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Supplementary Figure 1 Generation of Plasmodium berghei ANKA with NK65NYU AP2 

(ANKA_011210), (PbANKAS). (A) Diagrammatic representation of the strategy for generating 

transgenic ANKA (AP2NK65NYU) strain. The CRISPR-Cas9 gene editing tool was used to 

substitute TTT in the WT ANKA (target) to TCT in ANKA AP2NK65NYU (modified) resulting 

in change of phenylalanine to serine. The gene sequence of AP2 in ANKA (ANKA_011210) 

from 5428–5469 nucleotides, highlighting the guide region (20 nucleotides) and the protospacer 

adjacent motif (PAM) are shown. The modified sequence shows the mutated nucleotides (bold) 

called ‘shield mutations’ that prevent re-cutting of the modified locus. (B). Confirmation of AP2 

gene editing in ANKA AP2NK65NYU. The figure shows the region of AP2 from 1809-1823 

amino acids and the corresponding DNA sequence for the ANKA (WT) and ANKA 

(AP2NK65NYU). The corresponding chromatogram is shown. 

 



A          

B

Supplementary Figure 1



Supplementary Information  

ATTTGAATGAAGGGGAACATAAAGAAAATAATGAACCTCACAGAAATACAGATAATCAAAAAATCGGAATAAAAGTA

GATAAAAATGGTAAAAATGGAAATATATCTATGAACGGTTTATTTGTAAGTTATGGACGTGGACAAAGGACAAAAGg

taaataaaaaatgttgaatgctaaatattattgaaaataaacaagcgttatattttattattttactttttatagGA

TTAGAAAAAAATAAAAACTCAGCGGACAATGCAAGTTCGAATAAGAATAGTGGAAACACAAAAGGAAATGGATCTAA

AAGAGGCAATGGAAAAGATAAACAAAATGGTGGATGTTATGTAGACATTGGTGAAAATTATGAACTTAAATATACAG

TTGCTGAGCTCAAGCCACAGCGCGGCGTTTATTTTGATAAATCTCAAAAAGCATGGATAGGAAGTTGGTATGAAGAA

GGCAAACAAATAAAACGTCGATTTAAAATTAAATATTATGGTTGGGACGAAGCTAAAGAATTAGCAACAAAAGCTAG

ATTTTCTTTTGAAAATCGAATCAAAAATTTAGAAGGAAATAACGGAAAAGGTAATTCTAGTACATCTAAAAATAATA

CAAATTCAGGAGAAAAGAATGGAACAAAACTTACAGTAGTTAATAATAAAAAAAGTGGAATTCAGGATATAGAAAAT

AATAATAATGATAGAATAAAAACAAGAAACAGTTCAAAAGATGTAGAAGAAAAAAATAATAATGAAAATGCTGGATT

TGATGAAAATAATTTTAATGATATAGATAATCATAATAATCCAAATGAAAAAAATAATTCTGATGATAAAAAAAAAA

ATAATAATATAGATGATGAAATATGGAGTAATCAAGAATCTCAAAATTGTGAT 

 

A 900 bp homology region was used to incorporate the desired substitution (AP2F/S) in the AP2 

gene (PBANKA_011210) in P. berghei ANKA strain by altering TTT to TCT (‘C’ highlighted 

in red). The DNA sequence of the guide region (underlined) was altered with synonymous 

mutations to avoid recognition of the edited locus by Cas9 endonuclease. 
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