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FIGURE LEGENDS 688 

689 

Figure 1. Identification of HAdV-20-42-42, a natural chimera. 690 
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Figure 2. HAdV-20-42-42 shows low seroprevalence in studies with human subjects. 699 
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Figure 3. HAdV-20-42-42 vector generation and characterization. 705 
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Figure 4. Receptor usage of HAdV-20-42-42.  720 
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Figure 5. Transduction efficiency of HAdV-20-42-42 in vascular cells.  736 
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Figure 6. Biodistribution profile of HAdV-20-42-42 shows mainly spleen tropism. 751 

752 

A)753 

754 

755 

B)756 

 757 

C)758 

759 

760 

761 

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/j

vi
 o

n 
10

 S
ep

te
m

be
r 

20
21

 b
y 

92
.3

0.
11

2.
23

1.



 

 

762 

Figure 7. Candidate vector HAdV-20-42-42 elicits strong immune response in mice. 763 
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Figure 8. Cytokine profiles upon i.v. delivery of vectors in mice.783 
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