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Abstract 

 

CD8
+
 T cells represent a sizable component of the liver inflammatory infiltrate in chronic 

hepatitis C and are thought to contribute to immune-mediated tissue injury. Since chronic 

stimulation may promote the expression by CD8
+
 T cells of distinct human leukocyte antigen 

(HLA) Class I specific, Natural Killer cells receptors (NKRs) susceptible to both inhibit 

effector functions and promote cell survival, we examined the distribution and characteristics 

of CD8
+
 T cells with such receptors in chronic hepatitis C patients. NKRs CD8

+
 T cells were 

detectable in liver and peripheral blood from HCV-infected patients but were not major 

subsets. However, the frequency of NKG2A
+
CD8

+  
in liver and in a lesser extent in peripheral 

blood was positively correlated to histological activity in HCV-infected patients.  No such 

correlation was found with KIR
+
 T cells in liver in  HCV-infected patients and with the both 

NKR CD8+ T cells  in hepatitis B virus (HBV)- infected patients. Circulating CD8
+
 T cells 

expressing killer cell immunoglobulin-like receptors (KIRs) exhibited phenotypic features of 

memory T cells but with exacerbated expression of the senescence marker CD57 in patients. 

NKG2A
+
CD8

+
 T cells were committed T cells that appeared less differentiated than 

KIRs
+
CD8

+
 T cells. In HCV-infected patients their content in perforin was low and similar to 

that observed in NKG2A
-
CD8

+
 T cells, a scenario not observed in healthy subjects and HBV-

infected patients. Both NKG2A and KIRs could inhibit HCV-specific CD8
+
 T cells response 

ex vivo. In conclusion, these results support the concept that accumulation in liver 

parenchyma of NKR
+
CD8

+
 T cells that have functional alterations could be responsible for 

liver lesions. They provide novel insights into the complexity of liver infiltrating CD8
+
 T cells 

in chronic hepatitis C and reveal that distinct subsets of antigen-experienced CD8
+
 T cells are 

differentially sensitive to the pervasive influence of HCV  
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Introduction 

Hepatitis C is a liver-targeting infectious disease caused by a non cytopathic RNA 

virus (HCV). If HCV is not rapidly cleared by the immune system, the infection becomes 

chronic, causes inflammation, mononuclear cell infiltration, hepatocytes destruction, 

progression to fibrosis, can lead to cirrhosis and in some instance, to hepatocellular carcinoma 

(1, 2). While vigorous HCV specific T cell responses can allow for virus clearance, HCV 

persists in a majority of cases (3-6). Among liver lymphocytes of chronic hepatitis C (cHC) 

patients are many activated CD8
+
 T cells (7). Such a population comprises very few T cells 

reactive to HCV because HCV-specific CD8
+
 T cells are difficult to detect within the 

persistently infected liver (8-10). HCV-specific CD8
+
 T cells differ from other virus-specific 

CD8
+
 T cells by their incomplete differentiation status. For instance, many of them retain 

expression of CD27 and CD28 costimulatory molecules that are missing on fully 

differentiated cytomegalovirus (CMV)-specific CD8
+
 T cells (11). Our knowledge of CD8

+
 T 

cells in cHC has thus progressed. Nevertheless, some features remain poorly explored. In 

particular, some Natural Killer cells receptors (NKRs) that bind human leukocyte antigen 

class I (HLA-I) can be expressed by CD8
+
 T cells and greatly influence their properties. 

Although the expression of some NKRs has been examined in some chronic viral infections, 

including Epstein-Barr virus (EBV), CMV and human immunodeficiency virus (HIV) 

infections (12-15) less is known with respect to NKRs expression by CD8
+
 T cells in cHC.  

Depending on the nature of the ligand binding domain, HLA-I reactive NKRs can be 

subdivided in two major groups. The first group corresponds to molecules whose ectodomain 

belongs to the C-type lectin domain family such as NKG2A that associates with CD94 to 

form inhibitory heterodimers. The second group corresponds to molecules whose ectodomain 

consists of immunoglobulin (Ig)-like domains. It includes KIRs (killer cell Ig-like receptors) 

such as CD158 molecules, and LIR1/ILT2 (leukocyte Ig-like receptor 1/Ig-like transcript 2). 

While CD94:NKG2 heterodimers react to the non classical HLA-I molecule HLA-E, KIR 

family members bind to polymorphic residues of classical HLA-I molecules. As to 

LIR1/ILT2, it reacts to a monomorphic portion of classical HLA-I with poor affinity and with 

marginal functional consequences  relative to KIRs or NKG2A (16-20).  

KIRs are absent on naïve CD8
+
 T lymphocytes but they can be surface expressed on 

CD8
+
 T cells harboring memory cell-associated phenotypic features. In most cases, they 

correspond to KIRs with high affinity for their HLA-I ligands and that can negatively regulate 

effector functions (inhibitory KIRs) (19). KIRs expression by CD8
+
 T cells, reflecting prior 

TCR engagement, is stable and remains unaltered in culture (21, 22). With respect to the 
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inhibitory heterodimer CD94:NKG2A, its surface expression on CD8
+
 T cells depends on 

TCR engagement and is observed on T cells with memory/effector phenotype (23). Various 

observations support the notion that HLA-I reactive inhibitory NKRs expressed by CD8
+
 T 

cells can impair their effector functions (13, 14, 24-26). In addition, KIRs and NKG2A 

expression can impact on CD8
+
 T cell persistence via modulation of their susceptibility to 

activation-induced cell death (AICD) and possibly, promote their accumulation (19).  

In cHC patients, initiation and progression of liver damages, which are characterized 

by portal lymphoid infiltration and degenerative lobular lesions, are essentially driven by the 

host immune response (3). CD8
+
 T cells are abundant within the diseased liver, both in the 

lobular and periportal areas (7, 27) and can be cytotoxic for HCV-infected as well as non-

infected liver cells through various mechanisms (9, 28, 29). Given these characteristics and 

because HLA-I specific NKRs can be expressed by committed CD8
+
 T cells, NKRs

+
CD8

+
 T 

cells could contribute to the progression toward chronicity both by impairing the function of 

HCV specific CD8
+
 T cells and by promoting the accumulation of activated CD8

+
 T cells at 

large within the liver. We therefore examined the expression of NKG2A (Z199 antibody) as 

well as of CD158a/h and CD158b/j KIRs members (EB6 and GL183 antibodies) by 

intrahepatic and circulating CD8
bright

 T lymphocytes from patients with characterized HCV 

chronic infection compared to healthy controls and HBV-infected patients. 
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Patients and Methods 

Patients.  

Thirty four chronic HCV-infected patients seen in our clinical department for a liver biopsy 

from January to December 2005 were included in the study (Table 1). Each patient had 

serologic markers of HCV infection and presence of serum HCV RNA. Criteria for exclusion 

were age under 18 years, presence of serum HbsAg or anti-HIV antibodies, other causes of 

chronic liver disease, alcohol consumption higher than 30 g/day, and current or past 

immunomodulatory or antiviral treatment. Serum alanine aminotransferase (ALT) levels were 

determined at the time of the liver biopsy and were expressed as multiple of the upper limit of 

the normal. Anti-HCV antibodies were tested by third-generation ELISA (Ortho Diagnostic 

Systems, Raritan, NJ). Serum HCV-RNA titer was measured by RT-Q-PCR (Monitor 2.0 

HCV, Roche Diagnostic Systems, Meylan, France) at the time of the liver biopsy. HCV 

genotype was determined by direct sequencing (Trugene HCV 5’NC; Visible Genetics Inc., 

Toronto, Canada). Patients underwent percutaneous liver biopsy (16-gauge hepafix needle) as 

part of their diagnostic evaluation. Blood samples from patients were collected at the same 

time of the biopsy in heparinized vacutainer tubes. Peripheral blood mononuclear cells 

(PBMCs) were isolated by using Ficoll-hypaque density gradient separation. Two control 

groups were studied for PBMCs experiments : 13 chronically mono HBV-infected patients 

seen in the same clinical department, and 22 healthy volunteers obtained from our blood bank 

(Etablissement Français du Sang, La Tronche, France).  The study was in agreement with the 

local ethics committee recommendations and all patients gave a written informed consent.  

 

Liver samples and Immunohistological analysis. 

Liver biopsies were processed for histopathological examination by a single independent 

pathologist (NS) using the METAVIR scoring system. Each biopsy was cut in five micro 

meters thick cryostat sections, dried and fixed in formol. Immunostaining was performed 

using an indirect streptavidin biotin peroxydase method with an anti-CD8 antibody (C8/144B 

clone, Dako). For cell suspension analysis, fresh fragments collected in RPMI 1640 10 % of 

rhesus AB human serum were washed extensively to minimize blood cells contamination and 

disrupted mechanically into small pieces in complete media. Cell suspensions were prepared 

in complete media by using a glass mortar. Cells were washed and processed immediately for 

immunoanalysis.  
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Bulk expansion of intrahepatic lymphocytes. 

Infiltrating T lymphocytes were isolated from fresh liver tissue and expanded as we described 

elsewhere (30). Briefly, cells were expanded polyclonally (unprimed, bulk-expanded) in the 

presence of irradiated (30 Gy) autologous PBMCs (10
5
 cells/well), recombinant 

interleukin(IL)-2 (100 IU/ml) and phytohemaglutinin A (PHA) (2 g/ml) in 96 well plates 

(10
5
 cells/well) for 2 weeks in RPMI 1640 media containing 10% AB human serum, 1 mM 

glutamine, 1% non-essential amino acids, 1% sodium pyruvate, 50 g/ml 

penicillin/streptomycin (Gibco Life Sciences, Rockville, MD) at 37°C in 5% CO2 atmosphere. 

Half of the media was replaced twice a week and cells were splitted at confluence. Expanding 

cells were maintained for 2-3 weeks without restimulation with addition of media and IL-2. 

Bulk-expanded lymphocytes were used directly or cryopreserved. 

 

Antibodies and multimers 

The antibodies used were anti-HLA-A2-Fluorescein Isothiocyanate (FITC) (clone BB7.2), 

anti-CD3-R-Phycoerythrin-Cyanine 5 (PE)Cy5 (UCHT1), anti-CD8-FITC (SK1), anti-

CD28-FITC (CD28.2), anti-CD27-FITC (M-T271), anti-CD45RA-FITC (HI100), anti-

CD45RO-FITC (UCHL1), anti-CD57-FITC (NK-1), anti-CD85j/LIR1-PE /FITC (GHI/75) 

and anti-Perforin-FITC (G9) from Becton-Dickinson Biosciences (Le Pont-de-Claix, 

France). Anti-CD8-Allophycocyanin (APC) (B9.11), anti-CD158a,h purified or PE/APC-

coupled (EB6), anti-CD158b1,b2,j purified or PE/APC-coupled (GL183), anti-

NKG2A/CD159A purified or PE-coupled (Z199), anti-CD94-PE (HP3B1) were obtained 

from Beckman Coulter France (Villepinte, France). Anti-NKG2A-APC (131411) and purified 

anti-CD158b2/KIR2DL3 (180701) was from R&D Systems (Lille, France). Anti-CD62L-

FITC (FMC46) was from Serotec (Oxford, UK). F(ab')2 of goat anti-mouse (GAM) IgG-FITC 

was from Jackson ImmunoResearch (West Grove, PA). Soluble R-PE-labeled HCV 

peptide:HLA-A*0201 multimers containing the non-structural (NS)31073-1081, NS31406-1415 and 

NS52594-2602 peptides were obtained from Proimmune Limited (Oxford, UK). Staining was 

performed according to the manufacturer instructions. 

 

Immunostaining and Flow Cytometry. 

Fresh PBMCs/intrahepatic samples (0.2 to 1 x 10
6
 cells) were incubated with a saturating 

amount of appropriate labeled antibodies in phosphate-buffered saline (PBS) (30 min, 4°C). 
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Cells were washed twice and
 
analyzed immediately. For indirect staining, cells first were

 

incubated with unconjugated primary mAb, followed
 
by a F(ab')2 fragment of goat GAM-

FITC. For intracellular staining, cells were first surface stained, washed and subjected to 

fixation/permeabilisation (Cytofix/Cytoperm kit, BD PharMingen), prior to intracellular 

staining according to the manufacturer instructions. Multi-parameter flow cytometric analysis 

was performed on a FACSCalibur instrument with the CellQuest software (Becton Dickinson, 

Mountain View, CA). Nonviable cells
 
were excluded by electronic gating or propidium 

iodide. Depending on the conditions, 20.000 to 200.000 gated events were acquired.  

 

Functional assay. 

For stimulation assay of T cells from HLA-A*0201
+
 patients, cells used were total PBMCs or 

unprimed, bulk-expanded, iHLs plus autologous, T-depleted PBMCs. Cells were cultured for 

16-18hrs with a mixture of HCV peptides (3 g/ml) that bind to HLA-A2 in the presence of 

anti-KIRs (EB6 + GL183), anti-NKG2A (Z199) or an isotype-matched (IgG1), irrelevant 

antibodies (5 g/ml). Cultures were set up in duplicates in a final volume of 200 l of 

complete media. The peptides used were : Core35-44, 90-98, 131-140, 156-165 et 177-185 et 

NS31073-1081, 1131-1139, 1169-1177, 1284-1298, 1406-1415, 1443-1451 et 1585-1593. 

Supernatants were harvested for detection of TNF- by ELISA (OptEIA ELISA kit, BD 

Biosciences). 

 

Statistical analysis 

Comparisons between group of patients and controls were performed using the nonparametric 

Mann-Whitney U-test and Kruskall-Wallis tests. Within-group comparisons were evaluated 

using the Wilcoxon signed rank’s test. Bivariate correlations were done by computing a 

Spearman’s correlation coefficient. All comparisons were 2-tailed. When multiple 

comparisons were done on a given experiment the p value was corrected by multiplying by 

the number of comparisons. P values less than 0.05 were considered significant. The 

statistical analysis was conducted using the SPSS 9.0 software (SPSS Inc., Chicago, IL). 
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Results 

 

CD8
bright

 T lymphocytes enrichment in damaged liver from cHC patients. 

We previously observed a positive correlation between liver lesions severity and the 

frequency of intrahepatic CD3
+
 lymphocytes in cHC patients (30). We also found an 

accumulation of CD8 transcripts in liver biopsies with high histological activity index 

relative to samples with milder index (31). We therefore examined here the frequency of 

CD3
+
CD8

bright
 lymphocytes (thereafter referred to as CD8

+
 T cells) in liver biopsies from cHC 

patients presenting with various degrees of histological lesions. The flow cytometry analysis 

showed that an elevated fraction of CD3
+
CD8

+
 intrahepatic lymphocytes was associated with 

a more pronounced histological activity (p < 0.04) (Fig. 1). This observation was corroborated 

by an in situ analysis by immunostaining showing a large number of CD8
+
 T cells 

surrounding areas of lobular and periportal necrosis (Fig. 2). The latter result is in line with a 

recent immunochemistry study that has shown a higher CD8
+
 T cell infiltrate in liver from 

patients with Metavir activity superior to 1 compared to those who had mild activity (32). 

Taken together, these results strongly support the concept that in cHC patients, the 

progression from mild to marked histological lesions is associated with an increase in the size 

of the liver CD8
+
 T cell pool.  

 

Ex vivo detection of CD8
+
 T cells expressing HLA-I specific NKRs  

Because NKRs
+
CD8

+
 T cells are antigen-experienced cells whose presence might be 

associated to chronic stimulation (12, 33), we investigated whether substantial fractions of 

intrahepatic CD8
+
 T cells from cHC patients could express CD158a/h and CD158b/j KIR as 

well as NKG2A and CD94 receptors. The data in Fig. 3 indicate that both PBMCs and IHL 

from cHC patients do comprise CD8
+
 T cells with surface expression of NKG2A, CD94 or 

CD158a/h-CD158b/j KIR molecules. These populations were not major subsets among 

intrahepatic T cells, with frequencies in liver ranging on average from 4% for CD158a to 12% 

for CD94 (Table 2). Interestingly, the percentage of NKRs
+
CD8

+
 T visualized in liver was 

significantly correlated to that observed in blood. The strongest correlations were observed for 

NKG2A (r=0.72,p<0.006) and CD94 (r=0.82, p<0.001) (Fig. 4). For each NKR
+
CD8

+
 T cell 

subset there was a trend toward an enrichment in liver compared to blood that was significant 

only for CD158b (11 vs 4%, p<0.01). Finally, we compared circulating NKRs
+
CD8

+
 T cells 

frequencies observed in cHC patients to both cHB patients and healthy controls and we  

observed no significant differences between the three groups (Table 2).  
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Increased liver injury correlates with high frequency of NKG2A
+
CD8

+
 T lymphocytes. 

Since KIRs and NKG2A expression by CD8
+
 T cells reflect prior TCR-mediated activation in 

vivo (19, 33), we searched for possible correlation between the frequency of NKRs
+
CD8

+
 T 

cells and disease severity. We found a significant correlation between histological activity and 

frequency of intrahepatic NKG2A
+
CD8

+
 T cells (r = 0.645, p<0.02), and in a lesser extent 

with circulating peripheral NKG2A
+
CD8

+
 T cells (r=0.41, p<0.05). By contrast, the frequency 

of liver CD94
+
CD8

+
 T cells seemed to negatively correlate with lesion severity but this trend 

failed to reach statistical significance (r = -0.543, p = 0.055).  No correlation was found with 

the fibrosis stage. Correlations between the frequency of KIR
+
CD8

+
 T cells and biochemical 

and virological characteristics were not significant. The correlation between circulating 

NKG2A
+
CD8

+
 T cells and histological activity was not observed in the cHB group (r=0.04, 

p=0.82). Thus, the salient feature of this analysis is that in cHC, but not in cHB, patients, an 

increase percentage of NKG2A
+
CD8

+
 T cells subset is associated to an enhanced histological 

activity. 

 

NKG2A or KIRs expression by intrahepatic HCV-specific CD8
+
 T cells in cHC patients. 

To determine whether NKR expression could be detected among HCV-specific liver CD8
+
 T 

cells, we performed costaining with HCV-peptide/HLA-class I multimers reagents. Although 

the frequency of CD8
+
 T cells specific for a given peptide/HLA-A2 complex may be higher in 

the liver than in the blood (34, 35), it usually remains very low. For this reason, we used a 

cocktail of three multimer reagents made of HLA-A*0201 molecules complexed to the 

NS31073-1081, NS31406-1415 and NS52594-2602 HCV epitopes. Fig. 5A shows that it is possible to 

detect very low fractions of HCV-specific CD8
+
 T cells expressing NKG2A or KIRs receptors 

among unprimed, bulk-expanded, intrahepatic lymphocytes. Both NKG2A
+
 and KIRs

+
 HCV-

specific CD8
+
 T cell frequencies were lower than that of HCV-specific cells expressing 

LIR1/ILT2 molecules. We included the LIR1/ILT2 control since in other infectious diseases 

these molecules can be expressed by higher fractions of virus-specific CD8
+
 T cells than KIRs 

(19). Although a limited number of epitopes were studied here, the data indicate that liver 

CD8
+
 T cells from cHC patients can comprise fractions of NKRs

+
 virus-specific cells. Since 

KIRs expression is a feature of antigen-experienced, terminally differentiated, CD8
+
 T cells 

(12), the data indicates that some HCV specific CD8
+
 T cells, albeit at low frequency, do 

undergo extensive differentiation during cHC.  
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NKG2A and KIRs modulate the reactivity of HCV-specific CD8
+
 T cells from cHC 

patients. 

To determine whether NKG2A and KIRs expression is susceptible to impact on the reactivity 

of HCV specific CD8
+
 T cells, we stimulated PBMCs from HLA-A2

+
 patients with various 

HCV peptides, that bind to HLA-A2, in the presence or absence of anti- NKG2A or -KIRs 

Abs and measured TNF- secretion in the supernatant. We observed that neutralizing KIRs 

engagement, and in a minor extend NKG2A engagement, did enhance the response of virus-

specific CD8
+
 T cells to specific stimulation in vitro (Fig. 5B). Similar results were obtained 

when unprimed, bulk-expanded, intrahepatic lymphocytes were used in the assay. Thus, 

NKRs expressed by HCV-specific CD8
+
 T cells from patients are functional and are capable 

of interfering with their specific response in vitro.  

 

Phenotypic features of NKRs
+
CD8

+
 T cells  

To study the differentiation status of NKRs
+
CD8

+
 T cells, we examined their phenotype. Due 

to the limited CD8
+
 T cell number that can be recovered from biopsies, we used PBMCs 

(Table III). In all groups, most KIRs(CD158a/h plus CD158b/j)
+
CD8

+
 T cells expressed 

CD45RA and only few expressed CD45RO. Concerning the replicative senescence marker 

CD57, we observed that, while the frequency of positive cells was comparable between 

KIRs
+
CD8

+
 T cells from patients and controls, there was a marked increase in the CD57 

expression level on CD57
+
KIRs

+
CD8

+
 T cells from cHC patients as revealed by the mean 

fluorescence intensity (MFI)(Fig. 6A, B). This effect was not observed in the case of cHB 

patients. KIR
+
CD8

+
 T cells from all cohorts comprised a minority of cells positive for CD27 

and CD28 relative to their KIR
-
 counterparts with however, a trend toward a further reduced 

CD28
+
 cell frequency in HCV

+
 patients (Fig. 6C), that was also detected for cHB patients. 

With respect to NKG2A
+
CD8

+
 T cells, the high proportions of CD45RO

+
, CD27

+
 and CD28

+
 

cells seen in controls were virtually unchanged in cHC patients. As to CD57, the proportion of 

positive cells among NKG2A
+
CD8

+
 T cells was lower than among KIR

+
CD8

+
 T cells and 

there was no change in expression level (not shown). Overall, the analysis of CD8
+
 T cells 

expressing either KIRs or NKG2A indicates that both subsets display characteristics of 

effector/memory CD8
+
 T cells. NKG2A

+
CD8

+
 T cells appeared less differentiated than 

KIRs
+
CD8

+
 T cells. Finally, the phenotype of distinct NKRs

+
CD8

+
 subsets can show subtle 

distinctions between cHC patients and controls.  
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Scarcity of perforin
+
 cells among blood NKG2A

+
CD8

+
 T cells from cHC patients. 

Because perforin is central to granule exocytosis-dependent cytotoxicity, the lytic potential of 

NKRs
+
CD8

+
 T cells was estimated by studying the perforin cellular content. Intracellular 

stainings in controls showed that blood KIRs
+
CD8

+
 and NKG2A

+
CD8

+
 T cells were both 

enriched in perforin
+
 cells relative to NKR

-
CD8

+
 T cells (Fig. 7A). However, while this 

enrichment was fairly stable among KIRs
+
CD8

+
 T cells, the proportion of perforin

+
 cells 

among NKG2A
+
CD8

+
 T lymphocytes was reduced in cHC patients (Fig. 7B). This difference 

is reminiscent of the reduced frequency of perforin
+
CD8

+
 T cells previously noticed in HCV

+
 

patients (36) and was not noticed in the case of HBV
+
 patients (Fig. 7B). Thus, during cHC, it 

might exist a differential modulation of perforin expression among subsets of CD8
+
 T cells 

expressing distinct NKRs. 
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Discussion 

Conventional CD8
+
 T lymphocytes are largely suspected to be involved in the 

pathogenesis of chronic hepatitis C (7, 27, 30-32, 37, 38). The first finding of our study 

supports this concept by unraveling a significant correlation between frequencies of intra-

hepatic CD8
bright

 T cells and histological activity and by showing in situ CD8+ 

immunostainings in close contact to lobular and periportal hepatocyte necrosis. It has been 

reported in various pathologies that KIRs and NKG2A receptors could be expressed on 

antigen-experienced CD8
+
 T cells under conditions of chronic stimulation/inflammation and 

impact on their functions and/or persistence (12, 33). We have then examined CD8
bright

 T cells 

expressing these markers in liver and blood of cHC patients in terms of frequencies, 

functionalities and association to liver pathogenesis. While there was no overt accumulation 

of KIRs
+
CD8

+
 or NKG2A

+
CD8

+
 T cells in patients, our results indicate that within the liver, 

the frequency of NKG2A
+
CD8

+
, but not KIRs

+
CD8

+
 T cells correlates with lesion severity. 

Possibly, the increased frequency of NKG2A
+
CD8

+
 T cells we found in liver samples with 

marked lesion severity could relate to the fact that the liver can retain committed CD8
+
 T cells 

(39-41), a phenomenon that could be reinforced during chronic inflammation. In theory, liver 

NKG2A
+
CD8

+
 T cells could contribute to lesions because some of them were perforin

+
 and 

there were blasting cells with a high forward light scatter (not shown). In addition, the 

inhibitory effect of NKG2A is not necessarily as efficient as that triggered by inhibitory KIRs 

at interfering with CD8
+
 T cell lytic activity (19, 20, 25, 42). We have indeed shown that 

KIRs, rather than NKG2A, were effectively capable of modulating the reactivity of specific 

anti-HCV CD8
+
 T cells. It is worth to note, the scarcity of HCV specific CD8

+
 T cells we 

observed in liver is consistent with the estimated frequency of intra-hepatic CTLs usually 

reported (8-10). Therefore, the substantial deleterious role for liver of HCV reactive 

NKG2A
+
CD8

+
 T cells may result not only from their direct action, but would rely also on 

bystander phenomena. On the other hand, liver NKG2A
+
CD8

+
 T cells could be neutralized 

because NKG2A can, in some systems, efficiently control CD8
+
 T cell functions (26, 43). It is 

known that such an inhibition greatly depends on HLA-E availability (19, 20) and in the case 

of hepatitis C, liver HLA-E expression appears enhanced (44) making NKG2A
+
CD8

+
 liver T 

cells very likely to have their cytotoxic potential constrained in situ. In addition, since 

repeated TCR engagements is necessary for high NKG2A expression (45), and because the 

interaction with HLA-E does not modulate NKG2A expression (46), our observation that 

NKG2A MFI was slightly lower on liver NKG2A
+
CD8

+
 T cells from patients than on their 

circulating counterparts (not shown) suggests that intrahepatic NKG2A
+
CD8

+
 T cells are not 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 13 of 28 

overtly reactive in situ. Finally, an elevated HLA-E expression is likely to provide 

NKG2A
+
CD8

+
 liver T cells with anti-apoptotic signals since CD94 expression is high on 

NKG2A
+
CD8

+
 T cells (47-48) and high CD94 expression associates with an enhanced 

resistance to cell death (49). Thus, the increased frequency of NKG2A
+
CD8

+
 T cells in 

biopsies with marked lesions could reflect a selective survival advantage. It is possible that 

this association indeed reflects a combination of several factors including the retention of 

activated/memory CD8
+
 T cells, an HLA-E-mediated resistance to cell death and perhaps, 

some level of activation/expansion. Albeit technically difficult, further experiments are hence 

needed to fully understand the properties of liver NKG2A
+
CD8

+
 T cells during cHC. With 

respect to blood cells, we detected the increased frequency of NKG2A
+
CD8

+
 T cells reported 

by Nattermann et al.(50) in some (nearly 20%), but not all, cHC patients. The reasons for this 

difference could relate to genetic factors, risk factors, and/or to differences in the virus 

genotype as well as in duration of infection. Taken together, the decrease of cytotoxic 

functions of NKG2A+ CD8+ T at single cell level could be compensated by increase survival 

favoring a long lasting accumulation of this population which eventually induces hepatocyte 

lesions. 

Phenotypically, KIRs
+
CD8

+
 T cells from patients were committed cells with a 

memory-like phenotype resembling that of terminal effector cytotoxic CD8
+
 T cells (19). 

NKG2A
+
CD8

+
 T cells were also antigen-experienced cells since there were enriched in 

CD45RO
+
 cells but they were less differentiated than KIRs

+
CD8

+
 T cells because many were 

CD27
+
CD28

+
 cells. TCR engagement is required for NKG2A surface expression by activated 

CD8
+
 T cells during infection (23). Therefore, NKG2A

+
CD8

+
 T cells from patients must have 

responded to TCR-mediated stimulations in vivo. Given that the frequency of 

NKG2A
+
CD8

+
perforin

+
 T cells seemed reduced in patients, the data suggest that the 

differentiation of NKG2A
+
CD8

+
 T cells might be altered in persistent HCV infection. While 

the fractions of NKG2A
+
CD8

+
 and KIRs

+
CD8

+
 T cells that expressed CD57 were quite 

comparable between patients and controls, the CD57 expression was enhanced on KIRs
+
CD8

+
 

T cells from HCV but not HBV patients. Since CD57 expression by CD8
+
 T cells reflects a 

history of intense mitosis and a status of proliferative inability (51), we conclude that the 

majority KIRs
+
CD8

+
 T cells from cHC patients are truly terminally differentiated cells that 

have undergone more extensive in vivo division than their counterparts from controls. 

Through yet unknown mechanism(s), HCV infection can influence the phenotype of 

antigen-specific CD8
+
 T cells. Thus, CMV-specific CD8

+
 T cells from HCV

+
 patients are less 

differentiated than their counterparts from controls. This phenomenon is referred to as 
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pervasive influence (36). In this line, we found phenotypic distinctions between NKRs
+
CD8

+
 

T cells from cHC patients and both healthy individuals and cHB patients. For example, most 

KIRs
+
CD8

+
 T cells from cHC patients showed signs of enhanced replicative senescence, and 

perforin
+
 cells tended to be less frequent among NKG2A

+
CD8

+
 T cells. This suggests 

therefore that HCV pervasive influence can affect various subsets of committed CD8
+
 T cells 

and that distinct such subsets can be differentially susceptible to this influence.  

In summary, CD8
+
 T lymphocytes that express either KIRs or NKG2A are T cell 

subsets which have undergone TCR-mediated activation in vivo in cHC patients. Their 

expression on HCV-specific CD8
+
 T cells is rare but associated, especially for KIRs, to a 

clear impairment of HCV-specific reactivity. Within the inflamed liver, CD8
+
 T cells 

expressing KIRs or NKG2A are variable among patients in terms of frequencies and display 

phenotypic and functional alterations which are not observed in controls or cHB patients. We 

hypothesize these changes are the consequence of the known pervasive influence of HCV that 

differentially affects CD8
+
 subsets. Finally, NKG2A

+
 CD8

+
 T cells, whose functional 

impairment seems to be compensated by a survival advantage favoring accumulation in liver, 

appear to be a major player in HCV pathogenesis.      

 

 

 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 15 of 28 

Acknowledgements 

We are grateful to patients who enrolled in this study. We thank Pr Jean-Claude Bensa  

(Etablissement Français du Sang Rhône-Alpes Grenoble, La Tronche, France) for providing 

us blood samples from healthy donors. We thank C. Viret and M. Faure for helpful 

discussions. 

 

Footnotes: 

Contact information 

Corresponding author: Dr. E. Jouvin-Marche, Institut Albert Bonniot, Faculté de Médecine, 

Domaine de la Merci, 38706 La Tronche Cedex (France) ; Tel: (33) 4 76 54 94 95; Fax: (33) 

4 76 54 94 54;  

E mail: Evelyne.Jouvin-Marche@ujf-grenoble.fr 

 

Paula Bonorino : paulabonorino@hotmail.com 

Vincent Leroy : VLeroy@chu-grenoble.fr 

Tania Dufeu-Duchesne: Tania.Dufeu-Duchesne@ujf-grenoble.fr  

Stefania Tongiani-Dashan: sdahshan@wanadoo.fr 

Nathalie Sturm : NSturm@chu-grenoble.fr 

Martine Pernollet : Martine.Pernollet@efs.sante.fr 

Eric Vivier : vivier@ciml.univ-mrs.fr 

Jean-Pierre Zarski : JPZarski@chu-grenoble.fr 

Patrice N. Marche : Patrice.Marche@ujf-grenoble.fr 

 

List of abbreviations 

HLA: human leukocyte antigen 

NKRs: Natural Killer receptors 

KIR: killer cell immunoglobulin-like receptors 

HCV : Hepatitis C virus 

HCB: Hepatitis B virus 

cHC: chronic Hepatitis C 

cHB: chronic Hepatitis B 

IHL : Intra Hepatic Lymphocytes 

CMV: cytomegalovirus  

EBV: Epstein-Barr virus  

HIV: human immunodeficiency virus  

 

Financial support 

This work was supported by institutional grants from Institut National de la Santé et de la 

Recherche Médicale (INSERM) and by a specific grant from the Agence Nationale pour la 

Recherche sur le Sida et les hépatites virales (ANRS). P.B. was supported by fellowships 

from the French government and from the ANRS. 

 

mailto:VLeroy@chu-grenoble.fr
mailto:Tania.Dufeu-Duchesne@ujf-grenoble.fr
mailto:Martine.Pernollet@efs.sante.fr
mailto:JPZarski@chu-grenoble.fr


Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 16 of 28 

References 

 

1. Bhandari BN, Wright TL. Hepatitis C: an overview. Annu Rev Med 1995;46:309-317. 

2. Pawlotsky JM. Pathophysiology of hepatitis C virus infection and related liver disease. 

Trends Microbiol 2004;12:96-102. 

3. Shoukry NH, Cawthon AG, Walker CM. Cell-mediated immunity and the outcome of 

hepatitis C virus infection. Annu Rev Microbiol 2004;58:391-424. 

4. Racanelli V, Rehermann B. Hepatitis C virus infection: when silence is deception. 

Trends Immunol 2003;24:456-464. 

5. Chisari FV. Unscrambling hepatitis C virus-host interactions. Nature 2005;436:930-

932. 

6. Bowen DG, Walker CM. Adaptive immune responses in acute and chronic hepatitis C 

virus infection. Nature 2005;436:946-952. 

7. Fiore G, Angarano I, Caccetta L, Serrone M, Jirillo E, Schiraldi O, Antonaci S. In-situ 

immunophenotyping study of hepatic-infiltrating cytotoxic cells in chronic active hepatitis C. 

Eur J Gastroenterol Hepatol 1997;9:491-496. 

8. Abrignani S. Bystander activation by cytokines of intrahepatic T cells in chronic viral 

hepatitis. Semin Liver Dis 1997;17:319-322. 

9. Bertoletti A, Maini MK. Protection or damage: a dual role for the virus-specific 

cytotoxic T lymphocyte response in hepatitis B and C infection? Curr Opin Immunol 

2000;12:403-408. 

10. Klenerman P, Hill A. T cells and viral persistence: lessons from diverse infections. Nat 

Immunol 2005;6:873-879. 

11. Appay V, Dunbar PR, Callan M, Klenerman P, Gillespie GM, Papagno L, Ogg GS, et 

al. Memory CD8+ T cells vary in differentiation phenotype in different persistent virus 

infections. Nat Med 2002;8:379-385. 

12. Anfossi N, Doisne JM, Peyrat MA, Ugolini S, Bonnaud O, Bossy D, Pitard V, et al. 

Coordinated expression of Ig-like inhibitory MHC class I receptors and acquisition of 

cytotoxic function in human CD8+ T cells. J Immunol 2004;173:7223-7229. 

13. Andre P, Brunet C, Guia S, Gallais H, Sampol J, Vivier E, Dignat-George F. 

Differential regulation of killer cell Ig-like receptors and CD94 lectin-like dimers on NK and 

T lymphocytes from HIV-1-infected individuals. Eur J Immunol 1999;29:1076-1085. 

14. De Maria A, Ferraris A, Guastella M, Pilia S, Cantoni C, Polero L, Mingari MC, et al. 

Expression of HLA class I-specific inhibitory natural killer cell receptors in HIV-specific 

cytolytic T lymphocytes: impairment of specific cytolytic functions. Proc Natl Acad Sci U S 

A 1997;94:10285-10288. 

15. Vely F, Peyrat M, Couedel C, Morcet J, Halary F, Davodeau F, Romagne F, et al. 

Regulation of inhibitory and activating killer-cell Ig-like receptor expression occurs in T cells 

after termination of TCR rearrangements. J Immunol 2001;166:2487-2494. 

16. Moretta L, Mingari MC, Bottino C, Pende D, Biassoni R, Moretta A. Cellular and 

molecular basis of natural killer and natural killer-like activity. Immunol Lett 2003;88:89-93. 

17. Lanier LL. NK cell recognition. Annu Rev Immunol 2005;23:225-274. 

18. Parham P. MHC class I molecules and KIRs in human history, health and survival. 

Nat Rev Immunol 2005;5:201-214. 

19. Vivier E, Anfossi N. Inhibitory NK-cell receptors on T cells: witness of the past, 

actors of the future. Nat Rev Immunol 2004;4:190-198. 

20. Mingari MC, Pietra G, Moretta L. Human cytolytic T lymphocytes expressing HLA 

class-I-specific inhibitory receptors. Curr Opin Immunol 2005;17:312-319. 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 17 of 28 

21. Young NT, Uhrberg M, Phillips JH, Lanier LL, Parham P. Differential expression of 

leukocyte receptor complex-encoded Ig-like receptors correlates with the transition from 

effector to memory CTL. J Immunol 2001;166:3933-3941. 

22. Uhrberg M, Valiante NM, Young NT, Lanier LL, Phillips JH, Parham P. The 

repertoire of killer cell Ig-like receptor and CD94:NKG2A receptors in T cells: clones sharing 

identical alpha beta TCR rearrangement express highly diverse killer cell Ig-like receptor 

patterns. J Immunol 2001;166:3923-3932. 

23. McMahon CW, Raulet DH. Expression and function of NK cell receptors in CD8+ T 

cells. Curr Opin Immunol 2001;13:465-470. 

24. Mingari MC, Ponte M, Cantoni C, Vitale C, Schiavetti F, Bertone S, Bellomo R, et al. 

HLA-class I-specific inhibitory receptors in human cytolytic T lymphocytes: molecular 

characterization, distribution in lymphoid tissues and co-expression by individual T cells. Int 

Immunol 1997;9:485-491. 

25. McMahon CW, Zajac AJ, Jamieson AM, Corral L, Hammer GE, Ahmed R, Raulet 

DH. Viral and bacterial infections induce expression of multiple NK cell receptors in 

responding CD8(+) T cells. J Immunol 2002;169:1444-1452. 

26. Moser JM, Gibbs J, Jensen PE, Lukacher AE. CD94-NKG2A receptors regulate 

antiviral CD8(+) T cell responses. Nat Immunol 2002;3:189-195. 

27. Bertoletti A, D'Elios MM, Boni C, De Carli M, Zignego AL, Durazzo M, Missale G, 

et al. Different cytokine profiles of intraphepatic T cells in chronic hepatitis B and hepatitis C 

virus infections. Gastroenterology 1997;112:193-199. 

28. Ando K, Hiroishi K, Kaneko T, Moriyama T, Muto Y, Kayagaki N, Yagita H, et al. 

Perforin, Fas/Fas ligand, and TNF-alpha pathways as specific and bystander killing 

mechanisms of hepatitis C virus-specific human CTL. J Immunol 1997;158:5283-5291. 

29. Kondo T, Suda T, Fukuyama H, Adachi M, Nagata S. Essential roles of the Fas ligand 

in the development of hepatitis. Nat Med 1997;3:409-413. 

30. Vigan I, Jouvin-Marche E, Leroy V, Pernollet M, Tongiani-Dashan S, Borel E, 

Delachanal E, et al. T lymphocytes infiltrating the liver during chronic hepatitis C infection 

express a broad range of T-cell receptor beta chain diversity. J Hepatol 2003;38:651-659. 

31. Pernollet M, Jouvin-Marche E, Leroy V, Vigan I, Zarski JP, Marche PN. Simultaneous 

evaluation of lymphocyte subpopulations in the liver and in peripheral blood mononuclear 

cells of HCV-infected patients: relationship with histological lesions. Clin Exp Immunol 

2002;130:518-525. 

32. Leroy V, Vigan I, Mosnier JF, Dufeu-Duchesne T, Pernollet M, Zarski JP, Marche 

PN, et al. Phenotypic and functional characterization of intrahepatic T lymphocytes during 

chronic hepatitis C. Hepatology 2003;38:829-841. 

33. Abel M, Sene D, Pol S, Bourliere M, Poynard T, Charlotte F, Cacoub P, et al. 

Intrahepatic virus-specific IL-10-producing CD8 T cells prevent liver damage during chronic 

hepatitis C virus infection. Hepatology 2006;44:1607-1616. 

34. Anfossi N, Pascal V, Vivier E, Ugolini S. Biology of T memory type 1 cells. Immunol 

Rev 2001;181:269-278. 

35. He XS, Rehermann B, Lopez-Labrador FX, Boisvert J, Cheung R, Mumm J, 

Wedemeyer H, et al. Quantitative analysis of hepatitis C virus-specific CD8(+) T cells in 

peripheral blood and liver using peptide-MHC tetramers. Proc Natl Acad Sci U S A 

1999;96:5692-5697. 

36. Grabowska AM, Lechner F, Klenerman P, Tighe PJ, Ryder S, Ball JK, Thomson BJ, 

et al. Direct ex vivo comparison of the breadth and specificity of the T cells in the liver and 

peripheral blood of patients with chronic HCV infection. Eur J Immunol 2001;31:2388-2394. 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 18 of 28 

37. Lucas M, Vargas-Cuero AL, Lauer GM, Barnes E, Willberg CB, Semmo N, Walker 

BD, et al. Pervasive influence of hepatitis C virus on the phenotype of antiviral CD8+ T cells. 

J Immunol 2004;172:1744-1753. 

38. Liaw YF, Lee CS, Tsai SL, Liaw BW, Chen TC, Sheen IS, Chu CM. T-cell--mediated 

autologous hepatocytotoxicity in patients with chronic hepatitis C virus infection. Hepatology 

1995;22:1368-1373. 

39. Kurokohchi K, Masaki T, Arima K, Miyauchi Y, Funaki T, Yoneyama H, Yoshida S, 

et al. CD28-negative CD8-positive cytotoxic T lymphocytes mediate hepatocellular damage 

in hepatitis C virus infection. J Clin Immunol 2003;23:518-527. 

40. John B, Crispe IN. TLR-4 regulates CD8+ T cell trapping in the liver. J Immunol 

2005;175:1643-1650. 

41. Mehal WZ, Juedes AE, Crispe IN. Selective retention of activated CD8+ T cells by the 

normal liver. J Immunol 1999;163:3202-3210. 

42. Crispe IN. Hepatic T cells and liver tolerance. Nat Rev Immunol 2003;3:51-62. 

43. Miller JD, Peters M, Oran AE, Beresford GW, Harrington L, Boss JM, Altman JD. 

CD94/NKG2 expression does not inhibit cytotoxic function of lymphocytic choriomeningitis 

virus-specific CD8+ T cells. J Immunol 2002;169:693-701. 

44. Speiser DE, Pittet MJ, Valmori D, Dunbar R, Rimoldi D, Lienard D, MacDonald HR, 

et al. In vivo expression of natural killer cell inhibitory receptors by human melanoma-

specific cytolytic T lymphocytes. J Exp Med 1999;190:775-782. 

45. Nattermann J, Nischalke HD, Hofmeister V, Ahlenstiel G, Zimmermann H, Leifeld L, 

Weiss EH, et al. The HLA-A2 restricted T cell epitope HCV core 35-44 stabilizes HLA-E 

expression and inhibits cytolysis mediated by natural killer cells. Am J Pathol 2005;166:443-

453. 

46. Jabri B, Selby JM, Negulescu H, Lee L, Roberts AI, Beavis A, Lopez-Botet M, et al. 

TCR specificity dictates CD94/NKG2A expression by human CTL. Immunity 2002;17:487-

499. 

47. Borrego F, Kabat J, Sanni TB, Coligan JE. NK cell CD94/NKG2A inhibitory 

receptors are internalized and recycle independently of inhibitory signaling processes. J 

Immunol 2002;169:6102-6111. 

48. Arlettaz L, Villard J, de Rham C, Degermann S, Chapuis B, Huard B, Roosnek E. 

Activating CD94:NKG2C and inhibitory CD94:NKG2A receptors are expressed by distinct 

subsets of committed CD8+ TCR alphabeta lymphocytes. Eur J Immunol 2004;34:3456-3464. 

49. Gunturi A, Berg RE, Forman J. Preferential survival of CD8 T and NK cells 

expressing high levels of CD94. J Immunol 2003;170:1737-1745. 

50. Nattermann J, Feldmann G, Ahlenstiel G, Langhans B, Sauerbruch T, Spengler U. 

Surface expression and cytolytic function of natural killer cell receptors is altered in chronic 

hepatitis C. Gut 2006;55:869-877. 

51. Brenchley JM, Karandikar NJ, Betts MR, Ambrozak DR, Hill BJ, Crotty LE, Casazza 

JP, et al. Expression of CD57 defines replicative senescence and antigen-induced apoptotic 

death of CD8+ T cells. Blood 2003;101:2711-2720. 

 

 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 19 of 28 

Figures and Legends. 

 

Figure 1. Increased frequency of CD8
+
 T lymphocytes in more severely injured liver 

during chronic Hepatitis C. 

Significant association between the fraction of intrahepatic CD3
+
CD8

bright
 assessed flow 

cytometry and METAVIR activity (A1: mild; A2 : moderate, A3 severe) (p < 0.03, n = 17). 
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Figure 2 Immunohistology of CD8 expressing cells in liver of chronic viral hepatitis C 

patients. 

The distribution of CD8 expressing cells in liver biopsies from patients, with low activity 

(A1) in panel A and B, and high activity (A3) in panel C and D, is detected by staining with 

anti-CD8 antibody. Few CD8 positive cells are present in fibrous septa (S) and portal tracts 

(PT), some of them in contact with rare foci of parcellar necrosis (arrow). Numerous CD8 

positive T lymphocytes are seen in fibrous septa and portal tracts and also in lobules, in close 

contact with foci of lobular necrosis (asterisk) and in large areas of parcellar necrosis. 

Magnification is x 10 for panel A and C, and x 20 for panel B and D. 
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Figure 3. Presence of CD8
+
 T cells with surface expression of HLA class I specific NKRs 

in peripheral blood and liver tissue from cHC  patients. 
The surface expression of CD158a/h, CD158b/j, NKG2A and CD94 was examined on 

peripheral blood cells (PBMCs) (A) and on intrahepatic lymphocytes (iHLs) (B) in patients 

with chronic hepatitis C by using four-color immunostaining as outlined in Methods. 

Representative flow cytometry data were plotted after electronic gating on CD3
+
CD8

bright
 

lymphocytes (R2 in top panels). y axis: cell count. 
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Figure 4 : Correlation between frequencies of NKG2A+ (A) and CD94+ (B) CD8+ T 

cells in PBMCs and liver 

Frequencies (expressed as percentage) assessed in 16 patients whose IHL and PBMCs 

collected at the same time were available. Results are significant for NKG2A 

(r=0.72,p<0.006) and CD94 (r=0.82, p<0.001). 
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Figure 5. Expression of functional KIRs and NKG2A receptors by HCV-specific CD8
+
 T 

cells from HLA-A*0201
+
 cHC patients. 

(A) HCV-specific CD8
+
 T cells present among bulk-expanded, iHLs were examined for 

expression of KIRs or NKG2A. KIRs (CD158a,h,b,j) and NKG2A expression were plotted 

after a combination of electronic gating defining CD3
+
CD8

+
 T cells and HCV peptide:HLA-

A*0201 Multimer
+
 cells. The peptides bound to  HLA-A*0201 were NS31073-1081, NS31406-1415 

and NS52594-2602. The data are from four independent experiments where HCV-specific cells 

were detected among expanded iHLs.  

(B) Modulation of HCV-specific CD8
+
 T cell reactivity by KIRs and NKG2A. PBMCs or 

bulk-expanded, iHLs were stimulated with multiple HCV peptides that bind to HLA-A2 (see 

methods) in the presence of anti-KIRs Abs (EB6 + GL183), anti-NKG2A Ab (Z199) or 

isotype-matched control (Is.C., IgG1) Ab (5 g/ml). Supernatants were harvested prior to 

detection of TNF- by ELISA. The data are representative of three independent experiments. 
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Figure 6. Phenotypic traits of KIRs
+
CD8

+
 T cells in chronically HCV-infected patients. 

(A) Representative profiles for CD57 expression by KIRs
-
 and KIRs

+
CD8

+
 blood T cells from 

a control and a cHC patient. The fraction of CD57
+
 cells is shown for both KIRs

-
 and KIRs

+
 

cells after gating on CD3
+
CD8

+
 cells. The mean fluorescence intensity (MFI) is indicated. 

The antibodies used comprised a mixture of anti-CD158a,h and anti-CD158b,j mAbs. (B) The 

expression level of CD57 was increased in cHC patients (n = 5) relative to both controls (n = 

4) (p = 0.014) and HBV
+
 patients (n = 13) (p = 0.001). The data correspond to the ratio of 

CD57 MFI KIRs
+
CD8

+
 T cell to CD57 MFI KIRs

-
CD8

+
 T cells. (C) The frequency of blood 

KIR
+
CD8

+
 T cells expressing CD28 tended to be decreased in cHC patients (n = 7) relative to 

controls (n = 5) (p = 0.061) and was decreased in HVB
+
 patients (n = 13) (p = 0.012). The 

KIR antibodies used comprised a mix of anti-CD158a,h and anti-CD158b,j mAbs. 

  

(A)      KIRs
-
CD8

+
 T cells          KIRs

+
CD8

+
 T cells  

 

 

 
 

Control 

 

 

 

 

 

 

 

 
cHC Patient 

 

 

 

 

 
                    CD57 Log fluorescence intensity 

  

             (B)                   *p 0.05              *p 0.05                               (C)                               *p 0.05  
                                           

                      

   

 

 

 

 

 

 

 

 

 

 

15% 

MFI= 2049 

11% 

MFI= 1311 

40% 

MFI= 1877 

                                           43% 

                                MFI= 3476 

0

10

20

30

40

50

60

70

%
C

D
2

8
+

/K
IR

+
 C

D
8

+
 T

 c
e

ll
s

c
o

n
tr

o
ls

p
a

ti
e

n
ts

 c
H

C

p
a

ti
e

n
ts

 H
B

V
+

p = 0.06 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 25 of 28 

Figure 7. The perforin content of blood CD8
+
 T cells with surface expression of NKRs in 

cHC patients.  

 (A) Representative profiles for perforin content of NKRs
-
CD8

+
 versus NKRs

+
CD8

+
 

circulating T cell populations for a control and a cHC patient. The fraction of perforin positive 

cells is indicated for both NKRs
-
 and NKRs

+
 cells after gating on CD3

+
CD8

bright
 lymphocytes. 

The perforin content was examined by intracellular immunostaining as outlined in Methods. 

A mixture of anti-CD158a,h and anti-CD158b,j mAbs was used to assess KIRs surface 

expression. (B) The proportion of perforin positive cells among NKG2A
+
CD8

+
 T cells tended 

to be reduced in cHC patients (n = 5) relative to controls (n = 5) (p = 0.06) and cHB (n=13) 

(p=0.11). 
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___________________________________________________________________________ 

Table 1: Demographic and clinical characteristics of patients included in the study. 

___________________________________________________________________________ 

HCV
+
 (n = 34)   HBV

+
 (n = 13) 

 
Female Sex*     15 (30 %)   7 (53,8 %) 

 

Age (years)**     46 (28 - 75)   39 (21 - 58) 

 

Source of infection*       

Intravenous drug abuse    13 (38 %)   0  

Transfusion     10 (29 %)   0 

Materno-foetal           0    3 (23%) 

Other modes       4 (12 %)   5 (38%) 

Unknown       7 (21 %)   5 (38%) 

 

 

Duration of infection (years)**   21 (2-42)         - 

 

Plasma Viral load (log IU/ml) **  6.10 (4.47 - 6.95)        3,75 (2,37 – 6,91) 

 

Viral genotype*           

1a      4 (12%) 

1b      13 (38 %) 

2        5  (15 %) 

3        7  (14 %) 

4        4  (12 %) 

ND        2  (6 %)    

 

ALT (IU/ml)**     57 (22 - 226)             45 (20 - 132) 

 

Liver Histology* 

Metavir activity score       

1      16 (47 %)   6 (46%) 

2      13 (38 %)   5 (38%) 

3        5  (15%)   2 (15%) 

 

Metavir fibrosis score       

0        2   (6 %)   2 (15%) 

1      13 (38 %)   5 (38%) 

2      10 (29 %)   3 (23%) 

3        3   (9 %)   2 (15%) 

4        5   (15 %)   1 (8%) 

___________________________________________________________________________ 
 

* Number of cases/total (percentage %) 

** Median (range) 

IU/ml : international units par milliliter 

ALT : alanine aminotransferase 

Note that for technical reasons (number of cells available per sample), the entire set of experiments described 

could not be performed for every single patients.  
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___________________________________________________________________________ 

Table 2: Frequencies of NKRs
+
CD8

+
 T cells in liver and blood 

___________________________________________________________________________ 

 

CD158a
+
 CD158b

+
 NKG2A

+
 CD94

+
 

___________________________________________________________________________ 

 

HCV IHLs (n=17)  4 (1-9)  10 (2-28) 5 (1-14) 12 (1-69)  

 

HCV Blood (n=28)  2 (1-18) 4 (1-18) 4 (1-21) 10 (1-78) 

 

HBV Blood (n=13)  2 (1-20) 3 (1-16) 4 (2-21) 5 (2-21) 

 

Controls (n=22)  2 (1-40) 4 (1-26) 3 (1-70) 7 (1-72) 

___________________________________________________________________________ 

 

 

 

Results expressed as percentages (median and ranges) 
 

 



Bonorino et al 

NKRs+ CD8 T cells in chronic Hepatitis C  Page 28 of 28 

_________________________________________________________________________ 

TABLE 3: Phenotypic features of peripheral blood CD8
+
 T cells subsets expressing 

HLA-class I specific NK receptors during chronic Hepatitis C. 

_________________________________________________________________________ 

 
 

              with in  C D 3+C D 8+K IR+               with in  C D 3+C D 8+N K G 2A +               within CD3+CD8+LIR-

C on trols Patien ts cHC C on trols Patien ts cHC

% C D 45RA + 85 76 52 67

(65-97) (59-97) (32-75) (26-99)

% C D 45RA
high

68 58 30 25

(58-92) (45-92) (18-37) (18-91)

% C D 45RO + 23 11 81 76

(2 -28) (7 -50) (71-83) (27-90)

% C D 27+ 52 28 86 84

(19-69) (5-66) (75-91) (8-97)

% C D 28+ 21 9 74 75

(8 -62) (4 -33) (52-88) (23-91)

% C D 62L+ 56 19 36 16

(7 -75) (7 -45) (23-65) (7-45)

% C D 62L
high

24 12 22 4

(3 -56) (2 -25) (5-37) (2-10)

% C D 57+ 64 56 28 29

(38-62) (35-95) (11-52) (15-86)   
 

              with in  C D 3+C D 8+K IR-               with in  C D 3+C D 8+N K G 2A -               within CD3+CD8+LIR-

C on trols Patien ts cHC C on trols Patien ts cHC

% C D 45RA + 72 55 76 68

(47-85) (42-68) (47-84) (55-92)

% C D 45RA
high

64 46 68 59

(36-71) (23-57) (37-72) (37-83)

% C D 45RO + 21 44 28 37

(16-34) (37-53) (16-31) (15-48)

% C D 27+ 90 81 92 79

(72-96) (37-92) (69-97) (42-94)

% C D 28+ 79 71 86 79

(52-96) (57-79) (58-93) (37-91)

% C D 62L+ 40 32 61 31

(26- 73) (27-41) (41-77) (10-40)

% C D 62L
high

11 11 51 9

(6 -58) (7 -24) (8-62) (2-27)

% C D 57+ 18 16 22 25

(4 -20) (5 -56) (6-25) (8-49)  
The values  represent the percentage (median (range)) of positive

 
cells among CD8

bright
  

T cells expressing or lacking KIRs or NKG2A receptors. Differences in frequency 

were not statistically significant. 

 


