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ABSTRACT: Despite the success of drug discovery over the past
decades, many potential drug targets still remain intractable for
small molecule modulation. The development of proteolysis
targeting chimeras (PROTACs) that trigger degradation of the
target proteins provides a conceptually novel approach to address
drug targets that remained previously elusive. Currently, the main
challenge of PROTAC development is the identification of
efficient, tissue- and cell-selective PROTAC molecules with good
drug-likeness and favorable safety profiles. This review focuses on
strategies to enhance the effectiveness and selectivity of
PROTACs. We provide a comprehensive summary of recently
reported PROTAC design strategies and discuss the advantages
and disadvantages of these strategies. Future perspectives for PROTAC design will also be discussed.
KEYWORDS: targeted protein degradation (TPD), proteolysis targeting chimera (PROTAC), new drug modality, photochemical control,
hypoxia activation

1. INTRODUCTION
In the past several decades, traditional occupancy-driven small-
molecule compounds, which inhibit target proteins function by
occupying their active or allosteric sites, have achieved great
success in drug discovery.1−3 However, occupancy-driven drug
discovery is not feasible for all drug targets. This is
demonstrated by the estimate that nearly 400 human proteins
are disease-related, whereas they lack a binding pocket for
small molecule drug discovery, which renders them undrug-
gable.3−6 Another issue is therapy resistance that can emerge
upon long-term treatment with inhibitors, especially in the
kinase inhibitor field.2,7 In addition, some proteins have
scaffolding functions which cannot be targeted by traditional
inhibitors.8−13 Therefore, there is an urgent need for novel
strategies to address these limitations.
Targeted protein degradation (TPD) by proteolysis

targeting chimeras (PROTACs) offers a new paradigm in
drug discovery. A PROTAC molecule is a heterobifunctional
compound consisting of a ligand for the protein of interest
(POI), a ligand for ubiquitin E3 ligase, and a linker (Figure
1).3,14 This heterobifunctional character enables simultaneous
binding to the POI and a ubiquitin E3 ligase to form a ternary
complex, which activates the ubiquitin-proteasome system
(UPS) to degrade the POI (Figure 1).3,14,15 The action of

PROTACs is event-driven, which enables PROTACs to act
catalytically as one PROTAC molecule could trigger
degradations of multiple molecules of the POI. Both the
ability to trigger protein degradation and the event-driven
mode of action render PROTACs a unique therapeutic
potential in comparison to classical occupancy-driven ther-
apeutics.16,17 For example, PROTACs enable therapeutic
exploitation of proteins that were previously considered
undruggable.5,18−22 Apart from interfering with the ligand
interaction site, PROTACs trigger protein degradation, which
also enables inhibition of protein scaffolding functions or
protein−protein interactions that could previously not be
targeted.10−12,21,23 Moreover, PROTACs may hold potential to
overcome drug resistance.21,24−28 For example, it has been
shown that several PROTACs triggered the degradation of
Bruton’s tyrosine kinase and its mutants, which demonstrates

Received: May 13, 2022
Published: August 22, 2022

Reviewpubs.acs.org/ptsci

© 2022 The Authors. Published by
American Chemical Society

710
https://doi.org/10.1021/acsptsci.2c00089

ACS Pharmacol. Transl. Sci. 2022, 5, 710−723

D
ow

nl
oa

de
d 

vi
a 

U
N

IV
 G

R
O

N
IN

G
E

N
 o

n 
Se

pt
em

be
r 

23
, 2

02
2 

at
 1

4:
57

:4
7 

(U
T

C
).

Se
e 

ht
tp

s:
//p

ub
s.

ac
s.

or
g/

sh
ar

in
gg

ui
de

lin
es

 f
or

 o
pt

io
ns

 o
n 

ho
w

 to
 le

gi
tim

at
el

y 
sh

ar
e 

pu
bl

is
he

d 
ar

tic
le

s.

https://pubs.acs.org/page/vsi/new-drug-modalities
https://pubs.acs.org/page/vsi/new-drug-modalities
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Chunlong+Zhao"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Frank+J.+Dekker"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/showCitFormats?doi=10.1021/acsptsci.2c00089&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?goto=articleMetrics&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?goto=recommendations&?ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=tgr1&ref=pdf
https://pubs.acs.org/toc/aptsfn/5/9?ref=pdf
https://pubs.acs.org/toc/aptsfn/5/9?ref=pdf
https://pubs.acs.org/toc/aptsfn/5/9?ref=pdf
https://pubs.acs.org/toc/aptsfn/5/9?ref=pdf
pubs.acs.org/ptsci?ref=pdf
https://pubs.acs.org?ref=pdf
https://pubs.acs.org?ref=pdf
https://doi.org/10.1021/acsptsci.2c00089?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://pubs.acs.org/ptsci?ref=pdf
https://pubs.acs.org/ptsci?ref=pdf
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
https://acsopenscience.org/open-access/licensing-options/


the potential to treat mutation-induced ibrutinib-resistant
diseases.27,28

The clinical importance of the PROTAC strategy has been
demonstrated by the entry of over ten PROTAC-based
molecules in clinical trials.29 The chemical structures of the
PROTACs ARV-110 (NCT03888612) and ARV-471
(NCT04072952) are shown in Figure 2. These PROTACs
target the androgen receptor (AR) or estrogen receptor (ER),
respectively, and have now moved on to phase II trials, which
demonstrates both safety and efficacy for these PROTACs in
patients.29,30 Despite the promising progress of PROTACs,
some disadvantages may limit the success of PROTACs in the
clinic. The unique chemical composition makes PROTAC
molecules go beyond Lipinsk’s rule of five and may negatively
affect their pharmaceutical effects.19,31−33 For example,
PROTACs have higher molecular weight (MW) compared
to traditional small-molecule inhibitors, which may impose a
pharmacokinetic hurdle to their cell permeability.33,34 Interest-
ingly, recent studies demonstrate that chameleonic properties
play a role in enabling cell-permeability of PROTACs. For
example, Kihlberg’s group found that a PROTAC with a PEG-

linker populated conformations that matched the environ-
ments. The PROTAC adopted elongated and polar con-
formations in aqueous solvents that mimic the extra- and
intracellular compartments. However, the PROTAC adopted
conformations with a smaller polar surface area in apolar
solvents (chloroform) that mimic the cell membrane interior.35

This finding suggests that PROTACs flexibility may enable
chameleonic behavior in which the PROTAC surface adopts to
the solvent in order to enable good solubility in both polar and
apolar compartments, thus enabling cellular permeability.35,36

Another disadvantage of PROTACs is the potential toxicity
which is caused by either on-target protein degradation in
normal tissues or off-target protein degradation.6,37−39

Compared to traditional small molecules, PROTACs normally
have more complexities with regard to drug metabolism and
pharmacokinetics (DMPK) and safety evaluation.33,40 PRO-
TACs have shown “hook effects” at high concentrations in
which a target protein-PROTAC or E3 ligase-PROTAC binary
complex can be formed competitively, resulting in decreased
efficacy.19,37,41 Additionally, the metabolites of PROTACs,
especially the metabolites in which the linker is cleaved, may

Figure 1. Schematic representation of proteolysis targeting chimeras (PROTACs). The PROTAC molecule is a heterobifunctional compound
containing an E3 ligase recruiter (in red) and a ligand for the protein of interest (POI) (in blue). PROTACs induce the proximity of the E3 ligase
and the POI to trigger ubiquitination (in light blue) and subsequent proteasomal degradation (in light green).

Figure 2. Chemical structures of ARV-110 (Bavdegalutamide) and ARV-471. ARV-110 is an androgen receptor (AR) degrader, while ARV-471 is
an estrogen receptor (ER) degrader. The E3 ligase ligands are shown in red, the POI ligands are shown in blue, and the linkers are shown in black.

ACS Pharmacology & Translational Science pubs.acs.org/ptsci Review

https://doi.org/10.1021/acsptsci.2c00089
ACS Pharmacol. Transl. Sci. 2022, 5, 710−723

711

https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig1&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig1&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig1&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig1&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig2&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig2&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig2&ref=pdf
https://pubs.acs.org/doi/10.1021/acsptsci.2c00089?fig=fig2&ref=pdf
pubs.acs.org/ptsci?ref=pdf
https://doi.org/10.1021/acsptsci.2c00089?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as


competitively bind to the POI or the E3 ligase, which can
antagonize degradation of the POI, thereby reducing the
efficacy of the parental PROTAC.40 Therefore, establishment
of novel approaches to characterize the pharmacokinetics and
metabolite profiling is needed. Thus far, a limited number of
E3 ligases (e.g., CRBN, VHL, MDM2, IAP) are used for
PROTAC development.36,42,43 However, drug resistance for
PROTACs containing CRBN and VHL E3 ligase recruiters in
tumors has already emerged.44 Besides, these E3 ligases are
generally considered to be ubiquitously expressed in humans,
which show limited selectivity of PROTACs in cancer cells
over normal cells. Moreover, some CRBN-based PROTACs
could also lead to degradation of CRBN neo-substrates,

leading to off-target toxicity.38,39,45 As a result, there is also
hope for exploration of other E3 ligases, especially the tissue or
disease-specific of E3 ligases.
Because PROTACs proved to have limited selectivity and

cell-permeability,19,37 novel strategies have been developed to
increase the effectiveness and selectivity of the PROTAC
technology. These new PROTAC design strategies can be
classified into three main groups: strategies for improving the
cellular permeability, strategies for increasing cell or tissue
selectivity, and strategies for recruiting newly exploited E3
ligases. These novel strategies enable the improvement of the
effectiveness and selectivity, although further improvement
with respect to DMPK study and safety evaluation is needed

Figure 3. Schematic representation of the mode of action of click-formed PROTACs (CLIPTACs). Cells are treated by the TCO-tagged ligand for
a target protein (in this example, BRD4), followed by a tetrazine-tagged E3 ligase recruiter (in this example, thalidomide). Click reaction happens
intracellularly by the combination of two smaller precursors, generating the CLIPTAC degrader.
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Table 1. Structures of PROTACs for Increasing Cell or Tissue Selectivitya

aBlue: POI ligand, and red: E3 ligand.
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for the clinical success. On the basis of these new strategies,
future perspective for PROTAC design will also be discussed.

2. PROTACS FOR IMPROVING CELLULAR
PERMEABILITY

One major hurdle for PROTACs is their lack of compliance
with Lipinsk’s rule of five because of their unique chemical
composition.19,31,33 The MW of PROTACs generally is over
700 Da and also the rules on lipophilicity, hydrogen bond
donors (HBD), acceptors (HBA), or polar surface area (PSA)
are not kept.31,33 These unfavorable physical-chemical proper-
ties of PROTACs can lead to poor solubility and cell-
permeability. Nevertheless, we note that the Lipinski’s rule of
five is an empirical rule and that compliance with this rule is
meant to give an estimate of the probability for a given
compound to be orally bioavailable. In order to improve the
cellular permeability of PROTACs, a strategy called in-cell
click-formed proteolysis targeting chimaeras (CLIPTACs) was
developed by Lebraud et al.46 The CLIPTACs strategy allows
for a bio-orthogonal click reaction for the in vivo synthesis of
PROTACs from two smaller fragments that are presumed to
be more cell permeable. As shown in Figure 3, cells were
treated with trans-cyclo-octene (TCO)-tagged ligand for
BRD4 (JQ1-TCO, 1), followed by a tetrazine-tagged E3 ligase
recruiter (Tz-Thalidomide, 2). An intracellular click reaction
generated the CLIPTAC degrader (3), leading to degradation
of BRD4. To confirm that the observed BRD4 degradation was
mediated by in-cell click formation of CLIPTAC 3, CLIPTAC
3 was synthesized by reaction of the two click precursors prior
to addition to cells.46 Interestingly, no obvious BRD4
degradation was observed if cells were treated with preclicked
CLIPTAC 3. The results indicated the poor cell-permeability
of the preclicked CLIPTAC 3 and also confirmed that the
observed BRD4 degradation was ascribed to CLIPTAC 3
generated by its two precursor molecules subsequent to their
entry into cells.46

3. PROTACS FOR INCREASING CELL OR TISSUE
SELECTIVITY

The success of PROTACs to achieve TPD calls for therapeutic
applications of this novel modality. However, their potential
use is limited by both potential on-target and off-target
toxicity.37,47 Because PROTACs are event-driven modalities,
their potential toxicities are expected to be less severe in
comparison to traditional on-target inhibitors. Moreover, the
catalytic character of PROTACs enables the use of lower
doses. Nevertheless, PROTACs might exert a serious level of
on-target toxicity by degradation of the POI in areas remote
from the diseased area. For example, the lack of selectivity for
PROTAC-mediated proteolysis in cancer tissue versus normal
tissue raises concerns about toxicity. In order to reduce the
potential toxicity, several targeted PROTACs have been
developed to improve cell or tissue selectivity. Promising
examples of targeted PROTACs include photochemically
controllable PROTACs (PHOTACs), hypoxia-activated PRO-
TACs, folate-caged PROTACs, antibody-PROTAC conjugates
(Ab-PROTACs), aptamer-PROTAC conjugates (APCs), and
BCL-XL PROTACs.
3.1. Photochemically Controllable PROTACs (PHO-

TACs). The use of photochemical modulation of PROTAC
activity enables spatiotemporal control of PROTAC-mediated
protein degradation, which has potential to avoid side
effects.48−50 Photocaged and photoswitchable PROTACs
have been extensively investigated as reviewed.47,48,51 Here,
we demonstrate the potential of this approach with promising
examples of photocaged and photoswitchable PROTACs.

3.1.1. Photocaged PROTACs. The photocaged PROTACs
can be designed by caging the POI ligand or the E3 ligase
ligand, thus leading to an inactive degrader. Upon light
irradiation, the caging group will be removed to release the
active PROTACs, which is followed by subsequent target
protein degradation.49,50,52 In 2019, based on reported BRD4
degrader dBET1,53 Xue et al. designed a photocaged BRD4
degrader (Table 1, entry 4) via the installation of the 4,5-
dimethoxy-2-nitrobenzyl group to the amide nitrogen of the
JQ1 moiety.52 However, upon irradiation (365 nm), PROTAC

Figure 4. Design strategy of a photoswitchable BET PROTAC. Replacement of the oligoether linker in ARV-771 with o-F4-azobenzene generates
an isomeric photo-PROTAC pair in which the trans-isomer keeps the maximal distance displayed by ARV-771 while the cis-isomer is considerably
shorter.
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4 generated about 50% of the desired product dBET1. The
further biological evaluations showed that the binding affinity
of PROTAC 4 to BRD4 was significantly decreased. Upon
irradiation with UV light at 365 nm for 3 min, 0.3 μΜ
PROTAC 4 could significantly reduce the BRD4 level,
comparable to the effect of 0.1 μΜ dBET1.52 In addition,
upon irradiation, PROTAC 4 exhibited potent antiproliferative
activity against Burkitt’s lymphoma cells (GI50 = 0.4 μΜ),
similar to that of dBET1(GI50 = 0.34 μΜ).52 Unlike the Xue et
al. research, Naro et al. used a 6-nitropiperonyloxymethyl
group to cage the thalidomide moiety of BRD4 PROTAC.50

The generated photocaged BRD4 degrader 5 (Table 1, entry
5) could also release the parental compound and achieve
BRD4 degradation in HEK293T cells after 180 s of UV
irradiation.50

3.1.2. Photoswitchable PROTACs. However, photocaged
PROTACs will irreversibly release the active PROTAC
molecules upon UV irradiation, which may lead to safety
concern.54 Photoswitching provides an alternative approach to
locally activate PROTACs. Photoswitchable PROTACs were
designed by Pfaff et al., who incorporated a bistable ortho-
tetrafluoroazobenzenes (o-F4-azobenzenes) linker between
POI ligand and E3 ligase ligand.54 They selected ARV-77155

as a PROTAC lead structure in which the linker length
between POI ligand and E3 ligase ligand is about 11 Å. As
shown in Figure 4, replacement of the oligoether linker in
ARV-771 with o-F4-azobenzene generated an isomeric photo-
PROTAC pair in which trans-PROTAC 6 (active degrader)

maintains an optimal distance of 11 Å between both ligands,
while cis-PROTAC 6 (inactive degrader) has a shorter
distance (8 Å). The trans-PROTAC 6 could be transformed
into cis-PROTAC 6 under 530 nm irradiation, generating 68%
cis-PROTAC 6, whereas the cis-PROTAC 6 could be induced
to become trans-PROTAC 6 under 415 nm irradiation,
generating 95% trans-PROTAC 6. Interestingly, trans-
PROTAC 6 triggers degradation of BRD2 but not BRD4 in
Ramos cells after 18 h, whereas no obvious degradation was
observed with cis-PROTAC 6.54 In contrast to photocaged
PROTACs, the photoswitchable PROTACs offer a reversible
on/off switching for targeted protein degradation.
3.2. Hypoxia-Activated PROTAC. Hypoxia is a hallmark

of most solid tumors and is accompanied by overexpression of
proteins including the epidermal growth factor receptor
(EGFR).56,57 Elevated levels of nitroreductase (NTR) are
being observed in the hypoxic region of solid tumors, which
enables selective prodrug activation in hypoxic solid tumors.57

Similar to photocaged PROTACs, hypoxia-activated PRO-
TACs are designed by attaching a hypoxia-activated leaving
group (HALG) to the POI ligand or the E3 ligase ligand. This
design enables activation under hypoxic condition by the
increased NTR activity, which triggers the release of the active
PROTACs, followed by target protein degradation.58,59 In
2021, Cheng et al. developed a hypoxia-activated PROTAC
(Table 1, entry 7) by introducing the 4-nitrobenzyl group into
the EGFR ligand moiety of an EGFRDel19-targeting PRO-
TAC.58 PROTAC 7 showed sharply decreased binding affinity

Figure 5. Schematic presentation of the design strategies for folate-caged PROTACs, antibody-PROTAC conjugates (Ab-PROTACs), and
aptamer-PROTAC conjugates (APCs). Upon special recognition by the cell membrane receptor (e.g., FOLR1, HER2, and nucleolin), these
PROTAC-based conjugates are taken up by cells via endocytosis. Then, the linker is cleaved by hydrolases to release the active PROTAC molecule,
leading to target protein degradation.
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to EGFR and could achieve selective EGFRDel19 degradation in
hypoxia instead of normoxia in HCC4006 cells at the
concentration of 50 μM with the maximal 87% degradation.
Besides the 4-nitrobenzyl group, they also introduced the (1-
methyl-2-nitro-1H-imidazol-5-yl) methyl group into the EGFR
ligand moiety of an EGFRDel19-targeting PROTAC. However,
the resulting PROTAC 8 (Table 1, entry 8) could still potently
bind to EGFRDel19, and the discrepancy of the degradation
induced by PROTAC 8 between normoxia and hypoxia was
not obvious.58 In a more recent effort, Shi et al. reported
another series of hypoxia-activated PROTAC designed by
incorporating the (1-methyl-2-nitro-1H-imidazol-5-yl) methyl
group on the VHL E3 ligase recruiter.59 Among the obtained
PROTAC molecules, PROTAC 9 (Table 1, entry 9) could
release the active PROTAC molecule under hypoxia, which
showed nearly complete deletion of EGFR in HCC-827 cells at
the concentration of 250 nM.59 Additionally, PROTAC 9
significantly suppressed the tumor growth in a HCC-827
xenograft animal model.59 The strategy of hypoxia-activated
PROTACs may help to achieve controllable target protein
degradation in solid tumors with high level of hypoxia, thus
avoiding potential toxicity to normal tissues/cells.
3.3. Folate-Caged PROTACs. Folate receptor α (FOLR1)

is highly expressed in many human cancers but relatively lowly
expressed in normal tissues.60 This expression difference
provides opportunities for drug targeting by conjugation of
folate as a FOLR1 ligand. Conjugation of folate has been
utilized as an effective approach for the specific delivery of
PROTACs into cancer cells. Folate-caged PROTACs are
designed by attaching a folate group on the E3 ligase ligand of
PROTACs via a cleavable linker.61,62 As shown in Figure 5,
upon binding to FOLR1 in the cell membrane, the folate-
conjugated PROTACs are transported into cells followed by
cleavage of the folate moiety by endogenous hydrolases and
reductases. This provides the active PROTAC, which triggers
target protein degradation.61,62

In 2021, Liu et al. developed a cancer-selective PROTAC on
the basis of reported BRD4 PROTAC ARV-771.61 The folate-
PROTAC 10 (Table 1, entry 10) designed by incorporating
folate via an ester bond onto the hydroxyl group of ARV-771,
demonstrated comparable BRD4 degradation in cancer cells
versus noncancerous normal cells with the parental compound
ARV-771. However, the folate-PROTAC failed to deplete
BRD4 in both HeLa cells pretreated with free folic acid and
HeLa cells without endogenous FOLR1, indicating the
FOLR1-depedent BRD4 degradation. In the same year, they
reported another folate-caged PROTAC 11 (Table 1, entry
11) designed by attaching a folate group to the pomalidomide
moiety of reported ALK PROTAC via a glutathione (GSH)-
sensitive linker.62 Similar to PROTAC 10, PROTAC 11
showed FOLR1-dependent NPM-ALK fusion protein degra-
dation. This strategy provides an approach for the targeted
delivery of folate-caged PROTACs to FOLR1-expressing
cancer cells with the potential to ameliorate toxicity.62

3.4. Antibody-PROTAC Conjugates (Ab-PROTACs).
Antibody−drug conjugates (ADCs) enable the delivery of a
cytotoxic payload specifically to cancer cells. This enables one
to achieve a maximal effect on cancer cells whereas undesired
effects in noncancer cells can be minimized.63 On the basis of
the idea of ADCs, the development of antibody-PROTAC
conjugates (Ab-PROTAC) have been explored as a new
strategy to improve the tissue and cell-type selectivity of
PROTACs. Ab-PROTACs are designed by attaching a tumor

cell-specific antibody to a PROTAC molecule via a cleavable
linker.64 Similar to folate-caged PROTACs, the antibody binds
selectively to tumor cells, the linker of Ab-PROTACs can be
hydrolyzed following antibody−PROTAC internalization,
releasing the active PROTAC molecule (Figure 5).64 In
2020, Maneiro et al. reported a BRD4-targeting trastuzumab-
PROTAC conjugate (Table 1, entry 12).64 Trastuzumab is a
monoclonal antibody used to treat breast cancers, especially for
HER2-positive breast cancers. As expected, Ab-PROTAC 12
could selectively degrade BRD4 only in HER2-positive cells
while leaving BRD4 intact in HER2-negative cells. For
instance, 100 nM of Ab-PROTAC 12 for 4 h treatment
demonstrated almost-complete BRD4 depletion only in HER2-
positive cell lines. Significant BRD4 degradation was also
observed at the concentration of 50 nM, whereas no
degradation was detected at any of the concentrations tested
in HER2-negative cell lines. By applying tissue specificity of
ADCs to PROTACs, the Ab-PROTACs hold potential to
overcome the limitation of PROTAC selectivity.
3.5. Aptamer-PROTAC Conjugates (APCs). Aptamers

are single-stranded nucleic acids which can bind to target
proteins with high specificity and affinity.65,66 Aptamers have
been widely used in targeted therapy against human tumors
due to small physical size, flexible structure, quick chemical
production, versatile chemical modification, high stability and
lack of immunogenicity.66 In 2021, He et al. developed an
aptamer-PROTAC conjugation (APC) approach to improve
the tumor-specific targeting ability and in vivo antitumor
potency of conventional PROTACs.67 Upon selective
recognition by nucleolin-overexpressing tumor cells, the
disulfide bond of the APC is cleaved by GSH followed by
the release the active PROTAC molecule (Figure 5). The first
aptamer-PROTAC conjugate (APC) was designed by
conjugating a BET-targeting PROTAC to nucleolin-targeting
aptamer AS1411 (AS) via a GSH-sensitive linker. As expected,
the resulting APC 13 (Table 1, entry 13) showed comparable
BRD4 degradation with the parental PROTAC (APC 13, DC50
= 22 nM, Dmax > 90% vs parental PROTAC DC50 = 13 nM,
Dmax > 90%) in highly nucleolin-expressing MCF-7 breast
cancer cells.67

3.6. BCL-XL PROTACs with Low Platelet Toxicity. B-cell
lymphoma extra large (BCL-XL) is a well-validated drug target
in cancer, which is predominantly overexpressed in many solid
tumor cells and also in a subset of leukemia cells.68,69 However,
inhibition of BCL-XL induces on-target and dose-limiting
thrombocytopenia, seriously limiting the clinical application of
BCL-XL inhibitors.70−73 To reduce the platelet toxicity, in
2019, Khan et al. developed a selective navitoclax-based BCL-
XL PROTAC degrader by targeting BCL-XL to the VHL E3
ligase, which is minimally expressed in platelets.72 The
generated PROTAC 14 (Table 1, entry 14) could induce
the degradation of BCL-XL in MOLT-4 T-cell acute
lymphoblastic leukemia cells with DC50 of 63 nM and Dmax
of 90.8%. However, minimal reduction (Dmax, 26%) in BCL-
XL levels in platelets after incubation with up to 3 μM of
PROTAC 14 was observed. In addition, PROTAC 14 was
about 4-fold more cytotoxic to MOLT-4 cells than the BCL-2
and BCL-XL dual inhibitor navitoclax and showed almost no
effect on the viability of platelets up to a concentration of 3
μM, demonstrating improved antitumor potency and reduced
toxicity to platelets compared with navitoclax.72 Similar to
VHL E3 ligase, CRBN E3 ligase is also poorly expressed in
platelets. In 2020, He et al. reported another navitoclax-based
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BCL-XL PROTAC, which targets BCL-XL to the CRBN E3
ligase for degradation.73 The resulting PROTAC 15 (Table 1,
entry 15) could induce selective BCL-XL degradation in WI38

nonsenescent cells and WI38 senescent cells but not platelets.
Further biological evaluations showed PROTAC 15 could
effectively clear WI38 senescent cells and rejuvenate tissue

Table 2. Structures of PROTACs for Recruiting Newly Explored E3 Ligasesa

aBlue: POI ligand, green: covalent group, and red: E3 ligand.
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stem and progenitor cells in naturally aged mice without
causing severe thrombocytopenia.73 These findings demon-
strate the potential to use PROTAC technology to reduce on-
target drug toxicities by hijacking tissue-specific E3 ligases.

4. PROTACS FOR RECRUITING NEWLY EXPLORED E3
LIGASES

To date, there are approximately 600 human E3 ligases;
however, only a limited number of them (e.g., CRBN, VHL,
MDM2, IAP) have been harnessed to produce effective
PROTACs.6,36,43,74−76 According to a PROTAC-DB analysis
conducted by Jimenez et al., VHL remains the most widely
used E3 ligase (36%), and the IAP family can be subdivided
into XIAP (14%), cIAP1/BIRC2 (9%), cIAP2/BIRC3 (3%),
and unspecified IAPs (5%). In addition, CRBN (14%) and
MDM2 (7%) gain the podium of E3 ligase proteins.36

However, drug resistance to CRBN and VHL E3 ligase ligand
in tumors has already emerged.44 In addition, these E3 ligases
are generally considered to have low tissue-specific expression.
This demonstrates that it is important to explore other E3
ligases that are expressed at a very low level in normal tissues
but overexpressed in tumors in order to gain selectivity.6 In the
past several years, apart from the classically used E3 ligases
CRBN, VHL, MDM2, and IAP,3,43,77 newly explored E3
ligases including RNF4, RNF114, DCAF16, DCAF15, KEAP1,
DCAF11, FEM1B, and L3MBTL3 have also been leveraged for
PROTAC design.
4.1. RING Finger Protein 114 (RNF114)-Recruiting

PROTACs. One of the newly explored E3 ligases is RNF114.
This E3 ligase has been addressed in a study by the Nomura’s
group in 2019. They found that nimbolide, a terpenoid natural
product derived from the Neem tree, could exploited as a
recruiter of RNF114.78 One of these PROTACs, molecule 16
(Table 2, entry 16), was designed by linking nimbolide to the
BET inhibitor JQ1 and enabled RNF114-dependent BRD4
degradation. Although PROTAC 16 treatment in 231MFP
cells led to BRD4 degradation after 12 h treatment, PROTAC
16 showed less BRD4 degradation at 1 μM compared to 0.1
and 0.01 μM, which might be due to the hook effect.78 While
nimbolide could be harnessed to recruit RNF114 for target
protein degradation, its high molecular weight, modest
chemical stability, and difficulty in synthesis limited its
application in PROTAC design. In 2021, they discovered a
fully synthetic RNF114 E3 ligase recruiter EN219.79 One
PROTAC molecule 17 (Table 2, entry 17) obtained by
attaching EN219 to BET inhibitor JQ1 with alkyl linker could
degrade BRD4 in a RNF114-dependent manner. Similar to the
nimbolide-based PROTAC 16, the EN219-based PROTAC 17
demonstrated robust depletion of BRD4 in 231MFP breast
cancer cells with DC50 values of 36 and 14 nM for the long and
short isoforms of BRD4, respectively. Interestingly, one
EN219-based PROTAC 18 (Table 2, entry 18) exhibited
preferential degradation of BCR-ABL over c-ABL, compared
with several previous BCR-ABL degraders recruiting CRBN or
VHL that showed opposite selectivity.79

4.2. RING Finger Protein 4 (RNF4)-Recruiting PRO-
TACs. In 2019, Ward et al. identified covalent E3 ubiquitin
ligase RNF4 binders via activity-based protein profiling
(ABPP)-based covalent ligand screening approaches.80 They
incorporated this potential RNF4 recruiter into a bifunctional
degrader linked to BET inhibitor JQ1. Despite showing lower
potency than previously reported JQ1-based degrader MZ1,
the RNF4-based PROTAC 19 (Table 2, entry 19) could

degrade BRD4 in a time and dose-responsive manner in
231MFP breast cancer cells.80

4.3. DDB1- and CUL4-Associated Factor 16 (DCAF16)-
Recruiting PROTACs. In 2019, Cravatt’s group reported
covalent PROTACs containing scout fragments coupled to the
FKBP12 ligand SLF.81 Among these PROTACs, PROTAC 20
(Table 2, entry 20) could exclusively promote the loss of
nuclear FKBP12 without effects on the cytoplasmic localization
of FKBP12 under treatment conditions (2 μM, 8 or 24 h) in
HEK293T cells. Nevertheless, PROTAC 20 could reduce the
nuclear FKBP12 level in WT cells, but not in the DCAF16−/−

HEK293T cells, indicating the DCAF16-mediated degrada-
tion.81 Another BRD4-targeting PROTAC 21 (Table 2, entry
21) was identified using this strategy. PROTAC 21 showed
concentration-dependent depletion of BRD4 in HEK293T
cells after 24 h treatment. Similarly, PROTAC 21 failed to
degrade BRD4 in the DCAF16−/− HEK293T cells, indicating
the DCAF16-mediated degradation.81

4.4. DDB1- and CUL4-Associated Factor 15 (DCAF15)-
Recruiting PROTACs. In 2019, DCAF15 was used for
PROTAC design by Zoppi et al.82 However, the reported
DCAF15-based PROTACs did not show obvious target
protein degradation. In 2020, Li et al. reported another series
of DCAF15-based PROTACs.83 Among these obtained
compounds, PROTAC 22 (Table 2, entry 22) showed the
best BRD4 degradation (DC50 = 10.84 ± 0.92 μM, Dmax =
98%) after 16 h treatment in SU-DHL-4 cells. Apart from
BRD4, PROTAC 22 could also degrade BRD2 and BRD3 in a
dose-dependent manner. Further experiments showed that
PROTAC 22 failed to degrade BRD4 in DCAF15 knockout
SU-DHL-4 cells, indicating the DCAF15-mediated degrada-
tion of BRD4.83

4.5. Kelch-Like ECH-Associated Protein-1 (KEAP1)-
Recruiting PROTACs. KEAP1 functions as a substrate
adaptor protein for cullin 3 (CUL3) E3 ligase complexes,
leading to polyubiquitinated Nrf2 for proteasomal degradation
under normal conditions, which can be exploited as E3 ligase
for PROTAC.84 Wei et al. reported two KEAP1-based
PROTACs containing a selective, noncovalent small-molecule
KEAP1 binder and BET inhibitor JQ1.85 PROTAC 23 (Table
2, entry 23) featured the KEAP1 ligand with the carboxylic
acid group, while PROTAC 24 (Table 2, entry 24) was
designed as the prodrug by using the ethyl ester derivative to
enhance cell-permeability. Higher concentration (5 μM) of
PROTAC 23 significantly depleted BRD4 after 12 h treatment,
while lower concentrations (0.5 and 1 μM) of PROTAC 23
failed to show obvious degradation of BRD4, presumably
because of its poor cell-permeability. Compared to PROTAC
23, PROTAC 24 needed longer time to degrade BRD4, with
moderate reductions of BRD4 levels (24 h treatment, 0.5 μM),
indicating that in-cell hydrolysis of its ethyl ester group is
required to release the carboxylic acid group which is crucial
for binding to KEAP1.85 Piperlongumine (PL) is a natural
product that could selectively kill senescent cells in part
through induction of OXR1 degradation in a proteasome-
dependent manner.86 Additionally, PL could be a potential E3
ligase recruiter to generate PROTACs because it could bind to
eight different E3 ligases in senescent cells. To validate the
hypothesis, Pei et al. described a series of PROTAC molecules
consisting of PL and SNS-032 (a selective CDK9 inhibitor).87

Among which, compound 25 (Table 2, entry 25) could
potently degrade CDK9 at the concentration of 0.1 μM after 6
h treatment. Further biological experiments identified that
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PROTAC 25 induced CDK9 degradation by the recruitment
of the E3 ligase KEAP1.
4.6. DDB1- and CUL4-Associated Factor 11 (DCAF11)-

Recruiting PROTACs. In 2021, Cravatt’s group described a
screening strategy performed with a focused library of
candidate electrophilic PROTACs bearing a FKBP12 binder
connected to a structurally varied electrophilic group.88 Among
these covalent PROTACs, PROTAC 26 (Table 2, entry 26)
could induce the degradation of both cytosolic and nuclear
FKBP12 in DCAF11-WT but not in DCAF11-KO in 22Rv1
cells in a concentration and time-dependent manner, indicating
the DCAF11-dependent degradation.88 Another PROTAC 27
(Table 2, entry 27) could induce 90% loss of AR at 10 μM
after 8 h treatment in 22Rv1 cells. Similarly, PROTAC 27
achieved concentration-dependent degradation of AR in WT
cells, not in the DCAF11-KO 22Rv1 cells, indicating the
DCAF11-dependent degradation.88

4.7. Fem-1 Homologue B (FEM1B)-Recruiting PRO-
TACs. Recently, FEM1B was discovered as E3 ligase playing a
critical role in the cellular response to reductive stress. Rape et
al. found that FEM1B could mediate FNIP1 ubiquitylation and
degradation to restore mitochondrial activity, redox homeo-
stasis, and stem cell integrity.89 In a more recent effort,
Nomura’s group reported a FEM1B-targeting cysteine-reactive
covalent ligand, EN106, which can be used as a covalent
recruiter for FEM1B in PROTAC.90 Two EN106-based
PROTACs (Table 2, entry 28 and 29) stood out as their
excellent degradation potency. PROTAC 28 demonstrated the
great degradation potency with a DC50 of 250 nM and 94%
maximal degradation of BRD4 in HEK293T cells.90 Addition-
ally, 0.3 μM of PROTAC 29 showed robust degradation of
both BCR-ABL and c-ABL after 24 h treatment in K562
cells.90

4.8. Lethal Malignant Brain Tumor-Like Protein 3
(L3MBTL3)-Recruiting PROTACs. Research showed that the
methyl-lysine reader protein, L3MBTL3, could bind to
methylated proteins and target them for proteasomal
degradation via the Cul4DCAF5 complex.91,92 On the basis of
this natural mechanism, Nalawansha et al. reported several
L3MBTL3-recruiting PROTACs.93 Among them, PROTAC
30 (Table 2, entry 30) could recruit L3MBTL3 to indue the
FKBP12F36 V degradation in a nuclear-specific manner.
Similarly, they also identified another PROTAC 31 (Table 2,
entry 31), which could trigger the BRD2 degradation in
multiple cell lines while sparing BRD4 in a dose-dependent
manner. Interestingly, these L3MBTL3-recruiting PROTACs
show nuclear-specific protein degradation because of the
nuclear-restricted expression of L3MBTL3, which can achieve
the degradation of nuclear oncogenic proteins with higher
selectivity.93

5. CONCLUSION AND PERSPECTIVE
In the past two decades, PROTACs have been developed as
new therapeutic modalities in drug discovery. Until now, over
ten PROTACs are in clinical trials. The event-driven
PROTACs hold promise to exploit drug targets that were
previously undruggable for the traditional occupancy-driven
inhibitors. Nevertheless, the development and application of
PROTACs are facing several challenges such as a systemic side
effect by PROTAC action outside the diseased area.
Furthermore, the design of PROTACs implies often non-
compliance with the Lipinski’s rule of five thus increasing the
chance for issues with their absorption, metabolism, distribu-

tion, and elimination. In the review, we provided a detailed
summary of recent strategies to enhance the effectiveness and
selectivity of PROTACs. These new PROTAC design
strategies can be classified into three main groups: strategies
for improving the cellular permeability, strategies for increasing
cell or tissue selectivity, and strategies for recruiting newly
exploited E3 ligases. However, most PROTACs reported in
this review are still in the conceptual stage. Some PROTACs
need more biological evaluations, such as in vivo studies, safety
profiles, and DMPK profiles, the others need to be further
optimized to improve their metabolic stability and potency. So,
we expect that PROTACs could reach the clinic; however,
actually reaching the clinic might be a matter of time. Apart
from reaching the clinic the PROTACs are useful tools to
probe the biology of proteins in particular with respect to
functions for which no small molecule inhibitors can be
developed.
To address the PROTACs noncompliance with Lipinski’s

rule of five, in vivo assembly of a PROTAC was developed
using a strategy denoted CLIPTACs. This strategy enables in
vivo synthesis of a PROTACs from two smaller fragments by
click chemistry. Although the two corresponding precursors
are much smaller than the preassembled PROTAC molecule,
they are still relatively large in size (MW of JQ1-TCO (1):
609.19, MW of Tz-Thalidomide (2): 571.59) and the physical-
chemical properties might be suboptimal. This argues for
expansion of the use of other bio-orthogonal reactions apart
from tetrazine ligation used in CLIPTACs, such as strain-
promoted azide−alkyne cycloaddition (SPAAC).94 Although,
the CLIPTACs were first described in 2016,46 few follow up
studies were done for this technology. This might have several
reasons. One reason discussed by the authors is that the
effectiveness of the CLIPTAC strategy is limited by assembly
of the PROTAC molecules before entering the cells. An
additional concern is the metabolic stability of the CLIPTAC
partner molecules. Alternatively, the CLIPTAC effectiveness
might be limited from relatively low reactions yields, which
leaves the nonreacted CLIPTAC partners as competing ligands
that interfere with formation of the ternary complex needed for
PROTAC-mediated protein degradation. Further efforts on the
development of CLIPTACs should focus on the discovery of
smaller individual precursors, alternative linkage strategies, and
precursor activation by intracellular enzymes.
Another weakness of PROTACs is the lack of selectivity for

PROTAC-mediated proteolysis in cancer cells versus normal
cells. In order to achieve selectivity for cancer cells, several
strategies have been developed. These strategies include
photochemically controllable PROTACs (PHOTACs), hypo-
xia-activated PROTACs, folate-caged PROTACs, antibody-
PROTAC conjugates (Ab-PROTACs) and aptamer-PROTAC
conjugates (APCs), and BCL-XL PROTACs, which proved to
be successful as reviewed.47,48,51

In the case of hypoxia-activated PROTACs, the PROTACs
with a caged POI ligand show lower binding affinity to POI
than PROTACs with a caged E3 ligase ligand. Caging of the
POI ligand may provide a more pronounced reduction for the
on-target toxicity to normal cells. Additionally, it is also
important to investigate safety profiles of caging groups. It is
worth noting that hypoxia-activated PROTACs are only
suitable for solid tumors with a high level of hypoxia. The
safety profiles of HALGs also need to be investigated. Folate-
caged PROTACs, antibody-PROTAC conjugates (Ab-PRO-
TACs), and aptamer-PROTAC conjugates (APCs) have much
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larger molecular weight than normal PROTACs, which might
lead to poorer oral bioavailability and unfavorable pharmaco-
kinetics. Further attention should be paid to optimizing their
DMPK profiles and delivery methods. The folate-caged
PROTACs are beneficial for the treatment of cancer types
with high expression of FOLR1, and further studies for folate-
caged PROTACs are warranted to evaluate their in vivo
potency and toxicity.
The human genome encodes more than 600 E3 ubiquitin

ligases, but only a few of them have been utilized for
PROTACs. However, drug resistance to CRBN and VHL E3
ligase ligands in tumors has already emerged. Therefore, there
is a need to hijack alternative E3 ligases. Recently, several other
E3 ligases have been harnessed successfully for PROTACs.
However, most newly explored E3 ligase ligands bind to E3
ligases in a covalent manner and need further optimization to
improve potency, selectivity and metabolic stability. Note that
most of these new hijackable E3 ligases are ubiquitously
expressed in humans. Extensive efforts should also be put in
identification of E3 ligases with a tissue or disease-specific
expression pattern to improve PROTAC selectivity and
increase their therapeutic window.29

In addition, PROTACs could pose more challenges with
regard to drug metabolism and pharmacokinetics (DMPK)
and safety evaluation than traditional small molecules.
PROTACs have multiple sites for metabolic degradation thus
providing inactivation of the POI ligand or the E3 ligase ligand,
thus giving rise to molecules with altered and/or competing
activity.40 Therefore, the traditional DMPK strategies may not
be suitable for PROTAC molecules, which calls for establish-
ment of novel approaches to characterize the pharmacokinetics
and metabolite profiling of PROTACs.40

Taken together, PROTACs hold great potential for many
human diseases. Immense efforts should focus on the
development of a next generation of PROTACs with improved
selectivity, favorable pharmacokinetics properties, enhanced
therapeutic efficacy, and decreased toxicity. PROTACs should
not only be developed as potential novel therapeutic agents but
also as powerful biological tools to investigate the physiological
and pathological functions of enzymes.
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Zanetti, S. R.; Baroni, M. L.; Sanchez-Martinez, D.; Molina, O.;
Closa, A.; Agraz-Doblas, A.; Marin, P.; Eyras, E.; Varela, I.; Menendez,
P. CD133-directed CAR T-cells for MLL leukemia: on-target, off-
tumor myeloablative toxicity. Leukemia 2019, 33 (8), 2090−2125.
(29) Bekes, M.; Langley, D. R.; Crews, C. M. PROTAC targeted
protein degraders: the past is prologue. Nat. Rev. Drug Discov 2022,
21 (3), 181−200.
(30) Mullard, A. Arvinas’s PROTACs pass first safety and PK
analysis. Nat. Rev. Drug Discov 2019, 18 (12), 895.
(31) Edmondson, S. D.; Yang, B.; Fallan, C. Proteolysis targeting
chimeras (PROTACs) in ’beyond rule-of-five’ chemical space: Recent
progress and future challenges. Bioorg. Med. Chem. Lett. 2019, 29
(13), 1555−1564.
(32) Lipinski, C. A.; Lombardo, F.; Dominy, B. W.; Feeney, P. J.
Experimental and computational approaches to estimate solubility and
permeability in drug discovery and development settings. Adv. Drug
Deliver Rev. 1997, 23 (1−3), 3−25.
(33) Cantrill, C.; Chaturvedi, P.; Rynn, C.; Petrig Schaffland, J.;
Walter, I.; Wittwer, M. B. Fundamental aspects of DMPK
optimization of targeted protein degraders. Drug Discov Today
2020, 25 (6), 969−982.
(34) Matsson, P.; Kihlberg, J. How Big Is Too Big for Cell
Permeability? J. Med. Chem. 2017, 60 (5), 1662−1664.
(35) Atilaw, Y.; Poongavanam, V.; Svensson Nilsson, C.; Nguyen,
D.; Giese, A.; Meibom, D.; Erdelyi, M.; Kihlberg, J. Solution
Conformations Shed Light on PROTAC Cell Permeability. ACS Med.
Chem. Lett. 2021, 12 (1), 107−114.
(36) Jimenez, D. G.; Sebastiano, M. R.; Caron, G.; Ermondi, G. Are
we ready to design oral PROTACs(R)? ADMET DMPK 2021, 9 (4),
243−254.
(37) Moreau, K.; Coen, M.; Zhang, A. X.; Pachl, F.; Castaldi, M. P.;
Dahl, G.; Boyd, H.; Scott, C.; Newham, P. Proteolysis-targeting
chimeras in drug development: A safety perspective. Br. J. Pharmacol.
2020, 177 (8), 1709−1718.
(38) Ishoey, M.; Chorn, S.; Singh, N.; Jaeger, M. G.; Brand, M.;
Paulk, J.; Bauer, S.; Erb, M. A.; Parapatics, K.; Muller, A. C.; Bennett,
K. L.; Ecker, G. F.; Bradner, J. E.; Winter, G. E. Translation
Termination Factor GSPT1 Is a Phenotypically Relevant Off-Target
of Heterobifunctional Phthalimide Degraders. ACS Chem. Biol. 2018,
13 (3), 553−560.
(39) Zorba, A.; Nguyen, C.; Xu, Y.; Starr, J.; Borzilleri, K.; Smith, J.;
Zhu, H.; Farley, K. A.; Ding, W.; Schiemer, J.; Feng, X.; Chang, J. S.;
Uccello, D. P.; Young, J. A.; Garcia-Irrizary, C. N.; Czabaniuk, L.;
Schuff, B.; Oliver, R.; Montgomery, J.; Hayward, M. M.; Coe, J.;
Chen, J.; Niosi, M.; Luthra, S.; Shah, J. C.; El-Kattan, A.; Qiu, X.;
West, G. M.; Noe, M. C.; Shanmugasundaram, V.; Gilbert, A. M.;
Brown, M. F.; Calabrese, M. F. Delineating the role of cooperativity in
the design of potent PROTACs for BTK. Proc. Natl. Acad. Sci. U. S. A.
2018, 115 (31), E7285−E7292.
(40) Jones, L. H.; Mitchell, C. A.; Loberg, L.; Pavkovic, M.; Rao, M.;
Roberts, R.; Stamp, K.; Volak, L.; Wittwer, M. B.; Pettit, S. Targeted
protein degraders: a call for collective action to advance safety
assessment. Nat. Rev. Drug Discov 2022, 21, 401.
(41) Cecchini, C.; Pannilunghi, S.; Tardy, S.; Scapozza, L. From
Conception to Development: Investigating PROTACs Features for
Improved Cell Permeability and Successful Protein Degradation.
Front Chem. 2021, 9, 672267.

ACS Pharmacology & Translational Science pubs.acs.org/ptsci Review

https://doi.org/10.1021/acsptsci.2c00089
ACS Pharmacol. Transl. Sci. 2022, 5, 710−723

721

https://doi.org/10.1038/s41556-022-00850-x
https://doi.org/10.1038/s41556-022-00850-x
https://doi.org/10.1038/s41556-022-00850-x
https://doi.org/10.1021/acs.jmedchem.0c02234?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.0c02234?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.0c02234?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41589-020-00652-y
https://doi.org/10.1038/s41589-020-00652-y
https://doi.org/10.1038/s41586-020-2576-2
https://doi.org/10.1038/s41586-020-2576-2
https://doi.org/10.1002/anie.201507978
https://doi.org/10.1002/anie.201507978
https://doi.org/10.1002/anie.200501724
https://doi.org/10.1002/anie.200501724
https://doi.org/10.1002/anie.200501724
https://doi.org/10.1016/j.chembiol.2017.09.009
https://doi.org/10.1016/j.chembiol.2017.09.009
https://doi.org/10.1038/nchembio.1858
https://doi.org/10.1038/s41573-021-00199-0
https://doi.org/10.1038/s41573-021-00199-0
https://doi.org/10.1016/j.tips.2020.02.006
https://doi.org/10.1016/j.tips.2020.02.006
https://doi.org/10.1016/j.tips.2020.02.006
https://doi.org/10.1016/j.chembiol.2021.03.011
https://doi.org/10.1016/j.chembiol.2021.03.011
https://doi.org/10.1016/j.ejmech.2020.112993
https://doi.org/10.1016/j.ejmech.2020.112993
https://doi.org/10.1021/acscentsci.0c00411?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acscentsci.0c00411?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.7554/eLife.41305
https://doi.org/10.7554/eLife.41305
https://doi.org/10.7554/eLife.41305?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.0c00967?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.0c00967?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41422-018-0055-1
https://doi.org/10.1038/s41422-018-0055-1
https://doi.org/10.1038/s41422-018-0055-1
https://doi.org/10.1021/acs.biochem.9b00848?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.biochem.9b00848?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.biochem.8b00391?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.biochem.8b00391?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.biochem.8b00391?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41375-019-0418-8
https://doi.org/10.1038/s41375-019-0418-8
https://doi.org/10.1038/s41573-021-00371-6
https://doi.org/10.1038/s41573-021-00371-6
https://doi.org/10.1038/d41573-019-00188-4
https://doi.org/10.1038/d41573-019-00188-4
https://doi.org/10.1016/j.bmcl.2019.04.030
https://doi.org/10.1016/j.bmcl.2019.04.030
https://doi.org/10.1016/j.bmcl.2019.04.030
https://doi.org/10.1016/S0169-409X(96)00423-1
https://doi.org/10.1016/S0169-409X(96)00423-1
https://doi.org/10.1016/j.drudis.2020.03.012
https://doi.org/10.1016/j.drudis.2020.03.012
https://doi.org/10.1021/acs.jmedchem.7b00237?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.7b00237?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acsmedchemlett.0c00556?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acsmedchemlett.0c00556?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.5599/admet.1037
https://doi.org/10.5599/admet.1037
https://doi.org/10.1111/bph.15014
https://doi.org/10.1111/bph.15014
https://doi.org/10.1021/acschembio.7b00969?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.7b00969?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.7b00969?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1073/pnas.1803662115
https://doi.org/10.1073/pnas.1803662115
https://doi.org/10.1038/d41573-022-00055-9
https://doi.org/10.1038/d41573-022-00055-9
https://doi.org/10.1038/d41573-022-00055-9
https://doi.org/10.3389/fchem.2021.672267
https://doi.org/10.3389/fchem.2021.672267
https://doi.org/10.3389/fchem.2021.672267
pubs.acs.org/ptsci?ref=pdf
https://doi.org/10.1021/acsptsci.2c00089?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as


(42) Sosic, I.; Bricelj, A.; Steinebach, C. E3 ligase ligand chemistries:
from building blocks to protein degraders. Chem. Soc. Rev. 2022, 51
(9), 3487−3534.
(43) Li, X.; Pu, W.; Zheng, Q.; Ai, M.; Chen, S.; Peng, Y.
Proteolysis-targeting chimeras (PROTACs) in cancer therapy. Mol.
Cancer 2022, 21 (1), 99.
(44) Zhang, L.; Riley-Gillis, B.; Vijay, P.; Shen, Y. Acquired
Resistance to BET-PROTACs (Proteolysis-Targeting Chimeras)
Caused by Genomic Alterations in Core Components of E3 Ligase
Complexes. Mol. Cancer Ther 2019, 18 (7), 1302−1311.
(45) Brand, M.; Jiang, B.; Bauer, S.; Donovan, K. A.; Liang, Y.;
Wang, E. S.; Nowak, R. P.; Yuan, J. C.; Zhang, T.; Kwiatkowski, N.;
Muller, A. C.; Fischer, E. S.; Gray, N. S.; Winter, G. E. Homolog-
Selective Degradation as a Strategy to Probe the Function of CDK6 in
AML. Cell Chem. Biol. 2019, 26 (2), 300.
(46) Lebraud, H.; Wright, D. J.; Johnson, C. N.; Heightman, T. D.
Protein Degradation by In-Cell Self-Assembly of Proteolysis
Targeting Chimeras. ACS Cent Sci. 2016, 2 (12), 927−934.
(47) Hu, Z.; Crews, C. M. Recent Developments in PROTAC-
Mediated Protein Degradation: From Bench to Clinic. Chembiochem
2022, 23 (2), No. e202100270.
(48) Reynders, M.; Trauner, D. Optical control of targeted protein
degradation. Cell Chem. Biol. 2021, 28 (7), 969−986.
(49) Kounde, C. S.; Shchepinova, M. M.; Saunders, C. N.;
Muelbaier, M.; Rackham, M. D.; Harling, J. D.; Tate, E. W. A
caged E3 ligase ligand for PROTAC-mediated protein degradation
with light. Chem. Commun. (Camb) 2020, 56 (41), 5532−5535.
(50) Naro, Y.; Darrah, K.; Deiters, A. Optical Control of Small
Molecule-Induced Protein Degradation. J. Am. Chem. Soc. 2020, 142
(5), 2193−2197.
(51) Li, W.; Elhassan, R. M.; Fang, H.; Hou, X. B. Photo-
pharmacology-based small-molecule proteolysis targeting chimeras:
optical control of protein degradation. Future Med. Chem. 2020, 12
(22), 1991−1993.
(52) Xue, G.; Wang, K.; Zhou, D.; Zhong, H.; Pan, Z. Light-Induced
Protein Degradation with Photocaged PROTACs. J. Am. Chem. Soc.
2019, 141 (46), 18370−18374.
(53) Winter, G. E.; Buckley, D. L.; Paulk, J.; Roberts, J. M.; Souza,
A.; Dhe-Paganon, S.; Bradner, J. E. Phthalimide conjugation as a
strategy for in vivo target protein degradation. Science 2015, 348
(6241), 1376−1381.
(54) Pfaff, P.; Samarasinghe, K. T. G.; Crews, C. M.; Carreira, E. M.
Reversible Spatiotemporal Control of Induced Protein Degradation
by Bistable PhotoPROTACs. ACS Cent Sci. 2019, 5 (10), 1682−1690.
(55) Raina, K.; Lu, J.; Qian, Y.; Altieri, M.; Gordon, D.; Rossi, A. M.;
Wang, J.; Chen, X.; Dong, H.; Siu, K.; Winkler, J. D.; Crew, A. P.;
Crews, C. M.; Coleman, K. G. PROTAC-induced BET protein
degradation as a therapy for castration-resistant prostate cancer. Proc.
Natl. Acad. Sci. U. S. A. 2016, 113 (26), 7124−7129.
(56) Hunter, F. W.; Wouters, B. G.; Wilson, W. R. Hypoxia-activated
prodrugs: paths forward in the era of personalised medicine. Br. J.
Cancer 2016, 114 (10), 1071−1077.
(57) Li, Y.; Zhao, L.; Li, X. F. Targeting Hypoxia: Hypoxia-Activated
Prodrugs in Cancer Therapy. Front Oncol 2021, 11, 700407.
(58) Cheng, W.; Li, S.; Wen, X.; Han, S.; Wang, S.; Wei, H.; Song,
Z.; Wang, Y.; Tian, X.; Zhang, X. Development of hypoxia-activated
PROTAC exerting a more potent effect in tumor hypoxia than in
normoxia. Chem. Commun. (Camb) 2021, 57 (95), 12852−12855.
(59) Shi, S.; Du, Y.; Zou, Y.; Niu, J.; Cai, Z.; Wang, X.; Qiu, F.; Ding,
Y.; Yang, G.; Wu, Y.; Xu, Y.; Zhu, Q. Rational Design for
Nitroreductase (NTR)-Responsive Proteolysis Targeting Chimeras
(PROTACs) Selectively Targeting Tumor Tissues. J. Med. Chem.
2022, 65 (6), 5057−5071.
(60) Scaranti, M.; Cojocaru, E.; Banerjee, S.; Banerji, U. Exploiting
the folate receptor alpha in oncology. Nat. Rev. Clin Oncol 2020, 17
(6), 349−359.
(61) Liu, J.; Chen, H.; Liu, Y.; Shen, Y.; Meng, F.; Kaniskan, H. U.;
Jin, J.; Wei, W. Cancer Selective Target Degradation by Folate-Caged
PROTACs. J. Am. Chem. Soc. 2021, 143 (19), 7380−7387.

(62) Chen, H.; Liu, J.; Kaniskan, H. U.; Wei, W.; Jin, J. Folate-
Guided Protein Degradation by Immunomodulatory Imide Drug-
Based Molecular Glues and Proteolysis Targeting Chimeras. J. Med.
Chem. 2021, 64 (16), 12273−12285.
(63) Khongorzul, P.; Ling, C. J.; Khan, F. U.; Ihsan, A. U.; Zhang, J.
Antibody-Drug Conjugates: A Comprehensive Review. Mol. Cancer
Res. 2020, 18 (1), 3−19.
(64) Maneiro, M. A.; Forte, N.; Shchepinova, M. M.; Kounde, C. S.;
Chudasama, V.; Baker, J. R.; Tate, E. W. Antibody-PROTAC
Conjugates Enable HER2-Dependent Targeted Protein Degradation
of BRD4. ACS Chem. Biol. 2020, 15 (6), 1306−1312.
(65) Bunka, D. H.; Stockley, P. G. Aptamers come of age - at last.
Nat. Rev. Microbiol 2006, 4 (8), 588−596.
(66) Zhou, J.; Rossi, J. Aptamers as targeted therapeutics: current
potential and challenges. Nat. Rev. Drug Discov 2017, 16 (3), 181−
202.
(67) He, S.; Gao, F.; Ma, J.; Ma, H.; Dong, G.; Sheng, C. Aptamer-
PROTAC Conjugates (APCs) for Tumor-Specific Targeting in Breast
Cancer. Angew. Chem., Int. Ed. Engl. 2021, 60 (43), 23299−23305.
(68) Thomas, S.; Quinn, B. A.; Das, S. K.; Dash, R.; Emdad, L.;
Dasgupta, S.; Wang, X. Y.; Dent, P.; Reed, J. C.; Pellecchia, M.;
Sarkar, D.; Fisher, P. B. Targeting the Bcl-2 family for cancer therapy.
Expert Opin Ther Targets 2013, 17 (1), 61−75.
(69) Ashkenazi, A.; Fairbrother, W. J.; Leverson, J. D.; Souers, A. J.
From basic apoptosis discoveries to advanced selective BCL-2 family
inhibitors. Nat. Rev. Drug Discov 2017, 16 (4), 273−284.
(70) Schoenwaelder, S. M.; Jarman, K. E.; Gardiner, E. E.; Hua, M.;
Qiao, J.; White, M. J.; Josefsson, E. C.; Alwis, I.; Ono, A.; Willcox, A.;
Andrews, R. K.; Mason, K. D.; Salem, H. H.; Huang, D. C.; Kile, B.
T.; Roberts, A. W.; Jackson, S. P. Bcl-xL-inhibitory BH3 mimetics can
induce a transient thrombocytopathy that undermines the hemostatic
function of platelets. Blood 2011, 118 (6), 1663−1674.
(71) Kaefer, A.; Yang, J.; Noertersheuser, P.; Mensing, S.;
Humerickhouse, R.; Awni, W.; Xiong, H. Mechanism-based
pharmacokinetic/pharmacodynamic meta-analysis of navitoclax
(ABT-263) induced thrombocytopenia. Cancer Chemother Pharmacol
2014, 74 (3), 593−602.
(72) Khan, S.; Zhang, X.; Lv, D.; Zhang, Q.; He, Y.; Zhang, P.; Liu,
X.; Thummuri, D.; Yuan, Y.; Wiegand, J. S.; Pei, J.; Zhang, W.;
Sharma, A.; McCurdy, C. R.; Kuruvilla, V. M.; Baran, N.; Ferrando, A.
A.; Kim, Y. M.; Rogojina, A.; Houghton, P. J.; Huang, G.; Hromas, R.;
Konopleva, M.; Zheng, G.; Zhou, D. A selective BCL-XL PROTAC
degrader achieves safe and potent antitumor activity. Nat. Med. 2019,
25 (12), 1938−1947.
(73) He, Y.; Zhang, X.; Chang, J.; Kim, H. N.; Zhang, P.; Wang, Y.;
Khan, S.; Liu, X.; Zhang, X.; Lv, D.; Song, L.; Li, W.; Thummuri, D.;
Yuan, Y.; Wiegand, J. S.; Ortiz, Y. T.; Budamagunta, V.; Elisseeff, J.
H.; Campisi, J.; Almeida, M.; Zheng, G.; Zhou, D. Using proteolysis-
targeting chimera technology to reduce navitoclax platelet toxicity and
improve its senolytic activity. Nat. Commun. 2020, 11 (1), 1996.
(74) Lai, A. C.; Crews, C. M. Induced protein degradation: an
emerging drug discovery paradigm. Nat. Rev. Drug Discov 2017, 16
(2), 101−114.
(75) Itoh, Y.; Ishikawa, M.; Naito, M.; Hashimoto, Y. Protein
knockdown using methyl bestatin-ligand hybrid molecules: design and
synthesis of inducers of ubiquitination-mediated degradation of
cellular retinoic acid-binding proteins. J. Am. Chem. Soc. 2010, 132
(16), 5820−5826.
(76) Schapira, M.; Calabrese, M. F.; Bullock, A. N.; Crews, C. M.
Targeted protein degradation: expanding the toolbox. Nat. Rev. Drug
Discov 2019, 18 (12), 949−963.
(77) Itoh, Y. Chemical Protein Degradation Approach and its
Application to Epigenetic Targets. Chem. Rec 2018, 18 (12), 1681−
1700.
(78) Spradlin, J. N.; Hu, X.; Ward, C. C.; Brittain, S. M.; Jones, M.
D.; Ou, L.; To, M.; Proudfoot, A.; Ornelas, E.; Woldegiorgis, M.;
Olzmann, J. A.; Bussiere, D. E.; Thomas, J. R.; Tallarico, J. A.;
McKenna, J. M.; Schirle, M.; Maimone, T. J.; Nomura, D. K.

ACS Pharmacology & Translational Science pubs.acs.org/ptsci Review

https://doi.org/10.1021/acsptsci.2c00089
ACS Pharmacol. Transl. Sci. 2022, 5, 710−723

722

https://doi.org/10.1039/D2CS00148A
https://doi.org/10.1039/D2CS00148A
https://doi.org/10.1186/s12943-021-01434-3
https://doi.org/10.1158/1535-7163.MCT-18-1129
https://doi.org/10.1158/1535-7163.MCT-18-1129
https://doi.org/10.1158/1535-7163.MCT-18-1129
https://doi.org/10.1158/1535-7163.MCT-18-1129
https://doi.org/10.1016/j.chembiol.2018.11.006
https://doi.org/10.1016/j.chembiol.2018.11.006
https://doi.org/10.1016/j.chembiol.2018.11.006
https://doi.org/10.1021/acscentsci.6b00280?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acscentsci.6b00280?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1002/cbic.202100270
https://doi.org/10.1002/cbic.202100270
https://doi.org/10.1016/j.chembiol.2021.05.010
https://doi.org/10.1016/j.chembiol.2021.05.010
https://doi.org/10.1039/D0CC00523A
https://doi.org/10.1039/D0CC00523A
https://doi.org/10.1039/D0CC00523A
https://doi.org/10.1021/jacs.9b12718?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.9b12718?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.4155/fmc-2020-0210
https://doi.org/10.4155/fmc-2020-0210
https://doi.org/10.4155/fmc-2020-0210
https://doi.org/10.1021/jacs.9b06422?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.9b06422?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1126/science.aab1433
https://doi.org/10.1126/science.aab1433
https://doi.org/10.1021/acscentsci.9b00713?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acscentsci.9b00713?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1073/pnas.1521738113
https://doi.org/10.1073/pnas.1521738113
https://doi.org/10.1038/bjc.2016.79
https://doi.org/10.1038/bjc.2016.79
https://doi.org/10.3389/fonc.2021.700407
https://doi.org/10.3389/fonc.2021.700407
https://doi.org/10.1039/D1CC05715D
https://doi.org/10.1039/D1CC05715D
https://doi.org/10.1039/D1CC05715D
https://doi.org/10.1021/acs.jmedchem.1c02221?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.1c02221?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.1c02221?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41571-020-0339-5
https://doi.org/10.1038/s41571-020-0339-5
https://doi.org/10.1021/jacs.1c00451?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.1c00451?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.1c00901?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.1c00901?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.1c00901?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1158/1541-7786.MCR-19-0582
https://doi.org/10.1021/acschembio.0c00285?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.0c00285?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.0c00285?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/nrmicro1458
https://doi.org/10.1038/nrd.2016.199
https://doi.org/10.1038/nrd.2016.199
https://doi.org/10.1002/anie.202107347
https://doi.org/10.1002/anie.202107347
https://doi.org/10.1002/anie.202107347
https://doi.org/10.1517/14728222.2013.733001
https://doi.org/10.1038/nrd.2016.253
https://doi.org/10.1038/nrd.2016.253
https://doi.org/10.1182/blood-2011-04-347849
https://doi.org/10.1182/blood-2011-04-347849
https://doi.org/10.1182/blood-2011-04-347849
https://doi.org/10.1007/s00280-014-2530-9
https://doi.org/10.1007/s00280-014-2530-9
https://doi.org/10.1007/s00280-014-2530-9
https://doi.org/10.1038/s41591-019-0668-z
https://doi.org/10.1038/s41591-019-0668-z
https://doi.org/10.1038/s41467-020-15838-0
https://doi.org/10.1038/s41467-020-15838-0
https://doi.org/10.1038/s41467-020-15838-0
https://doi.org/10.1038/nrd.2016.211
https://doi.org/10.1038/nrd.2016.211
https://doi.org/10.1021/ja100691p?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/ja100691p?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/ja100691p?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/ja100691p?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41573-019-0047-y
https://doi.org/10.1002/tcr.201800032
https://doi.org/10.1002/tcr.201800032
pubs.acs.org/ptsci?ref=pdf
https://doi.org/10.1021/acsptsci.2c00089?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as


Harnessing the anti-cancer natural product nimbolide for targeted
protein degradation. Nat. Chem. Biol. 2019, 15 (7), 747−755.
(79) Luo, M.; Spradlin, J. N.; Boike, L.; Tong, B.; Brittain, S. M.;
McKenna, J. M.; Tallarico, J. A.; Schirle, M.; Maimone, T. J.; Nomura,
D. K. Chemoproteomics-enabled discovery of covalent RNF114-
based degraders that mimic natural product function. Cell Chem. Biol.
2021, 28 (4), 559.
(80) Ward, C. C.; Kleinman, J. I.; Brittain, S. M.; Lee, P. S.; Chung,
C. Y. S.; Kim, K.; Petri, Y.; Thomas, J. R.; Tallarico, J. A.; McKenna, J.
M.; Schirle, M.; Nomura, D. K. Covalent Ligand Screening Uncovers
a RNF4 E3 Ligase Recruiter for Targeted Protein Degradation
Applications. ACS Chem. Biol. 2019, 14 (11), 2430−2440.
(81) Zhang, X.; Crowley, V. M.; Wucherpfennig, T. G.; Dix, M. M.;
Cravatt, B. F. Electrophilic PROTACs that degrade nuclear proteins
by engaging DCAF16. Nat. Chem. Biol. 2019, 15 (7), 737−746.
(82) Zoppi, V.; Hughes, S. J.; Maniaci, C.; Testa, A.; Gmaschitz, T.;
Wieshofer, C.; Koegl, M.; Riching, K. M.; Daniels, D. L.; Spallarossa,
A.; Ciulli, A. Iterative Design and Optimization of Initially Inactive
Proteolysis Targeting Chimeras (PROTACs) Identify VZ185 as a
Potent, Fast, and Selective von Hippel-Lindau (VHL) Based Dual
Degrader Probe of BRD9 and BRD7. J. Med. Chem. 2019, 62 (2),
699−726.
(83) Li, L.; Mi, D.; Pei, H.; Duan, Q.; Wang, X.; Zhou, W.; Jin, J.; Li,
D.; Liu, M.; Chen, Y. In vivo target protein degradation induced by
PROTACs based on E3 ligase DCAF15. Signal Transduct Target Ther
2020, 5 (1), 129.
(84) Zhang, D. D.; Lo, S. C.; Cross, J. V.; Templeton, D. J.;
Hannink, M. Keap1 is a redox-regulated substrate adaptor protein for
a Cul3-dependent ubiquitin ligase complex. Mol. Cell. Biol. 2004, 24
(24), 10941−10953.
(85) Wei, J.; Meng, F.; Park, K. S.; Yim, H.; Velez, J.; Kumar, P.;
Wang, L.; Xie, L.; Chen, H.; Shen, Y.; Teichman, E.; Li, D.; Wang, G.
G.; Chen, X.; Kaniskan, H. U.; Jin, J. Harnessing the E3 Ligase
KEAP1 for Targeted Protein Degradation. J. Am. Chem. Soc. 2021,
143 (37), 15073−15083.
(86) Wang, Y.; Chang, J.; Liu, X.; Zhang, X.; Zhang, S.; Zhang, X.;
Zhou, D.; Zheng, G. Discovery of piperlongumine as a potential novel
lead for the development of senolytic agents. Aging (Albany NY)
2016, 8 (11), 2915−2926.
(87) Pei, J.; Xiao, Y.; Liu, X.; Hu, W.; Sobh, A.; Yuan, Y.; Zhou, S.;
Hua, N.; Mackintosh, S. G.; Zhang, X.; Basso, K. B.; Kamat, M.; Yang,
Q.; Licht, J. D.; Zheng, G.; Zhou, D.; Lv, D. Identification of
Piperlongumine (PL) as a new E3 ligase ligand to induce targeted
protein degradation. biorxiv 2022, DOI: 10.1101/2022.01.21.474712.
(88) Zhang, X.; Luukkonen, L. M.; Eissler, C. L.; Crowley, V. M.;
Yamashita, Y.; Schafroth, M. A.; Kikuchi, S.; Weinstein, D. S.;
Symons, K. T.; Nordin, B. E.; Rodriguez, J. L.; Wucherpfennig, T. G.;
Bauer, L. G.; Dix, M. M.; Stamos, D.; Kinsella, T. M.; Simon, G. M.;
Baltgalvis, K. A.; Cravatt, B. F. DCAF11 Supports Targeted Protein
Degradation by Electrophilic Proteolysis-Targeting Chimeras. J. Am.
Chem. Soc. 2021, 143 (13), 5141−5149.
(89) Manford, A. G.; Rodriguez-Perez, F.; Shih, K. Y.; Shi, Z.;
Berdan, C. A.; Choe, M.; Titov, D. V.; Nomura, D. K.; Rape, M. A
Cellular Mechanism to Detect and Alleviate Reductive Stress. Cell
2020, 183 (1), 46.
(90) Henning, N. J.; Manford, A. G.; Spradlin, J. N.; Brittain, S. M.;
Zhang, E.; McKenna, J. M.; Tallarico, J. A.; Schirle, M.; Rape, M.;
Nomura, D. K. Discovery of a Covalent FEM1B Recruiter for
Targeted Protein Degradation Applications. J. Am. Chem. Soc. 2022,
144 (2), 701−708.
(91) Leng, F.; Yu, J.; Zhang, C.; Alejo, S.; Hoang, N.; Sun, H.; Lu,
F.; Zhang, H. Methylated DNMT1 and E2F1 are targeted for
proteolysis by L3MBTL3 and CRL4(DCAF5) ubiquitin ligase. Nat.
Commun. 2018, 9 (1), 1641.
(92) Zhang, C.; Leng, F.; Saxena, L.; Hoang, N.; Yu, J.; Alejo, S.;
Lee, L.; Qi, D.; Lu, F.; Sun, H.; Zhang, H. Proteolysis of methylated
SOX2 protein is regulated by L3MBTL3 and CRL4(DCAF5)
ubiquitin ligase. J. Biol. Chem. 2019, 294 (2), 476−489.

(93) Nalawansha, D. A.; Li, K.; Hines, J.; Crews, C. M. Hijacking
Methyl Reader Proteins for Nuclear-Specific Protein Degradation. J.
Am. Chem. Soc. 2022, 144 (12), 5594−5605.
(94) Bird, R. E.; Lemmel, S. A.; Yu, X.; Zhou, Q. A. Bioorthogonal
Chemistry and Its Applications. Bioconjug Chem. 2021, 32 (12),
2457−2479.

ACS Pharmacology & Translational Science pubs.acs.org/ptsci Review

https://doi.org/10.1021/acsptsci.2c00089
ACS Pharmacol. Transl. Sci. 2022, 5, 710−723

723

 Recommended by ACS

Enriching Proteolysis Targeting Chimeras with a Second
Modality: When Two Are Better Than One
Alessandra Salerno, Maria Laura Bolognesi, et al.
JULY 11, 2022
JOURNAL OF MEDICINAL CHEMISTRY READ 

Optimization of Class I Histone Deacetylase PROTACs
Reveals that HDAC1/2 Degradation is Critical to Induce
Apoptosis and Cell Arrest in Cancer Cells
Joshua P. Smalley, James T. Hodgkinson, et al.
MARCH 16, 2022
JOURNAL OF MEDICINAL CHEMISTRY READ 

Activation of E6AP/UBE3A-Mediated Protein Ubiquitination
and Degradation Pathways by a Cyclic γ-AA Peptide
Bo Huang, Jianfeng Cai, et al.
JANUARY 19, 2022
JOURNAL OF MEDICINAL CHEMISTRY READ 

Rational Design for Nitroreductase (NTR)-Responsive
Proteolysis Targeting Chimeras (PROTACs) Selectively
Targeting Tumor Tissues
Shi Shi, Qihua Zhu, et al.
FEBRUARY 17, 2022
JOURNAL OF MEDICINAL CHEMISTRY READ 

Get More Suggestions >

https://doi.org/10.1038/s41589-019-0304-8
https://doi.org/10.1038/s41589-019-0304-8
https://doi.org/10.1016/j.chembiol.2021.01.005
https://doi.org/10.1016/j.chembiol.2021.01.005
https://doi.org/10.1021/acschembio.8b01083?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.8b01083?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acschembio.8b01083?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41589-019-0279-5
https://doi.org/10.1038/s41589-019-0279-5
https://doi.org/10.1021/acs.jmedchem.8b01413?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.8b01413?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.8b01413?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.jmedchem.8b01413?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41392-020-00245-0
https://doi.org/10.1038/s41392-020-00245-0
https://doi.org/10.1128/MCB.24.24.10941-10953.2004
https://doi.org/10.1128/MCB.24.24.10941-10953.2004
https://doi.org/10.1021/jacs.1c04841?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.1c04841?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.18632/aging.101100
https://doi.org/10.18632/aging.101100
https://doi.org/10.1101/2022.01.21.474712
https://doi.org/10.1101/2022.01.21.474712
https://doi.org/10.1101/2022.01.21.474712
https://doi.org/10.1101/2022.01.21.474712?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.1c00990?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.1c00990?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1016/j.cell.2020.08.034
https://doi.org/10.1016/j.cell.2020.08.034
https://doi.org/10.1021/jacs.1c03980?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.1c03980?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1038/s41467-018-04019-9
https://doi.org/10.1038/s41467-018-04019-9
https://doi.org/10.1074/jbc.RA118.005336
https://doi.org/10.1074/jbc.RA118.005336
https://doi.org/10.1074/jbc.RA118.005336
https://doi.org/10.1021/jacs.2c00874?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/jacs.2c00874?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.bioconjchem.1c00461?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
https://doi.org/10.1021/acs.bioconjchem.1c00461?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
pubs.acs.org/ptsci?ref=pdf
https://doi.org/10.1021/acsptsci.2c00089?urlappend=%3Fref%3DPDF&jav=VoR&rel=cite-as
http://pubs.acs.org/doi/10.1021/acs.jmedchem.2c00302?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.2c00302?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.2c00302?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.2c00302?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02179?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02179?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02179?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02179?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02179?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c01922?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c01922?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c01922?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c01922?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02221?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02221?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02221?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02221?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
http://pubs.acs.org/doi/10.1021/acs.jmedchem.1c02221?utm_campaign=RRCC_aptsfn&utm_source=RRCC&utm_medium=pdf_stamp&originated=1663894509&referrer_DOI=10.1021%2Facsptsci.2c00089
https://preferences.acs.org/ai_alert?follow=1

