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@ @ GlyCosmos Diseases

List of diseases involving glycan related genes. The information of each database of Glyco-Disease

Database

Genes Database (GDGDB), DisGeNET, and Alliance of Genome Resources is integrated into one list.

Glyco-Disease Genes Database (GDGDB)

Alliance of Genome Resources

Last Updated
January 25, 2017
February 1, 2021

DisGeNET June 29,2021
Show 10 v | entries Cross Search
Disease ID ~ Di Nam Gene Symbol Gene ID
Search Search Search Search

DOID:0040085 bacterial sepsis DNMIL 10014

HDACS 10059
DOID:0050387 nonpapillary renal cell carcinoma EHIT 10797

MTHFD2 2272
DOID:0050424 familial adenomatous polyposis KRAS 3845
DOID:0050441 mucosulfatidosis SUMF1 285362
DOID:0050453 lissencephaly POMGNT1 100150181

POMT1 10585

X2 : GlyCosmos/N—a ¥ 2 CHi721238 A L 7= Bl 44 B HLk B %2 45 4 1E L 72 ARGlyCosmos Diseases Td %, Alliance of Genome
Resources®DisGeNET IDEHZIUEL D v 723 L TV, 2OV ARPS, KIBITR T B O FEMI R — VARSI EDSTE, FEHS ez B
B3 HIEASTRD,

©J DOID:0050560

Summary Contents
DpoIip DOID:0050560 1. Summary
Label Walker-Warburg syndrome 2. Related glycoproteins
3. Related glycogenes
Definition A congenital muscular dystrophy that is characterized by hypotonia, seizures, severe intellectual and
developmental disability, eye abnormalities and early death and has_material_basis_in mutations in
multiple genes including POMT1, POMT2, ISPD, FKTN, FKRP, and LARGE1.
MeSH D058494
Synonym -

Related glycoproteins
DisGeNET

Data not found.

Glyco-Disease Genes Database

UniProt Protein Name

075072 Fukutin
Related glycogenes
DisGeNET
Data not found.
Glyco-Disease Genes Database

Gene ID Gene Symbol Gene Name
55624 POMGNT1 protein O-linked N 1 (beta 1,2-)
2218 FKTN fukutin

Alliance of Genome Resources

Gene ID
3565692

182795

571876

101669768

33800

Gene Symbol

b4gatl

CG11149

Gene Name

Organism
Caenorhabditis elegans
Caenorhabditis elegans
Danio rerio
Danio rerio
Danio rerio
Danio rerio
Danio rerio

Drosophila melanogaster

[X3 : PO~ — Disease Ontology ID (DOID)A’ EEBIZERENTHEY, ZDIDIZHEDWTHIE L7 B F I L&At
SummarylZFERL TV, ZD T, BNE S 7 AR R T- OISR T RSN TS,
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@ GlycoMaple *

GlycoMaple is a visualization tool for

from RNA-Seq data from the Human Protein Atlas. The expression values will be displayed in various

glycan-related pathways.

5

Please input .csv file (Gene ID, TPM value). Do you need sample files?

No file chosen

Complex: |Min v
Overlap: | Max v

If two or more tabs are open in the diagram, two datasets can be
compared using the Compare button below.

LLO biosynthesis and OST

N-glycan processing and branching

Complex capping N-glycans/O-
glycans/GSLs

Biosynthesis of GPI-APs
Biosynthesis of mucin-type O-glycans

Biosynthesis of O-Fuc/O-Glc/Col-Gal/O-
GlcNAc/C-Man

Biosynthesis of O-Man
Biosynthesis of GAG
Biosynthesis of Heparan sulfate (HS)

Biosynthesis of Chondroitin sulfate (CS)
and dermatan sulfate (DS)

Biosynthesis of Keratan sulfate (KS)

Glycogene expression data can be uploaded or selected Database Last Updated
GlycoMaple April 1, 2020
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