ZIMSA Ancestral sequence reconstruction to improve thermostability of = Washington
Rubisco Activase from maize University in St.Louis

. . Sarah C Stainbrook’, Taylor Baugh?, Naveena Mutharasan? Angela Ahrendts and Joseph Jez'
Funded by the National Sciences 1o , : o : :
Sournekifon Pesrlocars Biology, Washington University in St Louis, St Louis, MO
Research Fellowship in Biology ?lllinois Math and Science Academy, Aurora, IL

Background Thermostability

Ancestral Sequence Reconstruction uses the Ancestral sequences have higher activity but Ancestral proteins are not stabilized by ATP

sequences of extant proteins to predict the sequences lower thermosta bi|ity
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thermostability to the protein from Zea mays (maize). when incubated with ATPS

Purified protein was incubated at indicated temperatures for 1hr , , , , .
This may be an evolutionary innovation rather than an ancestral trait

Activity was measured by a spectrophotometric ATPase assay?
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