ang-2 (25), a natural antagonist of Ang-1, and VEGF.
Ang-1/Tie-2 interaction seems to stabilize microvessels, and a
down-regulation of Ang-1 may prime tumor vasculature for active
propagation, likely through cooperation between VEGF and Ang-2
(26). Also, the HOXB7-transduced HeLa cell line showed VEGF
and Ang-2 up-regulation paralleled by Ang-1 down-regulation
(data not shown), thus confirming a possible specific role of
HOXB7 in regulation of vasculogenesis during embryonic forma-
tion and in neoangiogenesis during tumor progression when its
expression is deregulated.

Our results underscore the selective induction of VEGF165 and
VEGF189 isoforms by HOXB7. In fact, although expression of
VEGF121 remained substantially unchanged, VEGF165 and 189

were expressed at a ratio of 1:7.5 and 1:12 in SkBr3 and SkBr3/
HOXB7, respectively (see Fig. 1). The same pattern was observed
in the A375 and 665/1 melanoma cell lines after treatment with
antisense oligomers targeting HOXB7. This treatment down-regu-
lated selectively the expression of VEGF189 and VEGF165 (7-fold
and 4-fold decrease, respectively), but not of VEGF121 (Fig. 2).

Fig. 8. Proliferation assay of endothelial cells in a transwell cocultured system. Cells
were analyzed 4 days after plating. Results are representative of four independent
experiments. Morphological coculture results of HUVEC grown with (A) SkBr3 and (B)
HOXB7/SkBr3 are shown. Phase contrast: magnification 25�. C, quantitative data
showing endothelial cell number after coculture with SkBr3/HOXB7 versus SkBr3, with
or without 1 �g/ml of the anti-VEGF blocking antibody. Values, given as percentage of
the control (i.e., the number of HUVEC cocultured with SkBr3/HOXB7 cells) are
mean � SD from four separate experiments.

Fig. 9. Immunohistochemical staining of tumors excised from athymic nude mice. (A)
SkBr3 (magnification �300) and (B) SkBr3/B7 (magnification �400) tissue sections
immunostained with an anti-CD31 antibody. Dashed lines delimit the tumor areas. Thin
arrows, muscular vessels; thick arrows, small vessels and single cell vessels; arrowheads,
vascular lacunas; PN, peripheral nerve.

Table 2 HOXB7 induces tumorigenicity to SkBr3 cell upon injection into athymic
nu/nu mice

Cell type

No. of cells injected into nu/nu mice

3 � 106 107 3 � 106 in X-rada

SkBr3 1/6 1/6 4/8
SkBr3/HOXB7 6/6 4/4 8/8

a Recipient mice were irradiated with 400 rad the day before tumor cell injection.
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Because the alternative splicing originated polypeptides with a
different secretion pattern and possibly different function,
VEGF189 and 165 may influence tumor progression (27). Although
VEGF121 is a diffusible protein, the longer VEGF189 isoform is
tightly associated with the ECM and can be released as a soluble
and bioactive factor by heparin and plasmin. VEGF165 shows an
intermediate behavior (28). The preferential induction of the lon-
ger, membrane-bound isoforms by HOXB7 could be related to the
role of the HOX genes in ECM remodeling during development
(29). Extracellular proteolysis and degradation of the ECM occur-
ring during morphogenesis are thought to be involved in invasive-
ness and metastases of tumor cells (30). In agreement with these
data, we found a strong increase of MMP-9 in the HOXB7-
transduced cells (see Fig. 5).

Growth factor receptors have been studied to recognize whether the
induction of proliferation and angiogenesis is based on autocrine or
paracrine loops. The lack of a marked up-modulation of receptors for
angiogenic factors on neoplastic cells suggested that their ligands,
except bFGF, did not play autocrine activity. Such ligands, not se-
questered by tumor cells, remain free to activate cell surface receptors
on endothelial cells. This function was confirmed by the experiments
performed by adding an anti-VEGF blocking antibody in the SkBr3/
HOXB7 culture medium. Although the presence of this antibody did
not interfere with tumor cell proliferation (see Fig. 4), persisting
capillary-like structures formed by endothelial cells grown in the
presence of HOXB7-producing cells, although still showing a mor-
phology different from SkBr3 parental coculture, did not last as long
as in the presence of the antibody (Fig. 7D). Endothelial cells are
known to express several members of the receptor tyrosine kinase
family, including receptors for VEGF and FGF and Tie-1 and Tie-2/
Tek (31, 32). This may explain the induction of angiogenesis and
tumorigenesis in xenografted SkBr3/HOXB7 cells. The presence of
these endothelial receptors can well account for the induction of the
angiogenic phenotype that we observed. Among the receptors only
Tie1 was found up-regulated in SkBr3/HOXB7 cells but, because its
ligand is unknown, no functional inference could be formulated at this
moment.

To assess the actual function of the HOXB7-based microenvi-
ronment, in vitro and in vivo angiogenic assays were performed. In
both cases, HOXB7 overexpression correlated with an enhanced
angiogenic response, and our data indicate that this effect could be
likely attributable to the induction of many different proangiogenic
factors.

In this view, HOXB7 might represent a master gene to be
targeted to inhibit tumor-associated angiogenesis. Its ability of
activating many angiogenic molecules makes it an attractive up-
stream gene, the inhibition of which could be a highly effective
antiangiogenic strategy.
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10. Carè, A., Silvani, A., Meccia, E., Mattia, G., Peschle, C., and Colombo, M. P.
Transduction of the SkBr3 breast carcinoma cell line with the HOXB7 gene induces
bFGF expression, increases cell proliferation and reduces growth factor dependence.
Oncogene, 16: 3285–3289, 1998.

11. Boudreau, N., Andrews, C., Srebrow, A., Ravanpay, A., and Cheresh, D. A. Induction
of the angiogenic phenotype by HoxD3. J. Cell Biol., 139: 257–264, 1997.

12. Myers, C., Charboneau, A., and Boudreau, N. Homeobox B3 promotes capillary
morphogenesis and angiogenesis. J. Cell Biol., 148: 343–351, 2000.

13. Mattei, S., Colombo, M. P., Melani, C., Silvani, A., Parmiani, G., and Herlyn, M.
Expression of cytokine/growth factors and their receptors in human melanoma and
melanocytes. Int. J. Cancer, 56: 853–857, 1994.

14. Bussolino, F., Di Rienzo, M. F., Ziche, M., Bocchietto, E., Oliviero, M., Naldini, L.,
Gaudino, G., Tamagnone, L., Coffer, A., and Comoglio, P. M. Hepatocyte growth
factor is a potent angiogenic factor which stimulates endothelial cell motility and
growth. J. Cell Biol., 119: 629–641, 1992.

15. Stoppacciaro, A., Melani, C., Parenza, M., Mastracchio, A., Bassi, C., Baroni, C.,
Parmiani, G., and Colombo, M. P. Regression of an established tumor genetically
modified to release granulocyte colony-stimulating factor requires granulocytes-T
cell cooperation and T-cell produced interferon �. J. Exp. Med., 178: 151–161,
1993.

16. Neufeld, G., Cohn, T., Gengrinovitch, S., and Poltorak, Z. Vascular endothelial
growth factor (VEGF) and its receptor. FASEB J., 13: 9–22, 1999.

17. Bergers, G., Brekken, R., McMahon, G., Vu, T. H., Itoh, T., Tamaki, K., Tanzawa,
K., Thorpe, P., Ithoara, S., Werb, Z., and Hanahan, D. Matrix metalloproteinase-9
triggers the angiogenic switch during carcinogenesis. Nat. Cell Biol., 2: 737–744,
2000.

18. Friedmann, Y., Vlodavsky, I., Aingorn, H., Aviv, A., Peretz, T., Pecker, I., and Pappo,
O. Expression of heparanase in normal, dysplastic and neoplastic human colonic
mucosa and stroma. Am. J. Pathol., 157: 1167–1175, 2000.

19. Gale, N. W., and Yancopoulos, G. D. Growth factors acting via endothelial cell-
specific receptor tyrosine kinases: VEGFs, angiopoietins, and ephrins in vascular
development. Genes Dev., 13: 1055–1066, 1999.

20. Desai, S. B., and Libutti, S. K. Tumor angiogenesis and endothelial cell modulatory
factors. J. Immunother., 22: 186–211, 1999 .

21. Folkman, J., Hahnfeldt, P., and Hlatky, L. Cancer: looking outside the genome.
Nature (Lond.), 1: 76–79, 2000.

22. Huang, Y-Q., Li, J-J., and Karpatkin, S. Identification of a family of alternatively
spliced mRNA species of angiopoietin-1. Blood, 95: 1993–1999, 2000.

23. Thurston, G., Suri, C., Smith, K., McClain, J., Sato, T. N., Yancopoulos, G. D., and
McDonald, D. M. Leakage-resistant blood vessels in mice transgenically overexpress-
ing angiopoietin-1. Science (Wash. DC), 286: 2511–2514, 1999.

24. Hayes, A. J., Huang, W-Q., Yu, J., Maisonpierre, P. C., Liu, A., Kern, F. G., Lippman,
M. E., McLeskey, S. W., and Li, L-Y. Expression and function of angiopoietin-1 in
breast cancer. Br. J. Cancer, 83: 1154–1160, 2000.

25. Maisonpierre, P. C., Suri, C., Jones, P. F., Bartunkova, S., Wiegand, S. J., Radz-
iejewski, D., Compton, D., McClain, J., Aldrich, T. H., Papadopoulos, N., Daly, T. J.,
Davis, S., Sato, T. N., and Yancopoulos, G. D. Angiopoietin-2, a natural antagonist
for Tie2 that disrupts in vivo angiogenesis. Science (Wash. DC), 277: 55–60, 1997.

26. Stratmann, A., Risau, W., and Plate, K. H. Cell type-specific expression of angio-
poietin-1 and angiopoietin-2 suggests a role in glioblastoma angiogenesis. Am. J.
Pathol., 153: 1459–1466, 1999.

27. Cohen, T., Gitay-Goren, H., Sharon, R., Shibuia, M., Halaban, R., Levi, B-Z., and
Neufeld, G. VEGF121, a vascular endothelial growth factor (VEGF) isoform lacking
heparin binding ability, requires cell-surface heparan sulfates for efficient binding to the
VEGF receptors of human melanoma cells. J. Biol. Chem., 270: 11322–11326, 1995.

28. Veikkola, T., and Alitalo, K. VEGFs, receptors and angiogenesis. Semin. Cancer
Biol., 9: 211–220, 1999.

Table 3 Vascularization analysis of tumors obtained by injecting SkBr3 or
SkBr3/HOXB7 cells into athymic nude mice

Tumors from three independent experiments were analyzed at day 7. The entire
tumor-growing area was evaluated with the help of a mm2 grid. Vascularization is
expressed as number of capillaries/field at 400� enlargement and reported as mean � SD.

Anti-CD34 Anti-CD31

SkBr3 SkBr3/HOXB7a SkBr3 SkBr3/HOXB7a

3.0 � 0.6 13.5 � 3.5 2.7 � 1.6 13.0 � 2.0
5.0 � 2.0 14.6 � 2.7 4.0 � 1.0 14.0 � 2.0
7.0 � 3.0 19.0 � 6.3 6.0 � 3.0 16.0 � 4.0
4.0 � 2.0 15.0 � 2.5 4.0 � 2.0 16.0 � 2.0

a P � 0.0002.

6538

HOXB7 IN TUMOR-ASSOCIATED NEOANGIOGENESIS

 American Association for Cancer Research Copyright © 2001 
 on November 14, 2012cancerres.aacrjournals.orgDownloaded from 

http://cancerres.aacrjournals.org/
http://www.aacr.org/


29. Nelson, A. R., Fingleton, B., Rothenberg, M. L., and Matrisian, L. M. Matrix metalloprotein-
ases: biologic activity and clinical implications. J. Clin. Oncol., 18: 1135–1149, 2000.

30. Eccles, S. A. Heparanase: breaking down barriers in tumors. Nat. Med., 5: 735–740,
1999.

31. Ullrich, A., and Schlessinger, J. Signal transduction by receptors with tyrosine kinase
activity. Cell, 61: 203–212, 1990.

32. Sato, T. N., Tozawa, Y., Deutsch, U., Wolburg-Buchholz, K., Fujiwara, Y., Gendron-
Maguire, M., Gridley, T., Wolburg, H., Risau, W., and Qin, Y. Distinct roles of the
receptor tyrosine kinases Tie-1 and Tie-2 in blood vessel formation. Nature (Lond.),
376: 70–74, 1995.

33. Fiedler, W., Graeven, U., Ergun, S., Verago, S., Kilic. N., Stockschlander, M., and
Hossfeld, D. K. Vascular endothelial growth factor, a possible paracrine growth factor
in human acute myeloid leukemia. Blood, 89: 1870–1875.

34. Liu, B., Earl, H. M., Shoaibi, M., Fabra, A., Kerr, D. J., and Seymour, L. W.
Melanoma cell lines express VEGF receptor KDR and respond to exogenously added
VEGF. Biochem. Biophys. Res. Commun., 217: 721–727, 1995.

35. Fiedler, W., Graeven, U., Ergun, S., Verago, S., Kilic, N., Stockschlander, M., and
Hossfeld, D. K. Expression of Flt4 and its ligand VEGF-C in acute myeloid leukemia.
Leukemia, 11: 1234–1237, 1997.

36. Moser, B., Barella, L., Mattei, S., Schumacher, C., Boulay, F., Colombo, M. P.,
and Baggiolini, M. Expression of transcripts for two interleukin 8 receptors in
human phagocytes, lymphocytes and melanoma cells. Biochem. J., 294: 285–292,
1993.

37. Devarajan, P., Johnston, J. J., Ginsberg, S. S., Van Wart, H. E., and Berliner, N.
Structure and expression of neutrophil gelatinase cDNA. Identity with type IV
collagenase in HT1080 cells. J. Biol. Chem., 267: 25228–25232, 1992.

6539

HOXB7 IN TUMOR-ASSOCIATED NEOANGIOGENESIS

 American Association for Cancer Research Copyright © 2001 
 on November 14, 2012cancerres.aacrjournals.orgDownloaded from 

http://cancerres.aacrjournals.org/
http://www.aacr.org/

