Changes in soil bacteria community
associated with an introduction of an
antagonist of potato disease
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Next generation sequencing in microbial ecology

MiSeqg-sequencing (FIMM)
10 milj. segs/run
20 000 — 200 000 seqs/sample in published research articles
Allows for a repeatable view of the whole microbial community

Including the minor groups

In our case, 206 000 seqs/sample from same plots on two consecutive
years
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The bacterial community in field soil
after addition of an antagonist bacterium
against potato common scab
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Incidence and severity of common scab
on potato tubers post treatment
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Bacterial diversity post treatment (a)
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Looking at the changes at taxonomic level

oo oo
ocSo 2853
S88R% 5888%
0QQQ 50O
8233 Pphyium,cenus 8323 Phylum Genus ° Add th f t f
Actinobacteria, Arthrobacter *Acidobacteria, Candidatus Solibacter S e u nC Io n O
*Proteobacteria, HTCC '\éerruc%microbiabDQm . .
Bacteroidetes, Algoriphagus *Proteobacteria, Dokdonella
Bcemaniara oot the bacterial group
*Proteobacteria, Arenimonas *Proteobacteria, Herminiimonas . .
Actinobacteria, Georgenia Actinobacteria, Rhodococcus
*Chloroflexi, Oscillochloris *Acidobacteria, Edaphobacter to CO n S Id e ratl o n S
*Proteobacteria, Methylotenera Actinobacteria, Kribbella
Proteobacteria, Limnobacter *Actinobacteria, Glycomyces
Proteobacteria, Comamonas *Nitrospirae, JG37-AG-70
Proteobacteria, Pedomicrobium *Actinobacteria, Pilimelia
Bacteroidetes, Dyadobacter 'ﬁcnnogaclena, E‘rankia Sl
Actinobacteria, Pimelobacter *Actinobacteria, Mycobacterium . l
Proteobacteria, Legionella ‘Actinobacteria, Géodermatophilus ow growers
*Proteobacteria, Rhodobacter Actinobacteria, Streptosporangium
*Actinobacteria, Agrococcus Actinobacteria, Dactylosporangium
Bacteroidetes, Leadbetterella Actinobacteria, Sporichthya e Fast growers 1
*Proteobacteria, Sulfuritalea Actinobacteria, Aeromicrobium
Proteobacteria, Aquicella Actinobacteria, Kineococcus
Nitrospirae, Nitrospira Actinobacteria, Streptomyces
*Bacteroidetes, Flavobacterium Actinobacteria, Phycicoccus
*Proteobacteria, Hydrogenophaga ﬁcnnogac(ena, Lerracgccgs
*Thermi, B-42 ctinobacteria, Nocardioides
*Firmicutes, Fusibacter Actinobacteria, Actinoplanes ° E g 5 genera u p
*Bacteroidetes, Rubricoccus Actinobacteria, Pseudonocardia

Firmicutes, Dethiobacter -

“Fifmicutes, Proteiniclasticum that use S, 8032

*Chloroflexi, Ardenscatena 2
Proteobacteria, Mycoplana -

*Actinobacteria, Actinotalea and/Or 804

*Firmicutes, Trichococcus

*Proteobacteria, Dechloromonas —

*Firmicutes, Acetobacterium

*Actinobacteria, Demequina

*Proteobacteria, Gallionella

*Proteobacteria, Rhodoferax

*Proteobacteria, Thiobacillus

*Proteobacteria,

*Firmicutes, Anaerovorax

*Nitrospirae, GOUTA19
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