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Background

- Cancer immunotherapy is revolutionizing cancer treatment by aiding
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Figure 3. Heat map showing the presence of various markers in different cell-types.

the natural ability of the immune system to identify and defend against
tumors. Figure 2. Antibodies included in the CODEX panel. - T
* In order to better design cancer therapeutics and advance clinical care, Target Cycle | Vendor Target | Cycle | Vendor = I ' - -
the immunoregulatory proteins involved in immune checkpoints and CD3E 1 Akoya CD31 5 Akoya l. u :trpgrgg‘ muscle = Tumor
immunosuppression must be immunoprofiled. D8 1 Akoya PD-1 6 Abcam B . B cells ol |«
_ _ _ _ _ _ Granzyme B | 1 CST PD-L1 6 csT o i -?Ar?nulocyteﬁ - 4 E 910 |
° macropnages
We used highly mult.lplexec.i tlssug |mag|r?g technologies, such as CD20 2 Akoya LA | 6 Abcam I. gt ce"sp ges & | o |
CODEX (CO-Detection by indEXing), which allows more than 40 CD19 2 CsT nCK 7 Akoya - plasma cells R E
ibod k be pl d and | d i CD21 2 Akoya : -epithelum @ ‘B
antibody markers to be placed and analyzed on tissues. - : e Ki67 7 Akoya L - tumor, intraepithelia S r
. : L N . _ regs
- Herein, we describe the optimization, validation and application of a 27- FOXP3 3 Biolegend E'[L}i;:; ; it“"a .gg:grns " % 005 )
antibody panel used for multiplexed immunophenotyping. CD56 3 Abcam |-~ Abw"a ' CD8 T cells 2 [
Arg-1 4 csT cam s . APCs (DCs + LCs) .
D206 4 Abcam 0X40 8 BD [ - M2 macrophages
CD45 g Biol d - tumor cells
CD68 4 Akoya lolegen ! |él<|9c'ré SN 0.00
\ > o Q0 C 1 B i .
- We hypothesize that the various markers will stain in similar patterns CD73 > =l MAc1 19 Abcam §§'§§g@‘§§g§§§§§ l;_g _ R mr..’& A A
with both chromogenic IHC and CODEX, and that the antibodies will cb39 > Abcam ofAP 19 Abcam § Ué‘é OO0 s £ 04 Figure 4. Percent of immune and tumor cells that
. . ) T ) 3 4 .02 i i i
correctly recognize various lymphoid, myeloid, structural and immune %P sane antibody markers 00 express various immunoregulatory proteins.
cells in order to effectively depict the immunoprofile.

Figure 5. Example of cycles staining in human reactive tonsil and non-small cell lung cancer case .
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