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293T cell line, was used.

Conclusions
Transfection | Using CalFectin, we transfected * Immunofluorescent analysis can use the S9.6 antibody and DAPI to accurately detect S9.6 signals and stain nuclei.
Treatment RNaseH1 DNA (WKKD, D210N, WT)  Immunofluorescent analysis shows that ATRi BAY 1895344 decreases the nuclear intensity of the S9.6 signal in shPTEN.
into 293T cells.  Immunofluorescent analysis shows that shPTEN increases the nuclear intensity of the $9.6 signal.

 The western blot showed the expression of RnaseH1 was detected in all RnaseH1 mutants and in the WT except for the one
containing the GFP plasmid.
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remains an active area of research.

its mutants. We used also used
GFP as an additional tag.
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