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Objectives

Faecalibacterium prausnitzii is a common resident of healthy human intestine and it has been proposed as a novel
probiotic with high application potential in the food and pharmaceutical markets. Despite its multiple benefits, detailed

data regarding its antimicrobial susceptibility profile remains limited. However, this information is an important requirement
In terms of safety assessment of probiotic strains.

This work aimed to characterize antimicrobial susceptibility profile of F prausnitzi DSM 17677 strain using
phenotypic and in silico approaches.
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Table 1. Antimicrobial susceptibility  profile  of
Faecalibacterium prausnitzii DSM 17677
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Note: MIC = minimum inhibitory concentration; EFSA = European Food Safety genome map with a representation of the antibiotic
Authority resistance genes (ARG).
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