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Engineering of enzyme variants for improved multidimensional fitness requires balancing the amino acid 
substitutions number and phylogenetic diversity as a function of the dynamic range of the assays used. 
Computational tools can be very helpful to visualize and calculate the required diversity of substitutions and 
proposed size of the available space. This presentation will showcase ATUM-developed computational 
sequence exploring tools and illustrate with commercial case studies how they can be applied. 
 

 

 


