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SUMMARY 

Cardiovascular diseases are the leading cause of death in the world, with aging being the main 

risk factor associated with these pathologies (Global Health and Aging, 2019). The world’s population 

is aging at an unprecedented rate, and study of the mechanisms underlying this process is vitally 

important from a health, economic and social point of view.  

Aging is characterized by a deregulation of the immune system resulting in a subclinical, 

sterile, asymptomatic and chronic pro-inflammatory state known as inflammaging (Franceschi and 

Campisi, 2014). This inflammatory condition, coupled with oxidative stress, leads to mitochondrial 

dysfunction and subsequent apoptosis, facilitating the release of reactive species, ATP, and mtDNA. 

These hazard signals are recognized by the NLRP3 inflammasome, a multiprotein complex 

responsible for the maturation of pro-inflammatory cytokines dependent on NF-κB, including IL-1β. 

In this way, this process perpetuates a vicious cycle that results in systemic inflammation that is 

accompanied by symptoms of immunosenescence and activation of the innate immune pathway. 

Alterations in the regulation of mitochondrial homeostasis, including mechanisms of mitochondrial 

dynamics, autophagy, apoptosis, as well as decreased antioxidant defense that occurs with aging, such 

as the Nrf2-dependent pathway, may be necessary for activation of NLRP3 inflammasome. In 

addition, the effect this inflammasome may have on mitochondrial function or on the antioxidant 

pathway of Nrf2 during cardiac aging remains unknown. 

Interestingly, numerous scientific studies relate inflammaging to the disruption of circadian 

rhythms, which allow the organism to adapt and anticipate environmental changes to ensure optimal 

physiological performance (Acuña-Castroviejo et al., 2017; Acuña-Fernández et al., 2020; Volt et al., 

2016). In mammals, circadian rhythms are regulated by a central clock, located in the suprachiasmatic 

nucleus, and by peripheral clocks, located in virtually all tissues, including the heart. While there 

seems to be a connection between aging, clock genes and innate immune response, the molecular 

mechanisms that link these processes remain a mystery. To date, the influence of NF-κB on the 

disruption of circadian rhythms during aging has been demonstrated. However, little is known about 

NLRP3's involvement in aging-associated chronodisruption. 

It should be noted that aging manifests the progressive loss of strength and muscle mass. This 

process is defined as sarcopenia and is considered one of the main causes of reduced physical 

performance and impaired cardiorespiratory function in patients with heart failure (Curcio et al., 

2020). Numerous clinical and experimental studies have shown that aging is associated with 

histological, structural, and functional changes in cardiac tissue (Lakatta, 2002). Our group 

demonstrated that the absence of the NLRP3 inflammasome reduced sarcopenia in skeletal muscle 
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(Sayed et al., 2019). Given these results, we consider it of interest to analyze the involvement of 

NLRP3 inflammasome activation in structural alterations in the aging heart. 

Melatonin is a hormone synthesized by the pineal gland, as well as by most organs and tissues, 

including the heart. Pineal melatonin has chronobiotic actions and its production decreases with age. 

This decline has been linked to changes in circadian rhythms, increased inflammation, and 

development of cardiac pathologies (Hardeland, 2012). Extrapineal melatonin has antioxidant and 

anti-inflammatory properties (Hawthorn et al., 2012). In experimental models that include chronic and 

acute inflammation as well as aging in the mouse heart, melatonin decreased innate immune response, 

counteracted oxidative stress, and improved the activity of cardiac mitochondria (García et al., 2015; 

Rodríguez et al., 2007). In addition, melatonin administration has been shown to improve muscle 

function and reduce inflammation in athletes (Leonardo-Mendonca et al., 2017). 

Considering this theoretical framework, our work focused on the study of the causal 

relationship between chronodisruption, melatonin deficiency, and innate immunity, as well as the 

involvement of the NLRP3 inflammasome-mediated immune response during cardiac aging. 

To accomplish this, the aims were to evaluate cardiac tissue of wild type C57/Bl6 mice and 

mice with a C57/Bl6 background knocked-out for NLRP3 inflammasome (NLRP3-/-) of 3, 12 and 24 

months of age in the following parameters: 

1.- Mitochondrial pathway: mitochondrial dynamics, autophagy, apoptosis and mitochondria 

ultrastructure. 

2.- Antioxidant pathway dependent on Nrf2. 

3.- Biological clocking: expression of clock genes, rhythmicity, acrophase, amplitude and 

mesor. 

4.- Histological study and MRI of heart muscle.  

5.- Effects of melatonin treatment on the parameters mentioned above. 

The results of this doctoral thesis show the deleterious effect NLRP3 inflammasome has on 

mitochondrial function during aging, as its absence prevented damage to mitochondrial dynamics and 

structure. Melatonin treatment also reestablished mitochondrial dynamics, had an anti-apoptotic 

action, restored the Nrf2 dependent antioxidant pathway, and preserved mitochondrial structure during 

aging. 

With reference to the biological clock pathway, it could be found that aging, melatonin, and 

presence of the NLRP3 inflammasome had significant effects on expression observed in the clock 
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genes, except for the Rev-erbα gene, which was not affected by the mouse genotype. Small phase 

changes were observed in the Clock gene, loss of rhythmicity in Per2 and Rorα and a tendency for 

mesor to decrease with aging. The NLRP3 inflammasome influenced the acrophase of Clock, Per2 and 

Rorα, suggesting some negative impact on the function of the myocardium. Melatonin restored 

rhythms and acrophases in cardiac tissue, highlighting its clinical potential in the prevention and 

treatment of chronodisruption. Besides these changes, the results indicate that the local chronobiotic 

system of the heart is highly protected against aging.  

Finally, it was concluded that NLRP3 is involved in cardiac sarcopenia, as 24-month-old 

mutant mice had less thickening of the ventricular wall, less fibrosis, lower expression of 

inflammatory cytokines, and lower mitochondrial damage compared to wild type mice. Again, we 

observed a prophylactic effect of melatonin in preserving the structure and number of cardiomyocytes 

and reducing pro-inflammatory and hypertrophic markers as well as apoptosis. It is therefore inferred 

that suppression of the NLRP3 inflammasome and implementation of melatonin therapy may be 

beneficial therapeutic approaches to ameliorate cardiac aging and sarcopenia. 
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RESUMEN 

Las enfermedades cardiovasculares constituyen la primera causa de muerte en el mundo, 

siendo el envejecimiento el principal factor de riesgo asociado a estas patologías (Global Health and 

Aging, 2019). En una población mundial que envejece a un ritmo sin precedentes, el estudio de los 

mecanismos que subyacen al proceso de envejecimiento resulta de vital importancia desde un punto de 

vista sanitario, económico y social.  

El envejecimiento está caracterizado por una desregulación del sistema inmune que resulta en 

un estado pro-inflamatorio de carácter subclínico, estéril, asintomático y crónico conocido como 

inflammaging (Franceschi and Campisi, 2014). Esta condición inflamatoria, sumada al estrés 

oxidativo, desemboca en una disfunción mitocondrial y consecuente apoptosis, favoreciendo la 

liberación de especies reactivas, ATP y mtDNA. Estas señales de peligro son reconocidas por el 

inflamasoma NLRP3, un complejo multiproteico responsable de la maduración de las citoquinas pro-

inflamatorias dependientes de NF-κB, entre ellas la IL-1β. De este modo, mediante este proceso se 

perpetúa un círculo vicioso que da lugar a una inflamación sistémica que se acompaña de síntomas de 

inmunosenescencia y activación de la vía inmune innata. Las alteraciones en los procesos que regulan 

la homeostasis mitocondrial, entre ellos los mecanismos de dinámica mitocondrial, autofagia, 

apoptosis, así como la disminución de la defensa antioxidante que ocurre con el envejecimiento, tales 

como la vía dependiente de Nrf2, podrían ser necesarias para la activación del inflamasoma NLRP3. 

Asimismo, se desconoce el papel que este inflamasoma puede ejercer sobre la función mitocondrial o 

sobre la vía antioxidante de Nrf2 durante el envejecimiento cardiaco. 

Numerosos estudios científicos relacionan el inflammaging con la disrupción de los ritmos 

circadianos, los cuales permiten al organismo adaptarse y anticiparse a los cambios ambientales, 

asegurando así un rendimiento fisiológico óptimo (Acuña-Castroviejo et al., 2017; Acuña-Fernández 

et al., 2020; Volt et al., 2016). En los mamíferos, los ritmos circadianos están regulados por un reloj 

central, situado en el núcleo supraquiasmático, y por relojes periféricos, localizados prácticamente en 

la totalidad de los tejidos, entre ellos el corazón. Si bien parece existir una conexión entre el 

envejecimiento, los genes reloj y la respuesta inmune innata, los mecanismos moleculares que 

relacionan estos procesos continúan siendo un misterio. Hasta la fecha, se ha demostrado la influencia 

de NF-κB en la disrupción de los ritmos circadianos durante el envejecimiento. No obstante, poco se 

sabe acerca de la participación de NLRP3 en la cronodisrupción asociada al envejecimiento. 

Cabe añadir que con el envejecimiento se pierde de manera progresiva la fuerza y la masa 

muscular. Este proceso se define como sarcopenia y está considerada una de las principales causas de 

reducción del rendimiento físico y función cardiorrespiratoria en pacientes con fallo cardiaco (Curcio 

et al., 2020). Numerosos estudios clínicos y experimentales han demostrado que el envejecimiento está 
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asociado a cambios histológicos, estructurales y funcionales del tejido cardiaco (Lakatta, 2002). 

Nuestro grupo demostró que la ausencia del inflamasoma NLRP3 redujo la sarcopenia en el músculo 

esquelético (Sayed et al., 2019). Teniendo en cuenta esos resultados, consideramos de interés analizar 

el papel del inflamasoma NLRP3 en los cambios estructurales relacionados con el envejecimiento en 

el corazón. 

La melatonina es una hormona sintetizada por la glándula pineal, así como por la mayoría de 

los órganos y tejidos, incluido el corazón. La melatonina pineal tiene acciones cronobióticas y su 

producción disminuye con la edad. Este descenso se ha relacionado con la alteración de los ritmos 

circadianos, patologías inflamatorias y cardíacas (Hardeland, 2012). La melatonina extrapineal posee 

propiedades antioxidantes y antiinflamatorias (Espino et al., 2012). En modelos experimentales que 

incluyen inflamación crónica, aguda y envejecimiento en el corazón de ratón, la melatonina disminuyó 

la respuesta inmune innata, contrarrestó el estrés oxidativo y mejoró la actividad de las mitocondrias 

cardíacas (García et al., 2015; Rodríguez et al., 2007). Además, la administración de melatonina ha 

demostrado mejorar la función muscular y reducir la inflamación en atletas (Leonardo-Mendonça et 

al., 2017). 

Teniendo en cuenta este marco teórico, nuestro trabajo se centró en el estudio de la relación 

causal entre la cronodisrupción, déficit de melatonina e inmunidad innata, así como de la respuesta 

inmune mediada por el inflamasoma NLRP3 durante el envejecimiento cardiaco. 

Para ello, los objetivos fueron evaluar en el tejido cardiaco de ratones wild type de la cepa 

C57/Bl6 y los correspondientes deficientes en el inflamasoma NLRP3 (NLRP3-/-) de 3, 12 y 24 meses 

de edad los siguientes parámetros: 

1.- Vía mitocondrial: dinámica mitocondrial, autofagia, apoptosis y ultraestructura de la 

mitocondria. 

2.- Vía antioxidante dependiente de Nrf2. 

3.- Vía del reloj biológico: expresión de genes reloj, ritmicidad, acrofase, amplitud y mesor. 

4.- Estudio histológico y resonancia magnética del músculo cardiaco.  

5.- Efectos del tratamiento con melatonina en los parámetros mencionados anteriormente. 

Los resultados de esta tesis doctoral muestran la influencia del inflamasoma NLRP3 en la 

función mitocondrial durante el envejecimiento, ya que su ausencia evitó daños en la dinámica y 

estructura mitocondrial. El tratamiento con melatonina también recuperó la dinámica mitocondrial, 

tuvo una acción antiapoptótica, restauró la vía antioxidante dependiente de Nrf2 y mejoró la estructura 

mitocondrial durante el envejecimiento. 
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En referencia a la vía del reloj biológico, se pudo comprobar que el envejecimiento, la 

melatonina y el inflamasoma NLRP3 tuvieron efectos significativos en los cambios de expresión 

observados en los genes reloj, a excepción del gen Rev-erbα, que no se vio afectado por el genotipo 

del ratón. Se observaron pequeños cambios de fase en el gen Clock, pérdida de ritmicidad en Per2 y 

Rorα y una tendencia a la disminución del mesor con el envejecimiento. El inflamasoma NLRP3 

influyó en la acrofase de Clock, Per2 y Rorα, sugiriendo cierto impacto negativo en la función del 

miocardio. La melatonina restauró los ritmos y acrofases en el tejido cardiaco, poniendo de manifiesto 

su potencial clínico en la prevención y tratamiento de la cronodisrupción. En cualquier caso, los 

resultados indican que el sistema local cronobiótico del corazón está muy protegido frente al 

envejecimiento.  

Por último, se concluyó que NLRP3 está implicado en la sarcopenia cardiaca, pues los ratones 

mutantes de 24 meses presentaron un menor engrosamiento de la pared ventricular, menor fibrosis, 

menor expresión de citoquinas inflamatorias y menos daño mitocondrial en comparación con los 

ratones wild type. Una vez más, observamos un efecto profiláctico de la melatonina al preservar la 

estructura y número de los cardiomiocitos, reducir marcadores proinflamatorios y de hipertrofia, así 

como la apoptosis. Se deduce por tanto que la supresión del inflamasoma NLRP3 y la terapia con 

melatonina pueden ser buenas aproximaciones terapéuticas para el envejecimiento cardiaco y la 

sarcopenia. 
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1. AGING 

1.1. WHAT IS AGING? 

In 1959, Bertrand Strehler defined the aging of metazoans as a “process of gradual and 

irreversible disorganization that occurs over time, causes a progressive loss of bioenergetics capacity 

and functional performance and makes the survival of human and other species of metazoans 

impossible, even in an optimal habitat” (Strehler, 1959). Thus, any change in the organism associated 

with age has to meet the following requirements (Strehler, 1977): 1) to be harmful, adversely affecting 

physiological functions; 2) to have a progressive nature and consequently build gradually; 3) to have 

intrinsic character, excluding those alterations derived from environmental factors; 4) to be universal, 

manifesting  in all individuals of every species. 

The world population is aging at an unprecedented rate, and this change is expected to 

accelerate in the coming decades (Global Health and Aging, 2019). In 2018 for the first time in 

recorded history, people aged 65 and over surpassed children under the age of 5 (Figure 1). Globally, 

the population over 65 is growing at a faster rate than the other population segments. The 

demographics of this group are expected to double between 2019 and 2050, while the number of 

inhabitants under 25 will peak then decrease slightly (Figure 2). Europe and North America had the 

oldest population in 2019, with 18% of people over 65 years of age. In these regions, the 65 year-old 

population will overcome those 25 years and younger by 2050. 

 

Figure 1. Estimated and projected global population by broad age group, 1950-2100. People aged 65 years 

or over make up the fastest-growing age group. From Global Health and Aging, 2019. 
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Figure 2. Estimated and projected population changes. (A) Global population. (B) Europe and Northern 

America population. From Global Health and Aging, 2019. 

Given recent advances in medicine and technology, the resulting rise in life expectancy 

demands a focused on understanding the aging process. Unlike most diseases and disorders, age-

related bodily decline is an inevitable consequence of living a long life. With the projected increase in 

the percentage of the global population over 65 years, research in this subject will remain an 

expanding frontier.  

1.2. HALLMARKS OF AGING 

López-Otín et al. classified and proposed the cellular and molecular hallmarks that contribute 

to the development and phenotype of aging (López-Otín et al., 2013). Each hallmark should satisfy the 

following prerequisites: 1) it should appear during aging; 2) its empirical exacerbation should advance 

aging and 3) its empirical amelioration should delay aging and extend healthy lifespan. Hallmarks of 

aging can be grouped into three main categories: primary, antagonistic and integrative (Figure 3).  

Primary hallmarks damage cellular functions and could be the initiating factors whose harmful 

effects gradually accumulate with age. These hallmarks include genomic instability, telomere attrition, 

epigenetic alterations and loss of proteostasis. Antagonistic hallmarks, such as deregulated nutrient-

sensing, mitochondrial dysfunction and cellular senescence, have consequences that depend on their 

intensity. Initially, at low levels, they are beneficial and become progressively deleterious as their 

severity increases. Finally, integrative hallmarks, which include stem cell exhaustion and altered 
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intercellular communication, manifest when mechanisms of tissue homeostasis are insufficient to 

counteract the detriments caused by primary and antagonist hallmarks.  

 

Figure 3. Hallmarks of aging and their functional interconnections. Primary hallmarks are considered to be 

the leading causes of cellular damage. Antagonistic hallmarks are part of the compensatory responses to the 

damage. These responses initially diminish the damage, but eventually, if chronic or exacerbated, they become 

harmful themselves. The integrative hallmarks are the result of the two previous hallmarks and are responsible 

for the functional decline associated with aging. From López-Otín et al., 2013.  

1.2.1. Genomic instability 

Integrity of genome can be affected by external physical, biological and chemical elements, as 

well as by internal elements that includes spontaneous hydrolytic reactions, DNA replication errors 

and reactive oxygen species (ROS) (Hoeijmakers, 2009).  

Numerous investigations have unveiled an accumulation of somatic DNA mutations in cells 

from aged humans and models organism (Moskalev et al., 2013). It has been suggested that these 

DNA alterations may contribute to the functional impairment of B lymphocytes (Zhang et al., 2019a), 

satellite cells (Franco et al., 2018) and neurons (Lodato et al., 2018) in the elderly. 

Mitochondrial DNA (mtDNA) is believed to be a major target for somatic mutations 

associated with aging due to the lack of histone protection, limited efficacy of mtDNA repair 

machinery compared to those of nuclear DNA, and unrepaired oxidative damage (Kauppila et al., 

2017; Linnane et al., 1989). Mutations and deletions in mtDNA accumulate with aging and have been 

related to tissue dysfunction, severe decline of cellular energy, and age-associated diseases (Chinnery, 

2015; Payne and Chinnery, 2015). 
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1.2.2. Telomere attrition 

Telomeres are repetitive tandem sequences that protect chromosome ends from 

interchromosomal fusion and nucleolytic degradation. During each cell division, telomeres shorten due 

to the incapacity of DNA polymerases to fully replicate the end of the telomeric DNA (Allsopp et al., 

1992). This telomere depletion leads to replicative senescence of some types of in vitro cultured cells 

(Greider, 1998). Telomeres have been considered a “molecular clock” and shortened telomeres have 

been linked to aging processes and risk of mortality (Vera et al., 2012). Telomerase can restore the lost 

telomeric DNA. However, most mammalian somatic cells do not express this enzyme, which only 

remains active in some tissues, such as activated lymphocytes, certain types of stem cell populations, 

and male germ cells (Wright et al., 1996). Telomerase deficiency in humans is involved with early 

development of some diseases, like aplastic anemia, pulmonary fibrosis and dyskeratosis congenita 

(Armanios and Blackburn, 2012). Genetic reactivation of telomerase reverted aging in aged 

telomerase-deficient mice (Jaskelioff et al., 2011). Additionally, aging was delayed in adult and old 

mice with pharmacological and systemic viral transduction of telomerase without increasing cancer 

incidence (Bernardes de Jesus et al., 2012).  

1.2.3. Epigenetic alterations 

Epigenetic alterations are heritable changes in gene expression that are achieved without 

affecting the nucleotide sequence. Epigenetic changes involve mainly DNA methylation, histone 

modification, and non-coding RNAs. Epigenetic modifications affect all cells and tissues during life 

(Talens et al., 2012). The theory of developmental origins of health and disease postulates that 

epigenetic alterations is a short-term adaptive mechanism that may become harmful in either short or 

long term, and therefore causing chronic disease and aging phenotype (Barker et al., 1989; Pembrey et 

al., 2014). 

In mammals, DNA methylation happens predominantly at CpG islands, which are linked with 

about half of all human gene promoters. DNA methylation is emerging as one of the most robust 

predictor of human age (Horvath, 2013). Recently, it has been found a correlation between DNA 

methylation age and increased risk of death in elderly population. Interestingly, this association was 

independent of life-course predictor of aging and death, such as diabetes, smoking or hypertension 

(Marioni et al., 2015).  

Histone modifications have been related to influencing longevity in several organisms through 

the regulation of DNA damage repair, transcriptional control and chromosome packaging (Wątroba et 

al., 2017). In this sense, sirtuins have been extensively studied as possible post-translational histone 

modulators during aging since its activity is age-dependent. The deficiency of mammalian nuclear 
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sirtuins (SIRT), such as SIRT1, SIRT6 and SIRT7, has been associated with accelerated aging, 

degenerative diseases and shortening of lifespan. 

Non-coding RNAs have an important function in gene regulation and silencing. The most 

investigated are microRNAs (miRNA). These short-length sequences may regulate up to 80% of all 

genes expressed in humans (Kozomara and Griffiths-Jones, 2011). MiRNAs are involved in regulation 

of signaling pathways related to aging, among them the insulin/insulin-like growth factor (IGF) 1 and 

mammalian target of rapamycin (mTOR). Their role in the age-associated decline in the immune 

system is also accepted.  

1.2.4. Loss of proteostasis 

Proteostasis is a set of cellular mechanisms that maintain the homeostasis of the proteome, the 

synthesis and turnover of human proteins (Eisenstein, 2014). The accumulation of dysfunctional 

proteins and their consequent formation of insoluble aggregates is the principal cause of some age-

related disorders like Alzheimer’s and Parkinson’s disease, and cataracts (Clark et al., 2012; Labbadia 

and Morimoto, 2015). Therefore, the loss of proteostasis is highly related with aging (Koga et al., 

2011). The proteostasis system consists of chaperone-mediated folding, proteasomal degradation and 

autophagy. 

Molecular chaperones are small proteins that support native polypeptide chains in the folding 

of functional protein conformations. The most relevant group of chaperones is the heat-shock factor 

(HSF) family proteins. Mutant mice with a deficiency of these chaperones exhibited accelerated aging 

phenotypes, while up-regulation showed an increase in longevity (Min et al., 2008; Swindell et al., 

2009). In mammalian cells, the transcription factor HSF-1 is recognized as the master regulator of the 

heat-shock response, which consists in boosting the transcription of chaperones as an effect of a rise in 

unfolded proteins (Labbadia and Morimoto, 2015). 

Proteasome activation is considered a conserved process of aging and longevity control, and 

its activity is known to decline with aging (Rubinsztein et al., 2011; Tomaru et al., 2012). 

Furthermore, it has been demonstrated that proteasomal action retards aging in vivo and in vitro 

models (Chondrogianni et al., 2014). People over the age of one hundred showed persistent 

proteasome functionality (Chondrogianni et al., 2000).  

Autophagy is the intracellular digestion of alien cytosolic components and dysfunctional 

proteins and organelles, a process vital for homeostasis (Glick et al., 2010). As organisms age, their 

autophagic capacity decreases (Cuervo and Macian, 2014), which facilitates age-related diseases 

including senile osteoporosis, osteoarthritis and neurodegeneration (Caramés et al., 2015; Tan et al., 

2014). Likewise, restoring or increasing autophagic capacity is sufficient to extent lifespan in 

nematodes, flies and mice model (Madeo et al., 2015). 
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1.2.5. Deregulated nutrient-sensing 

Efficient detection and utilization of nutrients are of vital importance for cellular homeostasis, 

and overall development throughout the life of an organism. Insulin sensitivity is an evolutionarily 

preserved regulator of metabolism and age-related decline in its efficacy has been of great interest in 

scientific research. Insulin regulation is mediated by the actions of growth hormone (GH) and IGF-1, 

both of which decline with age (Schumacher et al., 2008). Intriguingly, this downregulation has also 

been linked to increased longevity (Fontana et al., 2010). This paradox has been theorized to be a 

defensive response to reduce cell growth and metabolism in the context of age-induced cellular 

damage (Garinis et al., 2008). Moreover, excessive reduction of these regulators becomes lethally 

deleterious, as demonstrated by mouse null mutations of the downstream factors PI3K 

(phosphatidylinositol 3-kinase) and AKT (protein kinase B) (Renner and Carnero, 2009). 

Dietary or caloric restriction, which consists of low-caloric intake throughout life, has been 

linked with IGF-1 inhibition thereby decreasing mTOR activation by impairing the activity of 

downstream factors PI3K and AKT (Houtkooper et al., 2010). The mTOR kinase is implicated in 

virtually all facets of anabolic metabolism. Additionally, dietary restriction leads to adenosine 

monophosphate (AMP)-activated protein kinase (AMPK) and SIRT1 nutrient sensing upregulation, 

impairing mTOR action and activating peroxisome proliferator-activated receptor gamma (PPARγ) 

co-activator 1 alpha (PGC-1α), respectively (Alers et al., 2012). The resulting increase in autophagy 

and mitochondrial biogenesis are associated with the enhanced longevity following caloric-restriction 

in both simple and complex organisms (Anton and Leeuwenburgh, 2013). 

1.2.6. Mitochondrial dysfunction 

Mitochondria are subcellular, dynamic, self-autonomous, pleomorphic and double-membraned 

organelles found in nearly all eukaryotic cells (Kurland and Andersson, 2000). The main function of 

mitochondria is production of adenosine triphosphate (ATP) for cellular utilization by oxidative 

phosphorylation (OXPHOS) in cellular respiration. This system consists of four respiratory complexes 

(I- nicotinamide adenine dinucleotide (NADH) dehydrogenase, II- succinate dehydrogenase, III- 

cytochrome c reductase and IV- cytochrome c oxidase) located in the inner mitochondria membrane, 

two mobile carriers (coenzyme Q and cytochrome c) and ATP synthase.  

On complexes I and II, the reduced coenzymes NADH and flavin adenine dinucleotide 

(FADH2), which are generated by dehydrogenases in tricarboxylic acid, are oxidized. The electrons 

released by the oxidation of reduced coenzymes are transported through the respiratory chain to the 

molecular oxygen, supplying energy to pump protons across the inner mitochondria membrane. The 

proton-motive force creates an electrochemical potential that is used by ATP synthase to form ATP 

from adenosine diphosphate (ADP) and inorganic phosphate (Pi) (Benard et al., 2006). 
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Along with energy production, mitochondria also generate ROS and play an essential role in 

regulation of apoptosis, lipid and amino acid metabolism, calcium homeostasis, thermogenesis and cell 

cycle regulation (Friedman and Nunnari, 2014). 

Mitochondrial dysfunction has long been recognized as a main contributor to aging and age-

related disorders (Acuña Castroviejo et al., 2011). As organisms age, OXPHOS capacity tends to 

decline, thus raising electron leakage and diminishing ATP production. Biogenesis and mitochondrial 

dynamics also decrease with aging, while mtDNA impairment, production of ROS, oxidation of 

mitochondrial proteins and triggering of apoptosis lead to a progressive cellular damage. 

1.2.6.1. Mitochondria theory of aging 

The mitochondria theory of aging has been a leading theory on aging. It was first proposed by 

Harman in 1956 and postulates that the production of intracellular ROS is the main driving force of the 

aging process (Harman, 1956). This theory was further refined and developed by Miquel et al. in 1980, 

who suggested that aging was associated with free radical reactions initiated in the mitochondria and 

changes in their redox status (Miquel et al., 1980). 

Mitochondria are the primary intracellular site of oxygen consumption. Nearly 85% of the 

oxygen consumed by cells goes into the production of ATP through OXPHOS. Therefore, 

mitochondria are the major source of ROS, most of them derived from the mitochondrial respiratory 

chain (Grimm and Eckert, 2017) (Figure 4). As a natural by-product of respiration, 0.2-2% of 

molecular oxygen is one-electron reduced to form superoxide anion (O2
·-). Superoxide may be 

catalyzed by superoxide dismutase (SOD) resulting in the production of a longer-lived and membrane 

permeant hydrogen peroxide (H2O2). Although O2
·- and H2O2 can also be produced by nicotinamide 

adenine dinucleotide phosphate (NADPH) oxidases and monoamine oxidases (MAO) in mitochondria, 

these oxygen species are mainly generated by mitochondrial complexes I and III during electron 

transfer (Wong et al., 2019). Hydrogen peroxide may be fully reduced to water by the antioxidant 

defense systems glutathione peroxidase (GPx), glutathion reductase (GR) and catalase (CAT) 

(Murphy, 2009). Additionally, H2O2 may react with reactive iron (Fe2+), from the degradation of iron-

containing macromolecules, such as ferritin, myoglobin and cytochrome c, to produce hydroxyl radical 

(OH-) via Fenton-type reaction (Terman and Kurz, 2013). Hydroxyl radicals are short-lived ubiquitin 

oxidants that are extremely harmful to biological material. Other potentially damaging molecules that 

are also produced by mitochondria are reactive nitrogen species (RNS), specifically nitric oxide (·NO) 

and peroxynitrite (ONOO-). Nitric oxide competitively inhibits mitochondria complex IV activity by 

binding its oxygen site (Brown and Borutaite, 2002). Peroxynitrite deteriorates protein functions by 

nitration (Goldstein and Merényi, 2008). 
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Figure 4. ROS production in mitochondria and endogenous systems of antioxidants enzymes. Mitochondria 

are the major source of ROS production. Leakage of electrons from complexes I and III leads to the reduction of 

oxygen to form superoxide, which is the precursor of most ROS. Free radicals are maintained at physiological 

levels by endogenous systems of antioxidants enzymes, such as superoxide dismutase, catalase, glutathione 

peroxidase and glutathione reductase. GSH/GSSG: reduced/oxidized glutathione. 

In physiological conditions, ROS production and antioxidant defense systems are in 

harmonious equilibrium (Grimm et al., 2016). It is worth mentioning that ROS are involved in 

physiological processes that include immune response, inflammation, synaptic plasticity, as well as 

signaling pathways involved in cell cycle, apoptosis, necrosis or senescence (Sena and Chandel, 2012). 

It has been proven that ROS activated the transcription factor hypoxia-induced factor 1 (HIF-1), which 

is linked to prolonged longevity (Bratic and Larsson, 2013). These findings suggest that ROS-induced 

stress response is vital for tissue homeostasis. However, there is an imbalance between ROS 

generation and antioxidant defenses during aging (Figure 5). This age-related chronic overproduction 

of ROS deteriorates mitochondria function by decreasing the activity of respiratory chain activity, 

membrane potential, and ATP production. The resulting oxidative damage leads to cell toxicity and 

apoptosis (Cedikova et al., 2016).   
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Figure 5. Equilibrium of antioxidant system and ROS at physiological and aged conditions. In 

physiological conditions, ROS generation and antioxidant defense system are in balance. During aging, there is 

an increase in ROS production and a decline in the antioxidant systems, leading to an oxidative stress. 

1.2.6.2. Signaling pathways mediating mitochondrial effects of aging 

Aging causes progressive increase in ROS that results in impairment and dysregulation of 

mitochondria-mediated signaling pathways. Paramount among them are mitochondria dynamics, 

autophagy (mitophagy), apoptosis, and antioxidant response. 

1.2.6.2.1. Mitochondria dynamics 

Central to metabolic homeostasis is the malleable nature of mitochondria dynamics that 

regulate the ever-changing bioenergetics of an organism (Liu et al., 2020). Regulation is maintained by 

a complex, context-dependent compensatory network of proteins responsible for mitochondria fusion, 

Mitofusin 2 (Mfn2) and Optic atrophy 1 (Opa1), and fission, Dynamin-related protein 1 (Drp1). 

Fusion facilitates the merging of healthy mitochondria with damaged adjacent mitochondria to share 

the energetic demands of a stressed cell. Mfn2 and Opa1 serve to increase the efficiency of 

bioenergetics by sustaining ATP production and maintain mitochondrial viability when resources are 

scarce. Fission proteins maintain homeostasis by separating irreparably damaged mitochondria from 

healthy ones for degradation, allowing for dispersal of mtDNA and the mitochondrial proteome during 

biogenesis. Drp1 decreases bioenergetics efficiency by increasing oxidative stress, membrane 

depolarization, and attenuating ATP production when utilization of excess resources is necessary for 

metabolic homeostasis. Mitochondrial dynamics has been closely linked to the regulation of autophagy 

(Villanueva Paz et al., 2016). The fission of mitochondria results in generation of healthy and 

damaged organelles. Mitochondrial depolarization prevents the fusion process, thus isolating damaged 

mitochondria and allowing their elimination by autophagy (mitophagy). 

1.2.6.2.2. Autophagy (mitophagy) 

Autophagy maintains the production of ATP generating metabolic intermediates and amino 

acids in the face of nutrient shortage. Furthermore, it is described as a cell survival mechanism through 
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which defective organelles are eliminated (Villanueva Paz et al., 2016). Thus, when damaged or non-

functional mitochondria are selectively degraded by autophagy, which is called mitophagy (Lemasters, 

2005). The exact mechanism that triggers mitophagy remains to be elucidated. It has been postulated 

that damaged mitochondria have a decreased mitochondria membrane potential (Twig and Shirihai, 

2011). The uncoupled mitochondria are stabilized by the protein phosphatase and tensin homolog 

(PTEN)-induced kinase 1 (PINK1) at the surface of the mitochondrial outer membrane where it 

phosphorylates ubiquitin (Narendra et al., 2010). The ubiquitin phosphorylation recruits cytosolic E3 

ubiquitin ligase Parkin, which polyubiquitinates mitochondrial proteins leading to the formation of 

autophagosome. Subsequently, LC3-mediated fusion with lysosomes proceeds to digest the damaged 

mitochondria (Narendra et al., 2008). 

1.2.6.2.3. Apoptosis 

Apoptosis, or programmed cell death, is generally characterized by caspase-mediated changes 

in cell structure, membrane, and DNA constitution (Kerr et al., 1972). These characteristics include 

cell shrinkage, budding of the membrane, chromatin condensation and DNA fragmentation. Apoptosis 

is not only critical during cell damage or stress events but is equally vital during embryonic and 

postembryonic development and morphogenesis, as well as in pathological and therapeutic settings 

(Nikoletopoulou et al., 2013). Moreover, disabled apoptosis is an event that participates in the genesis 

and progression of cancer (Kroemer et al., 2007). Finally, massive spikes in apoptotic events 

contribute to the pathophysiology of septic shock, intoxicants, infectious diseases and aging 

(Thompson, 1995). 

There are two major signaling pathways that end in apoptotic cell death: the death receptor 

(DR) (extrinsic) and mitochondrial (intrinsic) pathways. The former, as the name implies, is initiated 

by external stimulus binding of ligands to DRs expressed on the cell surface, most commonly from a 

subset of the tumor necrosis factor (TNF) receptor (TNFR) family, such a Fas(CD95), TNFR1, and 

TNF-related apoptosis-inducing ligand (TRAIL) receptor (Green and Llambi, 2015). Cytotoxic 

lymphocytes, among other cell types, are known to kill transformed or infected cells by locally 

expressing DR ligands, like TNF-α, that leads to caspase-8 activation, making this pathway vital to 

immune system function and maintenance of homeostasis.  

The mitochondrial pathway of apoptosis is an internal signaling cascade driven in a cell-

autonomous manner that will manifest in conditions of cellular stress that exceed reparative capacity. 

These conditions may be caused by an increase in ROS, RNS, Ca2+, mtDNA damage or UV radiation, 

genotoxic agents, and aggregation of unfolded proteins that result in DNA damage and endoplasmic 

reticulum stress (Green and Llambi, 2015). The intracellular event that will trigger the intrinsic 

pathway is mitochondrial outer membrane permeabilization (MOMP) that facilitates cytosolic 

translocation of pro-apoptotic factors, predominantly cytochrome c through the mitochondrial 
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permeability transition pore (MPTP). Cytochrome c release is regulated by expression of pro-apoptotic 

effector proteins BCL2-associated X protein (Bax) and BCL2 antagonist/killer 1 (Bak), anti-apoptotic 

Bcl-2 proteins, and BH3-only proteins such as BH3 interacting domain death agonist (Bid) that serve 

to activate the pro-apoptotic effector proteins and/or neutralize the anti-apoptotic B-cell lymphoma 

protein 2 (Bcl-2) and Bcl-XL proteins (Llambi et al., 2011).  

Regardless of the pathway initiated, either external DR binding or internal MPTP, the next 

step is facilitating caspase activation (Kroemer et al., 2007). Extrinsic DRs will recruit a caspase 

activating platform, known as the death-induced-signaling-complex (DISC), and intrinsic cytochrome 

c release will join with apoptotic peptidase activating factor 1 (Apaf-1) to induce assembly of a 

caspase activating complex, known as the apoptosome (Green and Llambi, 2015; Kroemer et al., 

2007). The DR extrinsic pathway DISC will activate caspase 8 and the intrinsic pathway apoptosome 

will bind procaspase 9 and release active caspase 9, both caspases 8 & 9 will act on executioner 

caspases 3, 6 & 7 (Kroemer et al., 2007; Nikoletopoulou et al., 2013; Salvesen and Riedl, 2008). The 

intrinsic and extrinsic pathways of apoptosis were once thought to be exclusive from one another, 

though in recent years understanding how they converge on caspases 3, 6 & 7 activation is one of 

several connections elucidated. Bid is a link between the activation of both intrinsic and extrinsic 

pathways through its interaction with caspase 8. When cleaved by this caspase, Bid will translocate to 

the mitochondria and insert into the membrane where it activates BAX and BAK, initiating a signaling 

cascade leading to MOMP and thusly cytochrome c release (Haupt et al., 2003; Kroemer et al., 2007).  

Regulation by transformation related protein 53 (p53) of genes that code for cell-surface DRs, 

including TNFR family proteins Fas and DR5, as well as genes that code for APAF-1 and Bcl-2 

family proteins, Bax, Bak and Bid, that regulate the release of cytochrome c, shows the involvement of 

this transcription factor in both extrinsic and intrinsic apoptosis (Lohrum and Vousden, 1999). 

Regarding the intrinsic pathway, cytosolic p53 migrates to the mitochondria and promotes cytochrome 

c release by forming complexes with, and inhibiting, the action of anti-apoptotic Bcl-2 and Bcl-XL 

(Vaseva and Moll, 2009). In the extrinsic pathway, p53 plays a key role by inducing expression of 

genes that code for members of the TNFR family, including Fas and DR5. Additionally, p53 not only 

induces expression of Fas, but will traffic Fas to the cellular membrane and facilitate rapid 

sensitization by increasing the amount of cell-surface DRs (Dickens et al., 2012; Green and Kroemer, 

2009; Vaseva and Moll, 2009). Given these observations, p53 facilitates the convergence of DR-

mediated and mitochondrial-mediated apoptosis. 

1.2.6.2.4. Nrf2-antioxidant pathway 

Oxidative stress is defined as a disruption of the balance between ROS production and the 

efficacy of endogenous antioxidant systems (Sohal and Orr, 2012). In this sense, the nuclear factor, 

erythroid derived 2, like 2 (Nrf2) signaling pathway is possibly the greatest cellular defense against 
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toxins and oxidizing agents, being referred as ‘guardian of healthspan’ (Lewis et al., 2010) and ‘master 

regulator of aging’ (Bruns et al., 2015). Nrf2 is a transcription factor that, under conditions of low 

cellular stress, is sequestered in the cytoplasm by kelch-like ECH-associated protein 1 (Keap1) 

binding, which constitutively targets Nrf2 for ubiquitin-mediated proteasomal degradation (Itoh et al., 

1999). In the event of oxidative stress, Nrf2 is phosphorylated and released from Keap1, translocated 

to the nucleus where binds to the Antioxidant Response Elements (AREs) in promoter regions of 

genes involved in the maintenance of redox homeostasis (Hayes and Dinkova-Kostova, 2014). Among 

them are those that code for the heme oxygenase 1 (Hmox1), NAD(P)H quinone dehydrogenase 1 

(Nqo1) and gamma-glutamate-cysteine ligase, catalytic subunit (γ-Gclc) proteins. Nrf2 influences 

mitochondria function by balancing reduction and oxidation processes and improving ATP production, 

membrane potential, fatty acid oxidation and structural integrity (Dinkova-Kostova and Abramov, 

2015).  

1.2.7. Cellular senescence 

Cellular senescence is a stress response characterized by halted cell division and complex 

alterations in morphology, proteasome, secretome, and chromatin arrangement (Rodier and Campisi, 

2011). Conditions that cause senescence involve genomic instability, telomere attrition, epigenetic 

alterations, loss of proteostasis, ROS, mitochondrial dysfunction, and other mechanisms yet to be 

elucidated (Childs et al., 2015, 2017). These conditions facilitate the activation of tumor suppressor 

genes p16INK4a, p21, and p53 that will arrest cell cycle progression (Liu et al., 2009).  

Historically, senescence was believed to be a protective mechanism against carcinogenesis by 

stopping proliferation of cells with damaged or unstable chromosomes (Dimri, 2005). Recently, it has 

been demonstrated that senescent cells can aggregate in tissues for several years by developing 

resistance to apoptosis, consequently interfering with tissue repair and regeneration if not cleared by 

the immune system (Kirkland and Tchkonia, 2017). Senescent cells manifest a senescent-associated 

secretory phenotype (SASP) that generate many compromising agents that include inflammatory 

cytokines and chemokines, matrix proteases, and growth factors (Andriani et al., 2016). Therefore, 

accumulation of the SASP and the resultant degeneration and dysfunction has been proposed as a 

primary driver of aging and age-related diseases, such as Alzheimer’s disease, diabetes, pulmonary 

fibrosis, atherosclerosis, and osteoarthritis (Baker and Petersen, 2018; Palmer et al., 2015; Waters et 

al., 2018). 

1.2.8. Stem cell exhaustion 

Stem cells are characterized by their ability to self-renew. Stem cell exhaustion alludes to the 

progressive functional deterioration of tissue-specific adult stem cells that preserve homeostasis (de 

Haan and Lazare, 2018). The loss of the cellular regenerative potential leads to common features of 
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aging. The decline in hematopoietic stem cells results in immunosenescence, myeloid disorder, and 

anemia (Shaw et al., 2010). Mesenchymal stem cell dysfunction propagates osteoporosis and impairs 

fracture healing (Gruber et al., 2006). The decrease in muscle mass and strength, known as sarcopenia, 

is directly related to satellite cell deterioration with aging (Conboy and Rando, 2012). Intestinal 

epithelial stem cell depletion impairs intestinal function (López-Otín et al., 2013). Stem cell 

exhaustion is an integrative hallmark of aging that constitutes one of the primary malefactors of 

organismal aging via cell-intrinsic and –extrinsic mechanisms. There is much debate on which 

mechanism is most responsible. Recent reviews have postulated that there is a highly interdependent 

and interconnected relationship of extrinsic cellular microenvironment changes and intrinsic cellular 

compensatory processes (Kovtonyuk et al., 2016). Stem cell exhaustion is a complex multifaceted 

process whose age-related mechanisms are not fully understood. It is believed that this process 

encompasses several hallmarks of aging; among them are DNA damage, epigenetic changes, 

mitochondrial dysfunction, and senescence. 

1.2.9. Altered intercellular communication 

Aging implies changes in intercellular communication, including endocrine, neuroendocrine 

and neuronal pathways (Russell and Kahn, 2007). Renin-angiotensin system, adrenergic and insulin-

IGF1 are examples of neurohormonal signals dysregulated with aging.  

Aging-related immune system decline is another prominent factor that alters intercellular 

communications by promoting immunosenescence and inflammaging (López-Otín et al., 2013). 

Immunosenescence is the decline in immune system functionality as age increases. Aging occurs with 

an accumulation of senescent cells that continually generate pro-inflammatory cytokines, chemokines, 

and proteases that perpetuate a low-grade chronic inflammation, known as inflammaging, described in 

section 2.1 (Franceschi and Campisi, 2014). Additionally, senescent cells promote senescence in 

adjacent and local cells by processes that involve ROS and gap junctions-mediated cellular contacts 

(Nelson et al., 2012). Thus, the alterations in intercellular communication compound with aging as the 

derailment of mechanical and functional properties of all tissues are propagated by rampant 

inflammation and ineffectual immunosurveillance. 

1.3. AGING AND HEART 

Aging is the main risk factor for cardiovascular diseases (CVDs), including heart failure, 

stroke, peripheral vascular disease, and coronary heart disease (Obas and Vasan, 2018). CVDs are the 

leading cause of death world-wide (Global Health and Aging, 2019). The global population of 

individuals over the age of 65 is projected to nearly double in the next three decades, giving rise to the 

incidence of this disease. Though we know CVD is correlated with aging, the causation of this 

development remains to be understood.  
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1.3.1. Effect of aging on cardiac structure and function 

As a heart ages, there is a steady decline in the number of cardiomyocytes and a compensatory 

increase in fibroblast proliferation, resulting in an accumulation of collagen that leads to fibrosis and 

hypertrophy of the left ventricle (LV) (Abdellatif et al., 2018). Left ventricular hypertrophy and 

fibrosis are hallmarks of age-induced cardiac structural remodeling by stiffening the myocardium. 

While this preserves ejection fraction at rest, the loss of LV contractility augments passive and active 

filling of the left atrium, which forces remodeling and atrial enlargement, producing another hallmark 

of cardiac aging: decline in diastolic function (Lakatta and Levy, 2003). Additionally, loss of sinoatrial 

node myocyte activity along with fibrosis-impaired electrical impulse conductivity leads to a decrease 

in maximal heart rate and ejection fraction, severely hampering cardiac output. 

1.3.2. Molecular mechanisms of aging in heart 

The heart is the first organ formed during embryonic development (Srivastava and Olson, 

2000). At 22 days of development, primitive heart beats can be detected. From that moment, it 

performs the same essential function throughout life: transporting vital nutrients to and cellular waste 

from all parts of the organism. The ATP demand of the heart is the greatest in the body, consuming 

approximately 6 kg per day (North Brian J. and Sinclair David A., 2012). About 95% of this ATP is 

produced by mitochondrial OXPHOS; because of this, cardiomyocytes have higher mitochondria 

content than any other cell type, occupying around 40% of cytosolic volume (Schaper et al., 1985). As 

aging ensues mitochondria undergo structural changes such as swelling, matrix deformation, and loss 

of cristae; this not only produces more ROS but will consequently produce less ATP by ROS-mediated 

mtDNA damage to essential electron transport chain components. This constant high-energy demand, 

vast amounts of mitochondria, relatively low antioxidant defense, all perpetuating the ROS negative 

feedback loop makes the heart potently susceptible to oxidative stress as aging progresses (Woodall 

and Gustafsson, 2018). Particularly, an excess of ROS has shown to be involved in an impairment of 

intracellular contractility signaling and ventricular dysfunction, contributing to the pathogenesis of 

fibrosis, atherosclerosis, myocardial infarction and heart failure. This situation is aggravated by a loss 

of antioxidants enzymes of mitochondria cardiac tissue, among them SOD, CAT and GPx (Brown 

David I. and Griendling Kathy K., 2015). Oxidative stress generated in mitochondria is the main 

contributor to senescence in cardiomyocytes, resulting in high rates of apoptotic cell death that have 

been implied in the incidence of acute and chronic heart failure. The decline in cardiomyocytes 

reduces cardiac stem cells reserves, whose regenerative activity falls from 1 to 0.4% at the age of 20 

and 75, respectively (Bergmann et al., 2009). Mitochondria function is severely hampered as a result 

of impaired signaling pathways that regulate mitochondria dynamics, autophagy and Nrf2. Altered 

mitochondria dynamics have been associated with cardiac hypertrophy and heart failure (Chen et al., 

2011). The age-dependent deterioration in autophagy/mitophagy is implicated in cardiomyopathy 
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characterized by defective mitochondria, contractile dysfunction, higher fibrosis, cardiomyocyte 

apoptosis, hypertrophy and heart failure (Nakai et al., 2007). As the heart ages, Nrf2 antioxidant 

pathway is downregulated, correlating with age-related cardiomyopathy. Since Nrf2 has proved to 

confer cardioprotection in several disease models, this transcription factor is a promising target for 

therapeutic intervention in the anti-aging stratagem (Fernández-Ortiz et al., 2020; Rahim et al., 2021). 

As progressive loss of mitochondrial function occurs, ROS production increases with mutations in 

mtDNA (Acuña Castroviejo et al., 2011). The accumulation of mtDNA deletions and mutations in 

cardiac aging is depicted in the hearts of mice that have a deficient version of mtDNA polymerase γ 

proofreader. These mice exhibited early onset fibrosis, impaired diastolic and systolic function, and 

cardiac enlargement (Trifunovic et al., 2004). Moreover, mtDNA released from damaged 

mitochondria culminate in myocarditis and dilated cardiomyopathy by activating NLR family pyrin 

domain containing 3 (NLRP3) inflammasome and therefore propagating an age-related chronic low 

grade inflammatory environment, known as inflammaging (Fernández-Ortiz et al., 2020).  

 

2. IMMUNE SYSTEM AND INFLAMMATORY RESPONSE DURING 

AGING 

Taking into account the sensor and effector mechanisms used, as well as the speed and 

specificity of the triggered reaction, the immune response of our body has been classified as innate and 

adaptive or acquired (Medzhitov and Janeway, 1997). The innate immune response is the host's first 

line of defense against invasion. It is made up of physical, chemical and microbiological barriers, as 

well as elements of the immune system such as neutrophils, monocytes, macrophages, dendritic cells, 

eosinophils or cytokines. Recognition of the foreign particle is carried out by a limited number of 

germline encoded receptors that elicit an immediate, limited, and nonspecific response (Moreno and 

Sánchez-Ibarrola, 2003). The adaptive or acquired immune response is characterized by generating 

specific reactions against antigens in which a high number of receptors generated by gene 

rearrangement participate and are expressed on the surface of B and T lymphocytes. This type of 

immunity trades target specificity for a slower response time than that of innate immunity. Although, 

memory mechanisms make it possible to respond more quickly and powerfully when a foreign particle 

is reencountered (Flajnik and Kasahara, 2010). 

At the beginning of the sixth decade of life, the human immune system begins an age-related 

functional decline that manifests a maladaptive state known as immunosenescence (Weyand and 

Goronzy, 2016). This dysregulation of the immune response translates into greater susceptibility to 

infectious processes, cancer, and a reduction in the response to vaccination in older populations. 
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Additionally, the inflammatory response mediated by the innate immune system gains intensity, 

contributing to a chronic inflammatory process known as inflammaging (Franceschi et al., 2000).  

2.1. INFLAMMAGING 

Inflammation is the local response of an organism's immune system to damage inflicted on 

vascularized cells and tissues by bacterial pathogens or any other aggressor of a physical, chemical, 

biological or mechanical nature (Nathan, 2002). The inflammatory cascade is initiated by innate 

immune cells that detect and signal the presence of damage to trigger classical signs of inflammation 

(swelling, redness, heat and pain). Subsequently, the adaptive system is activated to enhance these 

effects to neutralize the offending agent. In this way, inflammation is of enormous physiological value. 

So long as it is triggered in a rapid, coordinated and controlled way to mitigate damage while allowing 

for the elimination of the aggressor, resolution and repair of the damaged tissue, and recovery of 

organismal homeostasis. However, if the inflammatory response is not adequately controlled, not only 

does it fail in its purpose of eliminating the noxious stimulus, but it also persists in the body causing 

greater damage than the stimulus itself that originally initiated it (Drayton et al., 2006). An example of 

tissue damage associated with a perpetual inflammatory response is that which appears during aging 

(Figure 6).  

 

Figure 6. Inflammation response in young and old organisms. In young healthy organisms (right, green) a 

regulated inflammatory response promotes tissue homeostasis and longevity. During aging (left, red), chronic 

inflammation and tissue damage drive the dysfunctional state that leads to age-related diseases. 

The aging process is accompanied by a state of subclinical, asymptomatic, chronic and 

systemic inflammation, a phenomenon known as ‘inflammaging’ (Franceschi et al., 2000). This 

chronic-low grade inflammation is characterized by a 2 to 4-fold increase in serum levels of pro-

inflammatory mediators, including C-reactive protein (CRP), TNF-α or interleukin (IL)-6, in the older 
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population when compared to younger adults (Krabbe et al., 2004). These inflammatory mediators are 

strong predictors of all-cause mortality risk. Etiology of age-related inflammation remains to be 

elucidated and the mechanisms proposed so far are diverse and mutually non-exclusive. Among them, 

the accumulation of senescent cells and their acquisition of the SASP stand out (Franceschi and 

Campisi, 2014). Current studies point to changes in the composition of the gut microbiota with age as 

a source of inflammatory activation (Buford, 2017). Metabolic dysfunction as seen in obesity leads to 

inflammaging (Gregor and Hotamisligil, 2011). While adiponectin found in lean states favors the 

production of anti-inflammatory cytokines, increased leptin during obesity promotes the production of 

IL-6, IL-12 and TNF-α. Increased adipose tissue with age is known to be an underlying cause of 

higher levels of inflammatory cytokines in obesity. Recently, it has been suggested that innate immune 

cells have a memory driven by epigenetic changes that allow for enhanced responsiveness when 

pathogens are reencountered. This "trained immunity" has been put forward as a contributing factor to 

inflammaging (Franceschi et al., 2017). The sustained exposure to infectious agents throughout life, 

especially by virus such as cytomegalovirus (CMV), promotes a chronic stimulation of the immune 

system that induces a pro-inflammatory response. This situation is aggravated by the inability of the 

adaptive immune system to contain viral infections and eliminate exogenous antigens with aging, 

thereby extending the duration of the immune response and its adverse consequences (Deeks, 2011). 

Along with chronic antigenic overload, the presence of macromolecules and damaged organelles that 

accumulate in old organisms is a major stimulus activating inflammatory signaling during aging. The 

cell debris comes from dead and deteriorating cells and is produced at a higher rate in aged tissues, 

because the mechanisms responsible for its elimination, including autophagy and apoptosis, are altered 

with aging. The result of all these processes is induction of the innate immune response through 

Nuclear Factor Kappa B (NF-κB) pathway and NLRP3 activation (Youm et al., 2013). Thus, a better 

understanding of these pathways would help decipher the etiology of inflammaging and facilitate the 

identification of new therapeutic targets 

2.2. INNATE IMMUNE RESPONSE: EFFECT OF AGING 

The innate immune system recognizes highly conserved antigenic structures in various 

microorganisms that are called Pathogen-Associated Molecular Patterns (PAMPs). These PAMPs are 

recognized by receptors of the innate immune system known as Pattern Recognition Receptors 

(PRRs). Structurally, all PRRs have a specific domain for the recognition of PAMPs and a protein-

protein interaction region essential to initiate cell signaling processes (Medzhitov, 2007). PRRs can be 

classified according to their functional differences: 

Secreted PRRs: They are present in body fluids and in the extracellular space. Given their 

location, these PRRs are in charge of binding to the cell surface of microorganisms, activating the 

complement system, initiating opsonization of pathogens, and participating in the transfer of PAMPs 
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to other receptors involved in the innate immune response (Lee and Kim, 2007). Examples of secreted 

PRRs are complement receptors, CRP, serum amyloid P component protein, and pentraxin-related 

protein PTX3. 

Transmembrane PRRs: They are expressed on the cell membrane or on lysosomes / 

endosomes. They carry out immune recognition on uninfected cells to trigger an effector response 

(Iwasaki and Medzhitov, 2010). Toll-like receptors (TLRs) and C-type Lectin receptors stand out as 

transmembrane PRRs. TLRs have been shown to be involved in the inflammaging process, 

distinguishing in turn between a) membranous TLRs (TLR1, 2, 4, 5 and 6), responsible for the 

activation of the NF-κB pathway ; and b) Intracellular TLRs, responsible for detecting nucleic acids of 

viruses and bacteria that induce the activation of Interferon Regulatory Factor (IRF) (Uematsu and 

Akira, 2007). 

Cytosolic PRRs: They act as intracellular sensors detecting the presence of viruses, microbial 

products, substances related to cellular stress or crystalline particles of non-infectious origin. Cytosolic 

PRRs mediate the immune response once the cell is infected and cooperate with transmembrane PRRs 

to give continuity to intracellular signaling associated with the presence of a foreign element 

(Pichlmair and Reis e Sousa, 2007). These PRRs include the retinoic acid-inducible gene I (RIG-I) -

like receptors (RLRs) and the nucleotide-binding domain and leucine-rich repeat containing receptors 

(NLRs). NLRs cooperate with transmembrane TLRs to activate the innate immune response and 

apoptosis involving the formation of signaling complexes, such as inflammasomes and Nucleotide-

binding Oligomerization Domain (NOD) signalosomes (Martinon et al., 2002). 

It should be noted that the immune response to a certain pathogen is not limited only to its 

recognition by a single PRR, but also involves complex cooperation between different receptors, 

immune cells and mediators. Furthermore, the same pathogen presents multiple PAMPs that will be 

recognized by different types of PRR. Therefore, the connection established between the different 

PRRs shows a quantitative effect (the synergistic responses between PRRs allow an efficient response 

to low concentrations of PAMP) and a qualitative effect (the activation of a PRR by its PAMP 

activates other related PRRs). In this way, the host increases its ability to detect any pathogen and 

respond efficiently (Ishii et al., 2008). 

However, as already mentioned, a disproportionate inflammatory response can cause cell 

death and tissue damage in the host, releasing noxious cellular components into the extracellular 

environment. These components or danger signals are called Damage-Associated Molecular Patterns 

(DAMPs) and include cellular proteins like High mobility group protein B1 (HMGB1), IL-1 and 

Histone deacetylase dependent SIN3A (SAP130) and related proteins, as well as nucleic acids DNA, 

ATP or uric acid. These DAMPs are recognized by some PRRs mentioned above, which triggers a 
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greater inflammatory response to the foreign agent and a failure in the regulation of inflammatory 

pathways (Jounai et al., 2012). 

The mechanisms underlying the basal inflammatory process associated with aging undergo 

quantitative and qualitative changes in innate immunity cells and alterations in the expression and 

signal cascades initiated by PRR activation. This ultimately leads to uncontrolled secretion of pro-

inflammatory mediators. It has been observed that there is an age-related decrease in the expression of 

TLRs in innate immune cells (Shaw et al., 2013)). One of the first studies evaluating the function of 

TLRs in aged C57BL/6 mice showed a general decrease in gene expression of the receptors TLR1-

TLR9, decreased protein content of TLR4, and an increase in production of TNF-α and IL-6 

dependent on TLR in peritoneal and splenic macrophages (Renshaw et al., 2002). These data provide 

clear evidence of TLR functional deterioration and the consequent increase in inflammatory response 

brought about by increased production of inflammatory cytokines during aging.  

On the other hand, very little is known about the effects that age has on the functioning of 

cytosolic PRR NLRs. It was not until 2013 that the involvement of the NLRP3 inflammasome in the 

systemic low-grade age-related “sterile” inflammation in adipose tissue and brain was demonstrated 

for the first time. The absence of this protein protected the mice from age-associated increases in 

innate immune activation, in addition to improving glucose tolerance, motor performance, cognitive 

function, as well as attenuate bone loss. While the connection between inflammaging and NLRP3 

activation has been widely reported, some of the molecular mechanisms underlying this process 

remain unclear (Volt et al., 2016). 

Together, all these findings relate the dysregulation of innate immunity activation and the 

perpetuation of pro-inflammatory processes that occurs with age (Figure 7). 
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Figure 7. Effects of aging on PRR-dependent innate immunity signaling. Representation of signaling 

pathways mediated by TLR and NLRP3 during aging, which occurs with high levels of PAMPs and DAMPs that 

contribute to an elevated pro-inflammatory state. dsRNA, double-stranded RNA; IFN, interferon; IFNAR, 

IFNα/β receptor; IL-1β, interleukin-1β; IRF, IFN-regulatory factor; LPS, lipopolysaccharide; MD2, myeloid 

differentiation factor 2; MYD88, myeloid differentiation primary-response protein 88; NF-κB, nuclear factor-

κB; SOCS, suppressor of cytokine signalling; ssRNA, single-stranded RNA; TAM, TYRO3, AXL and MER; 

TRAM, TRIF-related adaptor molecule; TRIF, TIR-domain-containing adaptor protein inducing IFNβ. From 

Shaw et al., 2013. 

2.2.1. NF-κB as a regulator of immune and inflammatory response. Effect of NF-κB during 

aging 

Despite the enormous variety of stimuli to which the immune system responds, the 

complicated task of communicating the presence of lesions or infections in the body is carried out by a 

relatively low number of signaling pathways, which ultimately depends on a common transcriptional 

activator known as NF-κB. 

In mammals, the NF-κB family of transcription factors consists of five members identified as 

p65 (RelA), RelB, c-Rel, p50 (NF-κB 1 and its precursor p105) and p52 (NF-κB 2 and its precursor 

p100). These proteins possess a Rel-homology domain (RHD) that allows DNA binding, dimerization 

and nuclear translocation, whereas only p65, RelB and c-Rel have a transcriptional activation domain 

(TAD) for gene activation. NF-κB members can form any combination of homo- or heterodimers, 

each with different transcriptional ability. However, not every possible dimer combination could be 

demonstrated to occur in vivo. For example, p65/p50 heterodimers, which constitute the majority form, 



Introduction 

 

~ 23 ~ 
 

strongly promote gene transcription, while p50/p50 homodimers repress gene transcription (Christian 

et al., 2016; Liu et al., 2017).  

Members of the NF-κB family are activated by a wide variety of stimuli, including pro-

inflammatory cytokines such as TNF-α or IL-1β, B- or T-cell mitogens, bacteria and bacterial products 

such as LPS, viruses, proteins, double-stranded RNA, or even physical or chemical stress situations 

(Karin and Ben-Neriah, 2000). The recognition of these ligands by their specific receptors leads to the 

activation of NF-κB through two possible pathways: the canonical pathway and the non-canonical 

pathway (Figure 8). In the canonical pathway, the nuclear translocation of the p50/p65 heterodimers 

occurs following phosphorylation mediated degradation of the inhibitor of kappaB (IκB). This 

pathway is mainly activated in response to bacterial products and pro-inflammatory signals, playing a 

key role in the pathogenesis of inflammatory diseases and exacerbation of the innate immune 

response. The non-canonical pathway is activated primarily by cytokines of the TNF-α family, 

although not by TNF-α itself. In it, the IKKα-dependent phosphorylation of p100:RelB leads to the 

processing of p100 and the consequent generation of the heterodimer p52:RelB that enters the nucleus 

and activates the transcription of its target genes (Oeckinghaus et al., 2011). The non-canonical 

pathway has been shown to play a major role in the adaptative immune responses, lymphoid 

organogenesis and B cell maturation (Sehnert et al., 2020). 

 

Figure 8. NF-κB signaling pathway. The canonical pathway (left) is activated through different receptors 

including TNFR, IL-1 receptor (IL-1R), B-cell receptor (BCR), T-cell receptor (TCR), Toll-like receptor, RANK, 
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and CD40. The non-canonical pathway (right) is activated through CD40, B-cell-activating factor receptor 

(BAFF-R), lymphotoxin beta receptor (LT2R) and RANK. From Sehnert et al., 2020. 

An aberrant NF-κB expression contributes to the pathogenesis of chronic immune-mediated 

diseases including rheumatoid arthritis, multiple sclerosis, asthma and others (Gregersen et al., 2009; 

Makarov, 2001; Mishra et al., 2018). Numerous studies support a causal relationship between 

inflammaging and a deregulated NF-κB activation. The first of these took place more than two 

decades ago, when Helenius et al. evaluated the DNA-binding capacity of a series of transcription 

factors (NF-κB, AP-1 and Sp-1) in nuclear extracts from various tissues from young and old rodents. 

The results showed a significant increase in the DNA binding of the NF-κB complexes in all the 

tissues of the old animals, while the DNA-binding capacity of AP-1 and Sp-1 did not change with age. 

This finding demonstrated the increase in NF-κB activation with aging, unlike other transcription 

factors related to activation of the immune system. Recently, mouse model with gain of NF-κB 

function showed a shorter lifespan and signs of accelerated aging at middle age that included alopecia, 

osteoporosis, central nervous system alterations, enhanced cellular senescence and reduced 

regenerative capacity (Bernal et al., 2014). This study exhibits a causal relationship between 

inflammation linked to NF-κB overexpression and the deregulation of immune responses that leads to 

development of age-related phenotypes. 

To date, no gold standard for the treatment of chronic inflammation during aging has been 

identified. In this sense, NF-κB is a very attractive therapeutic target due to its importance of 

pathogenic inflammatory pathways. However, NF-κB is known for its crucial role during immune 

responses, cell growth, development and survival (Hayden and Ghosh, 2008), suggesting that a 

systemic NF-κB inhibitor may cause serious adverse effects associated with severe 

immunosuppression and loss of homeostasis. Pioneering approaches must be developed to dampen 

NF-κB activity in a cell-type specific manner. Another very promising target for counteracting the 

effects of inflammaging and currently enjoying great scientific interest is the inhibition of another 

essential component of the innate immune system: the NLRP3 inflammasome. 

2.2.2. NLRP3 as a regulator of immune and inflammatory response. Effect of NLRP3 during 

aging 

Inflammasomes are defined as high molecular weight multiprotein complexes that regulate the 

activation of inflammatory caspases and, consequently, the maturation of their respective substrates 

(Martinon et al., 2002). These caspases are produced in the form of catalytically inactive proenzymes 

that, once the signal is detected, integrate and dimerize in the inflammasome, which triggers their 

activation mediated by proteolytic processing and subsequent maturation of the pro-inflammatory 

cytokines IL-1β, IL-18 and IL-33 (Martinon et al., 2009). 
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Among the different types of inflammasome, NLRP3 is the best characterized and studied one 

because of its implication in different autoinflammatory diseases, among them cold-induced familial 

autoinflammatory syndrome or Muckle-Wells syndrome. These pathologies are included within what 

are known as cryopyrin-associates periodic syndromes (CAPS) and are characterized by recurrent 

episodes of fever and systemic inflammation of the tissues. The cause of these diseases is due to 

mutations in the Nlrp3 gene characterized by a disproportionate activation of the inflammasome, 

resulting in excessive release of pro-inflammatory cytokines, mainly IL-1β (Neven et al., 2008). In 

addition, it should be noted that, unlike other NLRs, the NLRP3 inflammasome can be activated in 

response to DAMPs, turning it into the most important sensor of endogenous stress signal (Feldman et 

al., 2015). 

Structurally, the NLRP3 inflammasome is made up of the NLRP3 receptor, the Apoptosis-

associated Speck-like protein containing a caspase recruitment domain (ASC) adapter protein and the 

cysteine protease caspase-1 (Agostini et al., 2004). The NLRP3 receptor consists of three domains 

(Figure 9): an N-terminal domain called Pyrin Domain (PYD), a NACHT-NAD (NACHT, Nucleotide-

binding oligomerization domain, leucine-rich-repeat family, Apoptosis inhibitory protein, Class II, 

major histocompatibility complex transactivator, Het-E incompatibility locus protein from Podospora 

anserina, Telomerase-associated protein 1; NAD, NACHT-associated domain) core domain and a C-

terminal leucine-rich-repeat (LRR) domain. In an inactive state, NLRP3 is constitutively expressed in 

the cytosol given the internal interaction that is established between the domains NACHT-NAD and 

the LRR of the receptor. In the presence of activating signals, the NLRP3 protein undergoes 

conformational modifications that expose the central domain NACHT-NAD, which allows the 

association of the adapter protein ASC through PYD-like interactions, and the interaction with pro-

caspase-1 through interactions of type Caspase Activation and Recruitment Domain (CARD). As a 

consequence of these conformational modifications and interactions, the proteolytic activity of 

caspase-1 is induced and the subsequent processing of the pro-inflammatory cytokines pro-IL1β, pro-

IL-18 and pro-IL-33 to their active forms IL- 1β, IL-18 and IL-33, respectively (Dunne, 2011). 
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Figure 9. Schematic representation of the NLRP3 components and their assembly during the 
inflammasome activation. In its inactive form, NLRP3 is constitutively expressed in the cytoplasm (upper). The 

recognition of a series of PAMPs/DAMPs induces conformational changes in NLRP3, recruiting ASC and pro-

caspase-1 to the inflammasome (lower). Consequently, caspase-1 is activated facilitating the maturation of pro-

inflammatory cytokines to their active forms. From Escames et al., 2012.  

NLRP3 inflammasome activation occurs in response to a wide variety of stimuli, including 

bacterial products (muramyl dipeptide, LPS, or bacterial RNA), bacterial toxins (nigericin, listeriolysin 

O, gramicidin), Gram-negative pathogenic bacteria, and Gram-positive, viruses and viral products, 

fungal pathogens or signs related to the existence of damage in the body (silica or cholesterol crystals, 

aluminum hydroxide, monosodium urate, β-amyloid plaque, extracellular ATP, cytoplasmic DNA or 

ROS) (Bauernfeind et al., 2011). Various mechanisms have been suggested that trigger the activation 

of the NLRP3 inflammasome, although none of them alone can explain the response to the enormous 

diversity of stimuli mentioned above (Figure 10). 
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Figure 10. Models involved in the activation of the NLRP3 inflammasome. Both signal 1 and 2 are required 

for NLRP3 inflammasome activation. Signal 1 activates the NF-κB pathway and increases NLRP3 levels. Signal 

2 promotes triggering of the NLRP3 inflammasome complex mediated by potassium output (1), lysosomal 

content release (2) and ROS generation (3). Adapted from Jo et al., 2016. 

The first signal in inflammasome activation involves the priming signal, which is mediated by 

ligands recognized by TLRs and induces the NF-κB pathway to upregulate the expression of pro-IL-1β 

and NLRP3. The second signal is mediated by numerous PAMPs and DAMPs, named above, and 

promotes the assembly of ASC and pro-caspase 1. Several molecular pathways have been proposed for 

NLRP3 activation to induce caspase-1-activation and IL-1β maturation: 

 One model suggests that the activation of the inflammasome occurs in response to the rapid 

output of potassium caused by each and every one of the above ligands (Lamkanfi et al., 

2009). This model is supported not only by the fact that sub-physiological amounts of 

potassium induce spontaneous activation of the inflammasome, which suggests that it can 

detect small decreases in intracellular potassium levels, but also due to the profound inhibition 

of the NLRP3 inflammasome that is observed in response to the increase in potassium 

concentrations at the extracellular level, preventing potassium efflux form the cell (Pétrilli et 
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al., 2007). Potassium efflux occurs through pores formed by the action of certain bacterial 

toxins that alter cell integrity, or through P2X7 purinergic receptors in response to 

extracellular ATP (Mariathasan et al., 2006). The presence of ATP in this location is 

associated with cell damage, necrosis, as well as mechanical stimuli on certain cell types, 

mainly endothelial and epithelial cells (Martinon et al., 2009). Once out of the cell, ATP 

induces activation of P2X7 receptors, an ion channel regulated by ATP that acts in 

conjunction with the hemichannels of panexin-1, which can act as channels specific for ATP 

release. Consequently, not only is a pore produced in the cell membrane that facilitates the 

cytoplasmic entry of NLRP3, but the release of ATP mediated by panexin-1 amplifies the 

activation of the P2X7 receptor-dependent inflammasome. 

 

 Another proposed mechanism for the activation of the NLRP3 inflammasome is based on the 

destabilization of the lysosome after phagocytosis of crystalline particles or structures, 

including particles of silica, cholesterol or β-amyloid. As a consequence of this lysosomal 

disintegration, its content is released into the cytoplasm, an event that is perceived as a sign of 

endogenous damage by the immune system (Dostert et al., 2008). In this model, the release to 

the cytosol of cathepsin B, a proteolytic enzyme responsible for catalyzing the hydrolysis of 

proteins to polypeptides, will play a key role in the production of IL-1β in response to a 

variety of mediators dependent on processes of phagocytosis. This fact is evidenced by the 

suppression exerted by the inhibitor of the biological activity of cathepsin B, Ca-074-me, on 

the activation of the inflammasome (Hornung et al., 2008). 

 

 Recently, it has been observed that all known NLRP3 inflammasome activators induce ROS 

production, suggesting the use of antioxidants could effectively inhibit inflammasome 

activation (García et al., 2015). In this activation model, the thioredoxin-interacting protein 

(TXNIP) has an essential role in associating ROS production with inflammasome activation 

(Zhou et al., 2011). Under basal conditions, TXNIP is associated with thioredoxin 

oxidoreductase (TRX), a complex that dissociates when intracellular ROS levels increase. 

This dissociation is double-edged: while free thioredoxin can play its role as a ROS scavenger, 

TXNIP associates with NLRP3 in a ROS-dependent manner, ultimately inducing its 

activation. Although this causative effect of ROS has been known for a long time, it was not 

until relatively recently that the importance of mitochondria in modulating innate immunity 

through direct activation of the NLRP3 inflammasome was brought to light. In this sense, 

Zhou et al. observed that ROS production associated with mitochondrial dysfunction directly 

activates the NLRP3 inflammasome while Nakahira et al. demonstrated that mitophagy 

constitutes an important inhibitory mechanism of NLRP3 inflammasome (Nakahira et al., 

2011). Likewise, the association between NLRP3 and mitochondria is sustained by: 
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- Subcellular location of the mitochondria during inflammatory processes. While the inactive 

NLRP3 and ASC proteins associate with the endoplasmic reticulum, the activation of the 

inflammasome induces its perinuclear distribution in conjunction with the mitochondria 

(Zhou et al., 2011). 

- Mitochondria ROS production facilitates opening of the MPTP, consequently releasing 

mtDNA which is detected as a signal of damage and index the activation of the NLRP3 

inflammasome and the secretion of IL-1β and IL-18 (Nakahira et al., 2011; Zhou et al., 

2011). Interestingly, the magnitude of caspase-1 activation is directly related to the amount 

of mtDNA in the cytosol, suggesting its role as a caspase-1 coactivator. 

Exposure throughout our lives to different antigens and stressful stimuli causes a state of 

chronic oxidative stress in our body (Baylis et al., 2013). This situation allows for mitochondrial ROS 

release, causing greater oxidative damage in the biomolecules of senescent cells, and strongly 

contributes to age-related cellular deterioration. The oxidative process that accompanies aging leads to 

the release and accumulation of DAMPs that initiate an inflammatory process through PRRs, such as 

TLRs and NLRs, triggering the activation of the NLRP3 inflammasome, an increase in IL-1β levels 

and a perpetual inflammatory response (Feldman et al., 2015). The aberrant activity of the NLRP3 

inflammasome has been implied in a multitude of age-related pathologies, such as neurodegenerative 

diseases, obesity, diabetes, osteoarthritis and CVDs (Sebastian-Valverde and Pasinetti, 2020). All 

these data suggest that targeting NLRP3inflammasome may be potentially beneficial to reestablishing 

of immune competence and homeostasis state in the elderly.  

2.3. INFLAMMAGING AS A CAUSE OF CARDIOVASCULAR DISEASES  

Epidemiological studies reveal that CVDs emerge ensuing a chronic inflammatory state 

(Welsh et al., 2017). The increase in inflammatory markers with aging is considered CV risk factor 

(Scuteri et al., 2011; Ungvari et al., 2004). Thus, the increase in the pro-inflammatory cytokine IL-6 

has been implicated in age-associated vascular disease. CRP was linked to increased arterial stiffness 

in middle and old-age subjects. Likewise, TNF-α has been found to be upregulated in coronary 

arteries, leading to endothelial dysfunction and proatherogenic inflammatory mediators. Ischemic 

cardiac injury is often caused by obstruction of arterial blood flow through the coronary artery by 

atherosclerotic lesions. 

Atherosclerosis is defined as a chronic inflammatory disorder of the medium and large-size 

arteries distinguished by an endothelial accumulation of immune cells, extracellular matrix (ECM), 

cholesterol and lipids (Miteva et al., 2018). This cardiovascular event constitutes the main cause of 

CVD and NLRP3 inflammasome plays an important role in its etiology (Figure 11). 
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The high levels of ROS observed in aged individuals that come from the oxidative stress and 

mitochondrial dysfunction induce the oxidation of LDL. Oxidized LDL and cholesterol crystal act as 

DAMPs that initiate NLRP3 activation, which leads to the maturation of IL-1β. At the same time, IL-

1β enhances the inflammatory reaction by increasing the expression of IL-6, IL-8, TNF-α, vascular 

cell adhesion molecule (VCAM)-1, and monocyte chemo-attractant protein-1 (MCP-1). These events 

facilitate the infiltration of neutrophils and monocytes. In addition, IL-1β promotes proliferation and 

migration of vascular smooth muscle cells (VSMCs), enables the development of foam cells, and 

boosts the metalloproteinase (MPP) expression and successive collagen degradation that promotes 

plaque instability. This situation is exacerbated by the release of more pro-inflammatory cytokines and 

more ROS, which further provoke LDL oxidation and aggravate atherosclerosis. 

 

Figure 11. Role of the NLRP3 inflammasome in atherosclerosis. Aging contributes to the development of 

atherosclerosis, a chronic inflammatory arterial disease characterized by the deposition of lipids and cholesterol 

crystals that act as DAMPs by triggering NLRP3 inflammatory response. From Miteva et al., 2018. 

Considering what is mentioned in this section, we can conclude that the innate immune system 

and especially NLRP3 inflammasome has an essential role in the maintenance of an age-associated 

chronic inflammatory state, because of its capability to sense many of the aging-related danger signals, 

thus orchestrating an immune response that promotes inflammation. Consequently, the NLRP3 

inflammasome appears to be a tempting therapeutic target for the treatment of not only the 

cardiovascular events described here but also for the aging process. 
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3. CYRCADIAN RHYTHMS AND CLOCK GENES 

The concept of circadian rhythms was defined by Halberg et al. in 1959 to detail the 

association between the Earth’s daily rotation and the endogenous oscillation of many physiological 

factors (Halberg, 1959). In this way, circadian rhythms are regular cycles in a host of biochemical, 

functional and behavioral parameters that display periods of near 24 h (Dibner et al., 2010). 

Biologically, circadian rhythms allow organism to adapt and anticipate environmental changes and 

ensure optimal physiological performance. Sleep-wake cycles, food intake, body temperature, 

secretion of enzymes and hormones, neurological activity and glucose homeostasis are some of the 

myriads of biological processes that follow circadian rhythms. In mammals, circadian rhythms are 

regulated by one central or master clock and peripheral clocks. 

The master circadian pacemaker is located in the suprachiasmatic nucleus (SCN) of the 

anterior hypothalamus and it consists of around 20.000 neurons in rodents and 50.000 in humans 

(Hastings et al., 2018). Photoperiod is the main Zeitgeber (from the German time giver) for the central 

clock, which is synchronized by the environmental lighting conditions to ensure that the organism is in 

phase with the environment. In vertebrates, circadian photoreception occurs via intrinsically 

photosensitive retinal ganglion cells (ipRGCs) due to the presence of melanopsin pigment, that is 

directly activated by blue light with a wavelength of 440 to 480 nm. These cells also integrate light 

signals from visual photoreceptors (rods and cones) to adjust the SCN to the external day-night cycle. 

The SCN then projects to a wide range of brain areas involved in the regulation of metabolic 

pathways; among them are the paraventricular nucleus (PVN) of the hypothalamus, sub-

paraventricular zone (sPVZ), dorsomedial hypothalamus (DMH) and arcuate nucleus (ARC) (Brown 

et al., 2010). Through this retino-hypothalamic pathway, SCN conveys phase information to peripheral 

pacemakers, helping preserve homeostasis of the organism by maintaining internal synchrony. These 

peripheral clocks are found in almost all mammalian tissues including the retina, heart, kidneys, liver, 

lungs, ovaries, testis, gut, spleen, muscle, and immune cells, among others (Acuña-Castroviejo et al., 

2017). Feeding time, physical exercise and availability of metabolites are the Zeitgeber for the 

peripheral clocks that synchronize their circadian rhythms (Schibler et al., 2015). Other than 

orchestrating metabolic pathways, the SNC regulates synthesis and release of pineal melatonin 

depending of the level of photoreception. Specifically, during night, PVN neuronal activity promotes 

melatonin secretion, that peaks between 2 am and 4 am, and is rapidly released into the blood and 

cerebrospinal fluid reaching all cells of the organism (Reiter, 1993). Light increases SCN electrical 

activity via ipRGCs photo-stimulation, which inhibits PVN neurons and, thus, melatonin secretion 

during the day. These qualities of melatonin characterize it as an endogenous synchronizer of circadian 

rhythms because this pineal hormone transmits the timekeeping signals from SCN and coordinates 

each cell of the body with a period of 24 hours (Pfeffer et al., 2018) (Figure 12).  
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Figure 12. Mammalian circadian rhythms. In mammals, circadian rhythms are regulated by circadian clocks. 

These clocks include a central clock and peripheral clocks. The central clock is located in the SCN of the 

hypothalamus and is synchronized mainly by photoperiod. The central clock regulates basic functions of the 

organism by two processes: 1) synchronization of peripheral clocks via humoral signals to maintain 

homeostasis; 2) regulating pineal production of melatonin. This hormone is the endogenous synchronizer of 

circadian rhythms. 

Central and peripheral clocks share the same molecular mechanism (Mohawk et al., 2012). It 

is based on positive and negative transcription-translation feedback loops (TTFL) (Figure 13). The 

transcription factors CLOCK (circadian locomotor output cycles kaput) and BMAL1 (brain and 

muscle ARNT-like 1) form a heterodimer that binds to Enhancer (E)-box sites located in promoter 

regions and induces the expression of the clock genes Per and Cry (Period and Chryptochrome, 

respectively), and also Ror (Retinoic acid-related orphan receptor)-α, Rev-erb (reverse strand of 

protein ERB)-α and other clock controlled genes (CCGs, which represent approximately 10-20% of 

the complete genome in mammals. Once translated the protein PER and CRY heterodimerize in 

cytosol and translocate to the nucleus, where they repress CLOCK:BMAIL1 heterodimer action. A 

new cycle starts when the PER:CRY complex decreases, owing to the low levels of CLOCK:BMAL. 

A second feedback loop consists of RORα and REV-ERBα, which compete to bind retinoic acid-

related orphan receptor response elements (ROREs) in the promoter region of Bmal1. RORα activates 

the transcription of Bmal1 while REV-ERBα represses it. 
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Recently, a new protein has been discovered, CHRONO (ChIP-derived Repressor of Network 

Oscillator), that functions as a core component of the mammalian circadian clock. Its overexpression 

leads to suppression of CLOCK:BMAL1 activity in a histone deacetylase-dependent manner (Goriki 

et al., 2014). 

 

Figure 13. Mammalian clock system. The molecular clock is comprised of interconnected transcription 

feedback loops: CLOCK and BMAL1 heterodimer on the activation loop, which promotes Per, Cry, Rorα, Rev-

Erbα and CCGs transcription. PER:CRY heterodimer on the inhibition loop, that inhibits CLOCK:BMAL1. 

RORα and REV-ERBα activates and represses Bmal1 transcription, respectively. Adapted from Firsov and 

Bonny, 2018. 

3.1. CIRCADIAN RHYTHMS DURING AGING: CHRONODISRUPTION PROCESS 

The biologist Pittendrigh, during the influential Cold Spring Harbor Symposium on 

Quantitative Biology in 1960 (XXV: Biological Clocks), postulated that “circadian rhythms are 

inherent in and pervade the living system to an extent that they are fundamental features of its 

organization; and to an extent that if deranged they impair it” (Pittendrigh, 1960). Consequently, 

chronodisruption was defined as a misalignment of internal clock with zeitgebers. This syndrome is 

frequent in people who work nightshifts, experience jet-lag, or are otherwise subjected to artificial 

lighting during the night (Rajaratnam and Arendt, 2001). Perturbation of circadian synchronicity 

predisposes individuals to several pathologies; among them are sleep disorders, cognitive impairments, 

cancer, metabolic syndrome and CVDs (Pauley, 2004). An inescapable source of chronodisruption is 

aging. The major circadian changes observed in the elderly include phase advancing of the daily 

rhythms, attenuation of the amplitude and fragmentation of the rhythms (Hood and Amir, 2017). Also 

described during aging are alteration in the phase relationship with environmental photoperiod cycle, a 

reduced response to resetting signals and a desynchrony of rhythms within an organism. 
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Aging affects light reception by impairing blue light transmission, the most crucial wavelength 

to prompt continuation of the circadian entrainment (Turner and Mainster, 2008). This fact is due to 

the gradual loss of ipRGCs. A 40-year-old adult has already lost 35% of these cells, and at 55 the 

individual will perceive less than half the circadian photoperiod a 25-year-old adult would. This 

circumstance progressively weakens light reception of the circadian system. Similarly, a reported 

impairment of master clock performance is the reduction of number and functionality of neurons and 

synaptic terminals (Tsukahara et al., 2005). In addition, the secretion pattern of the main output, 

melatonin, decreases and experiences phase advancement with aging (Srinivasan et al., 2005). On 

average, elderly individuals show a 50% decline in nocturnal melatonin levels (Touitou, 2001). The 

rhythmicity of this pineal hormone is dampened by pinealocyte secretion deficiency, pineal size 

reduction and calcification (Kunz et al., 1999). Moreover, SNC expression of MT1 melatonin receptor 

is diminished in aged humans. These findings indicate that circadian systems are not only less able to 

adjust to environmental time cues with age, but also that melatoninergic feedback to the SCN may be 

deteriorated in aging (Arellanes-Licea et al., 2014). 

Melatonin release modulates the activity of the ipRGCs time-keeping signals to the SNC, 

regulates core body temperature, stimulates sleep onset and controls the circadian oscillator system 

(Arendt, 2006). Melatonin also contributes to the rhythmic control of the immune system, influencing 

the diurnal oscillations of leukocyte proliferation, cytokine production, and Natural Killer (NK) cell 

activity. Indeed, several studies have shown a connection between a decline in melatonin secretion and 

age-associated pathologies that occur with alterations in immune system and inflammation, such as 

Parkinson’s or Alzheimer’s disease (Cardinali et al., 2008).  

Immune system activity is connected with the circadian clock, as it is shown by the daily 

variations of monocytes, macrophages, T and B lymphocytes in blood (Cermakian et al., 2014). These 

data suggest that innate immunity is in part controlled by the clock proteins (Figure 14). It has been 

reported that CLOCK phosphorylates and acetylates p65, increasing the transcriptional activity of NF-

κB and consequently the inflammatory response (Spengler et al., 2012). Instead, BMAL1 recruits 

CLOCK, preventing the activation of innate immunity and acting as an anti-inflammatory agent. 

Furthermore, BMAL1 increases the expression of RORα, which can further suppress NF-κB through 

the increase of its inhibitor IκB and the deacetylation of p65 mediated by the binding of melatonin to 

ROR (Nguyen et al., 2013). REV-ERBα induces an inflammatory response by inhibiting BMAL1. 

PER and CRY also modulate inflammation. Among the three known PER proteins, PER2 has been 

proposed as the most important in the control of innate immunity, since it seems to act by stimulating 

it through BMAL1 repression. On the other hand, the absence of CRY causes an increase in IL-6, 

TNF-α and inducible nitric oxide synthase (iNOS), giving rise to a pro-inflammatory state dependent 

on NF-κB action (Narasimamurthy et al., 2012). 
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Figure 14. Interaction between clock genes and NF-κB to modulate innate immune activity.  

Interestingly, inflammation also disrupts the molecular clock. In this sense, chronodisruption 

with aging promotes an increase in pro-inflammatory factors towards anti-inflammatory cytokines, 

causing a further alteration of the clock by exacerbating innate immune response (Volt et al., 2016). 

The underlying mechanisms involved in the alterations of clock genes by inflammaging are probably 

related to the inhibitory roles of TNF-α, IL-1β and NF-κB on the transcriptional activity of 

CLOCK:BMAL1 complex (Cavadini et al., 2007). 

These studies suggest a relationship between clock genes, aging and innate immune response 

(Acuña-Castroviejo et al., 2017; Acuña-Fernández et al., 2020; Volt et al., 2016). However, this 

connection is not fully clarified since most research to date is focused on NF-κB, leaving the role of 

NLRP3 unknown. Understanding the involvement of this inflammasome during chronoinflammaging 

may reveal valuable information to mitigate this process.   

Regarding the effect of aging on peripheral clocks, the consensus in the field is still unclear 

with many controversial results. Some tissues seem unaffected by phase shift while other tissues 

manifest phase discordance with light cycle or the lack of rhythms (Yamazaki et al., 2002). It is known 

that organs age at different rates and have tissue-specific impaired pathways in both mammals and 

Drosophila (Girardot et al., 2006). Some tissues may have functional roles in the entire circadian 

system, adding more complexity to the understating of aging influence on peripheral clocks. More 
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studies are required in this research area to elucidate the intricate mechanism of circadian rhythm 

regulation with aging. 

3.2. CIRCADIAN RHYTHMS IN HEART. EFFECT OF AGE-RELATED 

CHRONODISRUPTION  

Circadian rhythms are essential for a healthy cardiovascular system. The rhythm of heartbeat 

shows a diurnal oscillation with higher frequencies and cardiac output during the active phase and 

lowered activity during the sleep phase (Durgan David J. and Young Martin E., 2010). As a result, a 

concomitant rhythm appears in blood pressure and, thus, oxygen and nutrient supplementation. 

Additionally, the risk of serious cardiovascular events, such as stroke, acute myocardial infarction, and 

sudden death, exhibits circadian patterns characterized by marked peaks in the morning hours at the 

transition from sleep to wake phase (Willich et al., 1992). Recent investigations have demonstrated 

that disturbances of circadian rhythms are associated with risk of cardiovascular events (Martino and 

Sole, 2009). 

Genetic mouse models of altered circadian clock function show a ranging degree of 

abnormalities in heart rate and other cardiac circadian rhythms depending on which distinct circadian 

clock component is modified (Bray et al., 2008) (Figure 15). 

 

Figure 15. Phases of central and cardiac peripheral clocks. Synchronization between central and cardiac 

peripheral clock is essential in keeping physiological function and organism homeostasis. Disruption between 

central and peripheral clock, or desynchrony among the peripheral clocks leads to cardiac dysfunction. Adapted 

from Takeda and Maemura, 2015. 
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One study reported that a change in the light/dark (L/D) cycle length from 24 h (12/12 h L/D) 

to 20 h (10/10 h) increased disease severity of mice that had been subjected to the pressure-overload 

cardiac hypertrophy (transverse aortic constriction, TAC) model (Penev et al., 1998). A repeated phase 

shift of L/D cycles in hamster with cardiomyopathy considerably compromised their survival (Hurd 

and Ralph, 1998). These results conclude that disruption of external rhythmicity promotes 

cardiovascular pathology and affects longevity.  

Loss of synchronization between the central and peripheral clocks also underlies cardiac 

dysfunction. Hamsters with a mutation in casein kinase-1ε are named tau mutants, and instead of 

having a period of 24 h, as seen in wild type hamsters, +/tau heterozygotes have shorter cycles with a 

duration of 22 h. Mutant animals showed cardiomyopathy, fibrosis, impaired systolic function and 

died at younger age. Interestingly, cardiac impairment disappeared in heterozygotes hamsters when 

they were kept under a 22 h period that fits their intrinsic rhythm (Martino et al., 2008). 

The role of the internal clock in cardiovascular disorders has been studied in genetically 

modified mice. Bmal1-deficient mice displayed age-associated cardiomyopathy, with a thin 

myocardial wall, decreased cardiac function, and alterations in sarcomere structure in histology (Lefta 

et al., 2012). Intrinsically, circadian peripheral clocks in heart are present in cardiomyocytes, VSMCs 

and endothelial cells. Cardiomyocyte-specific Clock mutant mice exhibited increased bi-ventricular 

weight, cardiomyocyte size, and hypertrophy (Durgan et al., 2011). Similarly, cardiomyocyte-specific 

Bmal1-deficient mice had a decreased ejection fraction and developed dilated cardiomyopathy that 

ended in heart failure, severely reducing their life span (Young et al., 2014). Regarding vascular 

physiology, mice with Per2 knocked out showed aortic rings with decreased endothelium-dependent 

relaxation activity and impaired vasodilation (Viswambharan et al., 2007). 

The mechanism underlying aging regulation of circadian clock genes in the heart is unknown. 

However, in recent research, Gao et al. performed RNA sequencing in young (2 months) and old (18 

months) mouse aorta to clarify age-associated changes in the transcriptome. Authors found that 

circadian rhythms genes were differentially expressed in young and old aorta. In the old aorta, Clock 

and Bmal1 exhibited a 30% and 50% decrease, respectively, concurrent with an upregulation of Per2. 

In addition, the analysis showed most upregulated pathways in aged aortae were related to immune 

response, including inflammation (Gao et al., 2020). ECM organization, protein folding control and 

stress response were the top downregulated pathways. Altogether, the results support the concept that 

chronodisruption and inflammaging are major contributors in vascular cell senescence and age-related 

cardiovascular dysfunction (Volt et al., 2016)  (Figure 16). 
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Figure 16. Proposed model of transcriptome regulated by arterial aging. Arterial aging triggers 

inflammatory response, leads to circadian clock impairment, and reduction in extracellular matrix organization, 

chaperone-mediated protein folding control and stress response. Adapted from Gao et al., 2020. 

Pharmacological targeting of circadian rhythms regulators may provide a new opportunity for 

treating heart disease. The therapeutic implications could be particularly important for individuals who 

are subjected to chronodisruption, such as nightshift workers and individuals with sleep disorders in 

the aging population. In this sense, melatonin, as an endogenous synchronizer of central and peripheral 

circadian rhythms, may be an excellent candidate for that purpose.   

 

 4. MELATONIN 

Melatonin, or N-acetyl-5-methoxytryptamine (from Greek melas = black, dark + tonin, from 

serotonin; melatonin is a hormone that can lighten skin color in some animals, and is derived from 

serotonin) (aMT), is a highly preserved indoleamine throughout evolution, being present from 

primitive organisms such as cyanobacteria, parasites such as Tripanosoma cruzi and single-celled 

algae to current organisms (Hardeland, 2008; Hardeland and Poeggeler, 2003; Macías et al., 1999). It 

was initially described by McCord and Allen in 1917 (McCord and Allen, 1917) and was first isolated 

from cow pineal gland extracts by Lerner in 1958 (Lerner et al., 1958). A year later, the same author 

identified the chemical structure of this molecule, giving it the name melatonin (Lerner et al., 1959) 

(Figure 17). From a chemical point of view, it is an organic crystal, white, with a molecular weight of 

232.38g/mol, a melting point between 116-118˚C, not very soluble in water but very soluble in 

ethanol. 
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Figure 17. Chemical structure of melatonin. 

Melatonin is ubiquitous, distributed throughout the body thanks to its amphipathic nature, 

which allows it to cross all cellular barriers. Evolutionarily, it is believed that its appearance is due to 

an adaptation of organisms to use oxygen, since melatonin can neutralize the free radicals produced by 

this gas’ effect on different cellular structures. 

Initially, melatonin was characterized as a regulatory element in circadian and reproductive 

physiology. However, later studies discovered an extra pineal melatonin with antioxidant and anti-

inflammatory actions, as well as play a key role in maintaining mitochondrial homeostasis (Acuña 

Castroviejo et al., 2011; Acuña-Castroviejo et al., 2003; Escames et al., 2003; López et al., 2009; 

Martín et al., 2000a, 2000b). 

4.1. MELATONIN SYNTHESIS 

In mammals, the first place where melatonin synthesis was discovered was in the pineal gland 

which, connected to SCN, possesses the enzymes necessary for its synthesis from serotonin, and 

whose activity was apparently conditioned by light-dark cycles (Arendt, 2006). In this way, the 

synthesis of melatonin in the pineal gland acts as a coded message indicating the duration of darkness, 

reaching pico and nanomolar plasma concentrations (Reiter, 1991). 

Melatonin is synthesized from the amino acid tryptophan, which is captured from the 

circulatory stream by the pinealocyte through an active transport mechanism (Zhao et al., 2019a). 

Tryptophan is first transformed into 5-hydroxytryptamine, or serotonin, following a process of 

hydroxylation and subsequent decarboxylation mediated by L-Tryptophan hydroxylase (TPH) and 5-

hydroxytryptophan decarboxylase, respectively. Serotonin may suffer a deamination by action of 

MAO, producing N-acetyl-5-hydroxytryptamine, or acetylation by Arialkylamine N-Acetyltransferase 

(AANAT), in which case N-acetyl-serotonin (NAS) would be produced. Finally, NAS is methylated 

by N-acetylserotonin O-methyltransferase (ASMT), producing melatonin (Figure 18). Initially, 

AANAT was identified as the limiting enzyme in this process, as it has the same circadian rhythm as 

melatonin and its action is inhibited by light. However, recent studies have shown that melatonin 

synthesis is unaffected by a decrease or increase in AANAT activity, which points to ASTM as the 

possible limiting enzyme in the synthesis of this indolamine (Liu and Borjigin, 2005). 
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In addition to pineal synthesis, it has been shown that this synthesis of melatonin extends to 

most, if not all, organs and tissues of the body, in addition to non-endocrine cells such as eosinophils, 

platelets, endothelial cells and NK cells (Acuña-Castroviejo et al., 2014). Similarly, melatonin levels 

are known to vary within cell organelles, with the nuclear and mitochondrial concentrations of this 

molecule greater than plasma levels (Venegas et al., 2012). Unlike pineal melatonin, which is rapidly 

released into the vascular system to access fluids, cell compartments and tissues, extrapineal melatonin 

that occurs in tissues remains inside the cell and does not enter circulation. This fact suggests that its 

biological action is different from melatonin of pineal origin (Acuña-Castroviejo et al., 2014). 

 

Figure 18. Synthesis of melatonin. 
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4.2. MECHANISMS OF ACTION 

Given the lipophilic nature of melatonin, it was initially considered that this molecule could 

pass through biological membranes with ease. However, today it is known that plasma, nuclear and 

mitochondrial membranes have regulatory mechanisms for the entry of melatonin, avoiding an excess 

concentration of it inside the cell (Venegas et al., 2012). This regulatory mechanism is essential for the 

maintenance of organismal homeostasis. In view of the different cellular targets, the following 

mechanisms of action are attributed to melatonin: 

 Binding to membrane receptors. 

 Binding to nuclear receptors. 

 Interaction with cytosolic proteins. 

 Antioxidant with direct and indirect action. 

 Anti-inflammatory. 

 Maintenance of mitochondrial homeostasis. 

4.2.1. Binding to membrane receptors  

As membrane receptors, two receptors coupled to G proteins, called MT1 (Mel 1a) and MT2 

(Mel 1b), have been identified. Despite sharing a homology of 60% in their amino acid sequence, there 

are differences between the two receptors (Reppert et al., 1995): 

1. The MT2 receptor has a lower affinity (Kd = 160 pmol/L) for the radio ligand 125I-melatonin 

compared to that showed by MT1 (Kd = 20-40 pmol/L). In any case, both receptors have a 

high affinity for melatonin (Jockers et al., 2016). 

2. They are expressed in various tissues of the body, although the location of MT2 appears to 

be more limited to the brain. It should be noted that the expression of these receptors depends 

on various factors, such as species, tissue, endocrine status, the state of development in which 

the organism is located and environmental light (Vanecek, 1998). 

3. Melatonin's interaction with each of these receptors causes different effects: MT1 is 

associated with G proteins that inactivate adenylate cyclase and activate phospholipase Cβ. 

MT2 also inhibits the pathway of soluble cyclase adenylate (von Gall et al., 2002). 

Subsequently, this family of membrane receptors has been expanded with the discovery of the 

MT3 receptor, characterized as a quinone reductase 2. This receptor has been identified in hamster but 

not in humans (Nosjean et al., 2000). 

Admittedly the mechanisms that regulate the expression of membrane receptors are very 

complex, so the responses mediated by melatonin depend on various factors such as the circadian 
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rhythm phase, duration of exposure, greater or lesser presence of endogenous melatonin and sensitivity 

of the receptor to melatonin. 

4.2.2. Binding to nuclear receptors 

The first indication of a possible interaction of melatonin with nuclear material was obtained 

when a high concentration of this hormone was found to be associated with chromatin 

(Withyachumnarnkul et al., 1986). Subsequently, the presence of melatonin in the nucleus was 

demonstrated by Acuña-Castroviejo et al. They tested their specific binding to the protein fraction of 

the rat liver nucleus using 125I-iodomelatonine, suggesting the existence of nuclear receptors for 

melatonin (Acuña-Castroviejo et al., 1994). 

In 1994, Becker-Andre et al. (Becker-André et al., 1994) demonstrated a genomic action of 

melatonin through RORα nuclear receptors, a subfamily of nuclear receptors or ligand-dependent 

transcription factors that provide organisms with the ability to control gene expression in response to 

physiological, developmental and environmental factors. However, there is currently some controversy 

as to whether ROR transcription factors are true nuclear melatonin receptors (Lardone et al., 2011), 

despite recent publications that support its existence (García et al., 2015). 

The ROR/RZR family of receptors (retinoid-related orphan receptor/retinoid Z receptor) is 

divided into three subtypes: RORα (Becker-André et al., 1994), RORβ (Carlberg et al., 1994) y RORγ 

(Hirose et al., 1994). Due to variable splicing, each gene has several isoforms, which differ only at its 

terminal amino end. In humans, 4 RORα isoforms (RORα1-4) have been found, while only isoforms 1 

and 4 have been described in mice. Of the two isoforms generated by RORβ, in humans only isoform 

1 is expressed, and the two isoforms generated by RORγ are present in both species. Each of these 

isoforms show a specific expression of tissue and are involved in the control of different biological 

processes (Smirnov, 2001). RORα is expressed in virtually all peripheral tissues, RORβ in brain and 

retina, and RORγ in adipose tissue, skeletal muscle, liver, kidney and immune system. 

From a structural point of view, the members of this subfamily have a DNA-binding domain 

(DBD) and a ligand-binding domain (LBD) (Jetten et al., 2001). DBD consists of two zinc fingers that 

allow the specific union of ROR monomers to DNA, recognition that takes place because of the 

existence of a RORE, consisting of a consensus sequence (AGGTCA) preceded by a sequence of 6 

base pairs rich in AT. LBD is located at the C-terminal end and presents an activation function 

sequence (AF-2) responsible for the transcriptional activity of the nuclear receptor once it has joined 

its ligand. 

Once attached to DNA through its response element, ROR mediates the regulation of 

numerous biological processes, including circadian rhythms, where the feedback loop involving ROR 

and REV-ERBα competitively bind to RORE, as detailed in the previous section. In addition, ROR 
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also controls embryonic development, cell differentiation and proliferation processes, metabolism and 

immune system response, and testicular development (Sayed et al., 2019a). In relation to the latter 

point, transcriptional activity of RORα has been shown to be related to inhibition of the enzyme 5-

lipooxygenase, which is involved in the biosynthesis of pro-inflammatory leukotriene in human B 

lymphocytes (Steinhilber et al., 1995). RORα1 inhibits the expression of pro-inflammatory mediators 

IL-6, IL-18 and cyclooxygenase (COX)-2 due to the presence of response elements to RORα in the 

promoter of the Iκbα gen, acting as a negative regulator in the signaling pathways dependent on NF-

κB (Delerive et al., 2001). These properties were subsequently confirmed by seeing that mutant mice 

for RORα had a greater LPS-induced inflammatory reaction compared to wild-type, although this fact 

was not related to a repression or lack of induction of Iκbα expression in mutant mice (Stapleton et al., 

2005). 

4.2.3. Interaction with cytosolic proteins 

Melatonin is mainly bound to two cytosolic proteins: calmodulin and calreticulin (León et al., 

2000). By interacting with calmodulin, melatonin is involved in processes such as modulation of 

cytoskeleton structure, or the activity of enzymes such as neuronal nitric oxide synthase (nNOS) and 

phosphodiesterase (León et al., 2006). Through its binding to calreticulin, melatonin regulates calcium 

metabolism (Macías et al., 2003). 

4.2.4. Antioxidant with direct and indirect action 

Melatonin, as well as some of its metabolites such as N1-acetyl-5-methoxykinuramine (AMK) 

and N1-acetyl-N2-formil-5-methoxykirunamine (AFMK), can directly neutralize ROS and RNS 

(Reiter et al., 2003a). Being an electron-rich molecule, this indoleamine can successively transfer them 

to OH-, forming an indole radical; this, in turn, can neutralize another OH- to generate cyclic 3-

hydroxymelatonin. On the other hand, melatonin can also scavenge O2
·- radical, resulting in the active 

metabolite AFMK. Both cyclic 3-hydroxymelatonin and the metabolite AFMK possess a high 

antioxidant capacity, increasing the action of melatonin as a powerful free radical scavenger (Reiter et 

al., 2003b). Melatonin is also able to react with RNS, such as ONNO- or peroxide radicals (LOO·) 

(Zhang et al., 1999), preventing the spread of lipid peroxidation. 

In addition to this intrinsic ability to purify free radicals, melatonin can stimulate the activity 

and expression of other antioxidant systems, indirectly reducing oxidative stress. Firstly, melatonin 

stimulates the glutathione cycle, thus regulating the balance GSSG/GSH. To do this, melatonin 

increases the activity of GPx, GRd, γ-glutamylcysteine synthase and glucose-6-phosphate 

dehydrogenase (G6PD) (Martín et al., 2000a; Urata et al., 1999). The enzime γ-glutamylcysteine is the 

limiting step in glutathione biosynthesis and the enzyme G6PD generates NADPH necessary for GRd. 
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The action of melatonin has also been described in other antioxidant enzymes, such as CAT and SOD 

(Acuna-Castroviejo et al., 2007). 

Whether through direct or indirect action, melatonin is a powerful antioxidant and plays an 

important role in maintaining the balance of cellular redox state, especially at the mitochondrial level, 

as this organelle is the main source of ROS and RNS. In this way, melatonin protects macromolecules 

such as DNA, proteins and lipids from oxidative damage. In addition, thanks to the characteristics of 

its N-acetyl group, melatonin increases the effectiveness of other natural antioxidants, acting 

synergistically with vitamins C and E (Reiter et al., 2003b).  

4.2.5. Anti-inflammatory 

Inflammation and free radical production are reciprocally connected process. Therefore, the 

property of melatonin to activate endogenous antioxidant defense and its efficiency as ROS scavenger 

are crucial to its anti-inflammatory activity (Mauriz et al., 2013). 

Melatonin and its metabolites AMK and AFMK also act directly as anti-inflammatory agents 

inhibiting the synthesis of prostaglandins and adhesion molecules. In addition, melatonin decreases the 

expression of COX-2 in macrophages, as well as adhesion and leukocyte migration on activated  

endothelial cells, thus avoiding the recruitment of polymorphonuclear cells and reducing  

inflammation (Cuzzocrea and Reiter, 2002).  

Various investigations show that melatonin decreases pro-inflammatory cytokines and 

increases anti-inflammatory cytokines. In animals exposed to heat stress, stimulated with LPS or 

during aging, melatonin minimized the pro-inflammatory cytokines TNF-α, IL-12 and IFN-γ and 

increased the inflammatory cytokine IL-10. In senescent animals, melatonin diminished expressions of 

pro-inflammatory cytokines IL-16, IL-1o and TNF-α (Forman et al., 2011; Reiter et al., 2000). 

The first report demonstrating the anti-inflammatory properties of melatonin was that of 

Crespo et al. (Crespo et al., 1999), showing the efficacy of the indoleamine to prevent endotoxemia in 

rats. Multiple studies of the same group further reported the potent anti-inflammatory efficacy of 

melatonin against systemic innate immune activation. This indolamine suppressed NF-κB activity in 

Senescence-Accelerated Mouse Prone (SAMP)8 mice and other conditions such as 

ischemia/reperfusion injury, Alzheimer’s disease, pulmonary inflammation, diabetes, cancer and 

exercise stress. It was recently proved that melatonin dampened the NF-κB/NLRP3 connection and 

activation during cardiac sepsis and aging (García et al., 2015; Rahim et al., 2017; Volt et al., 2016). 

This research provides the basis for further research on the value of melatonin in protecting against 

myocardial damage associated to inflammation. 
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4.2.6. Maintenance of mitochondrial homeostasis 

Melatonin contributes to the maintenance of mitochondrial homeostasis thanks to its 

antioxidant effect, discussed above, and to the direct action it exerts on this organelle. In particular, 

melatonin interacts with the electron transport chain, increasing the activity of respiratory complexes 

in healthy mitochondria and, above all, in damaged mitochondria. Given the high redox potential of 

melatonin (0.94 V),  it is thought that this indoleamine not only stimulates the activity of the 

complexes, but could also donate electrons by itself by increasing the electron flow (Tan et al., 2000). 

Martin et al. was the first reporting the outstanding role of melatonin to maintain 

mitochondrial homeostasis (Martín et al., 2000a). The same group reportedly showed the interaction 

between melatonin and mitochondria, the specificity of melatonin to act for maintaining mitochondrial 

function, demonstrating that mitochondria is the main target for melatonin in the cell (Doerrier et al., 

2015; Escames et al., 2012; García et al., 2015; Ortiz et al., 2014). Melatonin also has other effects at 

the mitochondrial level, including increased mitochondrial biogenesis following chronic 

administration, internal mitochondrial membrane stabilization, increased ATP production and 

prevention of apoptosis by modulating mitochondrial membrane potential, regulating calcium 

homeostasis and inhibiting MPTP (López et al., 2006). All these properties make melatonin a possible 

therapeutic agent in pathologies where mitochondrial function is aggravated and threatens cell 

survival, including CVDs. 

4.3. MELATONIN MECHANISMS OF ACTION IN CARDIAC MUSCLE 

Melatonin protects cardiac muscle through interconnected receptor and non-receptor pathways 

(Fu et al., 2020) (Figure 19):  

The related pathways by which melatonin shelters myocardium via membrane receptors are: 

1) reperfusion injury salvage kinase (RISK) pathway; 2) SAFE pathway, and 3) Notch pathway. 

1. The RISK pathway has an intracellular biological role through MT1 and MT2 melatonin 

receptors. In turn, this via is constituted by three downstream signal pathways, namely: a) 

Mitogen Activated Protein Kinase- Extracellular signal Regulated Kinase (MAPK-ERK) 

signal pathway; b) AMPK pathway, and c) PI3K-Akt signaling pathway. 

 

The MAPK-ERK signaling pathway upregulates the antioxidant factor Nrf2, which couples 

with DNA AREs to upregulate the expressions of Hmox, Nqo1, and glutathione s-transferase 1 

(GST1), and reduce the expression of apoptotic proteins p38 and p21. ERK inhibits activity of 

the voltage dependent anion channel (VDAC) and the transcription factor of IP3R-cAMP 

response element binding protein (CREB). An extreme activation of VDAC and CREB would 

cause intracellular calcium overload, which would lead to mitochondria dysfunction and 
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cardiomyocyte necrosis (Zhou et al., 2018). Downstream effects of this pathway also involve 

the activation of endothelial nitric oxide synthase (eNOS) and downregulation of apoptotic 

factors such as Bax, Bad, and phosphorylation of caspases that avoid the opening of MPTP 

(Acuña Castroviejo et al., 2011). 

 

AMPK pathway is interrelated with MAPK-ERK through Nrf2 and has a synergistic action in 

antioxidant stress and anti-apoptotic processes (Yu et al., 2016). AMPK promotes 

mitochondria fission by activation of Drp1, thereby opening the MPTP. SIRT3 is a 

downstream target of PGC-1α, which is stimulated by AMPK. This pathway enhances the 

activity of GPx and SOD, decreases the transfer of Bax to mitochondria and boots the 

biosynthesis of this organelle (Lochner et al., 2018). 

 

The primary effect of PI3K-Akt pathway is to reduce the cellular oxidative stress. Akt is 

activated by Nrf2. It is known that melatonin modulates the activity of ERK throught Akt. 

Signaling molecules that participates in this pathway are Zrt/Irt-like protein 1 (Zip1), brain-

derived neurotrophic factor (BDNF) and PPARγ (Zhang et al., 2019b). 2. In the SAFE 

pathway, melatonin phosphorylates JAK2-STAT3 via TNF cell membrane receptor. 

Downstream molecular effects include the expression of TNF-α, Bcl-2, antioxidant genes, 

mcl1 and FAS, and the inhibition of Bax, caspase-3, cytochrome c, cyclin-dependent kinase 

(cyclin D1) and MPTP opening. The phosphorylation of STAT3 activates ERK and Akt 

pathways (Yang et al., 2013). 

 

2. In the SAFE pathway, melatonin phosphorylates JAK2-STAT3 via TNF cell membrane 

receptor. Downstream molecular effects include the expression of TNF-α, Bcl-2, antioxidant 

genes, mcl1 and FAS, and the inhibition of Bax, caspase-3, cytochrome c, cyclin-dependent 

kinase (cyclin D1) and MPTP opening. The phosphorylation of STAT3 activates ERK and Akt 

pathways (Yang et al., 2013). 

 

3. Regarding the Notch pathway, melatonin activates the expression of Hairy and enhancer of 

split 1 (Hes-1) via Notch 1-Notch Intracellular area (NICD). Hes-1 inhibits the negative 

regulatory effect of chromosome 10 (PTEN) on PI3K. Furthermore, Notch pathway decreases 

the effects of cardiomyocyte apoptosis by modulating mitophagy with the mitochondrial 

fusion protein Mfn2 (Pei et al., 2016). 

 

In the nuclear receptor signaling pathway, melatonin interacts with RORα to regulate 

autophagy, cytochrome c release, and to promote the expression of genes related to calcium processing 

that will contribute to reduce the stress injury to and apoptosis of the cardiomyocytes. Some of these 
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genes are myocardial sarcoplasmic reticulum Ca2+-ATPase (SERCA) 2α, sodium-calcium exchange 1 

(NCX1), Ryanodine receptor 2 (RyR2) and Ca2+-calmodulin-dependent kinase II (CAMKII) (Yeung et 

al., 2008). 

Finally, melatonin also acts directly inside the cells and has biological effects through non-

receptor mediated pathways. In cytosol, this indolamine promotes the release of NO, stimulates the 

activity of iNOS and the expression of SIRT3 via PKB-Akt. Another sirtuin activated by melatonin is 

SIRT1, which regulates oxidative stress, mitophagy and apoptosis by enhancing the expression of Bcl2 

and weakening Bax and caspase 3. The ultimate effects of these pathways are to reduce oxidative 

stress, inflammatory responses, and to protect mitochondrial function of cardiomyocyte (Mauriz et al., 

2013). 

Figure 19. Melatonin mechanism of action mediated by receptor and non-receptor pathways in cardiac 
muscle. Melatonin protects cardiac muscle mainly by being bound to membrane and nuclear receptors. 

Membrane receptors pathways include 1) RISK pathway, mediated by MT1 and MT2 receptors; 2) SAFE 

pathway, mediated by TNFR; and 3) Notch pathway. There are three downstream signal pathways belonging to 

RISK: a) MAPK-ERK; 2) AMPK; and 3) PI3K-Akt. Melatonin also acts through the nuclear receptor RORα. In 

addition, melatonin can enter into cells, where it has direct biological effects. Adapted from Fu et al., 2020. 
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Aging is the main risk factor for CVDs, which are the leading cause of death world-wide. 

Previous studies have proved that aging is associated with a low-grade pro-inflammatory state 

characterized by a subclinical, sterile, asymptomatic and chronic inflammation, called inflammaging. 

This phenomenon produces free radicals that cause oxidative damage and amplify the release of pro-

inflammatory cytokines, propagating a vicious cycle that ends in systemic inflammation, 

immunosenescence and innate immune activation, whose main components are NF-κB and NLRP3 

inflammasome. Atherosclerotic lesions are considered an underlying consequence of inflammaging 

and are the major cause of serious cardiovascular events such as ischemic cardiac injury, heart attack 

or stroke. Recent works have pointed to NLRP3 as a key player in the etiology of these diseases.  

It is established that the main driving force of the aging process is oxidative stress caused by 

an imbalance between ROS generation and antioxidant defenses. The age-related increase in free 

radicals results in impairment and dysregulation of mitochondria, which are the primary source of 

ROS, most of them derived from the mitochondrial respiratory chain. In addition, ROS production 

induces deleterious mitochondria changes that directly activate the NLRP3 inflammasome and may 

also activate the Nrf2 pathway, establishing a connection between inflammaging, mitochondrial 

dysfunction and endogenous protective response by Nrf2-dependent antioxidant response. The fact 

that the heart has a high-energy demand, vast amounts of mitochondria and relatively low antioxidant 

defense, makes this organ particularly susceptible to oxidative stress as aging progresses. 

Increasing evidence supports a connection between aging and alterations in the biological 

clock that control the circadian rhythms. This chronodisruption process has been linked to a decline in 

melatonin synthesis. This indolamine is the endogenous synchronizer of central and peripheral 

circadian rhythms. Circadian rhythm disruption and the decrease in melatonin levels have both been 

connected with the risk of cardiovascular events. Furthermore, inflammation has been found to disrupt 

the molecular clock. Therefore, chronodisruption with aging may increase pro-inflammatory factors 

towards anti-inflammatory cytokines, causing a further alteration of the clock by exacerbating innate 

immune response. 

In addition to its chronobiotic effects, melatonin has anti-oxidative and anti-inflammatory 

properties that depend on high levels of extrapineal melatonin. Its main target is mitochondria, 

boosting their bioenergetic properties, enhancing ATP levels and mitigating the formation of free 

radicals. In numerous experimental conditions including acute and chronic inflammation, and aging in 

mouse heart, melatonin significantly prevented oxidative stress, reduced activation of innate 

immunity, and improved cardiac mitochondria function. 
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As a result, our hypothesis is: 

1. NLRP3 inflammasome plays an essential role in cardiac aging, promoting mitochondria 

dysfunction and impairing antioxidant defense. Given the antioxidant and anti-

inflammatory properties of melatonin, this indolamine is able to counteract aging and 

NLRP3 effects. 

2. Nrf2 response may be insufficient to counteract the damage induced by NLRP3 response; 

the effects of melatonin to activate this pathway may be of utility in aged heart. 

3. NLRP3 inflammasome leads to chronodisruption during cardiac aging. Since 

chronodisruption is caused by a decrease in melatonin, the endogenous synchronizer of the 

biological clock, we believe that by restoring the circadian melatonin pattern in older 

animals we can resynchronize the broken biological clock to, partially, or fully, offset 

deficits associated with age-related amelioration of melatonin synthesis. 

4. Aging and NLRP3 inflammasome promote morphometrical and ultrastructural alterations 

in heart muscle. We placed confidence in melatonin to prevent age-related cardiac 

sarcopenia.  

To test the hypothesis, we will address the following aims: 

General aim: 

To study the causal relationship between chronodisruption, melatonin deficiency, and innate 

immune response mediated by NLRP3 during aging in heart tissue.  

Specific aims: 

To evaluate in cardiac muscle of 3, 12 and 24 month old C57/Bl6 and NLRP3 deficient mice: 

- Mitochondria pathway: fission, fusion, mito/autophagy, apoptosis and mitochondria 

ultrastructure. 

- Nrf2-dependent antioxidant pathway. 

- Biological clock pathway: clock gene expression, rhythmicity, acrophase, amplitude and 

mesor. 

- Histology, ultrastructure and magnetic resonance imaging of cardiac muscle. 

- The effects of melatonin treatment on the aforementioned parameters. 
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1. ANIMALS AND TREATMENT 

Wild-type C57BL/6J and NLRP3-knockout mice NLRP3-/- (B6.129S6-NLRP3tm1Bhk/J) on a 

wild-type C57BL/6J background (>10 backcrosses) aged 3 weeks were purchased from Charles River 

(Barcelona, Spain) and The Jackson Laboratory (Bar Harbor, ME, USA), respectively. Mice were 

housed in the animal facility of the University of Granada under a specific pathogen-free barrier and 

were kept under controlled temperature (22 ºC ± 1 ºC). Room illumination was on automated 12 h L/D 

cycle (lights on at 08:00 h). Animals had ad libitum access to tap water and pelleted rodent chow. 

This study was carried out in accordance with the National Institutes of Health Guide for the 

Care and Use of Laboratory Animals (National Research Council, National Academy of Sciences, 

Bethesda, MD, USA), the European Convention for the Protection of Vertebrate Animals used for 

Experimental and Other Scientific Purposes (CETS #123), and the Spanish law for animal 

experimentation (R.D. 53/2013). The protocol was approved by the Andalusian Ethical Committee 

(05/07/2016/130). 

Wild-type (WT) and NLRP3-/- mice were divided into five experimental groups (Figure 20): 

(I) young (Y, 3-months old), (II) early-aged (EA, 12-months old), (III) early-aged plus melatonin (EA 

+ aMT), (IV) old-aged (OA, 24-months old), and (V) old-aged plus melatonin (OA + aMT) mice. 

Melatonin was orally administered at 10 mg/kg/day in the chow during the last two months before 

early and old-aged treated mice were sacrificed (EA + aMT at the age of 10 months and OA + aMT at 

the age of 22 months). The other groups of animals (Y, EA and OA) were fed with normal chow 

without melatonin. The melatonin pelleted chow was prepared by the Diet Production Unit facility of 

the University of Granada. 

 

Figure 20. Study design summary: experimental groups and melatonin treatment. 

Animals were sacrificed by cervical dislocation after equithesin administered via 

intraperitoneal injection (1 mL/kg), and hearts were collected. The LV was dissected and divided 

into two parts. One part was washed in saline, and rapidly fixed in 2.5% glutaraldehyde for 

transmission electron microscopy analysis, while the other part was stored at -80 ◦C for further 



Marisol Fernández Ortiz 

~ 56 ~ 
 

western blot analysis. To assess the cardiac muscle fibers architecture, animals were transcardially 

perfused with trump´s fixative and hearts were processed for light microscopic examination. For 

these experiments, animals were always sacrificed at the same time of day to avoid circadian 

variations in the immune response (Curtis et al., 2014). 

To study the circadian rhythm, mice were sacrificed by cervical dislocation after equithensin 

anesthesia via intraperitoneal injection (1 mL/kg), at 24:00, 06:00, 12:00 and 18:00 h under a 12 h 

light/dark cycle. At night, the sacrifice of animals was performed under a dim red light which does not 

influence endogenous melatonin production. Hearts were collected, washed in cold saline and freshly 

store at -80 ºC for PCR analysis. 

 

2. ISOLATION OF CYTOSOL FRACTION  

Pure cytosolic subcellular fraction was isolated from heart tissue according to Dimauro et al. 

(Dimauro et al., 2012) with some adjustments described in Rahim et al. (Rahim et al., 2017). Heart 

tissue was homogenized on ice at 800 rpm in 500 µL of STM buffer containing 250 mM sucrose, 50 

mM Tris-HCl pH 7.4, 5 mM MgCl2, 0.5 mM dithiothreitol (DTT), 5% phosphatase inhibitor buffer 

(125 mM NaF, 250 mM β-glycerophosphate, 250 mM p-nitrophenyl phosphate, and 25 mM NaVO3), 

and a protease inhibitor cocktail (Cat. 78429, Thermo Fisher Scientific, Waltham, MA, USA) with a 

Teflon pestle (Stuart Scientific, mod. SS2). The homogenate was maintained on ice for 30 min, and 

then centrifuged at 800 g for 15 min at 4 ºC. The supernatant was labeled as S0 and used for 

subsequent isolation of cytosolic fractions. S0 was centrifuged at 800× g for 10 min at 4 ºC and the 

supernatant S1 was centrifuged at 11.000× g for 10 min. The resulting supernatant S2, containing 

cytosol and microsomal fraction, was precipitated in cold 100% acetone at -20 ºC for 1 h followed by 

centrifugation at 12.000× g for 5 min. The pellet was resuspended in 300 µL STM buffer and labeled 

as cytosolic fraction, which was aliquoted and frozen at -80 ºC. 

 

3. SAMPLE PREPARATION AND ANALYSIS OF PROTEIN CONTENT 
BY WESTERN BLOT 

Western blot analysis was performed on cytosolic fractions of mice hearts. Samples were 

prepared for western blot analysis with a denaturation process that followed the following steps: 

The cytosolic fraction was thawed and, after measuring its protein content, it was treated with a 

buffer composed of 2.5% sodium dodecyl sulfate (SDS), 5% β-mercaptoethanol and 0.01% 

bromophenol blue. The mixture was heated at 99 ºC for 5 minutes, and subsequently incubated for 
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another 5 minutes at 4 ºC. Sample treatment was completed with a short centrifugation at maximum 

speed.  

Denatured protein samples (40 µg/fraction) were separated by SDS polyacrylamide gel 

electrophoresis (SDS-PAGE) using 12% or 15% acrylamide/bis-acrylamide gels. Electrophoretic 

separation was performed at 100 V, 400 mA for 2 h at room temperature (RT). Proteins were then wet 

transferred to a polyvinylidene difluoride (PVDF) membrane (Merck Life Science S.L.U., Madrid, 

Spain) at 100V during 90 min at 4 ºC. The membrane was blocked in 5% bovine serum albumin (BSA) 

in PBS-T (phosphate-buffered saline, composed by 0.01 M K2HPO4, 0.15 M NaCl, pH 7.4, with 0.01% 

Tween-20) for 1.5 h at RT, then incubated overnight at 4 ºC with the primary antibodies diluted in 

blocking buffer as per manufacturer’s specification. The primary antibodies used are shown in Table 1: 

Antibody Reference Company 

Anti-Bax sc-7480  

Anti-Bcl2 sc-7382  

Anti-Casp9 sc-56076  

Anti-p53 sc-126 Santa Cruz Biotechnology (Heidelberg, Germany) 

Anti-GAPDH sc-166574  

Anti-Nrf2 sc-722  

Anti-Nqo1 sc-32793  

Anti-γ-Gclc sc-390811  

Anti-Keap1 10503-2-AP Proteintech (Manchester, United Kingdom) 

Anti-Hmox1 70081s Cell Signaling Technology (Leiden, The Netherlands) 

Anti-pNrf2 (Ser40) bs-2013R Bioss Antibodies (Woburn, MA, USA) 

Anti-LC3 NB100-2220 Novus Biologicals (Centennial, CO, USA) 

Anti-Opa1 CPA3687 Quimigen (Madrid, Spain) 

Anti-Drp1 PA5-43802 Fisher Scientific (Madrid, Spain) 

Anti-Mfn2 TA344104 OriGene Technologies (Rockville, MD, USA) 

Table 1. List of primary antibodies used in western blot analysis. Bax: BCL2-associated X protein; Bcl2: B-

cell lymphoma protein 2; Casp9: caspase 9; p53: transformation related protein 53; GAPDH: glyceraldehyde 3-

phosphate dehydrogenase; Nrf2: nuclear factor, erythroid derived 2, like 2; Nqo1: NAD(P)H quinone 

dehydrogenase 1; γ-Gclc: gamma-glutamate-cysteine ligase, catalytic subunit; Keap1: kelch-like ECH-
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associated protein 1; Hmox1: heme oxygenase 1; pNrf2: phosphorylated Nrf2 (Ser40); LC3: microtubule-

associated protein 1 light chain 3; Opa1: optic atrophy 1; Drp1: dynamin-related protein 1; Mfn2: mitofusin 2. 

Membranes were washed with PBS-T 3 × 10 min and incubated for 1 h at room temperature 

with anti-mouse (BD Biosciences Pharmigen, San Jose, CA, USA) or anti-rabbit (Thermo Scientific, 

Madrid, Spain) IgG-horseradish peroxidase conjugated secondary antibodies diluted according to the 

manufacturer’s instructions. After washing with PBS-T, immunoreaction was detected using 

ClarityTM Western ECL Substrate (Bio-Rad, Madrid, Spain) and revealed in Kodak Image Station 

4000MM PRO (Carestream Health, Rochester, NY, USA). Bands were analyzed and quantified using 

Kodak Molecular Imaging Software v. 4.5.1 (Carestream Health, Rochester, NY, USA). 

The percentage of acrylamide / bis-acrylamide gel used in electrophoresis, as well as the 

dilutions of primary and secondary antibodies used for each protein are shown in Table 2. 

 Mfn2 Opa1 Drp1 LC3I LC3II Nrf2 pNrf2 Keap1 

% GEL 12% 12% 12% 15% 15% 12% 12% 12% 

1º Ab 1:1000 1:500 1:1000 1:500 1:500 1:500 1:1000 1:1000 

2º Ab 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

Anti-

rabbit 

(1:5000) 

 

 Hmox1 Nqo1 γGclc p53 Casp9 Bax Bcl2 GAPDH 

% GEL 15% 15% 12% 15% 12% 15% 15% 12/15 % 

1º Ab 1:1000 1:200 1:100 1:1000 1:1000 1:1000 1:500 1:200 

2º Ab 

Anti-

rabbit 

(1:5000) 

Anti-

mouse 

(1:5000) 

Anti-

mouse 

(1:5000) 

Anti-

mouse 

(1:1000) 

Anti-

mouse 

(1:1000) 

Anti-

mouse 

(1:1000) 

Anti-

mouse 

(1:1000) 

Anti-

mouse 

(1:5000) 

Table 2. Western blot conditions for the analysis of the content of our target proteins. 
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4. GENE EXPRESSION ANALYSIS 

4.1. RNA extraction  

RNA was isolated from frozen mouse hearts using the NZY Total RNA Isolation kit (Nzytech 

gene & expression, Lisbon, Portugal), following the protocol provided by the company. An initial 

proteinase K digestion step was performed to improve the yield of RNA (20 mg/mL proteinase K, 600 

mAU/mL) (Qiagen, Hilden, Germany). RNA was quantified in a Nano Drop ND-1000 

spectrophotometer (Thermo Scientific, Wilmington, DE, USA) and its integrity was confirmed by 2% 

agarose gel electrophoresis. RNA was aliquoted and stored at -80 ºC for its later reverse transcription 

into cDNA. 

4.2. Reverse transcription reaction 

RNA was reverse transcribed to cDNA with qScriptTM cDNA SuperMix kit (Quanta 

Biosciences, Gaithersburg, MD, USA). The samples were loaded into a Techne Thermal Cycler / PCR 

model FTGene2D (Techne, Cambridge, UK). The reverse transcription reaction conditions are 

specified in Table 3. After finishing the program, the cDNA obtained was aliquoted and stored at -20 

ºC until later use. 

 

 Step 1 Step 2 Step 3 Step 4 

Temperature (ºC) 22 42 85 4 

Time (min) 5 30 5 ∞ 

 

Table 3. Conditions programmed into the thermal cycler for reverse transcription. 

 
4.3. Real-time reverse transcription polymerase chain reaction (RT-PCR)  

Amplification was performed by quantitative real-time polymerase chain reaction (RT-PCR) 

in a Stratagene Mx3005P QPCR System (Agilent Technologies, Madrid, Spain) with SYBR® Premix 

Ex TaqTM (Takara Bio Europe, Saint-Germain-en-Laye, France). The PCR mix contained 80 ng of 

cDNA, 10 µM of each primer and 10 µL of SYBR Green of the kit in a final volume of 20 µL. Primer 

sequences are showed in the Table 4 and they were designed using the Beacon Designer software 4.0 

(Premier Biosoft Inc., Palo Alto, CA, USA). Thermal profile of RT-PCR is indicated in Table 5. 

Output data were analyzed according to the standard curves generated from increasing amounts of 

cDNA (0.05, 0.5, 5, 50, and 500 ng). Beta-actin housekeeping gene was used as an endogenous 

reference gene. Template-free (water) sample was used as a negative control and 3 months-old wild 

type mice were used as a calibrator sample. 
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Gene 

Symbol 
 

Gene Description Forward primer Reverse primer 

 

Clock 

 

 
Circadian 
Locomotor Output 
Cycles Kaput 
 

GGTGGTGACTGCCTATC
CTAC 

CTGCTGTTGTTGTTGCTG
TTG 

Bmal1 

Brain and muscle 
ARNT (aryl 
hydrocarbon 
receptor nuclear 
translocator)-like 1 
 

GAAGACAATGAGCCAG
ACAAC 

CCATAGATTTCACCCGT
ATTTCC 

Per2 

 

Period circadian 
clock 2 
 

ATCTATCTGTGCTGCTG
GTC 

ACTGGTGATGTCTCGTT
CC 

Chrono 

Circadian 
associated 
repressor of 
transcription 
 

GCATTGGTGTCATCCTT
GTC 

TTAGTCATCTCTCTGTCT
GTGG 

Rev-erbα 
Reverse strand of 
protein ERB alpha ACACACTCTCTGCTCTTC GACCTTGACACAAACTG

G 

Rorα 

 
Retinoic acid-
related orphan 
receptor alpha 
 

 
AGGTGGTGTTTATTAGG
ATGTG 
 

 
TCTTCTCGGTGGTTCTTC
T 
 

 

β-MHC 

Myosin, heavy 
polypeptide 7, 
cardiac muscle, 
beta 

CAAGCGGAAGCTGGAG
GGA 

CCTCGATGCGTGCCTGA
AG 

IL-1α 

 
Interleukin 1 alpha 
 

 
AGCCCGTGTTGCTGAAG
GAGT 

 
CCGACTTTGTTCTTTGGT
GGCA 

 

IL-6 

 
Interleukin 6 

 
AAAGCCAGAGTCCTTCA
GAGAGA 

 
GGAGAGCATTGGAAATT
GGGGTA 

TNF-α 

 
 
Tumor necrosis 
factor alpha 
 

 
 
AGCCCACGTCGTAGCAA
ACC 
 

 
GGTGAGGAGCACGTAGT
CGG 

β-actin Beta-actin 
 

GCTGTCCCTGTATGCCT
CTG 

CGCTCGTTGCCAATAGT
GATG 

    
    

 

Table 4. List of primers used in RT-PCR assay.  
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Number of cycles Step Duration Temperature 

1 Denaturalization 10 min 96 ºC 

40 DNA Replication 
15 s 95 ºC 

1 min 55 ºC 

 

Table 5. RT-PCR cycle program 

 

5. MAGNETIC RESONANCE IMAGING  

The magnetic resonance experiments were carried out on a small-animal horizontal 7 Tesla 

USR Bruker BioSpec TM 70/20 USR magnet (Ettlingen, Germany). Before imaging, mice were 

anesthetized with isoflurane (1.5% in air), and the breathing rate was monitored using an air balloon 

placed on top of the lungs (SA Instruments, Inc., New York, NY). The respiration rates between 

animals were similar for every experiment. For heart imaging, the animals were placed in prone and 

supine positions, with placement of non-magnetic metallic or carbon-fiber Electrocardiogram (ECG) 

electrodes on the front paw and limbs. Coronal CINE was acquired using a CINE sequence with the 

following parameters: Time to Echo (TE) = 1.6 ms, Time to Repetition (TR) = 8 ms, number of 

averages = 1, flip angle = 15.0, slice thickness = 0.8 mm, image size =   192x192, field-of-view = 

25x25 mm2. Analysis of heart length, left ventricular lumen length and left ventricular wall thickness 

were applied on the acquired images. 

 

6. TISSUE PREPARATION FOR LIGHT MICROSCOPY  

For histological analysis, animals were weighed and anaesthetized by intraperitoneal injection 

of equithesin (1 mL/kg). After confirming complete anaesthetization through loss of all reflexes, 

animals were transcardially perfused with warm saline followed by trump's fixative (3.7% 

formaldehyde plus 1% glutaraldehyde in saline buffer). The heart was carefully dissected, weighted 

after removal of excessive connective tissues, and was fixed in the trump's fixative. Part of the LV was 

immersed in bouin's solution for further histological analysis, while other part was fixed for further 

transmission electron microscopy (TEM) analysis.  

After proper fixation, samples of the LV were washed in ethanol 70% (3 times x 24h each 

time), dehydrated in ascending graded concentrations of ethanol, cleared in xylene, and then embedded 

in the paraffin wax. Sections 4μm-thick were cut with a SLEE Mainz Cut 5062 microtome, dewaxed in 

xylene (2 x 30 minutes), rehydrated in descending concentrations of ethanol (100%, 95%, 80% and 

70%), washed with distilled water, and were stained with Hematoxylin and Eosin (H&E) stain for 

general histological analysis and Van Gieson stain for differentiation of connective tissue and cardiac 
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muscle fibers. Sections were dehydrated in an ascending series of ethanol (70%, 95%, and 100%), 

cleared in xylene (2 x 10 minutes), and mounted with Dibutyl Phthalate Xylene (DPX). The sections 

were examined by a Carl Zeiss Primo Star Optic microscope, and digital images were acquired using a 

Magnifier AxioCamICc3 digital camera (BioSciences, Jena, Germany). 

 

7. TRANSMISSION ELECTRON MICROSCOPY  

Small pieces from the LV of experimental groups were fixed in a 2.5% glutaraldehyde in 0.1 M 

cacodylate buffer (pH 7.4), and post fixed in 0.1 M cacodylate buffer-containing 1% osmium 

tetraoxide with 1% potassium ferrocyanide for 1 hour. The samples were then immersed on 0.15% 

tannic acid for 50 seconds, incubated in 1% uranyl acetate for 1.5 hour with shaking, dehydrated in 

ethanol, and embedded in resin. Ultrathin sections of 65 nm thickness were cut using a Reichert-Jung 

Ultracut E ultramicrotome, doubled stained with uranyl acetate and lead citrate, and finally examined 

on a Carl Zeiss Leo 906E electron microscope. 

 

8. FLUORESCENT DETECTION OF APOPTOTIC NUCLEI 

For analysis of nuclear apoptosis in the heart, paraffin sections of 4μm-thickness were 

immersed in xylene, rehydrated in a descending series of ethanol, washed with distilled water, air-

dried, rinsed in PBS 1X (2 x 5 minutes), and finally stained with 33258 Hoechst dye (H6024, Sigma-

Aldrich, Madrid, Spain). After staining, sections were washed in PBS (5 x 5 minutes), air-dried, 

mounted, and examined with LEICA DM5500B fluorescent microscope. Acquired images were used 

for detection of the percentage of apoptotic nuclei. Hoechst dye is a fluorescent dye that penetrates the 

cellular nucleus and binds to DNA, enabling detection of apoptotic nuclei. Under a 350-nm wavelength 

light, this dye emits blue fluorescence that allows visibility of the nuclear DNA and observation of 

nuclear fragmentation or chromatin condensation. 

 

9. MORPHOMETRICAL ANALYSES 

Morphometrical analysis of cardiomyocytes number and cross-sectional area (CSA), as well as 

the percentage of the fibrotic area were performed using images of Van Gieson-stained paraffin cross 

sections (10 images, 40x objective, per animal). Moreover, intermyofibrillar (IMF) mitochondrial 

number, CSA, and Feret’s diameter, as well as the percentage of the mitochondrial damage (as number 

of damaged mitochondria/total mitochondrial number 100) were analyzed on electron micrographs (5 

images, 10000x, per animal). All these morphometrical analyses were analyzed by two double-blinded 
· 



  Methods 

~ 63 ~ 
  

investigators using Image J processing software and were represented as a percentage compared with 

the young group. 

 

10. PROTEIN QUANTIFICATION 

Determination of protein quantity was accomplished by utilizing the Bradford method 

(Bradford, 1976). This technique is based on the binding of a hydrophobic dye, Coomassie Blue G-

250, to proteins. In acidic solution, the dye exists in two forms: orange, whose maximum absorption is 

at a wavelength between 465 and 470 nm, and blue, whose maximum absorption corresponds to a 

wavelength of 595 nm. Proteins bind to the blue form to establish a protein-dye complex, with an 

extinction coefficient greater than the free dye and which is easily detectable by spectrophotometric 

analysis. The absorbance variation of Coomassie Blue-G is proportional to the amount of protein 

bound dye, and consequently proportional to the protein concentration in a solution. 

To determine the concentration of total protein present in the sample, a standard curve was 

made using BSA dissolved in 20 mM Tris at concentrations between 0.05 and 0.6 mg / mL. 10 µL of 

buffer (blank), 10 µL of each concentration of the standard curve, and 10 µL of sample are deposited 

in the respective wells of a microplate. A final addition of 200 µL of Bradford reagent (1/5 dilution) is 

added to each well and the plate is shaken for 15 min at RT. Lastly, the absorbance is measured at 595 

nm in a plate spectrophotometer (Power-Wavex Microplate Scanning Spectrophotometer, BioTek 

Winooski, USA), expressing the results in mg of protein / mL. 

 

11. STATISTIC ANALYSIS 

Data are expressed as mean ± standard error of the mean (SEM). Statistical analyses were 

carried out using GraphPad Prism 6.0 software (GraphPad Software, San Diego, CA, USA). One-way 

ANOVA with a Tukey’s post hoc test was used to compare the differences between experimental 

groups. The values were found to be significantly different when p < 0.05. 

For circadian rhythm studies, Cosinor analysis (Nelson et al., 1979) was performed with the 

Time Series Analysis-Seriel Cosinor 6.3 Lab View software (TSASC 6.3; Expert Soft Technologies 

Inc, BioMedical Computing and Applied Statistics Laboratory, Esvres, France). Rhythm 

characterization includes the average level of three parameters, calculated with 95% confidence limits:

the mesor (acronym for midline estimating statistic of rhythm, it is the mean of the oscillation), the 

amplitude (half the difference between the minimum and maximum of the fitted cosine function) and 

the acrophase (the timing of the cosine maximum). This procedure allows testing the null hypothesis 

that the amplitude of the cosine function is equal to zero. Rhythm detection was considered 
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statistically significant at p < 0.05. In addition, to evaluate the effect of the time point of mice 

sacrifice, age, melatonin treatment, and genotype in the expression of clock genes transcripts, 

multifactorial ANOVA analysis was performed with R software 2020 (RStudio, Inc., Boston, MA). 

Different post hoc test were performed according to the normality of the data.   
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CHAPTER 1: MELATONIN/NRF2/NLRP3 CONNECTION IN 
MOUSE HEART MITOCHONDRIA DURING AGING  

1. NLRP3 deficiency prevents, and melatonin treatment restores cardiac muscle 

mitochondrial dynamics altered by aging

Anomalies in mitochondrial dynamics (fusion/fission) are typical of aged cardiac muscle (Wu 

et al., 2019). Here, we showed that aging induced a decrease in the levels of proteins involved in 

mitochondrial dynamics, including Mfn2, Opa1, and Drp1, in WT mice, an effect absent in NLRP3-/- 

mice (Figure 21 A-C). Melatonin supplementation counteracted the decline of Mfn2, Opa1, and Drp1 

caused by aging in WT mice. Interestingly, no significant effect of melatonin was observed in fusion 

proteins Mfn2 and Opa1 in NLRP3-/- mice at the age of 12 and 24 months (Figure 21 A, B). A slight, 

but not significant enhancement in fission protein Drp1 was noted in EA and OA NLRP3-/- mice with 

melatonin supplementation (Figure 21 C).

Figure 21. Changes in mitochondrial dynamics (fusion/fission) in WT and NLRP3-/- mice during aging and 
melatonin treatment. (A) Protein levels of Mfn2. (B) Protein levels of Opa1. (C) Protein levels of Drp1.

Experiments were performed in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + aMT), 

old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice. Data are expressed as 

means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01 vs. Y; #p<0.05, ##p<0.01 vs. group without melatonin 

treatment. 

2. NLRP3 deficiency and melatonin therapy had minimal effects in autophagy in cardiac

muscle during aging

A drop in the autophagic capacity observed in cardiac aging is associated with the 

accumulation of dysfunctional mitochondria, exaggerated ROS production, and mtDNA release (Wu 

et al., 2019; Zhou et al., 2011). Unsurprisingly, the conversion of LC3I to LC3II, a hallmark of 

autophagy (Lee et al., 2011), was significantly reduced in WT mice during aging, as reflected in the 

decrease in the LC3II/LC3I ratio in WT EA and OA mice (Figure 22). LC3II/LC3I ratio trends to 

increase in NLRP3-/- EA and OA mice, which may explain the attempt to restore autophagy events. 

Melatonin administration had minimal effects on the LC3II/LC3I ratio in all cases.
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Figure 22. Changes in autophagy in WT and NLRP3-/- mice during aging and melatonin treatment. 
LC3II/LC3I ratio. Experiments were performed in hearts of young (Y), early-aged (EA), early-aged with 

melatonin (EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice. 

Data are expressed as means ± SEM (n = 7 animals/group). *p<0.05 vs. Y. 

3. Melatonin treatment and, to a lesser extent NLRP3 deficiency, reduced apoptosis in 

cardiac muscle during aging  

Despite being intensively studied over the past three decades, many of the mechanisms of 

apoptotic cell death remain unknown. Although the relationship between aging and apoptosis have 

been a subject of controversy in scientific community, there seems to be consensus that apoptosis 

plays a significant role in cardiac aging (Quarles et al., 2015). Here, we showed that aging induced a 

rise in the levels of some proteins involved in apoptotic processes, including p53 and caspase 9 in both 

WT and NLRP3-/- mice. Melatonin treatment significantly diminished the levels of p53 and caspase 9 

in EA WT mice and in EA and OA mutant mice (Figure 23 A, B). The pro-apoptotic protein Bax and 

the anti-apoptotic Bcl2 were significantly enhanced by aging in WT mice. Mutant mice only showed 

Bcl2 increased in OA animal's group (Figure 23 C, D). We observed a slight rise in Bax/Bcl2 ratio in 

EA and a significant increase in WT OA mice (Figure 23 E). The absence of NLRP3, however, 

prevented the apoptotic process associated with aging since Bax/Bcl2 ratio remained at similar levels 

as that of Y mutant mice. Melatonin supplementation significantly decreased the Bax/Bcl2 ratio in EA 

and OA WT mice, but had no effect in NLRP3-/- mice. 
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Figure 23. Changes in apoptosis in WT and NLRP3-/- mice during aging and melatonin treatment. (A) 

Protein levels of p53. (B) Protein levels of caspase 9. (C) Protein levels of Bax. (D) Protein levels of Bcl2. (E) 

Bax/Bcl2 ratio. Experiments were performed in hearts of young (Y), early-aged (EA), early-aged with melatonin 

(EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice. Data are 

expressed as means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01 vs. Y; #p<0.05, ##p<0.01 vs. group 

without melatonin treatment. 

4. Melatonin treatment, but not NLRP3 deficiency, recovered the Nrf2-dependent 

antioxidant capacity in cardiac muscle declined by aging  

In recent years, emerging evidence has indicated that aging leads to a gradual reduction of the 

Nrf2-dependent antioxidant response, which in turn contributes to the accumulation of oxidative stress 

(Schmidlin et al., 2019; Zhang et al., 2015). Our results showed a significant decrease in the protein 

levels of Nrf2 and its active form phosphorylated Nrf2 (pNrf2) (Ser40) in WT and NLRP3-/- mice with 

age, suggesting that NLRP3 deficiency was unable to ameliorate the age-related decline of Nrf2 and 

pNrf2 (Ser40) in these animals (Figure 24 A, B). Melatonin supplementation markedly recovered the 

levels of Nrf2 and pNrf2 (Ser40) in both WT and mutant EA and OA mice. Aging and melatonin 

therapy did not significantly modify the levels of the Nrf2 inhibitor, Keap1, in either mouse strain 

(Figure 24 C). Hmox1, Nqo1, and γGclc, three cytoprotective enzymes transcriptionally regulated by 

Nrf2, also remarkably decreased in WT OA mice (Figure 24 D-F). The levels of Hmox1 and γGclc 

significantly dropped in NLRP3-/- EA and OA mice (Figure 24 D, F). Protein content of Nqo1 enzyme 

was not modified by aging in mutant animals (Figure 24 E). Again, melatonin treatment greatly 

enhanced the levels of Hmox1, Nqo1, and γGclc in WT and NLRP3
-/- mice. 
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Figure 24. Changes in the Nrf2-dependent antioxidant pathway in WT and NLRP3-/- mice during aging 
and melatonin treatment. (A) Protein levels of Nrf2. (B) Protein levels of pNrf2 (Ser40). (C) Protein levels of 

Keap1. (D) Protein levels of Hmox1. (E) Protein levels of Nqo1. (F) Protein levels of γGclc. Experiments were 

performed in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + aMT), old-aged (OA), and 

old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice. Data are expressed as means ± SEM (n = 7 

animals/group). *p<0.05, **p<0.01, ***p<0.001 vs. Y; #p<0.05, ##p<0.01, ###p<0.001 vs. group without 

melatonin treatment. 

5. NLRP3 deficiency and melatonin therapy improved mitochondria ultrastructure 

altered by age in cardiac muscle  

Transmission electron microscopy of the cardiac muscles of Y WT mice revealed presence of 

normally intact and compacted mitochondria with clearly organized cristae distributed in the 

intermyofibrillar spaces (Figure 25 A, B). At the age of 12 months (EA), most of these mitochondria 

were found to be normal; however, a few showed cristae damage (Figure 25 C, D). These changes 

were exacerbated, and numerous mitochondria were severely damaged, hypertrophied, and vacuolated 

with completely destroyed cristae in WT OA mice (Figure 25 G, H). Melatonin supplementation, 

however, preserved the normal ultrastructure of the cardiac mitochondria in EA (Figure 25 E, F) and 

OA WT mice (Figure 25 I, J) maintaining their healthy and compact appearance. 
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Figure 25. Age-associated ultrastructural changes of mitochondria in cardiac muscle fibers of WT mice 
and melatonin treatment. (A, B) Electron micrographs of cardiac muscle fibers of Y WT mice revealing 

presence of normally intact and compacted mitochondria (M) distributed among myofibrils (Mf). (C, D) Electron 

micrographs of cardiac muscle fibers of EA WT mice demonstrating presence of normal mitochondria (M) with 

few demonstrating cristae damage (asterisk). (E, F) Electron micrographs of cardiac muscle fibers of EA + aMT 

WT mice showing the protective effect of melatonin supplementation in preserving normal mitochondrial 

structure (M) with presence of lipid droplets (L), N; nucleus. (G, H) Electron micrographs of cardiac muscle 

fibers of OA WT mice clarifying the presence of numerous severely damaged hypertrophied vacuolated 

mitochondria with completely destructed cristae (asterisk). (I, J) Electron micrographs of cardiac muscle fibers 

of OA + aMT WT mice exhibiting the beneficial effect of melatonin supplementation in keeping normal 

mitochondrial architecture (M). (A, C, E, G, I): bar = 2 μm and (B, D, F, H, J): bar = 1 μm. 

Cardiac muscle fibers of NLRP3-/- Y mice presented normal highly compacted mitochondria 

with densely packed cristae (Figure 26 A, B). Mitochondrial structure did not change in EA mice, 

except one that showed damage in peripheral cristae (Figure 26 C, D). The mitochondrial damage was 

less prevalent at 24 months in comparison with WT OA mice. Mitochondria were characterized by 

their widely separated and organized cristae, with presence of small-sized membranous vacuoles of 

possibly autophagic nature (Figure 26 G, H). Melatonin treatment exhibited an obvious protective 

effect at the age of 12 (Figure 26 E, F) and 24 months (Figure 26 I, J), where it kept normal 

mitochondrial architecture with aging, in addition to formation of multivesicular bodies, which reflect 

the induction of the autophagic processes. 
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Figure 26. Age-related ultrastructural changes of mitochondria in cardiac muscle fibers of NLRP3-/- mice 
and melatonin treatment. (A, B) Electron micrographs of cardiac muscle fibers of Y NLRP3

-/-
 mice showing 

presence of normally highly compacted mitochondria with densely packed cristae (M) distributed among 

myofibrils (Mf). (C, D) Electron micrographs of cardiac muscle fibers of EA NLRP3
-/-

 mice demonstrating intact 

mitochondria (M) with individual ones depicting damaged peripherally cristae (asterisk). (E, F) Electron 

micrographs of cardiac muscle fibers of EA + aMT NLRP3
-/-

 mice revealing the clearly apparent prophylactic 

effect of melatonin supplementation in keeping normal mitochondrial architecture (M) with aging. (G, H) 

Electron micrographs of cardiac muscle fibers of OA NLRP3
-/-

 mice indicating less detectable mitochondrial 

damage compared with WT mice, with presence of numerous mitochondria showing widely separated organized 

cristae (asterisk) and small-sized membranous vacuoles of possibly autophagic nature (V). (I, J) Electron 

micrographs of cardiac muscle fibers of OA + aMT NLRP3
-/-

 mice showing the protective effect of melatonin 

supplementation in preserving normal mitochondrial structure (M), with formation of multivesicular bodies 

(MVB), which reflect the induction of the autophagic processes, N; nucleus. (A, C, E, G, I): bar = 2 μm and (B, 

D, F, H, J): bar = 1 μm. 

6. Lack of NLRP3 reduced mitochondria number loss and mitochondrial damage, an 

effect shared by melatonin 

Morphometric analysis of cardiac mitochondria revealed that mitochondrial number exhibited 

initial non-significant decline in cardiac muscles of WT and NLRP3-/- EA mice. Nevertheless, 

mitochondrial number was significantly decreased in OA, being more pronounced in WT mice than 

NLRP3-/- one, an effect significantly counteracted after melatonin therapy (Figure 27 A). Furthermore, 

the percentage of the mitochondrial damage was significantly increased in aged mice, especially in 

WT animals, and it was counteracted by melatonin supplementation (Figure 27 B). Morphometrical 

analysis of the mitochondrial CSA illustrated a non-significant increase in cardiac muscle of WT and 

NLRP3-/- EA mice, whereas the former increased in aged animals (Figure 27 C). Mitochondrial 

diameter showed non-significant increase in WT EA mice, increasing in OA animals. NLRP3-/- mice 

revealed non-significant changes in mitochondrial diameter among all experimental groups (Figure 27 

D).  
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Figure 27. Age-associated morphometrical changes of intermyofibrillar mitochondria in cardiac muscle 
fibers of WT and NLRP3-/- mice and melatonin treatment. (A) Analysis of mitochondrial number. (B) 

Analysis of mitochondrial damage percentage. (C) Analysis of cross section area (CSA, µm
2
).  (D) Analysis of 

mitochondrial Feret’s diameter (µm). Data are expressed as means ± SEM (n = 7 animals/group). *p<0.05, 

**p<0.01, ***p<0.001 vs. Y; #p<0.05, ##p<0.01 vs. group without melatonin treatment. 
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CHAPTER 2: AGING AND CHRONODISRUPTION IN MOUSE 
CARDIAC TISSUE. EFFECT OF THE NLRP3 
INFLAMMASOME AND MELATONIN THERAPY 

1. Time point, aging, melatonin treatment and, to a lesser extent NLRP3 inflammasome, 

had significant effects on the expression of clock genes in cardiac tissue

The Multifactorial-ANOVA evaluation of the expression of the gene Clock revealed a main 

effect of time point (F (3,59) = 81.80, p < 0.001), age (F (4,59) = 47.60, p < 0.001), genotype (F (1,59) = 

9.87, p < 0.01), and a significant time point x age x genotype interaction (F (12,59) = 6.33, p < 0.001) in 

the heart (Figure 28). Data of significant differences in the relative expression of Clock transcript in 

WT and NLRP3-/- mice during aging and melatonin treatment at every time point were evaluated by 

Least Significant Difference post-hoc test following ANOVA and are detailed in Annex 1. 

TRANSCRIPT: Clock. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age x 

Genotype Interaction 

F (3,59) P value F (4,59) P value F (1,59) P value F (12,59) P value 
81.80 <0.001 47.60 <0.001 9.87 <0.01 6.33 <0.001 

Figure 28. Changes in the relative expression of the Clock transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative

expression of the Clock transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Least Significant 

Difference post-hoc test following ANOVA and are detailed in Annex 1.
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The Multifactorial-ANOVA analysis of Bmal1 gene expression showed a main effect of time 

point (F (3,59) = 781.11, p < 0.001), age (F (4,59) = 83.88, p < 0.001), genotype (F (1,59) = 9.14, p < 

0.05), and a significant time point x age x genotype interaction (F (12,59) = 8.37, p < 0.001) in cardiac 

muscle (Figure 29). Data of significant differences in the relative expression of Bmal1 transcript in 

WT and NLRP3-/- mice during aging and melatonin treatment at every time point were evaluated by 

Tukey multiple comparison of mean post-hoc test following ANOVA and are detailed in Annex 1. 

 

TRANSCRIPT: Bmal1. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age x 

Genotype Interaction 

F (3,59) P value F (4,59) P value F (1,59) P value F (12,59) P value 

781.11 <0.001 83.88 <0.001 9.14 <0.05 8.37 <0.001 

Figure 29. Changes in the relative expression of the Bmal1 transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative 

expression of the Bmal1 transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Tukey multiple 

comparison of mean post-hoc test following ANOVA and are detailed in Annex 1. 
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The Multifactorial-ANOVA calculation of Per2 gene expression revealed a main effect of 

time point (F (3,59) = 23.31, p < 0.001), age (F (4,59) = 38.11, p < 0.001), genotype (F (1,59) = 42.17, p < 

0.001), and an important time point x age x genotype interaction (F (12,59) = 10.34, p < 0.001) in the 

heart (Figure 30). Data of significant differences in the relative expression of Per2 transcript in WT 

and NLRP3-/- mice during aging and melatonin treatment at every time point were evaluated by Least 

Significant Difference post-hoc test and are detailed in Annex 1. 

 

TRANSCRIPT: Per2. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age x 

Genotype Interaction 

F (3,59) P value F (4,59) P value F (1,59) P value F (12,59) P value 

23.31 <0.001 38.11 <0.001 42.17 <0.001 10.34 <0.001 

Figure 30. Changes in the relative expression of the Per2 transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative 

expression of the Per2 transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Least Significant 

Difference post-hoc test following ANOVA and are detailed in Annex 1. 
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The Multifactorial-ANOVA analysis of Chrono gene expression indicated a main effect of 

time point (F (3,59) = 744.15, p < 0.001), age (F (4,59) = 179.12, p < 0.001), genotype (F (1,59) = 33.91, p 

< 0.001), and a significant time point x age x genotype interaction (F (12,59) = 34.34, p < 0.001) in 

cardiac muscle (Figure 31). Data of significant differences in the relative expression of Chrono 

transcript in WT and NLRP3-/- mice during aging and melatonin treatment at every time point were 

evaluated by Least Significant Difference post-hoc test and are detailed in Annex 1. 

 

TRANSCRIPT: Chrono. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age x 

Genotype Interaction 

F (3,59) P value F (4,59) P value F (1,59) P value F (12,59) P value 

744.15 <0.001 179.12 <0.001 33.91 <0.001 34.34 <0.001 

Figure 31. Changes in the relative expression of the Chrono transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative 

expression of the Chrono transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Least Significant 

Difference post-hoc test following ANOVA and are detailed in Annex 1. 
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The Multifactorial-ANOVA evaluation of Rev-erbα gene expression revealed a main effect of 

time point (F (3,59) = 342.37, p < 0.001), and age (F (4,59) = 8.38, p < 0.001). Genotype had no impact 

in the changes of expression observed in Rev-erbα gene. Therefore, a significant time point x age 

interaction (F (12,59) = 8.02, p < 0.001) was found in the myocardium (Figure 32). Data of significant 

differences in the relative expression of Rev-erbα transcript in WT and NLRP3-/- mice during aging 

and melatonin treatment at every time point were evaluated by Least Significant Difference post-hoc 

test and are detailed in Annex 1. 

 

TRANSCRIPT: Rev-erbα. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age 

Interaction 

F (3,59) P value F (4,59) P value 
No effect 

F (12,59) P value 

342.37 <0.001 8.38 <0.001 8.02 <0.001 

Figure 32. Changes in the relative expression of the Rev-erbα transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative 

expression of the Rev-erbα transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Least Significant 

Difference post-hoc test following ANOVA and are detailed in Annex 1. 
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The Multifactorial-ANOVA analysis of the expression of Rorα gene expression showed a 

main effect of time point (F (3,59) = 9.51, p < 0.001), age (F (4,59) = 16.34, p < 0.001), genotype (F (1,59) 

= 19.92, p < 0.001), and a significant time point x age x genotype interaction (F (12,59) = 14.02, p < 

0.001) in cardiac muscle (Figure 33). Data of significant differences in the relative expression of Rorα 

transcript in WT and NLRP3-/- mice during aging and melatonin treatment at every time point were 

evaluated by Least Significant Difference post-hoc test and are detailed in Annex 1. 

 

TRANSCRIPT: Rorα. MULTIFACTORIAL ANOVA 

Main effect of 

Time point 

Main effect of 

Age 

Main effect of 

Genotype 

Time point x Age x 

Genotype Interaction 

F (3,59) P value F (4,59) P value F (1,59) P value F (12,59) P value 

9.51 <0.001 16.34 <0.001 19.92 <0.001 14.02 <0.001 

Figure 33. Changes in the relative expression of the Rorα transcript in WT and NLRP3-/- mice during 
aging and melatonin treatment. Main effect of time point, age, genotype and their interaction. Relative 

expression of the Rorα transcript in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3
-/-

 mice and their daily 

patterns at 4 time points (00:00, 06:00, 12:00 and 18:00 h) under a 12 h/12 h light/dark cycle. The shaded 

region on each graph represents constant darkness.  Data are expressed as means ± SEM (n = 6 animals/group) 

(upper). The effect of time point, age, genotype and interactions were analyzed by Multifactorial-ANOVA 

(lower). Data of significant differences among the experimental groups were evaluated by Least Significant 

Difference post-hoc test following ANOVA and are detailed in Annex 1. 
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2. Cosinor analysis revealed that aging and NLRP3 inflammasome did not have a great impact 

on the rhythm and changes in acrophase of clock genes in mice heart. Melatonin therapy 

restored the loss of rhythm and acrophase 

The gene Clock presented an acrophase at 7.53 h in WT Y mice (Figure 34). This acrophase 

was significantly delayed until 12.2 h in WT EA mice and 11.4 h in WT OA. In both cases, melatonin 

was able to counteract this delay in acrophase, putting it back at 7 h. Rhythm was observed in all 

experimental groups, although it is remarkable that it decreased in EA and OA (Annex 2). Melatonin 

reestablished the rhythm in EA mice, to values like those of Y mice. A similar trend to that of WT 

mice was observed in NLRP3-/- mice. The acrophase of Clock in Y mice averaged at 7.80 h. A phase 

delay was also observed with EA and OA mice. This phase delay was not as pronounced as in WT 

mice, with an acrophase at 10.90 h in EA mice and at 10.40 h in OA mice. In both cases, melatonin 

corrected this phase, restoring it to around 7 h (Figure 34). Rhythm was appreciated in all 

experimental groups (Annex 2). 

The acrophases of Bmal1 showed some similarity with respect to the acrophases of the gene 

Clock. In WT Y mice, the acrophase of Bmal1 is located at 8 h, it is slightly delayed in EA mice until 

11 h, and it is corrected again with melatonin, where it is located around 9 h. It was observed that both 

the acrophase and the rhythm of Bmal1 barely change with aging or with melatonin treatment (Figure 

34). The acrophase of Bmal1 also appeared at 8 h in NLRP3-/- Y. Although some tendency to phase 

delay was observed in EA and OA mice, aging did not cause significant changes in the acrophase of 

Bmal1 in the mutant mice (Figure 34). The treatment with melatonin advanced the acrophase in both 

cases, placing it closer to that of the Y mice. The existence of rhythm was observed in all the 

experimental groups, both in WT and in NLRP3-/- (Annex 2). 

The Per2 gene had an acrophase close to 20 h in WT Y mice, remaining constant with age in 

EA and OA. Interestingly, melatonin significantly advanced this acrophase at 12 and 24 months, with 

values close to 7 hours and 5 hours, respectively (Figure 34). It is also observed that Per2 lost its 

rhythm in WT OA mice, which was restored with melatonin (Annex 2). In mice deficient in NLRP3, 

no prominent changes were observed with age or with melatonin therapy (Figure 34). It should be 

noted that the acrophase in this case was different with respect to the WT mice, occurring around 12 h. 

There was rhythm in all the experimental groups (Annex 2). 

The acrophase of the gene Chrono was around 20 h in the WT Y mice. No notable changes 

were observed with aging or with melatonin treatment (Figure 34). The rhythm was maintained in all 

the experimental groups (Annex 2). In the mutant mice, the acrophases showed a trend like that 

observed in the WT mice. In this case, acrophase was found at around 18 h in Y mice, remaining 

constant throughout aging and with melatonin therapy (Figure 34). Mutant mice treated with 
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melatonin showed a phase advanced regarding WT. There was rhythm in all the experimental groups 

(Annex 2). 

The gene Rev-erbα had an acrophase around 17 h in WT Y mice (Figure 34). This acrophase 

remained constant during aging. Interestingly, melatonin produced a phase advance in EA and OA. 

Rhythm was observed in all experimental groups (Annex 2). The acrophase values for Rev-erbα in the 

NLRP3-/- mice were quite like those in the WT mice (Figure 34). With aging, there appears to be a 

trend towards phase advancement. Melatonin had little effect on mutant mice. Again, there was 

rhythm in all experimental groups (Annex 2). 

Rorα acrophase occurred at nearly 12 h in WT Y mice (Figure 34). Rhythm was lost in WT 

EA and WT OA mice. Melatonin recovered the rhythm and advanced the acrophase by 5-6 h in both 

experimental groups (Annex 2). In the case of NLRP3-/- mice, acrophase appeared at 18 h in Y mice 

(Figure 34). As in WT mice, the rhythm was lost at 12 and 24 months. Again, melatonin regained 

rhythm and produced a phase advance of an equivalent duration to that observed in WT mice (Annex 

2). 

Figure 34. Acrophase charts showing peaks of fitted 24 h cosine for clock genes analyzed in heart of WT 

and NLRP3-/- mice during aging and melatonin treatment. Acrophase of clock genes Clock (light blue plots), 

Bmal1 (red plots), Per2 (green plots), Chrono (dark blue plots), Rev-erbα (purple plots) and Rorα (orange plots) 

in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + aMT), old-aged (OA), and old-aged 
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with melatonin (OA + aMT) wild type (left chart) and NLRP3
-/-

 mice (right chart). The shaded region on each 

graph represents constant darkness. Data are expressed as means ± confidence interval (CI) of the Acrophase 

when p was ≤ 0.05 from the non-zero amplitude. Data of significant differences among the experimental groups 

were evaluated by overlapping of confidence interval and are detailed in Annex 2. *p<0.05 vs. Y; # p<0.05 vs. 

group without melatonin treatment; $ p<0.05 vs. WT mice. 

3. Cosinor analysis revealed that aging, the absence of NLRP3 inflammasome, and melatonin 

treatment had little impact on the amplitude of clock genes in heart muscle 

The amplitude of the gene Clock remained constant with age and with melatonin treatment in 

WT mice (Figure 35). In mutant mice, the amplitude increased significantly in EA and in OA vs Y 

mice. Melatonin decreased this amplitude to values like Y group in NLRP3-/- EA mice (Figure 35). 

The amplitude of Bmal1 was invariable with aging in WT mice (Figure 35). It decreased 

significantly in WT OA + aMT vs WT OA mice. In NLRP3-/- mice, the amplitude increased at 24 

months and melatonin decreased the amplitude to values like Y mice (Figure 35). 

No changes were observed in the amplitude of the Per2 gene in WT or NLRP3-/-mice (Figure 

35). This parameter remained constant with age, melatonin treatment, and the absence of the NLRP3 

inflammasome. 

The amplitude of Chrono increased in WT OA vs WT Y. Melatonin restored this amplitude 

(Figure 35). However, in the mutant mice, the amplitude decreased in NLRP3-/- OA vs NLRP3-/- Y. 

Again, melatonin reestablished this amplitude (Figure 35). It should be added that the amplitude of the 

mutant mice was higher than WT mice. 

No noteworthy changes were observed with aging or melatonin treatment in the amplitude of 

the Rev-erbα gene in WT mice or NLRP3-/- mice (Figure 35). 

The amplitude of Rorα gene did not undergo significant changes with age or with melatonin 

treatment in WT mice (Figure 35). A decrease in the amplitude was observed in NLRP3-/- OA vs 

NLRP3-/- Y mice, which was mended with melatonin (Figure 35). 
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Figure 35. Amplitude chart showing peaks of fitted 24 h cosine for clock genes analyzed in heart of WT 
and NLRP3-/- mice during aging and melatonin treatment. Amplitude of clock genes Clock (light blue lines), 

Bmal1 (red lines), Per2 (green lines), Chrono (dark blue lines), Rev-erbα (purple lines) and Rorα (orange lines) 

in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + aMT), old-aged (OA), and old-aged 

with melatonin (OA + aMT) wild type (solid line) and NLRP3
-/-

 mice (dashed line). The shaded region on each 

graph represents constant darkness. Data are expressed as means ± confidence interval (CI) of the Amplitud 

when p was ≤ 0.05 from the non-zero amplitude. Data of significant differences among the experimental groups 

were evaluated by overlapping of confidence interval and are detailed in Annex 2. *p<0.05 vs. Y; # p<0.05 vs. 

group without melatonin treatment; $ p<0.05 vs. WT mice. 
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4. Cosinor analysis showed that aging caused significant changes in clock genes mesor, generally 

decreasing with age. Treatment with melatonin and the absence of NLRP3 had little effect on 

this parameter 

The mesor of the gene Clock decreased with aging in WT mice (Figure 36). Melatonin had no 

effect. In NLRP3-/- mice, the mesor increased in group EA and decreased in OA (Figure 36). 

Melatonin therapy had no action. 

In WT mice, the mesor of Bmal1 declined with age. Melatonin did not counteract this outcome 

(Figure 36). The mesor remained constant with aging in mutant mice. Melatonin decreased mesor in 

NLRP3-deficient mice (Figure 36). 

The mesor of Per2 decreased with aging in WT OA vs WT Y mice. No effect of melatonin 

was observed (Figure 36). In the NLRP3-/- mice, a decrease in the mesor was again seen in the 24-

month-old mice, although in this case melatonin restored the mesor to similar values to those of Y 

mice (Figure 36). 

The mesor of the gene Chrono remained constant during aging in WT mice (Figure 36). 

Interestingly, melatonin significantly decreased this mesor. Mesor diminished with aging in NLRP3-

deficient mice (Figure 36). Melatonin had no effect in mutant mice. It was further appreciated that, in 

general, the mesor had higher values in NLRP3-/- mice vs WT mice. 

No changes were observed in the mesor of Rev-erbα gene derived from aging, treatment with 

melatonin or absence of the NLRP3 inflammasome (Figure 36). 

The mesor of the Rorα increased in the WT OA vs WT Y mice (Figure 36). Melatonin 

decreased the mesor significantly in the OA group. In contrast, mesor was decreased in NLRP3-/- OA 

vs NLRP3-/- Y mice (Figure 36). Melatonin had no effect in mutant mice. Again, higher mesor values 

were seen in NLRP3 deficient mice compared to WT mice. 
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Figure 36. Mesor chart showing peaks of fitted 24 h cosine for clock genes analyzed in heart of WT and 
NLRP3-/- mice during aging and melatonin treatment. Mesor of clock genes Clock (light blue lines), Bmal1

(red lines), Per2 (green lines), Chrono (dark blue lines), Rev-erbα (purple lines) and Rorα (orange lines) in 

hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + aMT), old-aged (OA), and old-aged with 

melatonin (OA + aMT) wild type (solid line) and NLRP3
-/-

 mice (dashed line). The shaded region on each graph 

represents constant darkness. Data are expressed as means ± confidence interval (CI) of the Mesor when p was 

≤ 0.05 from the non-zero amplitude. Data of significant differences among the experimental groups were 

evaluated by overlapping of confidence interval and are detailed in Annex 2. *p<0.05 vs. Y; # p<0.05 vs. group 

without melatonin treatment; $ p<0.05 vs. WT mice.



Marisol Fernández Ortiz 

CHAPTER 3: NLRP3 INFLAMMASOME DELETION AND / 
WITH MELATONIN SUPPLEMENTATION MITIGATE AGE-
DEPENDENT MORPHOLOGICAL AND ULTRASTRUCTURAL 
ALTERATIONS IN MURINE HEART 

1. NLRP3 absence and melatonin administration restored left ventricular lumen and 

inhibited thickening of its wall during aging

Magnetic resonance imaging of the heart of the Y, EA, and OA WT (Figure 37 A-E) and 

NLRP3-/- mice (Figure 37 F-J), as well as the beneficial effect of melatonin supplementation was 

illustrated in Figure 37. With aging, there were no changes in the length of the heart of the EA WT and 

NLRP3-/- mice, while the cardiac length of OA WT mice displayed a significant decline. However, 

melatonin therapy significantly increased the cardiac length in the EA NLRP3-/- animals, where its 

effect was more detectable than in WT mice (Figure 37 K). Moreover, aging induced a significant 

reduction in the length of the left ventricular lumen in WT and NLRP3-/- mice, and this decline was 

less detectable in the NLRP3-/- than in the WT mice. Melatonin administration recovered the luminal 

length of the LV in the EA and OA WT and NLRP3-/- mice (Figure 37 L). Aging was also 

accompanied with an increase in the thickness of the left ventricular wall in the WT and NLRP3-/- 

mice, and this increase was less remarkable in the NLRP3-/- than in the WT mice. Interestingly, this 

increase in the left ventricular wall thickness was countered in the OA animals by melatonin therapy, 

which revealed a more noticeable beneficial effect on NLRP3-/- mice (Figure 37 M).  

2. NLRP3 deficiency and melatonin therapy enhanced cardiac anthropometric 

parameters during aging

Aging displayed a significant increase in the body weight and heart weight of both WT and 

NLRP3-/- mice, an effect enhanced by melatonin administration. While this rise in the body weight 

revealed no changes between WT and NLRP3-/- mice, the increase of heart weight was higher in the 

NLRP3-/- mice than WT ones with aging. Furthermore, melatonin therapy showed more considerable 

effects in the NLRP3-/- mice than in WT animals (Figure 37 N and O).  The ratio of the heart weight to 

the body weight however, reported an age-mediated decline, which was higher in the OA WT mice 

than in the NLRP3-/- ones. This reduction was significantly countered by melatonin supplementation 

(Figure 37 P). 
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Figure 37. Impact of NLRP3 deficiency and melatonin therapy on cardiac magnetic resonance imaging and 
anthropometric parameters during aging. (A-E) Magnetic resonance imaging of the heart of young (Y), early-

aged (EA), early-aged with melatonin (EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) WT 

mice. (F-J) Magnetic resonance imaging of the heart of Y, EA, EA + aMT, OA, and OA + aMT NLRP3
-/ -

 mice. 

(K) Analysis of the heart length (cm). (L) Analysis of the luminal length of the left ventricle (cm). (M) Analysis of

the thickness of the left ventricular wall (cm). (N) Analysis of the body weight (g). (O) Analysis of the heart

weight (mg). (P) Analysis of the ratio of the heart weight to the body weight (mg/g). * p<0.05, ** p<0.01 and ***

p<0.001 vs. Y; # p<0.05, ## p<0.01 and ### p<0.001 vs. group without melatonin treatment; $ p<0.05, $$

p<0.01 and $$$ p<0.001  vs. WT mice.

3. NLRP3 deletion and melatonin supplementation reduced age-related histological and

morphometrical alterations of cardiac myocytes, and minimized hypertrophy-associated

genes as well as inflammatory cytokines genes

Histological analysis of the LV of the Y WT mice showed normal architecture of the cardiac 

muscles, which consisted of cardiomyocytes in different orientations; longitudinal, transverse and 

oblique. These cardiac fibers were separated from each other by narrow interstitial tissues, composed 
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of blood capillaries, less collagenous tissue, and fibroblasts. The nucleus was centrally located (Figure 

38 A and B). 

Cardiomyocytes of the EA WT mice revealed an initial degree of necrosis associated with 

lymphocytic infiltrates and widening of the interstitial spaces (Figure 38 C and D). These alterations 

were progressive in the heart of OA animals, where the myocardium demonstrated severe degrees of 

necrotic damage, associated with lymphocytic infiltrations and excessive collagen deposition, an 

indicator of fibrosis. Also, disorganization of the cardiac fibers and large interstitial spaces 

were illustrated (Figure 38 G, H). Melatonin administration, however, elucidated a protective effect 

on the cardiac muscle fibers of both EA (figure 38 E and F) and OA (Figure 38 I and J) WT mice. The 

fibers conserved their normal architecture with narrow interstitial spaces, less collagenous tissue 

infiltrations and absence of necrotic fibers. 

Histological examination of the cardiac muscles of the Y NLRP3-/- mice (Figure 38 K and L) 

showed the normal organization of the cardiomyocytes, which demonstrated no changes in the EA 

animals, except for a widening of interstitial tissues (Figure 38 M and N). Less necrotic changes as 

well as reduced collagen deposition were observed in OA mutants (Figure 38 Q and R), compared with 

those of WT mice. Interestingly, melatonin therapy induced a more preservative effect on the 

cardiomyocytes of EA (Figure 38 O and P) and OA (Figure 38 S and T) NLRP3-/- mice than on WT 

mice, sustaining the normal architecture of muscle fibers with narrow interstitial spaces. 

Aging also induced a significant loss of cardiac muscle fibers associated with hypertrophy of 

individual cardiomyocyte (increased CSA of individual cardiomyocyte). This decline in cardiac fiber 

number and increase in cardiomyocyte CSA were more remarkable in WT mice than NLRP3-/- ones. 

Melatonin therapy restored the number of cardiomyocytes and minimized muscle fiber hypertrophy in 

EA and OA WT and NLRP3-/- mice (Figure 38 U and V). Aging associated with increased β-MHC 

expression in WT and NLRP3-/- mice; however, the expression was more detectable in WT animals. 

Melatonin supplementation reduced β-MHC expression in both mice strain, with more considerable 

effect on NLRP3-/- mice (Figure 38 W). 

Morphometrical analysis of the percentage fibrotic area revealed age-mediated induction of 

cardiac fibrosis (Figure 38 X), associated with increased expressions of IL-1α, IL-6 and TNF-α in the 

old-aged animals, while early-aged mice showed a non-significant increase (Figures 38 Y-ZZ). These 

incidence of fibrosis and expression of inflammatory cytokines were less remarkable in the NLRP3-/- 

mice. Melatonin supplementation however, reduced cardiac fibrosis and significantly decreased the 

expression of IL-1α and IL-6 in WT and NLRP3-/- mice, with non-significant decline of TNF-α. 
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Figure 38. Effect of NLRP3 deletion and melatonin supplementation on age-associated histological and 
morphometrical changes of cardiac muscle fibers. (A and B) Left ventricle (LV) of the Y WT mice showing the 

normal cardiac muscle fibers (MF) architecture, with central nucleus (black arrows), and narrow interstitial 

spaces (black asterisks). (C and D) LV of the EA WT mice revealing an initial necrotic degree (N), with 

lymphocytic infilterates (white arrow) and wide interstitial spaces (black asterisks). (E and F) The conservative 

effect of melatonin on maintaining normal muscle fibers (MF) of EA mice, with narrow interstitial spaces (black 

asterisks). (G and H) LV of the OA WT mice demonstrating severe necrotic changes (N), with lymphocytic 

infiltrations (white arrow), excessive collagen deposition (black arrows), and wide interstitial spaces (black 

asterisks). (I and J) The protective effect of melatonin on improving cardiac muscle fibers (MF) and minimizing 

interstitial tissues (black asterisks) in OA animals. (K and L) LV of the Y NLRP3
-/-

 mice showing the normal 

cardiac muscle fibers organization (MF), with centrally located muscle (black arrows) and interstitial spaces 

(black asterisks). (M and N) LV of the EA NLRP3
-/-

 mice revealing wide interstitial spaces (black asterisks) 

without necrosis. (O and P) The preservative effect of melatonin on keeping normal structure of cardiac myocytes 

(MF) in EA mice. (Q and R) LV of the OA NLRP3
-/-

 mice demonstrating less necrotic changes (N), interstitial 

spaces (black asterisks), and collagen deposition (white arrows). (S and T) The beneficial effect of melatonin on 

improving cardiac architecture, with narrow interstitial spaces (black asterisk). Bar=50 μm. A, C, E, G, I, K, M, 

O, Q and S stained with H&E stain, while B, D, F, H, J, L, N, P, R and T stained with Van Gieson stain. (U and 

V) Age-associated morphometrical changes in cardiac muscle fibers number (per 100 µm
2
) and cross-sectional 

area (CSA). (W) mRNA expression level of β-MHC. (X) Morphometrical analysis of cardiac fibrosis during 

aging. (Y) mRNA expression level of IL-1α. (Z) mRNA expression level of IL-6. (ZZ) mRNA expression level of 

TNF-α. * p<0.05, ** p<0.01 and *** p<0.001 vs. Y; # p<0.05, ## p<0.01 and ### p<0.001 vs. group without 

melatonin treatment; $ p<0.05, $$ p<0.01 and $$$ p<0.001 vs. WT mice. 

4. NLRP3 ablation and melatonin administration conserved cardiac muscle 

ultrastructure during aging 

Electron microscopy analysis of the LV of the Y WT mice clarified the normal ultrastructure of 

the cardiac muscle fibers, which are composed of centrally located nuclei, and are formed as well-

organized longitudinally arranged myofibrils that illustrated cross and longitudinal striations with 

sarcoplasmic reticulum in between. Each myofibril consists of thread-like myofilaments, actin and 

myosin. The sarcomeres are well-aligned between each two successive Z-lines. Cardiomyocytes 

branched repeatedly and attached strongly at the intercalated disc (Figure 39 A). The mitochondria 

were intact and compacted with clearly organized cristae and were gathered in different orientations; 

clusters in between cardiac myofibrils as intermyofibrillar, around the nucleus, and beneath the 

sarcolemma as subsarcolemmal (Figure 39 B). Cardiac fibers had a better structure in Y NLRP3-/- mice 

than in WT. The myofibrils depicted an organized sarcomere, and highly compacted mitochondria with 

densely packed well-arranged cristae, and narrow interstitial spaces with a normally oriented 

sarcoplasmic reticulum (Figure 39 C and D). 
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Figure 39. Ultrastructural architecture of cardiac muscle fibers in young WT and NLRP3-/- mice. (A and B) 

Transmission electron micrographs of the LV of the Y WT mice clarifying well-organized longitudinally arranged 

myofibrils (Mf), with cross and longitudinal striations, centrally located nucleus (N), and intermyofibrillar 

sarcoplasmic reticulum (SR). Sarcomeres (line) are well-alignment between each two successive Z-lines (Z), and 

cardiomyocytes branched repeatly and attached strongly at the intercalated disc (arrow). The mitochondria were 

intact and compacted with clearly organized cristae, (M). (C and D) Transmission electron micrographs of the 

LV of the Y NLRP
-/-

 mice showing cardiac myofibrils (Mf) of better structure with organized sarcomere between 

Z-lines (Z), highly compacted mitochondria (M), narrow interstitial spaces (asterisk), intermyofibrillar 

distribution of sarcoplasmic reticulum (SR), and lipid droplets (L). Nucleus (N) was centrally located. Bar=2 μm. 

At the early stage of aging, cardiac muscle fibers of WT mice showed disorganized myofibrils 

and sarcoplasmic reticulum. Some mitochondria displayed vacuolation and cristae damage. 

Appearance of small-sized multivesicular bodies, termed autophagosomes, were also detected (Figure 

40 A and B). However, melatonin supplementation preserved the cardiomyocytes, maintained the 

normal orientation of the myofibrils and the intact contents of mitochondria, and reduced the residual 

bodies (Figure 40 C and D). In contrast, cardiac muscle fibers of the EA NLRP3-/- did not show age-

related alterations in the myofibril architecture and mitochondrial composition, except presence of 

individual disorganized myofibrils with indistinct striations (Figure 40 E and F), which was improved 

with melatonin therapy that revealed a better preservative effect in EA NLRP3-/- mice than in WT 

(Figure 40 G and H). 
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Figure 40. Impact of NLRP3 abscence and melatonin treatment on the ultrastructure of early-aged cardiac 
myocytes. (A and B) Transmission electron micrographs of the LV of the EA WT mice showing disorganized 

myofibrils (Mf) and sarcoplasmic reticulum (SR). Some mitochondria displayed vacuolation and cristae damage 

(white asterisk), with appearance of small-sized multivesicular bodies (arrow). (C and D) Transmission electron 

micrographs of the LV of the EA WT mice after melatonin supplementation. The cardiac myofibrils (Mf) 

maintained the normal orientation, with intact mitochondrial contents (M), organized sarcoplasmic reticulum 

(SR), and reduced residual bodies (arrow). (E and F) Transmission electron micrographs of the LV of the EA 

NLRP3
-/-

 mice revealing absence of age-related alterations in the myofibrils architecture (Mf), sarcoplasmic 

reticulum (SR), and mitochondrial composition (M), except presence of individual disorganized myofibrils with 

indistinct striations (black asterisk). (G and H) Transmission electron micrographs of the LV of the EA NLRP3
-/-

 

mice with melatonin therapy demonstrating improvement of myofibrils (Mf) and their sarcoplasmic reticulum 

(SR) and mitochondrial contents (M). Note sarcomeres arrangement between each two successive Z-lines (Z). 

Bar=2 μm. 

The cardiac muscle fibers of the OA WT mice demonstrated severe myofibrillar damage, with 

widening of interstitial spaces and disruption of the sarcoplasmic reticulum. Some mitochondria 

revealed a normal structure, while others were hypertrophied and demonstrated different stages of 

cristae damage and presence of inclusion bodies on their matrix. Splitting of the nucleus into two or 

three parts was mostly detected, with formation of autophagosomes (Figure 41 A-C). Meanwhile, 

melatonin supplementation conserved the cardiac muscle constitutions and protected nuclear and 

mitochondrial contents, excepting individual mitochondria that displayed structural damage. Small-

sized residual bodies were also found (Figure 41 D-F). 

The severe age-associated changes detected in cardiomyocytes were less evident in OA 

NLRP3-/- mice than WT ones. The cardiac muscles of the OA NLRP3-/- had less prevalent muscular 

damage with lipid droplets. Some mitochondria were normal and intact, while others were 

characterized by widely separated and disorganized cristae (Figure 41 G and H). Melatonin 

administration induced a beneficial effect, where it maintained normal muscular structure and 

mitochondrial architecture during aging. Most of the myofibrils and mitochondria were intact, while 

individual fibers revealed residual bodies and lipid infiltrations (Figure 41 I and J). 
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Aging induced an early non-significant decline of IMF mitochondrial number in cardiac 

muscle fibers of EA WT and NLRP3-/- mice. This decline was followed by a significant reduction in 

the OA animals of both groups; however, the decline in mitochondrial number was less prevalent in 

OA NLRP3-/- mice than WT mice. Melatonin administration maintained the integrity of the IMF 

mitochondria number with aging (Figure 41 K). Aged cardiomyocytes were also associated with non-

significant increase in the IMF mitochondria CSA of EA WT and NLRP3-/- mice, while this induction 

of mitochondrial CSA was more considerable in OA animals (Figure 41 L). 

Figure 41. Effect of NLRP3 ablation and melatonin administration on age-associated ultrastructural and 
morphometrical alterations of cardiac muscle fibers and cardiac mitochondria. (A-C) Transmission electron 

micrographs of the LV of the OA WT mice illustrating widening of interstitial spaces (white asterisk) and 

disruption of the sarcoplasmic reticulum (SR) between myofibrils (Mf). Some mitochondria revealed a normal 

structure (M), while others were hypertrophied and demonstrated different stages of cristae damage with 

presence of inclusions bodies on their matrix (black asterisks). Splitting of the nucleus (N) was mostly clarified, 

with formation of autophagosomes (arrow). (D-F) Transmission electron micrographs of the LV of the OA WT 

mice after melatonin supplementation showing conservation of cardiac myofibrils (Mf), nuclear structure (N), 
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sarcoplasmic reticulum (SR), and mitochondrial contents (M), except of individual mitochondria displayed 

destructed damage (black asterisk), in addition to the presence of small-sized residual bodies (arrow). (G and H) 

Transmission electron micrographs of the LV of the OA NLRP3
-/-

 mice illustrating less prevalent damage of 

cardiac myofibrils (Mf), with well-organized sarcoplasmic reticulum (SR), and lipid droplet (L) infiltrations. 

Some mitochondria were normal, and intact, while others were characterized by their widely-separated and 

disorganized cristae (asterisk). (I and J) Transmission electron micrographs of the LV of the OA NLRP3
-/-

 mice 

after treatment with melatonin depicting the maintenance of normal myofibrils (Mf) structure, sarcoplasmic 

reticulum (SR) organization, and mitochondrial architecture (M) during aging. Individual fibers containing 

residual bodies (arrows) and lipid infiltrations (L) were observed. Note organization of sarcomeres between each 

two successive Z-lines (Z). Bar=2 μm. (K) Age-mediated morphometrical changes of cardiac intermyofibrillar 

mitochondrial number (per 5 µm
2
). (L) Age-associated morphometrical changes of mitochondrial cross-sectional 

area (CSA). Aging induced reduction of mitochondrial number, which was more detectable in WT than NLRP3
-/-

 

mice, and also was recovered by melatonin administration. Aging was also associated with increased CSA. * 

p<0.05 and *** p<0.001 vs. Y; # p<0.05 vs. group without melatonin treatment; $ p<0.05 vs. WT mice. 

5. NLRP3 absence and melatonin treatment diminished cardiac apoptosis during aging 

Hoechst fluorescent analysis of the cardiac muscle fibers nuclei showed the normal nuclear 

appearance in Y WT and NLRP3-/- mice (Figure 42 A and B). With aging, cardiac muscle fibers of EA 

WT and NLRP3-/- animals illustrated signs of apoptosis, where apoptotic cells illustrated cell 

shrinkage, chromatin condensation, and nuclear fragmentation (Figure 42 C and D). These age-related 

apoptotic changes were more pronounced in the OA groups (Figure 42 G and H) and were more 

considerable in cardiac myocytes of WT mice than NLRP3-/- one (Figure 42 K). Interestingly, this age-

mediated induction of nuclear apoptosis was countered by melatonin treatment in EA (Figure 42 E and 

F) and OA (Figure 42 I and J) WT and NLRP3-/- mice respectively (Figure 42 K).  
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 Figure 42. Impact of NLRP3 deletion and melatonin therapy on age-dependent cardiac apoptosis. (A and 

B) Hoechst fluorescent analysis of the nuclear apoptosis in the LV of the Y WT and NLRP3
-/-

 mice, respectively 

showing normal nuclear appearance. (C and D) Analysis of the nuclear apoptosis in the LV of the EA WT and 

NLRP3
-/-

 mice, respectively revealing that aging induced nuclear apoptosis and fragmentation (arrows). (E and 

F) Analysis of the nuclear apoptosis in the LV of the EA WT and NLRP3
-/-

 mice, respectively after melatonin 

therapy clarifying the protective effect of melatonin on reducing cardiac apoptosis. (G and H) Analysis of the 

nuclear apoptosis in the LV of the OA WT and NLRP3
-/-

 mice, respectively exhibiting more detectable nuclear 

apoptosis. (I and J) Analysis of the nuclear apoptosis in the LV of the OA WT and NLRP3
-/-

 mice, respectively 

after melatonin treatment confirming the beneficial effect of melatonin against age-related cardiac apoptosis. 

(K) Morphometrical analysis of apoptotic nuclei of cardiomyocytes during aging revealing that cardiac 

apoptosis was more considerable in cardiac myocytes of WT mice than in those of NLRP3
-/-

 one. Bar=20 μm. * 

p<0.05 and *** p<0.001 vs. Y; # p<0.05 and ### p<0.001 vs. group without melatonin treatment; $$ p<0.01 

and $$$ p<0.001 vs. WT mice. 
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CHAPTER 1: MELATONIN/NRF2/NLRP3 CONNECTION IN 
MOUSE HEART MITOCHONDRIA DURING AGING  

Immunosenescence and inflammaging are caused by persistent activation of NF-κB/NLRP3 

inflammasome pathways generates chronic low-grade inflammation which leads to, among other 

detriments, accumulation of cardiac mitochondrial dysfunction, characterized by dysregulation of 

mitochondrial dynamics, autophagy, apoptosis, Nrf2 antioxidant pathway, and maintenance of 

ultrastructure of mitochondria (Franceschi et al., 2000). Another hallmark of aging is a decline in 

melatonin levels and its protective roles (Reiter et al., 1998). This brings about increased oxidative 

damage, chronodisruption, upregulation of pro-inflammatory cytokines, and down regulation of anti-

oxidant/-inflammatory processes that contribute to inflammaging by facilitating mitochondrial 

disruption (Hardeland, 2019). The role of the NLRP3 inflammasome and melatonin levels in 

regulation of mitochondrial dysfunction, associated with cardiac aging, is not fully understood. Our 

results suggest direct involvement of this inflammasome by marked amelioration of some 

mitochondrial dysfunctions with NLRP3 ablation both involved with, and independent of, melatonin 

supplementation in EA and OA mice (Figures 43, 44). 

Figure 43. Proposed mechanism of melatonin in mitochondria of WT mice during cardiac aging. (A)

Mitochondrial dynamics: aging led to a decline in fusion (Mfn2 and Opa1) and fission proteins (Opa1). 

Melatonin treatment counteracted this decrease. (B) Autophagy (mitophagy): autophagic capacity dropped in 

aged myocardium. Melatonin therapy had minimal impact on this pathway. (C) Intrinsic and (D) extrinsic 
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apoptosis: WT mice have intrinsic and extrinsic pathways mediated by p53 and caspase 9. Those apoptotic 

markers, as well as Bax/Bcl2 ratio, increased with aging and are related with NLRP3 activation. This 

inflammasome seemed to have a regulatory effect on the intrinsic apoptotic pathway, which depends on 

mitochondria cytochrome c release. Melatonin supplementation had an anti-apoptotic effect in both intrinsic and 

extrinsic apoptosis. (E) Nrf2-dependent antioxidant response: Nrf2 and pNrf2 (Ser40) were reduced with aging. 

This loss was linked to the decrease of the cytoprotective enzyme transcriptionally regulate by Nrf2: Hmox1, 

Nqo1 and γGclc. Melatonin recovered this antioxidant pathway. No changes in Keap1 were reported. Red-

purple arrow: impact of aging. Green-blue arrow: effect of melatonin treatment. 

 

 

Figure 44. Proposed mechanism of melatonin in mitochondria of NLRP3-/- mice during cardiac aging. 
Lack of NLRP3 inflammasome reduced mitochondria dysfunction. (A) Mitochondrial dynamics: the absence of 

NLRP3 prevented the decline in fusion (Mfn2 and Opa1) and fission proteins (Opa1) with aging. Melatonin 

treatment had no effect on these mice. (B) Autophagy (mitophagy): autophagic capacity was restored by NLRP3 

deficiency. Melatonin therapy had minimal impact on autophagic capacity. (C) Intrinsic and (D) extrinsic 

apoptosis: loss of NLRP3 had an anti-apoptotic effect in Bax/Blc2 ratio, but not in p53 or caspase 9. The 

ablation of this inflammasome could trigger extrinsic apoptosis mediated by TNF-α binding to death receptor. 

Melatonin supplementation had an anti-apoptotic effect in p53 and caspase 9. (E) Nrf2-dependent antioxidant 

response: lack of NLRP3 did not recover the decrease of this antioxidant pathway with aging. Only Nqo1 were 

not diminished in mutant mice. Melatonin improved this antioxidant pathway. No changes in Keap1 were 

reported. Red-purple arrow: impact of aging. Green-blue arrow: effect of melatonin treatment. 

Mitochondria fusion (Mfn2 and Opa1) and fission (Drp1) proteins decrease naturally with 

aging, as seen in WT mice (Figure 43 A). Findings in the literature link declines in regulatory proteins 

of mitochondrial dynamics and age-related development of CVD (Ahuja et al., 2013; Rosca and 
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Hoppel, 2010; Stotland and Gottlieb, 2016; Zhao et al., 2014). Cardiomyocytes of Mfn2-deficient 

mice showed cardiac hypertrophy (Papanicolaou et al., 2011). Low levels of Opa1 have been reported 

in failing human heart (Chen et al., 2009). Loss of Drp1 in adult mice results in lethal dilated 

cardiomyopathy (Song et al., 2015). Our study also concluded that the absence of NLRP3 prevented 

the decrease in fusion and fission processes associated with aging that were observed in WT mice 

(Figure 44 A). This cardioprotective effect observed in NLRP3-/- mice supports the existence of a close 

relationship between mitochondrial dynamics and inflammaging. Our results are in line with scientific 

evidence that connects impaired mitochondria dynamics, stimulation of innate immune response and 

inflammasome activation (Horng, 2014; Ichinohe et al., 2013; Park et al., 2015; Szabadkai et al., 2004; 

Wang et al., 2014; Yasukawa et al., 2009). On the other hand, melatonin’s mechanism of action in 

mitochondria dynamics and aging remains unclear. We indicate herein that melatonin promotes fusion 

by increasing the expression of the Mfn2 and Opa1 proteins in WT EA and OA mice (Figure 43 A). 

Most investigations support that this indolamine stimulates mitochondria fusion, contributing to the 

survival of cardiomyocytes and reducing mitochondria damage (Pei et al., 2016; Suwanjang et al., 

2016; Zhang et al., 2019b). Moreover, numerous studies remark a melatonin-induced reduction of 

mitochondria fission with stressful stimuli (Chuang et al., 2016; Parameyong et al., 2013, 2015; Xu et 

al., 2016), showing a protective effect in cardiac function against ischemia/reperfusion injury and post-

traumatic cardiac dysfunction in vitro and in vivo models, respectively (Ding et al., 2018a, 2018b; 

Zhou et al., 2017a). Conversely, we found that melatonin supplementation increased the levels of the 

Drp1 protein in EA and OA WT mice. Supporting our results, recent findings showed that 

increasement in Drp1 levels enhanced regulation of mitochondria homeostasis through mitophagy 

(Cho et al., 2019). Additionally, Drp1 overexpression in flies reversed age-related mitochondria 

dysfunction and age-onset pathologies (Rana et al., 2017). Taken together, our data suggests that 

melatonin enhances the response of mitochondria dynamics to maintain homeostasis during age-

related metabolic stressors like inflammasome activation. It should be noted melatonin did not trigger 

significant changes in EA and OA NLRP3-/- mice either (Figure 44 A). This effect of melatonin has 

previously been related to its cytoprotective activity, since its effect will be greater the more cellular 

damage there is, while in situations of low damage or physiological conditions its response is minimal 

(Acuña Castroviejo et al., 2011). 

The LC3II/LC3I ratio showed a significant decrease in autophagy in EA and OA WT mice 

compared to Y WT mice (Figure 43 B). Numerous findings indicate a loss of autophagy with aging in 

most organisms and tissues, including the heart (Cuervo, 2006; Rubinsztein et al., 2011; Shirakabe 

Akihiro et al., 2016; Zhou et al., 2017b). Changes in the expression of autophagic proteins such as 

Atg9, LAMP-1, and LC3II in aged mice and rats resulted in cardiac dysfunction (Hua et al., 2011; 

Taneike et al., 2010; Wohlgemuth et al., 2007). The consequent accumulation of altered organelles, 

mutated mtDNA, cristae disarray, and ROS, have been shown to propagate different age-related 
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cardiac pathologies (Boengler et al., 2009; Dai et al., 2014; Li et al., 2018) and produce risk-associated 

molecular pattern derived from mitochondria (DAMP) that activate NLRP3 inflammasome (Salminen 

et al., 2012a). Our results showed that the absence of NLRP3 prevented the drop in LC3II/LC3I ratio 

in mice during aging (Figure 44 B). Ablation of the NLRP3 inflammasome in old NLRP3-/- mice has 

been reported to improve the quality of autophagy by increasing the levels of ATG12, beclin 1 and 

LC3II and decreasing p62/SQSTM1 (Marín‐Aguilar et al., 2020). Several studies have demonstrated 

the protective influence of melatonin by both increasing and decreasing autophagic capacity, in 

response to sterile and non-sterile inflammation (Kang et al., 2016; Lin et al., 2016; Ma et al., 2018; 

San‐Miguel et al., 2015). Interestingly, in our results it is implied that melatonin had no effect on EA 

and OA WT mice compared to their corresponding controls (Figure 43 B). Similar results were 

obtained in the brain of SAMP8 mice, where melatonin did not cause changes in autophagy (Caballero 

et al., 2009). However, it is noteworthy that melatonin was able to increase autophagy of OA WT 

mice, thereby restoring levels like Y WT mice, but not in EA mice. This action suggests that 

melatonin and autophagy operate synergistically to increase cell survival, delay immunosenescence, 

and decrease oxidative stress. Thus, melatonin could act selectively, increasing autophagy only when 

antioxidant activity is severely impaired, or when sufficient loss of cellular homeostasis results in 

abnormal mitochondrial morphology and DR pathway activation (Houtkooper et al., 2013; Moore, 

2008; Sebastián et al., 2016). Melatonin did not cause significant changes in the LC3II/LC3I ratio in 

NLRP3-/- mice (Figure 44 B), possibly due to the protective effect resulting from ablation of the 

inflammasome. 

Apoptotic proteins p53 and caspase 9 were found to be increased in EA and OA vs Y mice in 

both WT and NLP3-/- mice (Figure 43 C, D, Figure 44 C, D). Oxidative stress that occurs during aging 

has been shown to induce apoptosis, mitochondria dysfunction in cardiomyocytes and ultimately heart 

failure (Aggarwal, 2000; D’Oria et al., 2020; Gustafsson and Gottlieb, 2003; Kannan and Jain, 2000). 

The Bax/Bcl2 ratio confirmed the increase in apoptosis with aging in WT mice. Interestingly, no 

changes were observed between ages in mutant mice. The ablation of NLRP3 had an anti-apoptotic 

protective effect during cardiac aging in Bax/Bcl2 ratio, but not in p53 or caspase 9. This finding 

suggests that NLRP3 is a direct regulator of the intrinsic apoptotic pathway in cardiac aging, which is 

dependent of the balance between Bax and Bcl2 and cytochrome c release (Figure 44 C). The absence 

of this inflammasome could trigger activation of extrinsic apoptosis with ligand-induced activation of 

several DRs since the participation of p53 and caspase 9 in this pathway has been reported in various 

tissues and cell models (D’Sa-Eipper et al., 2001; Haupt et al., 2003; McDonnell et al., 2003). In 

support of our hypothesis, recent studies revealed an increase in TNF-α in the serum of old NLRP3-/- 

mice compared to young mice (Cañadas-Lozano et al., 2020). This cytokine is linked to inflammaging 

(López-Otín et al., 2016) and induces extrinsic apoptotic pathway by binding to the cell DR TNFR1. 

On the other hand, findings have showed that caspase 8, which is key in extrinsic apoptosis, plays a 
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role in NLRP3 inflammasome priming and cytochrome c independent caspase 9 activation (Allam et 

al., 2014; McDonnell et al., 2008; Vince et al., 2018). Without NLRP3, cardiac aging-induced 

inflammation is favored and could start with extrinsic TNF-α apoptosis pathway preceding activation 

of caspase 8 which in turn activates caspase 9 (Figure 44 D). Further investigations centered of the 

impact of aging on the heart are required to elucidate the extent of the complex interactions between 

NLRP3 and apoptosis. In most cases, melatonin counteracted the high levels of p53 and caspase 9 

associated with aging in WT and mutant mice and Bax/Bcl2 ratio in WT. This anti-apoptotic effect of 

melatonin during cardiac aging was evident in both extrinsic and intrinsic pathways (Figure 43 C, D, 

Figure 44 C, D) and can be explained due to its ability to restore the redox potential of the 

mitochondria membrane and reduce oxidative stress. These actions increase ATP production and 

decrease MOMP following release of cytochrome c (Acuna-Castroviejo et al., 2007). 

Mitochondrial theory of aging (Harman, 1972; Miquel et al., 1980) postulates that an 

alteration in the redox state of the mitochondria, the main source of free radicals in the cell, causes 

oxidative damage that results in senescence, the primary driver of the aging process. In this sense, 

Nrf2 is defined as a ‘guardian of health span’ and a ‘master regulator of aging’ giving it enormous 

importance in the control of numerous antioxidant enzymes (Bruns et al., 2015; Lewis et al., 2010). It 

is well stablished that Nrf2 improves mitochondria function by balancing reduction and oxidation 

processes and influencing ATP production, membrane potential, fatty acid oxidation and structural 

integrity (Dinkova-Kostova and Abramov, 2015). However, changes in the levels of this protein 

during aging, as well as the antioxidant enzymes it regulates, have been the subject of debate in recent 

years. Controversial and even opposite results appear in many studies, which seem to depend on the 

species, strain, tissue, sex and experimental design. Our results in cardiac muscle indicate that 

cytosolic levels of Nrf2 and pNrf2 (Ser40) decrease with aging, both in WT and in NLRP3-/- mice at 

EA and OA (Figure 43 E, Figure 44 E). This may suggest translocation to the nucleus to activate 

transcription, to mediate age-related increases in ROS, decreasing cytosolic levels. The presence of 

pNrf2 in the cytosol could also be due to phosphorylation of Nrf2 by GSK-3β which translocates 

pNrf2 out of the nucleus (Tomobe et al., 2012). Our data agree with investigations showing that mice 

deficient in Nrf2 have a higher susceptibility to inflammation and oxidative stress (Ma et al., 2006). 

This alteration in the Nrf2 pathway is associated with CVDs (Howden, 2013; Reuland et al., 2013). 

Nrf2-/- mice were more prone to heart failure and their mortality increased ten days after suffering a 

myocardial infarction (Strom and Chen, 2017; Xu et al., 2014). Although most studies point to a 

decrease in Nrf2 in heart tissue with aging, the causes are unknown. Surprisingly, our results discarded 

Keap1 as the responsible of this declining since there were no changes in its levels between the 

different ages and experimental groups. In line with our findings, levels of Nrf2 and its mRNA were 

found to be reduced in the liver of 10-month-old SAMP8 mice compared to senescence-accelerated 

mouse resistant (SAMR)1 mice, while Keap1 mRNA and its protein levels remained unchanged with 
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age (Tomobe et al., 2012). The decrease in the antioxidant enzymes Hmox1, Nqo1 and γGclc during 

aging is possibly due to a less efficient Nrf2 signaling (Shih and Yen, 2007; Suh et al., 2004). Similar 

results using aortas of 24-month-old rats, whose Nrf2 levels were lower compared to 3-month-old 

young rats, resulted in a drop in the enzymes Hmox1, Nqo1 and γGclc (Ungvari et al., 2011a). 

However, the same group demonstrated that oxidative stress associated with aging did not induce 

significant changes in Nrf2 levels of carotid arteries in aged Rhesus macaques (20 years) compared to 

young individuals (10 years), and their respective antioxidant enzymes were not induced either 

(Ungvari et al., 2011b). Together, these data confirm that the expression of these antioxidant enzymes 

is linked to Nrf2. It also suggests the activation of this signaling pathway in the cardiovascular system 

during aging depends not only on the animal model but on the degree of oxidative stress as well. In 

this light, recent works described that there is a shift in Nrf2 target to Klf9 instead of Hmox1, Nqo1 

and γGclc at excessive oxidative damage (Chhunchha et al., 2019; Zucker et al., 2014). This could 

explain the fact that Hmox1 and γGclc were decreased to a greater degree than WT by showing 

decline in EA while WT decreased only at OA. Interestingly, Nqo1 expression levels were not reduced 

in NLRP3-/- mice but were still upregulated by melatonin supplementation. Several studies show that 

Nqo1 is the prototype gene target for Nrf2 activation. In BV2 cells after cerebral ischemia reperfusion, 

Nrf2 ROS response was linked to Nqo1 expression (Xu et al., 2018). This could illuminate the limited 

decrease in cytosolic Nqo1 by being preferentially targeted by the ever-shrinking pool of Nrf2 and 

pNrf2 as aging ensues. This study also proved that scavenging of ROS by Nqo1 restrained NLRP3 

inflammasome activation and IL-1β expression. Except for Keap1 expression levels, which remained 

unchanged during aging, treatment with melatonin counteracted the age-associated decline in 

expression of all the parameters of the Nrf2 signaling pathway, both in WT and NLRP3-/- mice (Figure 

43 E, Figure 44 E). Melatonin has been shown to have a protective effect on the mitochondria by 

acting as a powerful antioxidant in a direct way, as a scavenger of free radicals, detoxifying ROS and 

RNS, and indirectly, increasing the rest of the Nrf2-dependent and independent antioxidant systems 

(Rahim et al., 2021; Reiter et al., 2001; Rodriguez et al., 2004; Tomás-Zapico and Coto-Montes, 

2005).  

Studies in animal models confirm that the ultrastructure of cardiac mitochondria changes with 

aging (Corsetti et al., 2008). Our study supported these results. A small number of isolated 

mitochondria had damaged cristae in EA mice, and severe mitochondrial damage, with destroyed, 

separated, vacuolated and hypertrophied cristae in OA mice. This mitochondrial impairment was more 

remarkable in WT mice than in mutants. These findings reveal age-induced cellular senescence and 

mitochondrial dysfunction (Shigenaga et al., 1994), as well as the cardioprotective effect linked to the 

ablation of the NLRP3 inflammasome (Wang et al., 2018b). Melatonin treatment maintained normal 

mitochondrial ultrastructure in all experimental groups. Multivesicular bodies increased in treated OA 

NLRP3-/- mice, which indicate autophagy induction. These results, once again, highlight the protective 
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role of melatonin against age-mediated mitochondria impairment and its ability to restore altered 

autophagic processes during cardiac aging (Rodríguez et al., 2008). 

Various morphometric analyses show that the size and number of mitochondria per cell is 

impacted during cardiac aging (El’darov et al., 2015). Our results showed an increase in CSA and 

Feret’s diameter in the mitochondria of OA WT mice, accompanied by a decrease in number of 

mitochondria. This mitochondrial hypertrophy has been related to a systemic demand from overload 

stress on the heart (Dobaczewski et al., 2011; Hefti et al., 1997), and our results suggest that it could 

also be an adaptive mechanism to compensate for the decrease in the amount of this organelle. The 

ablation of the NLRP3 inflammasome reduced cardiac hypertrophy, as there were no changes in 

Feret's diameter with age and less significant increase in CSA and decline in mitochondria number. To 

our knowledge, this is the first time that these morphometrical parameters are studied specifically in 

IMF during cardiac aging using a mice model. In line to our findings, CSA of cardiomyocytes from 

the LV of male Fischer 344 rats increased with aging, while the number of cardiomyocytes decreased 

(No et al., 2020). In Wistar rats, mitochondria volume fraction and mean size both in left and right 

ventricle were decreased in 2 years old vs 6 weeks old animals (Frenzel and Feimann, 1984). Our 

results showed that melatonin significantly increased the number of mitochondria in WT and NLRP3-/- 

mice, with no effect on CSA or Feret’s diameter. It is possible that in this case two-months treatment 

is not enough to counter the age-related changes in CSA and Feret’s diameter in the heart, one of the 

most energy-demanding organs of our body (Neubauer, 2007). This ‘cardiac sarcopenia’ has hardly 

been investigated since most studies focus on skeletal muscle. Indeed, our group previously performed 

the same analyses in gastrocnemius and morphometric alterations were observed earlier, in EA mice 

and protected in NLRP3 deficient mice (Sayed et al., 2019b). Our findings suggest that cardiac muscle 

and its mitochondria are physiologically more protected from age-related sarcopenia than skeletal 

muscle. Its ability to make a metabolic switch in favor of glycolysis instead of fatty acid oxidation 

during aging (Hyyti et al., 2010; Kates et al., 2003), being one of the organs where the NLRP3 

inflammasome is expressed less (Huang et al., 2014; Ye et al., 2015), or the presence of resident 

macrophages with tissue protective function (Pinto et al., 2012) are some of many possible adaptations 

of the heart that could explain its greater resistance to sarcopenia. 
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CHAPTER 2: AGING AND CHRONODISRUPTION IN MOUSE 
CARDIAC TISSUE. EFFECT OF THE NLRP3 
INFLAMMASOME AND MELATONIN THERAPY 

The aging process leads to a chronic low-grade inflammatory environment that perpetuates 

innate immune response and is known as inflammaging (Ferrucci and Fabbri, 2018; Franceschi et al., 

2000). The aggregation of pro-inflammatory signals impairs clock genes expression in both central 

and peripheral tissues (Cavadini et al., 2007; Gast et al., 2012). One of the key components of 

circadian rhythm regulation is the pineal melatonin. It is known that both melatonin synthesis and its 

receptor’s expression decline with age (Waldhauser et al., 1998). Recent studies have shown the 

importance of clock gene regulation in maintaining cardiomyocyte function, growth, and renewal 

pathways as organisms age (Alibhai et al., 2017; Hergenhan et al., 2020). Our results clearly showed 

that not only does aging impact circadian gene expression in cardiac tissue, but melatonin treatment 

was also influential. Additionally, we found that, to a lesser extent, ablation of the NLRP3 

inflammasome altered daily expression patterns of all clock genes investigated, excepting Rev-erbα 

where no effect was observed with genotype. 

Interestingly, the role of Rev-erbα in the innate immune and, specifically, in the inflammatory 

response, has been a controversial topic in scientific research. On one hand, REV-ERBα exerts a pro-

inflammatory action by binding competitively with RORα to the same RORE in the promoter of 

Bmal1 (Acuña-Castroviejo et al., 2017). Among other processes, BMAL1 regulates Nampt expression, 

whose protein synthesizes NAD+, the cofactor of SIRT1. This deacetylase inactivates NF-κB, 

therefore controlling the inflammatory response. On the other hand, the anti-inflammatory effect of 

REV-ERBα has been well-stablished through the downregulation of the expression of NF-κB 

signaling and related genes, such as IL-6, IL-1β, IL-18, Tnf-α, Ccl2 and Nlrp3 (Griffin et al., 2019; 

Guo et al., 2019; Wang et al., 2018a; Zhao et al., 2019b). It has been proposed that the inflammatory 

action of REV-ERBα and the mechanisms of repressing transcription may be tissue-specific (Griffin et 

al., 2019; Wang et al., 2020). Most studies reveal a protective role of REV-ERBα in cardiac tissue by 

inhibiting the expression of factors determining atherosclerosis risk, including: apoCIII protein (Raspé 

et al., 2001), PPAR nuclear receptors (Fontaine and Staels, 2007), and plasminogen activator inhibitor 

(PAI-1) (Vaughan, 2005). REV-ERBα activation, as well as selective agonists for REV-ERBα, have 

been shown to ameliorate heart failure and myocardial infarction in mice by down-regulation of 

NLRP3 inflammasome activity (Reitz et al., 2019; Stujanna et al., 2017; Zhang et al., 2017). The 

molecular mechanism of this anti-inflammatory effect remains poorly understood in heart. Using heart 

tissue chromatin immunoprecipitation sequencing (ChIP-Seq), a recent study proposed that Rev-erbα 

can colocalize with others transcription factors and coordinate the repression at thousands of loci in 

the genome mediated by multiple transcription factors, preventing a pathogenic switch of gene 

program (Zhang et al., 2017). The mentioned investigations highlight the anti-inflammatory effect of 
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Rev-erbα mediated inflammasome suppression in moderating vascular inflammation. The age-related 

increase of NLRP3 inflammasome activation is well established, and recent studies show increased 

Rev-erbα in murine cardiac tissue with age (Volt et al., 2016). Given our results illustrate that loss of 

Nlrp3 did not alter the mRNA expression of Rev-erbα, this implies that while Rev-erbα can act 

directly on the inflammasome to suppress it, the presence of Nlrp3 does not appear to influence Rev-

erbα in murine cardiac tissue. 

The core components of circadian mechanism Clock and Bmal1 are vital determinant for 

cardiac physiology. Premature aging phenotype and age-associated cardiomyopathy is developed in 

global and cardiomyocyte-specific mutant mice for Clock and also for Bmal1 gene (Alibhai et al., 

2017; Bray et al., 2008; Ingle et al., 2015; Lefta et al., 2012; Young et al., 2014). Cosinor data reflects 

that rhythm of Clock and Bmal1 is not affected by aging. Some debate has been found regarding the 

rhythmicity of the gene Clock. Some authors exposed no rhythm of gene Clock in heart of young 

Balb/c mice (Bonaconsa et al., 2014). However, our findings are in line with those who showed Clock 

rhythmicity and same acrophase that Bmal1 in young age rodents (Herichová et al., 2007; Young et 

al., 2001). It should be noted that although the rhythm of gene Clock in heart was unaffected, the phase 

of the rhythms was delayed over 4 hours in WT EA and WT OA vs WT Y mice. Therefore, while 

peripheral oscillators may continue to function with rhythmic expression of core clock genes in heart, 

aging induced phase shifts and reorganization of rhythms in clock genes, as also observed in other 

peripheral tissues as kidney (Sellix et al., 2012; Yamazaki et al., 2002). Rhythms and acrophases of 

Bmal1 were very preserved at all ages. Similar results were found in human skin fibroblasts and 

cortical area, as well as in mice brain and liver (Lim et al., 2013; Oishi et al., 2011; Pagani et al., 

2011). This fact is extremely important for the maintenance of circadian rhythm in heart since Bmal1 

is the only obligate mammalian clock gene for rhythmicity (Bunger et al., 2000). Absence of Nlrp3 

preserved the acrophase in Clock and Bmal1 genes in almost all ages, indicating the influence of this 

inflammasome on the age-related shifts in the acrophases of these genes. Melatonin treatment 

corrected the alterations in the acrophases of the gene Clock, probably by counteracting the disruption 

of CLOCK/BMAL1/NF-κB/SIRT1 in aged mice and reducing the activation of NLRP3 inflammasome 

(Volt et al., 2016). 

Our results showed that Bmal1 is expressed in antiphase with Per2 gene in WT Y and EA, 

coinciding with prior studies in heart and other peripheral tissues like stomach and colon (Bonaconsa 

et al., 2014; Hoogerwerf et al., 2007). Acrophase time is maintained at the beginning of the dark phase 

(20-21 h), but rhythm is lost with aging in WT OA animals. Some findings reported no apparent 

changes in Per2 resulting from the course of aging (Oishi et al., 2011; Tahara et al., 2017). However, 

our data are in agreement with others that revealed consistent effects in the Per2 circadian pattern of 

aged animals (Chen et al., 2016; Driver, 2000; Kunieda et al., 2006; Zhao et al., 2018). Recent studies 

examining the role of Per2 in cardiac function are conflicting. Some authors found Per2-mutant mice 
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had less severe injury in ischemia/reperfusion and non-reperfused myocardial infarction than control 

mice (Virag and Murry, 2003; Virag et al., 2010). Conversely, it has been widely established the 

cardioprotective effect of Per2 as mediator of endothelial function, vascular senescence and 

angiogenesis (Eckle et al., 2012; Viswambharan et al., 2007; Wang et al., 2008). Melatonin restored 

the rhythm in WT OA mice and significantly advanced the acrophase in both WT EA and WT OA 

mice. The phase advance of Per2 in control and hypertensive rat hearts was previously described after 

melatonin administration in drinking water during the dark phase for 6 weeks (Zeman et al., 2009). 

Melatonin may have a protective effect in cardiac tissue by extending the period, whose length 

decreases as a result of aging (McAuley et al., 2002; Pittendrigh and Daan, 1974; Weitzman et al., 

1982; Witting et al., 1994). The shortening of circadian period has been linked to cardiomyopathies, 

fibrosis and decrease lifespan in vitro and in vivo experimental models (Klarsfeld and Rouyer, 1998; 

Krishnan et al., 2009, 2012; Martino et al., 2008; Pagani et al., 2011). Melatonin has been proposed to 

be a proteasome inhibitor in central and peripheral tissues, limiting the destruction of PER2 protein 

and therefore, increasing period length by advancing the phase (Vriend and Reiter, 2015). The 

contribution of this gene in immunity seems to be complex. Absence of Per2 in mice reduced IL-1β 

and INFγ in sepsis, but it is also able to promote inflammation by reducing the activity of BMAL1 and 

REV-ERBα (Liu et al., 2006; Preitner et al., 2002). Inflammation, and especially IL-1β, disrupts the 

circadian rhythm of Per2 in peripheral tissues (Yuan et al., 2019). Absence of NLRP3 maintained the 

rhythm in OA mice, possibly because this cytokine remains inactive without the action of this 

inflammasome. Unexpectedly, the acrophase of mutant mice remained constant with age and 

melatonin treatment. Interestingly, this acrophase was notably different from WT. The aged-associated 

increase of NLRP3 may cause this loss of rhythm in WT mice. The fact that acrophase was modified 

in the complete absence of this inflammasome suggests that NLRP3 may influence Per2 acrophase. 

Therefore, basal levels of NLRP3 could be necessary for maintaining Per2 rhythm. Similar findings 

were described regarding NF-κB (Hong et al., 2018). 

As Per2 gene, acrophase of Chrono occurred at 20 h in WT Y mice, being both genes 

repressor of the positive loop Clock/Bmal1 and in antiphase with Bmal1, as previously described in 

SCN and other peripheral tissues (Goriki et al., 2014; Hatanaka et al., 2010). However, unlike Per2, 

the acrophase and rhythmicity of Chrono remained constant with aging and with melatonin therapy in 

WT mice. These data suggest that Chrono is an evolutionarily highly preserved gene. As a matter of 

fact, Chrono is known to be the gene that is rhythmically expressed in the largest number of tissues in 

diurnal primates (Mure et al., 2018). Lack of NLRP3 had no impact on rhythm and acrophase of 

Chrono, which were similar to WT observations. This data implies that, contrary to Per2, Nlrp3 

expression does not influence Chrono circadian activity. Overall, mechanisms of action and regulation 

of Per2 and Chrono seem to be different. This result is in line with recent discoveries that found Per2 
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and Chrono to bind Bmal1 N and C-terminus, respectively, and function distinctly as repressors in the 

mammalian circadian clock (Langmesser et al., 2008; Yang et al., 2020). 

Rhythm and acrophase of Rev-erbα placed over 17 h persisted in the aged heart of WT mice, 

as formerly described in cardiac tissue of young and old mice (Bonaconsa et al., 2014), and young 

Winstar rats (Herichová et al., 2014; Szántóová et al., 2011), others peripheral tissues like mice small 

intestine and colon (Duez and Staels, 2008; Paulose et al., 2019), as well as experiments performed in 

vitro with young rat cardiomyocytes (Peliciari-Garcia et al., 2011). Melatonin treatment induced a 

phase advance of Rev-erbα in both WT EA and OA mice. The same phenomenon was observed in rat 

SCN (Masson-Pévet, 2007) but not in rat cardiomyocytes (Peliciari-Garcia et al., 2011). Although 

there is variation in the dosages and administration of melatonin, and experimental model across 

studies (Baburski et al., 2015), our results propose that the chronobiotic effect of melatonin may rely 

on Rev-erbα as an initial molecular target (Fontaine and Staels, 2007). There were no significant 

differences between NLRP3 deficient and WT mice regarding acrophase of Rev-erbα, which agrees 

with our previous comments regarding lack of effect of genotype in mRNA Rev-erbα expression. 

Aging seemed to cause phase advance in mutant mice like what is observed in WT melatonin treated 

mice. Additionally, melatonin had little impact on acrophase of NLRP3-/- mice. Based on these 

findings it appears that the therapeutic effect of melatonin on Rev-erbα acrophase is mimicked in the 

NLRP3 knock-out mice, corroborating that some protective effects of melatonin in WT cardiac tissue 

are dependent on suppression of NLRP3 inflammasome activation (Volt et al., 2016). 

Rorα rhythm disappeared in heart of WT EA and WT OA mice. Conversely, neither rhythm 

nor systematic changes were found in Rorα expression of gastrointestinal tissues with aging (Paulose 

et al., 2019). Studies related to the age-associated changes in Rorα are very limited, but these 

discoveries imply there is a tissue-specific function, being this gene a molecular link between 

circadian rhythm and cardiac homeostasis (He et al., 2016a). Mice with a loss-of-function mutation in 

RORα (Rora
sg/sg) have impairments in the circadian oscillator and develop severe cardiomyopathies. 

Pharmacological activation of RORα ameliorated the deleterious cardiac changes and strengthened 

circadian oscillations (He et al., 2016b; Sato et al., 2004). In this sense, melatonin recovered the 

rhythm in WT EA and OA animals and, interestingly, advanced the phase of Rorα to be an hour or two 

before Bmal1 acrophase, possibly enhancing its anti-inflammatory action during aging, as also 

observed in cardiac sepsis mice model (Volt et al., 2016). RORα is a known activator of the 

BMAL1/NAD+/SIRT1 anti-inflammatory pathway. Bmal1 transcription increased the expression of 

Nampt gene and consequently NAD+ levels, which is the substrate for SIRT1 deacetylase activity that 

inhibits p65 subunit of NF-κB (Donmez and Guarente, 2010; Yeung et al., 2004). Melatonin seems to 

modulate age-related inflammatory response through RORα. Although it remains a matter of debate 

whether RORα is a melatonin receptor, an increasing body of evidence suggests that RORα is essential 

as a mediator of some of the biological effect of melatonin, including the inhibition of the innate 
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immune response during chronic inflammation (Acuña-Castroviejo et al., 2017; Ding et al., 2019; 

García et al., 2015). RORα is known to induce the transcription of inhibitor of NF-κB (IκB) and

inhibits the nuclear translocation of NF-κB. Lack of NLRP3 shifted the phase at 18 h in Y mice with

less rhythmicity compared to WT Y animals. The chronodisruption has been previously observed in 

mutant mice (Acuña-Castroviejo et al., 2017), indicating that NLRP3 may have a role in maintaining 

circadian rhythm in heart. As in WT, rhythm was lost in NLRP3-/- EA and OA animals, and restored 

by melatonin, placing the acrophase respectively at 13 h and 11h, approaching WT Y mice phase. 

Melatonin was able to reestablish Rorα rhythm and advance acrophase to a similar degree in both 

strains of mice independent of NLRP3 inflammasome expression. These data could be due to the fact 

that there are no changes in Nampt and Sirt1 expression in mutant mice (Rahim et al., 2017), limiting 

the activation of Rorα in Y mice. Taken together, these findings suggest that Rorα rhythm and 

acrophase are influenced by melatonin and NLRP3 inflammasome.  

Lower amplitude has been linked with an augmented risk of CVD, and diminished mesor has 

been associated with a higher risk of coronary heart disease (Paudel et al., 2011). Circadian changes 

related to aging include the reduction of the amplitude in both central and peripheral tissues of 

mammals and Drosophila melanogaster (Chen et al., 2016; Nakamura et al., 2015; Rakshit et al., 

2012; Roenneberg et al., 2007). However, a significant number of other studies showed no apparent 

effect of aging regarding these circadian parameters (Oishi et al., 2011; Pagani et al., 2011; Solanas et 

al., 2017; Yamaguchi et al., 2018). Our results suggest that aging, lack of NLRP3 inflammasome and 

melatonin treatment had low influence in the amplitude of clock genes in heart. Instead, mesor tended 

to decline with aging, and NLRP3 absence and melatonin did not restore this dampening. Contrary to 

our findings, Bonaconsa et al. found a tendency towards amplitude decrease and preservation of mesor 

in aged heart (Bonaconsa et al., 2014). Controversial results regarding amplitude have been also 

observed in rodent SCN and also in human leukocytes, mucosa and heart, cardiac tissue being the one 

with the widest range of amplitudes (Banks et al., 2016; Leibetseder et al., 2009). The intense 

metabolism and low rate of differentiation of myocardial cells were proposed by authors as a possible 

explanation of these results. Still, the exact reasons for these discrepancies in clock-gene amplitudes 

and mesor remain to be elucidated (Okamura, 2004; Tsinkalovsky et al., 2007). 
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CHAPTER 3: NLRP3 INFLAMMASOME DELETION AND / 
WITH MELATONIN SUPPLEMENTATION MITIGATE AGE-
DEPENDENT MORPHOLOGICAL AND ULTRASTRUCTURAL 
ALTERATIONS IN MURINE HEART 

This study describes for the first time the contribution of NLRP3 inflammasome to heart 

deterioration during aging. The NLRP3 inflammasome plays an essential role in the pathogenesis of 

various CVDs such as hypertension, atherosclerosis and myocardial infarction (Liu et al., 2018; Toldo 

and Abbate, 2018). To better understand the role of NLRP3 in cardiac aging and age-related cardiac 

sarcopenia, we examined the LV of differentially aged WT and NLRP3-/- mice. As observed here, the 

deletion of the NLRP3 inflammasome resulted in a better cardiac architecture with no age-associated 

changes in the EA mice, and with less necrotic and fibrotic changes in the OA animals when compared 

to WT mice. A recent study performed on NLRP3-knockout mice revealed a significant increase of 

heart weight / body weight ratio in the old WT mice, while non-significant increase were detected in 

old NLRP3-/- mice (Marín-Aguilar et al., 2020); however, the ratio of heart weight to body weight 

observed here reported an age-mediated reduction, confirmed previous findings reported elsewhere 

(Boyle et al., 2011), and this decline was higher in the OA WT mice than in OA NLRP3-/-. 

The reduction of heart weight to body weight ratio during aging was associated with a decline 

in cardiac fiber numbers, increased left ventricular wall thickness and an enhanced compensated 

cardiomyocyte hypertrophy of the remaining fibers with increased β-MHC mRNA expression. These 

alterations were less prominent in NLRP3-/- mice than in WT. Increased cardiomyocyte transverse CSA 

was reported in aged WT mice unlike NLRP3-/- (Marín‐Aguilar et al., 2020). Our previous study in 

gastrocnemius muscle confirmed these results, where lack of NLRP3 inflammasome showed lower 

muscular decline and reduced collagen fibers in aged NLRP3-/- mice when compared with aged WT 

mice (Sayed et al., 2019b). The increased expression level of β-MHC during cardiac aging has been 

reported (Carnes et al., 2004). Other study suggested that β-MHC expression during aging is a marker 

of fibrosis rather than of cellular hypertrophy (Pandya et al., 2006).  

Recently, a study revealed increased mass and collagen level of the LV, as well as the 

thickness of the septal wall in aged mice, associated with increased expressions of IL-1α, IL-6 and 

TNF-α, suggesting that cardiac structural and functional changes with age are closely graded with 

frailty and inflammation markers (Kane et al., 2021). NLRP3 inflammasome-related inflammaging has 

been reported to be activated during the aging phenomenon in many tissues and organs including heart 

(Liu et al., 2018; McBride et al., 2017). Pro-inflammatory cytokines induced through age-dependent 

inflammasome activation promote muscle tissue wasting and atrophy, whilst lack of NLRP3 protects 

against these inflammatory proceedings (Huang et al., 2017). The induction of fibrosis and IL-1α and

IL-6 inflammatory cytokine genes observed here were less remarkable in the NLRP3-/- mice. Lately, 
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interstitial and perivascular cardiac fibrosis was described in aged WT mice, with non-significant 

changes in aged NLRP3-/- mice, where increased IL-6 serum and protein levels in the cardiac tissues of 

old WT and NLRP3-/- mice were observed (Marín-Aguilar et al., 2020). Therefore, the reduction of 

collagenous tissue infiltrations in the aged myocardium of NLRP3-/- mice assured the attenuation of 

fibrosis upon NLRP3 depletion (Kane et al., 2021). 

Mitochondria play critical roles in cellular life and death, as it is important for maintaining 

cellular homeostasis, thus mitochondrial dysfunction with aging has been implicated in the 

deterioration in structure and function of skeletal and cardiac muscles (Hepple, 2016). The correlation 

between mitochondrial function and cardiovascular health was recently investigated, where lower 

mitochondrial oxidative capacity in aged individuals was associated with a positive previous history of 

CVD (Zampino et al., 2021). Furthermore, poorer mitochondrial function was recently proposed as a 

potential contributor of increased perceived fatigability (Liu et al., 2021). The current study 

demonstrated by electron microscopy that cardiac muscle aging is associated with an assortment of 

ultrastructural alterations, including mitochondrial swelling, cristae destruction and matrix 

vacuolization, increased lipid accumulation, and a decline in mitochondrial number. These 

observations of the mitochondrial ultrastructural alterations have been proposed as an indicator of 

cellular senescence and age-dependent loss of mitochondrial functions (Leonardo-Mendonça et al., 

2017; Zhang et al., 2018), and were less considerable in aged cardiomyocytes of NLRP3-/- mice than 

WT (Marín-Aguilar et al., 2020). Our data confirm our previous findings in the skeletal muscle, where 

the lack of NLRP3 inflammasome reduced mitochondrial impairment during aging (Sayed et al., 

2019b), and supporting the role of the NLRP3 inflammasome inhibition in prevention of cardiac aging 

(Marín‐Aguilar et al., 2020).  

Aging of cardiomyocytes was associated with formation of autophagosomes, which were more 

pronounced in aged cardiomyocytes of WT mice than NLRP3-/-. Many studies have suggested the 

involvement of autophagy in the regulation of lifespan and aging (Madeo et al., 2015). It plays an 

essential role in mitigation of age-associated cardiac changes (Shirakabe Akihiro et al., 2016). The 

age-dependent decline of autophagy in the heart (Taneike et al., 2010) enhances impairments in 

cellular housekeeping functions that induce NF-κB signaling which, either directly or through 

inflammasomes, stimulates age-related pro-inflammatory events (Salminen et al., 2012b). Moreover, 

aging diminishes the autophagic/mitophagic capacity and leads to an accumulation of ROS, triggering 

activation of the NLRP3 inflammasome and induces inflammation in various tissues (Kane et al., 

2021; Salminen et al., 2012b), while absence of NLRP3 improves mitochondrial dysfunction. 

Therefore, our results revealed reduction of autophagosome number and size in aged cardiac muscles 

of NLRP3-/- mice, confirming the beneficial effect of NLRP3 inhibition in improvement of autophagy 

quality during cardiac aging (Marín‐Aguilar et al., 2020). Our previous study revealed that loss of 

NLRP3 had few impacts on age-dependent cardiac autophagic changes (Fernández-Ortiz et al., 2020). 
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A recent study confirmed the beneficial effect of NLRP3 inhibition via enhancing autophagy in aged 

mice. Moreover, this latter study proposed the impact of NLRP3 suppression on improving human 

health and age-dependent metabolic syndrome (Marín-Aguilar et al., 2020). 

Aging of cardiac muscle fibers was associated with increased nuclear apoptosis, being more 

pronounced in cardiac myocytes of WT mice than NLRP3-/- ones. Apoptosis displays a key role in the 

muscular loss, where it has been defined in muscular denervation (Borisov and Carlson, 2000), as well 

as in chronic heart failure (Adams et al., 1999). It is an active process causing designed cellular death, 

and is associated with removal of apoptotic bodies without inflammation through phagocytosis of 

these bodies by surrounding cells or macrophages (Pollack and Leeuwenburgh, 2001). An increase in 

apoptosis and necrosis was previously observed in the myocardium of old animals (Kajstura et al., 

1996). Our recent study detected less cardiac apoptosis during aging in the absence of NLRP3 

(Fernández-Ortiz et al., 2020). 

Besides its chronobiotic properties due to the low-level circadian release of melatonin by the 

pineal gland, melatonin is also produced in most organs and tissues of the body (Venegas et al., 2012). 

The so-called extrapineal melatonin exerts profound antioxidant and anti-inflammatory actions due to 

high levels that reach the cells. Recently, it has been showed that mouse hearts produce high amounts 

of melatonin that contributes to cardiac protection (Acuña-Castroviejo et al., 2018; García et al., 

2015). Cardiac melatonin, however, decreases with age (Sanchez-Hidalgo et al., 2009), thus reducing 

this potential cardioprotective capacity.  Here, melatonin supplementation to mice prevented the 

progress of age-related cardiac sarcopenia, where melatonin conserved the normal architecture of 

cardiomyocytes with narrow interstitium, less fibrosis and absence of necrotic fibers. Moreover, 

melatonin treatment recovered the thickness of the ventricular wall, improved the heart weight / body 

weight ratio through restoration of cardiomyocyte number and minimizing muscle fiber hypertrophy 

(decreased β-MHC expression) and apoptosis in EA and OA animals. Furthermore, melatonin 

supplementation significantly decreased the expression of IL-1α and IL-6 in WT and NLRP3-/- mice, 

confirming the anti-oxidative, anti-apoptotic, and anti-inflammatory effects of melatonin (Acuña-

Castroviejo et al., 2014; Molpeceres et al., 2007). Melatonin administration was reported to inhibit 

cardiomyocyte apoptosis and improve organization of actin filaments, as well as maintain calcium 

homeostasis as protective mechanisms against myocardial reperfusion injury (Hu et al., 2018). The 

beneficial effects of melatonin treatment against age-related cardiac apoptosis and autophagic changes 

was more profound in NLRP3-/- mice than WT (Fernández-Ortiz et al., 2020). 

Mitochondria are the key intracellular target of melatonin, which reduces free radical 

formation, and boosts the ATP production in both normal and pathological conditions (Acuña 

Castroviejo et al., 2011; Escames et al., 2003; López et al., 2009; Martín et al., 2000a). Melatonin 

therapy protected the cardiac muscle fibers against the age-dependent mitochondrial damage. It 
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maintained the normal ultrastructure of cardiac myocytes, preserved the mitochondrial contents, 

reduced residual and multivesicular bodies, and also kept the integrity of the IMF mitochondrial 

number with aging. These preservative effects of melatonin were more detectable in NLRP3-/- mice 

than in WT (Fernández-Ortiz et al., 2020), confirming our previous findings where melatonin 

protected muscles from age-related sarcopenia-dependent mitochondrial damages. Furthermore, 

NLRP3 inflammasome deletion reduced these alterations and induced the protective effects of 

melatonin (Sayed et al., 2018, 2019b). All of these findings support the essential impact of melatonin 

on preventing mitochondrial dysfunction, reducing oxidative stress, and minimizing sarcopenic 

alterations in patients (Coto-Montes et al., 2016). 
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1. Our results clarify the impact of NLRP3 inflammasome in the mitochondria during aging because 

the lack of NLRP3 prevents mitochondrial dynamics and ultrastructural mitochondrial impairments. 

2. Similarly, melatonin treatment boosts the Nrf2-dependent antioxidant capacity of aged heart, 

making it able to improve mitochondrial structure. 

3. Aging affects clock genes expression in mouse heart. Our results support that age caused small 

phase changes in Clock, loss of rhythmicity in Per2 and Rorα, and a tendency towards dampening 

mesor. 

4. NLRP3 inflammasome impacts clock gene expression in cardiac tissue, except for Rev-erbα, which 

was not affected by mice genotype. NLRP3 inflammasome activity, which increases with age, 

influenced the acrophase of Clock, Per2 and Rorα, suggesting a negative impact in myocardial 

function. 

5. Melatonin therapy restored acrophases and rhythm in cardiac tissue, giving it clinical potential in 

preventing and treating chronopathologies including those dependending on myocardial dysfunction. 

6. Nevertheless, the changes in clock genes expression here reported support that the local 

chronobiotic system of the heart is highly protected from aging. 

7. NLRP3 is involved in age-dependent sarcopenia in cardiac muscle, since NLRP3-/- mice show less 

thickening of the ventricular wall, less fibrosis in aged myocardium, lower expression of inflammatory 

cytokines and less mitochondrial damage compared to wild type mice. 

8. Melatonin therapy prevents cardiac aging in a similar manner that the absence of NLRP3 

inflammasome, suggesting that the former counteracts the inflammatory effects of this inflammasome, 

a property further demonstrated in our previous studies. 

9. Overall, melatonin becomes an excellent cardioprotective agent against the deleterious effects of 

aging on mouse myocardial function. 

 

 

 

 

 

 

 



 

 
 

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

BIBLIOGRAPHY 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



  Bibliography 

~ 121 ~ 
 

Abdellatif, M., Sedej, S., Carmona-Gutierrez, 
D., Madeo, F., and Kroemer, G. (2018). 
Autophagy in Cardiovascular Aging. Circ Res 
123, 803–824. 

Acuña Castroviejo, D., López, L.C., Escames, 
G., López, A., García, J.A., and Reiter, R.J. 
(2011). Melatonin-mitochondria interplay in 
health and disease. Curr Top Med Chem 11, 
221–240. 

Acuña-Castroviejo, D., Reiter, R.J., 
Menéndez-Peláez, A., Pablos, M.I., and 
Burgos, A. (1994). Characterization of high-
affinity melatonin binding sites in purified cell 
nuclei of rat liver. J Pineal Res 16, 100–112. 

Acuña-Castroviejo, D., Escames, G., León, J., 
Carazo, A., and Khaldy, H. (2003). 
Mitochondrial regulation by melatonin and its 
metabolites. Adv Exp Med Biol 527, 549–557. 

Acuna-Castroviejo, D., Escames, G., 
Rodriguez, M.I., and Lopez, L.C. (2007). 
Melatonin role in the mitochondrial function. 
Front Biosci 12, 947–963. 

Acuña-Castroviejo, D., Escames, G., Venegas, 
C., Díaz-Casado, M.E., Lima-Cabello, E., 
López, L.C., Rosales-Corral, S., Tan, D.-X., 
and Reiter, R.J. (2014). Extrapineal melatonin: 
sources, regulation, and potential functions. 
Cell Mol Life Sci 71, 2997–3025. 

Acuña-Castroviejo, D., Rahim, I., Acuña-
Fernández, C., Fernández-Ortiz, M., Solera-
Marín, J., Sayed, R.K.A., Díaz-Casado, M.E., 
Rusanova, I., López, L.C., and Escames, G. 
(2017). Melatonin, clock genes and 
mitochondria in sepsis. Cell Mol Life Sci 74, 
3965–3987. 

Acuña-Castroviejo, D., Noguiera-Navarro, 
M.T., Reiter, R.J., and Escames, G. (2018). 
Melatonin actions in the heart; more than a 
hormone. Melatonin Research 1, 21–26. 

Acuña-Fernández, C., Marín, J.S., Díaz-
Casado, M.E., Rusanova, I., Darias-Delbey, B., 
Pérez-Guillama, L., Florido-Ruiz, J., and 

Acuña-Castroviejo, D. (2020). Daily Changes 
in the Expression of Clock Genes in Sepsis and 
Their Relation with Sepsis Outcome and 
Urinary Excretion of 6-Sulfatoximelatonin. 
Shock 53, 550–559. 

Adams, V., Jiang, H., Yu, J., Möbius-Winkler, 
S., Fiehn, E., Linke, A., Weigl, C., Schuler, G., 
and Hambrecht, R. (1999). Apoptosis in 
skeletal myocytes of patients with chronic 
heart failure is associated with exercise 
intolerance. J Am Coll Cardiol 33, 959–965. 

Aggarwal, B.B. (2000). Apoptosis and nuclear 
factor-κb: a tale of association and 
dissociation. Biochemical Pharmacology 60, 
1033–1039. 

Agostini, L., Martinon, F., Burns, K., 
McDermott, M.F., Hawkins, P.N., and 
Tschopp, J. (2004). NALP3 forms an IL-1beta-
processing inflammasome with increased 
activity in Muckle-Wells autoinflammatory 
disorder. Immunity 20, 319–325. 

Ahuja, P., Wanagat, J., Wang, Z., Wang, Y., 
Liem, D.A., Ping, P., Antoshechkin, I.A., 
Margulies, K.B., and Maclellan, W.R. (2013). 
Divergent mitochondrial biogenesis responses 
in human cardiomyopathy. Circulation 127, 
1957–1967. 

Alers, S., Löffler, A.S., Wesselborg, S., and 
Stork, B. (2012). Role of AMPK-mTOR-
Ulk1/2 in the regulation of autophagy: cross 
talk, shortcuts, and feedbacks. Mol Cell Biol 
32, 2–11. 

Alibhai, F.J., LaMarre, J., Reitz, C.J., 
Tsimakouridze, E.V., Kroetsch, J.T., Bolz, S.-
S., Shulman, A., Steinberg, S., Burris, T.P., 
Oudit, G.Y., et al. (2017). Disrupting the key 
circadian regulator CLOCK leads to age-
dependent cardiovascular disease. Journal of 
Molecular and Cellular Cardiology 105, 24–

37. 

Allam, R., Lawlor, K.E., Yu, E.C.-W., 
Mildenhall, A.L., Moujalled, D.M., Lewis, 
R.S., Ke, F., Mason, K.D., White, M.J., Stacey, 



Marisol Fernández Ortiz 
 

~ 122 ~ 
 

K.J., et al. (2014). Mitochondrial apoptosis is 
dispensable for NLRP3 inflammasome 
activation but non-apoptotic caspase-8 is 
required for inflammasome priming. EMBO 
Reports 15, 982–990. 

Allsopp, R.C., Vaziri, H., Patterson, C., 
Goldstein, S., Younglai, E.V., Futcher, A.B., 
Greider, C.W., and Harley, C.B. (1992). 
Telomere length predicts replicative capacity 
of human fibroblasts. PNAS 89, 10114–10118. 

Andriani, G.A., Almeida, V.P., Faggioli, F., 
Mauro, M., Tsai, W.L., Santambrogio, L., 
Maslov, A., Gadina, M., Campisi, J., Vijg, J., 
et al. (2016). Whole Chromosome Instability 
induces senescence and promotes SASP. 
Scientific Reports 6, 35218. 

Anton, S., and Leeuwenburgh, C. (2013). 
Fasting or caloric restriction for healthy aging. 
Exp Gerontol 48, 1003–1005. 

Arellanes-Licea, E., Caldelas, I., De Ita-Pérez, 
D., and Díaz-Muñoz, M. (2014). The circadian 
timing system: a recent addition in the 
physiological mechanisms underlying 
pathological and aging processes. Aging Dis 5, 
406–418. 

Arendt, J. (2006). Melatonin and Human 
Rhythms. Chronobiology International 23, 21–

37. 

Armanios, M., and Blackburn, E.H. (2012). 
The telomere syndromes. Nat Rev Genet 13, 
693–704. 

Baburski, A.Z., Sokanovic, S.J., Janjic, M.M., 
Stojkov-Mimic, N.J., Bjelic, M.M., Andric, 
S.A., and Kostic, T.S. (2015). Melatonin 
replacement restores the circadian behavior in 
adult rat Leydig cells after pinealectomy. Mol 
Cell Endocrinol 413, 26–35. 

Baker, D.J., and Petersen, R.C. (2018). 
Cellular senescence in brain aging and 
neurodegenerative diseases: evidence and 
perspectives. J Clin Invest 128, 1208–1216. 

Banks, G., Nolan, P.M., and Peirson, S.N. 
(2016). Reciprocal interactions between 
circadian clocks and aging. Mamm Genome 
27, 332–340. 

Barker, D.J.P., Osmond, C., Winter, P.D., 
Margetts, B., and Simmonds, S.J. (1989). 
WEIGHT IN INFANCY AND DEATH 
FROM ISCHAEMIC HEART DISEASE. The 
Lancet 334, 577–580. 

Bauernfeind, F., Ablasser, A., Bartok, E., Kim, 
S., Schmid-Burgk, J., Cavlar, T., and Hornung, 
V. (2011). Inflammasomes: current 
understanding and open questions. Cell Mol 
Life Sci 68, 765–783. 

Baylis, D., Bartlett, D.B., Patel, H.P., and 
Roberts, H.C. (2013). Understanding how we 
age: insights into inflammaging. Longev 
Healthspan 2, 8. 

Becker-André, M., Wiesenberg, I., Schaeren-
Wiemers, N., André, E., Missbach, M., Saurat, 
J.H., and Carlberg, C. (1994). Pineal gland 
hormone melatonin binds and activates an 
orphan of the nuclear receptor superfamily. J 
Biol Chem 269, 28531–28534. 

Benard, G., Faustin, B., Passerieux, E., 
Galinier, A., Rocher, C., Bellance, N., Delage, 
J.-P., Casteilla, L., Letellier, T., and Rossignol, 
R. (2006). Physiological diversity of 
mitochondrial oxidative phosphorylation. Am J 
Physiol Cell Physiol 291, C1172-1182. 

Bergmann, O., Bhardwaj, R.D., Bernard, S., 
Zdunek, S., Barnabé-Heider, F., Walsh, S., 
Zupicich, J., Alkass, K., Buchholz, B.A., 
Druid, H., et al. (2009). Evidence for 
Cardiomyocyte Renewal in Humans. Science 
324, 98–102. 

Bernal, G.M., Wahlstrom, J.S., Crawley, C.D., 
Cahill, K.E., Pytel, P., Liang, H., Kang, S., 
Weichselbaum, R.R., and Yamini, B. (2014). 
Loss of Nfkb1 leads to early onset aging. 
Aging (Albany NY) 6, 931–943. 



  Bibliography 

~ 123 ~ 
 

Bernardes de Jesus, B., Vera, E., 
Schneeberger, K., Tejera, A.M., Ayuso, E., 
Bosch, F., and Blasco, M.A. (2012). 
Telomerase gene therapy in adult and old mice 
delays aging and increases longevity without 
increasing cancer. EMBO Mol Med 4, 691–

704. 

Boengler, K., Schulz, R., and Heusch, G. 
(2009). Loss of cardioprotection with ageing. 
Cardiovasc Res 83, 247–261. 

Bonaconsa, M., Malpeli, G., Montaruli, A., 
Carandente, F., Grassi-Zucconi, G., and 
Bentivoglio, M. (2014). Differential 
modulation of clock gene expression in the 
suprachiasmatic nucleus, liver and heart of 
aged mice. Exp Gerontol 55, 70–79. 

Borisov, A.B., and Carlson, B.M. (2000). Cell 
death in denervated skeletal muscle is distinct 
from classical apoptosis. Anat Rec 258, 305–

318. 

Boyle, A.J., Shih, H., Hwang, J., Ye, J., Lee, 
B., Zhang, Y., Kwon, D., Jun, K., Zheng, D., 
Sievers, R., et al. (2011). Cardiomyopathy of 
aging in the mammalian heart is characterized 
by myocardial hypertrophy, fibrosis and a 
predisposition towards cardiomyocyte 
apoptosis and autophagy. Exp Gerontol 46, 
549–559. 

Bradford, M.M. (1976). A rapid and sensitive 
method for the quantitation of microgram 
quantities of protein utilizing the principle of 
protein-dye binding. Anal Biochem 72, 248–

254. 

Bratic, A., and Larsson, N.-G. (2013). The role 
of mitochondria in aging. J Clin Invest 123, 
951–957. 

Bray, M.S., Shaw, C.A., Moore, M.W.S., 
Garcia, R.A.P., Zanquetta, M.M., Durgan, D.J., 
Jeong, W.J., Tsai, J.-Y., Bugger, H., Zhang, 
D., et al. (2008). Disruption of the circadian 
clock within the cardiomyocyte influences 
myocardial contractile function, metabolism, 
and gene expression. American Journal of 

Physiology-Heart and Circulatory Physiology 
294, H1036–H1047. 

Brown, G.C., and Borutaite, V. (2002). Nitric 
oxide inhibition of mitochondrial respiration 
and its role in cell death. Free Radic Biol Med 
33, 1440–1450. 

Brown, T.M., Gias, C., Hatori, M., Keding, 
S.R., Semo, M., Coffey, P.J., Gigg, J., Piggins, 
H.D., Panda, S., and Lucas, R.J. (2010). 
Melanopsin contributions to irradiance coding 
in the thalamo-cortical visual system. PLoS 
Biol 8, e1000558. 

Brown David I. and Griendling Kathy K. 
(2015). Regulation of Signal Transduction by 
Reactive Oxygen Species in the 
Cardiovascular System. Circulation Research 
116, 531–549. 

Bruns, D.R., Drake, J.C., Biela, L.M., Peelor, 
F.F., Miller, B.F., and Hamilton, K.L. (2015). 
Nrf2 Signaling and the Slowed Aging 
Phenotype: Evidence from Long-Lived 
Models. Oxid Med Cell Longev 2015, 732596. 

Buford, T.W. (2017). (Dis)Trust your gut: the 
gut microbiome in age-related inflammation, 
health, and disease. Microbiome 5, 80. 

Bunger, M.K., Wilsbacher, L.D., Moran, S.M., 
Clendenin, C., Radcliffe, L.A., Hogenesch, 
J.B., Simon, M.C., Takahashi, J.S., and 
Bradfield, C.A. (2000). Mop3 is an essential 
component of the master circadian pacemaker 
in mammals. Cell 103, 1009–1017. 

Caballero, B., Vega-Naredo, I., Sierra, V., 
DeGonzalo-Calvo, D., Medrano-Campillo, P., 
Guerrero, J.M., Tolivia, D., Rodríguez-
Colunga, M.J., and Coto-Montes, A. (2009). 
Autophagy upregulation and loss of NF-
kappaB in oxidative stress-related 
immunodeficient SAMP8 mice. Mech Ageing 
Dev 130, 722–730. 

Cañadas-Lozano, D., Marín-Aguilar, F., 
Castejón-Vega, B., Ryffel, B., Navarro-Pando, 
J.M., Ruiz-Cabello, J., Alcocer-Gómez, E., 



Marisol Fernández Ortiz 
 

~ 124 ~ 
 

Bullón, P., and Cordero, M.D. (2020). 
Blockade of the NLRP3 inflammasome 
improves metabolic health and lifespan in 
obese mice. Geroscience 42, 715–725. 

Caramés, B., Olmer, M., Kiosses, W.B., and 
Lotz, M.K. (2015). The relationship of 
autophagy defects to cartilage damage during 
joint aging in a mouse model. Arthritis 
Rheumatol 67, 1568–1576. 

Cardinali, D.P., Esquifino, A.I., Srinivasan, V., 
and Pandi-Perumal, S.R. (2008). Melatonin 
and the Immune System in Aging. NIM 15, 
272–278. 

Carlberg, C., Hooft van Huijsduijnen, R., 
Staple, J.K., DeLamarter, J.F., and Becker-
André, M. (1994). RZRs, a new family of 
retinoid-related orphan receptors that function 
as both monomers and homodimers. Mol 
Endocrinol 8, 757–770. 

Carnes, C.A., Geisbuhler, T.P., and Reiser, P.J. 
(2004). Age-dependent changes in contraction 
and regional myocardial myosin heavy chain 
isoform expression in rats. J Appl Physiol 
(1985) 97, 446–453. 

Cavadini, G., Petrzilka, S., Kohler, P., Jud, C., 
Tobler, I., Birchler, T., and Fontana, A. (2007). 
TNF-alpha suppresses the expression of clock 
genes by interfering with E-box-mediated 
transcription. Proc Natl Acad Sci U S A 104, 
12843–12848. 

Cedikova, M., Pitule, P., Kripnerova, M., 
Markova, M., and Kuncova, J. (2016). 
Multiple roles of mitochondria in aging 
processes. Physiol Res 65, S519–S531. 

Cermakian, N., Westfall, S., and Kiessling, S. 
(2014). Circadian clocks and inflammation: 
reciprocal regulation and shared mediators. 
Arch Immunol Ther Exp (Warsz) 62, 303–318. 

Chen, C.-Y., Logan, R.W., Ma, T., Lewis, 
D.A., Tseng, G.C., Sibille, E., and McClung, 
C.A. (2016). Effects of aging on circadian 
patterns of gene expression in the human 

prefrontal cortex. Proc Natl Acad Sci U S A 
113, 206–211. 

Chen, L., Gong, Q., Stice, J.P., and Knowlton, 
A.A. (2009). Mitochondrial OPA1, apoptosis, 
and heart failure. Cardiovascular Research 84, 
91–99. 

Chen, Y., Liu, Y., and Dorn, G.W. (2011). 
Mitochondrial fusion is essential for organelle 
function and cardiac homeostasis. Circ Res 
109, 1327–1331. 

Chhunchha, B., Kubo, E., and Singh, D.P. 
(2019). Sulforaphane-Induced Klf9/Prdx6 Axis 
Acts as a Molecular Switch to Control Redox 
Signaling and Determines Fate of Cells. Cells 
8, 1159. 

Childs, B.G., Durik, M., Baker, D.J., and van 
Deursen, J.M. (2015). Cellular senescence in 
aging and age-related disease: from 
mechanisms to therapy. Nature Medicine 21, 
1424–1435. 

Childs, B.G., Gluscevic, M., Baker, D.J., 
Laberge, R.-M., Marquess, D., Dananberg, J., 
and van Deursen, J.M. (2017). Senescent cells: 
an emerging target for diseases of ageing. 
Nature Reviews Drug Discovery 16, 718–735. 

Chinnery, P.F. (2015). Mitochondrial disease 
in adults: what’s old and what’s new? EMBO 

Molecular Medicine 7, 1503–1512. 

Cho, H.M., Ryu, J.R., Jo, Y., Seo, T.W., Choi, 
Y.N., Kim, J.H., Chung, J.M., Cho, B., Kang, 
H.C., Yu, S.-W., et al. (2019). Drp1-Zip1 
Interaction Regulates Mitochondrial Quality 
Surveillance System. Mol Cell 73, 364-376.e8. 

Chondrogianni, N., Petropoulos, I., Franceschi, 
C., Friguet, B., and Gonos, E.S. (2000). 
Fibroblast cultures from healthy centenarians 
have an active proteasome. Exp Gerontol 35, 
721–728. 

Chondrogianni, N., Sakellari, M., Lefaki, M., 
Papaevgeniou, N., and Gonos, E.S. (2014). 
Proteasome activation delays aging in vitro and 
in vivo. Free Radic Biol Med 71, 303–320. 



  Bibliography 

~ 125 ~ 
 

Christian, F., Smith, E.L., and Carmody, R.J. 
(2016). The Regulation of NF-κB Subunits by 
Phosphorylation. Cells 5, 12. 

Chuang, J.-I., Pan, I.-L., Hsieh, C.-Y., Huang, 
C.-Y., Chen, P.-C., and Shin, J.W. (2016). 
Melatonin prevents the dynamin-related 
protein 1-dependent mitochondrial fission and 
oxidative insult in the cortical neurons after 1-
methyl-4-phenylpyridinium treatment. J Pineal 
Res 61, 230–240. 

Clark, A.R., Lubsen, N.H., and Slingsby, C. 
(2012). sHSP in the eye lens: crystallin 
mutations, cataract and proteostasis. Int J 
Biochem Cell Biol 44, 1687–1697. 

Conboy, I.M., and Rando, T.A. (2012). 
Heterochronic parabiosis for the study of the 
effects of aging on stem cells and their niches. 
Cell Cycle 11, 2260–2267. 

Corsetti, G., Pasini, E., D’Antona, G., Nisoli, 

E., Flati, V., Assanelli, D., Dioguardi, F.S., and 
Bianchi, R. (2008). Morphometric changes 
induced by amino acid supplementation in 
skeletal and cardiac muscles of old mice. Am J 
Cardiol 101, 26E-34E. 

Coto-Montes, A., Boga, J.A., Tan, D.X., and 
Reiter, R.J. (2016). Melatonin as a Potential 
Agent in the Treatment of Sarcopenia. Int J 
Mol Sci 17. 

Crespo, E., Macías, M., Pozo, D., Escames, G., 
Martín, M., Vives, F., Guerrero, J.M., and 
Acuña-Castroviejo, D. (1999). Melatonin 
inhibits expression of the inducible NO 
synthase II in liver and lung and prevents 
endotoxemia in lipopolysaccharide-induced 
multiple organ dysfunction syndrome in rats. 
FASEB J 13, 1537–1546. 

Cuervo, A.M. (2006). Autophagy in neurons: it 
is not all about food. Trends Mol Med 12, 
461–464. 

Cuervo, A.M., and Macian, F. (2014). 
Autophagy and the immune function in aging. 
Curr Opin Immunol 29, 97–104. 

Curtis, A.M., Bellet, M.M., Sassone-Corsi, P., 
and O’Neill, L.A.J. (2014). Circadian clock 

proteins and immunity. Immunity 40, 178–186. 

Cuzzocrea, S., and Reiter, R.J. (2002). 
Pharmacological actions of melatonin in acute 
and chronic inflammation. Curr Top Med 
Chem 2, 153–165. 

Dai, D.-F., Chiao, Y.A., Marcinek, D.J., Szeto, 
H.H., and Rabinovitch, P.S. (2014). 
Mitochondrial oxidative stress in aging and 
healthspan. Longevity & Healthspan 3, 6. 

Deeks, S.G. (2011). HIV Infection, 
Inflammation, Immunosenescence, and Aging. 
Annu. Rev. Med. 62, 141–155. 

Delerive, P., Monté, D., Dubois, G., Trottein, 
F., Fruchart-Najib, J., Mariani, J., Fruchart, 
J.C., and Staels, B. (2001). The orphan nuclear 
receptor ROR alpha is a negative regulator of 
the inflammatory response. EMBO Rep 2, 42–

48. 

Dibner, C., Schibler, U., and Albrecht, U. 
(2010). The Mammalian Circadian Timing 
System: Organization and Coordination of 
Central and Peripheral Clocks. Annu. Rev. 
Physiol. 72, 517–549. 

Dickens, L.S., Powley, I.R., Hughes, M.A., 
and MacFarlane, M. (2012). The 
“complexities” of life and death: death receptor 

signalling platforms. Exp Cell Res 318, 1269–

1277. 

Dimauro, I., Pearson, T., Caporossi, D., and 
Jackson, M.J. (2012). A simple protocol for the 
subcellular fractionation of skeletal muscle 
cells and tissue. BMC Research Notes 5, 513. 

Dimri, G.P. (2005). What has senescence got 
to do with cancer? Cancer Cell 7, 505–512. 

Ding, M., Ning, J., Feng, N., Li, Z., Liu, Z., 
Wang, Y., Wang, Y., Li, X., Huo, C., Jia, X., 
et al. (2018a). Dynamin-related protein 1-
mediated mitochondrial fission contributes to 
post-traumatic cardiac dysfunction in rats and 



Marisol Fernández Ortiz 
 

~ 126 ~ 
 

the protective effect of melatonin. Journal of 
Pineal Research 64, e12447. 

Ding, M., Feng, N., Tang, D., Feng, J., Li, Z., 
Jia, M., Liu, Z., Gu, X., Wang, Y., Fu, F., et al. 
(2018b). Melatonin prevents Drp1-mediated 
mitochondrial fission in diabetic hearts through 
SIRT1-PGC1α pathway. Journal of Pineal 
Research 65, e12491. 

Ding, S., Lin, N., Sheng, X., Zhao, Y., Su, Y., 
Xu, L., Tong, R., Yan, Y., Fu, Y., He, J., et al. 
(2019). Melatonin stabilizes rupture-prone 
vulnerable plaques via regulating macrophage 
polarization in a nuclear circadian receptor 
RORα-dependent manner. J Pineal Res 67, 
e12581. 

Dinkova-Kostova, A.T., and Abramov, A.Y. 
(2015). The emerging role of Nrf2 in 
mitochondrial function. Free Radical Biology 
and Medicine 88, 179–188. 

Dobaczewski, M., Chen, W., and 
Frangogiannis, N.G. (2011). Transforming 
growth factor (TGF)-β signaling in cardiac 
remodeling. Journal of Molecular and Cellular 
Cardiology 51, 600–606. 

Doerrier, C., García, J.A., Volt, H., Díaz-
Casado, M.E., Lima-Cabello, E., Ortiz, F., 
Luna-Sánchez, M., Escames, G., López, L.C., 
and Acuña-Castroviejo, D. (2015). 
Identification of mitochondrial deficits and 
melatonin targets in liver of septic mice by 
high-resolution respirometry. Life Sci 121, 
158–165. 

Donmez, G., and Guarente, L. (2010). Aging 
and disease: connections to sirtuins. Aging 
Cell 9, 285–290. 

D’Oria, R., Schipani, R., Leonardini, A., 

Natalicchio, A., Perrini, S., Cignarelli, A., 
Laviola, L., and Giorgino, F. (2020). The Role 
of Oxidative Stress in Cardiac Disease: From 
Physiological Response to Injury Factor. Oxid 
Med Cell Longev 2020, 5732956. 

Dostert, C., Pétrilli, V., Van Bruggen, R., 
Steele, C., Mossman, B.T., and Tschopp, J. 
(2008). Innate immune activation through 
Nalp3 inflammasome sensing of asbestos and 
silica. Science 320, 674–677. 

Drayton, D.L., Liao, S., Mounzer, R.H., and 
Ruddle, N.H. (2006). Lymphoid organ 
development: from ontogeny to neogenesis. 
Nat Immunol 7, 344–353. 

Driver, C. (2000). The circadian clock in old 
Drosophila melanogaster. Biogerontology 1, 
157–162. 

D’Sa-Eipper, C., Leonard, J.R., Putcha, G., 
Zheng, T.S., Flavell, R.A., Rakic, P., Kuida, 
K., and Roth, K.A. (2001). DNA damage-
induced neural precursor cell apoptosis 
requires p53 and caspase 9 but neither Bax nor 
caspase 3. Development 128, 137–146. 

Duez, H., and Staels, B. (2008). Rev-erb alpha 
gives a time cue to metabolism. FEBS Lett 
582, 19–25. 

Dunne, A. (2011). Inflammasome activation: 
from inflammatory disease to infection. 
Biochem Soc Trans 39, 669–673. 

Durgan, D.J., Tsai, J.-Y., Grenett, M.H., Pat, 
B.M., Ratcliffe, W.F., Villegas-Montoya, C., 
Garvey, M.E., Nagendran, J., Dyck, J.R.B., 
Bray, M.S., et al. (2011). Evidence suggesting 
that the cardiomyocyte circadian clock 
modulates responsiveness of the heart to 
hypertrophic stimuli in mice. Chronobiol Int 
28, 187–203. 

Durgan David J. and Young Martin E. (2010). 
The Cardiomyocyte Circadian Clock. 
Circulation Research 106, 647–658. 

Eckle, T., Hartmann, K., Bonney, S., Reithel, 
S., Mittelbronn, M., Walker, L.A., Lowes, 
B.D., Han, J., Borchers, C.H., Buttrick, P.M., 
et al. (2012). Adora2b-elicited Per2 
stabilization promotes a HIF-dependent 
metabolic switch crucial for myocardial 
adaptation to ischemia. Nat Med 18, 774–782. 



  Bibliography 

~ 127 ~ 
 

Eisenstein, M. (2014). Molecular biology: 
Remove, reuse, recycle. Nature 514, S2-4. 

El’darov, C.M., Vays, V.B., Vangeli, I.M., 
Kolosova, N.G., and Bakeeva, L.E. (2015). 
Morphometric Examination of Mitochondrial 
Ultrastructure in Aging Cardiomyocytes. 
Biochemistry (Mosc) 80, 604–609. 

Escames, G., León, J., Macías, M., Khaldy, H., 
and Acuña-Castroviejo, D. (2003). Melatonin 
counteracts lipopolysaccharide-induced 
expression and activity of mitochondrial nitric 
oxide synthase in rats. FASEB J 17, 932–934. 

Escames, G., López, L.C., García, J.A., 
García-Corzo, L., Ortiz, F., and Acuña-
Castroviejo, D. (2012). Mitochondrial DNA 
and inflammatory diseases. Hum Genet 131, 
161–173. 

Feldman, N., Rotter-Maskowitz, A., and Okun, 
E. (2015). DAMPs as mediators of sterile 
inflammation in aging-related pathologies. 
Ageing Research Reviews 24, 29–39. 

Fernández-Ortiz, M., Sayed, R.K.A., 
Fernández-Martínez, J., Cionfrini, A., Aranda-
Martínez, P., Escames, G., de Haro, T., and 
Acuña-Castroviejo, D. (2020). 
Melatonin/Nrf2/NLRP3 Connection in Mouse 
Heart Mitochondria during Aging. 
Antioxidants (Basel) 9. 

Ferrucci, L., and Fabbri, E. (2018). 
Inflammageing: chronic inflammation in 
ageing, cardiovascular disease, and frailty. Nat 
Rev Cardiol 15, 505–522. 

Firsov, D., and Bonny, O. (2018). Circadian 
rhythms and the kidney. Nature Reviews 
Nephrology 14, 626–635. 

Flajnik, M.F., and Kasahara, M. (2010). Origin 
and evolution of the adaptive immune system: 
genetic events and selective pressures. Nat Rev 
Genet 11, 47–59. 

Fontaine, C., and Staels, B. (2007). The orphan 
nuclear receptor Rev-erbalpha: a 
transcriptional link between circadian 

rhythmicity and cardiometabolic disease. Curr 
Opin Lipidol 18, 141–146. 

Fontana, L., Partridge, L., and Longo, V.D. 
(2010). Extending healthy life span--from 
yeast to humans. Science 328, 321–326. 

Forman, K., Vara, E., García, C., Kireev, R., 
Cuesta, S., Escames, G., and Tresguerres, J. a. 
F. (2011). Effect of a combined treatment with 
growth hormone and melatonin in the 
cardiological aging on male SAMP8 mice. J 
Gerontol A Biol Sci Med Sci 66, 823–834. 

Franceschi, C., and Campisi, J. (2014). 
Chronic Inflammation (Inflammaging) and Its 
Potential Contribution to Age-Associated 
Diseases. The Journals of Gerontology: Series 
A 69, S4–S9. 

Franceschi, C., Bonafè, M., Valensin, S., 
Olivieri, F., De Luca, M., Ottaviani, E., and De 
Benedictis, G. (2000). Inflamm-aging. An 
evolutionary perspective on 
immunosenescence. Ann N Y Acad Sci 908, 
244–254. 

Franceschi, C., Salvioli, S., Garagnani, P., de 
Eguileor, M., Monti, D., and Capri, M. (2017). 
Immunobiography and the Heterogeneity of 
Immune Responses in the Elderly: A Focus on 
Inflammaging and Trained Immunity. Front 
Immunol 8, 982. 

Franco, I., Johansson, A., Olsson, K., Vrtačnik, 

P., Lundin, P., Helgadottir, H.T., Larsson, M., 
Revêchon, G., Bosia, C., Pagnani, A., et al. 
(2018). Somatic mutagenesis in satellite cells 
associates with human skeletal muscle aging. 
Nat Commun 9, 800. 

Frenzel, H., and Feimann, J. (1984). Age-
dependent structural changes in the 
myocardium of rats. A quantitative light- and 
electron-microscopic study on the right and left 
chamber wall. Mech Ageing Dev 27, 29–41. 

Friedman, J.R., and Nunnari, J. (2014). 
Mitochondrial form and function. Nature 505, 
335–343. 



Marisol Fernández Ortiz 
 

~ 128 ~ 
 

Fu, Z., Jiao, Y., Wang, J., Zhang, Y., Shen, M., 
Reiter, R.J., Xi, Q., and Chen, Y. (2020). 
Cardioprotective Role of Melatonin in Acute 
Myocardial Infarction. Front. Physiol. 11. 

von Gall, C., Stehle, J.H., and Weaver, D.R. 
(2002). Mammalian melatonin receptors: 
molecular biology and signal transduction. Cell 
Tissue Res 309, 151–162. 

Gao, P., Gao, P., Choi, M., Chegireddy, K., 
Slivano, O.J., Zhao, J., Zhang, W., and Long, 
X. (2020). Transcriptome analysis of mouse 
aortae reveals multiple novel pathways 
regulated by aging. Aging (Albany NY) 12, 
15603–15623. 

García, J.A., Volt, H., Venegas, C., Doerrier, 
C., Escames, G., López, L.C., and Acuña-
Castroviejo, D. (2015). Disruption of the NF-
κB/NLRP3 connection by melatonin requires 
retinoid-related orphan receptor-α and blocks 
the septic response in mice. FASEB J 29, 
3863–3875. 

Garinis, G.A., van der Horst, G.T.J., Vijg, J., 
and Hoeijmakers, J.H.J. (2008). DNA damage 
and ageing: new-age ideas for an age-old 
problem. Nat Cell Biol 10, 1241–1247. 

Gast, H., Gordic, S., Petrzilka, S., Lopez, M., 
Müller, A., Gietl, A., Hock, C., Birchler, T., 
and Fontana, A. (2012). Transforming growth 
factor-beta inhibits the expression of clock 
genes. Annals of the New York Academy of 
Sciences 1261, 79–87. 

Girardot, F., Lasbleiz, C., Monnier, V., and 
Tricoire, H. (2006). Specific age-related 
signatures in Drosophila body parts 
transcriptome. BMC Genomics 7, 69. 

Glick, D., Barth, S., and Macleod, K.F. (2010). 
Autophagy: cellular and molecular 
mechanisms. J Pathol 221, 3–12. 

Global Health and Aging | International 
Federation on Ageing. (2019). 

Goldstein, S., and Merényi, G. (2008). The 
chemistry of peroxynitrite: implications for 

biological activity. Methods Enzymol 436, 49–

61. 

Goriki, A., Hatanaka, F., Myung, J., Kim, J.K., 
Yoritaka, T., Tanoue, S., Abe, T., Kiyonari, H., 
Fujimoto, K., Kato, Y., et al. (2014). A novel 
protein, CHRONO, functions as a core 
component of the mammalian circadian clock. 
PLoS Biol 12, e1001839. 

Green, D.R., and Kroemer, G. (2009). 
Cytoplasmic functions of the tumour 
suppressor p53. Nature 458, 1127–1130. 

Green, D.R., and Llambi, F. (2015). Cell Death 
Signaling. Cold Spring Harb Perspect Biol 7. 

Gregersen, P.K., Amos, C.I., Lee, A.T., Lu, Y., 
Remmers, E.F., Kastner, D.L., Seldin, M.F., 
Criswell, L.A., Plenge, R.M., Holers, V.M., et 
al. (2009). REL , encoding a member of the 
NF-κB family of transcription factors, is a 
newly defined risk locus for rheumatoid 
arthritis. Nature Genetics 41, 820–823. 

Gregor, M.F., and Hotamisligil, G.S. (2011). 
Inflammatory Mechanisms in Obesity. Annu. 
Rev. Immunol. 29, 415–445. 

Greider, C.W. (1998). Telomeres and 
senescence: The history, the experiment, the 
future. Current Biology 8, R178–R181. 

Griffin, P., Dimitry, J.M., Sheehan, P.W., 
Lananna, B.V., Guo, C., Robinette, M.L., 
Hayes, M.E., Cedeño, M.R., Nadarajah, C.J., 
Ezerskiy, L.A., et al. (2019). Circadian clock 
protein Rev-erbα regulates neuroinflammation. 
Proc Natl Acad Sci U S A 116, 5102–5107. 

Grimm, A., and Eckert, A. (2017). Brain aging 
and neurodegeneration: from a mitochondrial 
point of view. J Neurochem 143, 418–431. 

Grimm, A., Friedland, K., and Eckert, A. 
(2016). Mitochondrial dysfunction: the missing 
link between aging and sporadic Alzheimer’s 

disease. Biogerontology 17, 281–296. 

Gruber, R., Koch, H., Doll, B.A., Tegtmeier, 
F., Einhorn, T.A., and Hollinger, J.O. (2006). 



  Bibliography 

~ 129 ~ 
 

Fracture healing in the elderly patient. Exp 
Gerontol 41, 1080–1093. 

Guo, D.-K., Zhu, Y., Sun, H.-Y., Xu, X.-Y., 
Zhang, S., Hao, Z.-B., Wang, G.-H., Mu, C.-
C., and Ren, H.-G. (2019). Pharmacological 
activation of REV-ERBα represses LPS-
induced microglial activation through the NF-
κB pathway. Acta Pharmacol Sin 40, 26–34. 

Gustafsson, Å.B., and Gottlieb, R.A. (2003). 
Mechanisms of Apoptosis in the Heart. J Clin 
Immunol 23, 447–459. 

de Haan, G., and Lazare, S.S. (2018). Aging of 
hematopoietic stem cells. Blood 131, 479–487. 

Halberg, F. (1959). [Physiologic 24-hour 
periodicity; general and procedural 
considerations with reference to the adrenal 
cycle]. Int Z Vitaminforsch Beih 10, 225–296. 

Hardeland, R. (2008). Melatonin, hormone of 
darkness and more: occurrence, control 
mechanisms, actions and bioactive metabolites. 
Cell Mol Life Sci 65, 2001–2018. 

Hardeland, R. (2019). Aging, Melatonin, and 
the Pro- and Anti-Inflammatory Networks. Int 
J Mol Sci 20. 

Hardeland, R., and Poeggeler, B. (2003). Non-
vertebrate melatonin. J Pineal Res 34, 233–

241. 

Harman, D. (1956). Aging:  a theory based on 
free radical and radiation chemistry. J Gerontol 
11, 298–300. 

Harman, D. (1972). The biologic clock: the 
mitochondria? J Am Geriatr Soc 20, 145–147. 

Hastings, M.H., Maywood, E.S., and 
Brancaccio, M. (2018). Generation of circadian 
rhythms in the suprachiasmatic nucleus. Nat 
Rev Neurosci 19, 453–469. 

Hatanaka, F., Matsubara, C., Myung, J., 
Yoritaka, T., Kamimura, N., Tsutsumi, S., 
Kanai, A., Suzuki, Y., Sassone-Corsi, P., 
Aburatani, H., et al. (2010). Genome-wide 

profiling of the core clock protein BMAL1 
targets reveals a strict relationship with 
metabolism. Mol Cell Biol 30, 5636–5648. 

Haupt, S., Berger, M., Goldberg, Z., and 
Haupt, Y. (2003). Apoptosis - the p53 network. 
J Cell Sci 116, 4077–4085. 

Hayden, M.S., and Ghosh, S. (2008). Shared 
Principles in NF-κB Signaling. Cell 132, 344–

362. 

Hayes, J.D., and Dinkova-Kostova, A.T. 
(2014). The Nrf2 regulatory network provides 
an interface between redox and intermediary 
metabolism. Trends in Biochemical Sciences 
39, 199–218. 

He, B., Zhao, Y., Xu, L., Gao, L., Su, Y., Lin, 
N., and Pu, J. (2016a). The nuclear melatonin 
receptor RORα is a novel endogenous defender 
against myocardial ischemia/reperfusion 
injury. J Pineal Res 60, 313–326. 

He, B., Nohara, K., Park, N., Park, Y.-S., 
Guillory, B., Zhao, Z., Garcia, J.M., Koike, N., 
Lee, C.C., Takahashi, J.S., et al. (2016b). The 
Small Molecule Nobiletin Targets the 
Molecular Oscillator to Enhance Circadian 
Rhythms and Protect against Metabolic 
Syndrome. Cell Metab 23, 610–621. 

Hefti, M.A., Harder, B.A., Eppenberger, H.M., 
and Schaub, M.C. (1997). Signaling Pathways 
in Cardiac Myocyte Hypertrophy. Journal of 
Molecular and Cellular Cardiology 29, 2873–

2892. 

Hepple, R.T. (2016). Impact of aging on 
mitochondrial function in cardiac and skeletal 
muscle. Free Radic Biol Med 98, 177–186. 

Hergenhan, S., Holtkamp, S., and 
Scheiermann, C. (2020). Molecular 
Interactions Between Components of the 
Circadian Clock and the Immune System. 
Journal of Molecular Biology 432, 3700–3713. 

Herichová, I., Mravec, B., Stebelová, K., 
Krizanová, O., Jurkovicová, D., Kvetnanský, 
R., and Zeman, M. (2007). Rhythmic clock 



Marisol Fernández Ortiz 
 

~ 130 ~ 
 

gene expression in heart, kidney and some 
brain nuclei involved in blood pressure control 
in hypertensive TGR(mREN-2)27 rats. Mol 
Cell Biochem 296, 25–34. 

Herichová, I., Ambrušová, J., Molčan, Ľ., 

Veselá, A., Svitok, P., and Zeman, M. (2014). 
Different effects of phase advance and delay in 
rotating light-dark regimens on clock and 
natriuretic peptide gene expression in the rat 
heart. Physiol Res 63, S573-584. 

Hirose, T., Smith, R.J., and Jetten, A.M. 
(1994). ROR gamma: the third member of 
ROR/RZR orphan receptor subfamily that is 
highly expressed in skeletal muscle. Biochem 
Biophys Res Commun 205, 1976–1983. 

Hoeijmakers, J.H.J. (2009). DNA damage, 
aging, and cancer. N Engl J Med 361, 1475–

1485. 

Hong, H.-K., Maury, E., Ramsey, K.M., 
Perelis, M., Marcheva, B., Omura, C., 
Kobayashi, Y., Guttridge, D.C., Barish, G.D., 
and Bass, J. (2018). Requirement for NF-κB in 
maintenance of molecular and behavioral 
circadian rhythms in mice. Genes Dev 32, 
1367–1379. 

Hood, S., and Amir, S. (2017). The aging 
clock: circadian rhythms and later life. J Clin 
Invest 127, 437–446. 

Hoogerwerf, W.A., Hellmich, H.L., 
Cornélissen, G., Halberg, F., Shahinian, V.B., 
Bostwick, J., Savidge, T.C., and Cassone, 
V.M. (2007). Clock gene expression in the 
murine gastrointestinal tract: endogenous 
rhythmicity and effects of a feeding regimen. 
Gastroenterology 133, 1250–1260. 

Horng, T. (2014). Calcium signaling and 
mitochondrial destabilization in the triggering 
of the NLRP3 inflammasome. Trends in 
Immunology 35, 253–261. 

Hornung, V., Bauernfeind, F., Halle, A., 
Samstad, E.O., Kono, H., Rock, K.L., 
Fitzgerald, K.A., and Latz, E. (2008). Silica 

crystals and aluminum salts activate the 
NALP3 inflammasome through phagosomal 
destabilization. Nat Immunol 9, 847–856. 

Horvath, S. (2013). DNA methylation age of 
human tissues and cell types. Genome Biology 
14, 3156. 

Houtkooper, R.H., Williams, R.W., and 
Auwerx, J. (2010). Metabolic networks of 
longevity. Cell 142, 9–14. 

Houtkooper, R.H., Mouchiroud, L., Ryu, D., 
Moullan, N., Katsyuba, E., Knott, G., 
Williams, R.W., and Auwerx, J. (2013). 
Mitonuclear protein imbalance as a conserved 
longevity mechanism. Nature 497, 451–457. 

Howden, R. (2013). Nrf2 and Cardiovascular 
Defense. Oxidative Medicine and Cellular 
Longevity 2013, e104308. 

Hu, S., Zhu, P., Zhou, H., Zhang, Y., and 
Chen, Y. (2018). Melatonin-Induced Protective 
Effects on Cardiomyocytes Against 
Reperfusion Injury Partly Through Modulation 
of IP3R and SERCA2a Via Activation of 
ERK1. Arq Bras Cardiol 110, 44–51. 

Hua, Y., Zhang, Y., Ceylan-Isik, A.F., Wold, 
L.E., Nunn, J.M., and Ren, J. (2011). Chronic 
akt activation accentuates aging-induced 
cardiac hypertrophy and myocardial contractile 
dysfunction: role of autophagy. Basic Res 
Cardiol 106, 1173–1191. 

Huang, N., Kny, M., Riediger, F., Busch, K., 
Schmidt, S., Luft, F.C., Slevogt, H., and 
Fielitz, J. (2017). Deletion of Nlrp3 protects 
from inflammation-induced skeletal muscle 
atrophy. Intensive Care Med Exp 5, 3. 

Huang, Z., Yu, M., Tong, S., Jia, K., Liu, R., 
Wang, H., Li, S., and Ning, Z. (2014). Tissue-
specific expression of the NOD-like receptor 
protein 3 in BALB/c mice. J Vet Sci 15, 173–

177. 

Hurd, M.W., and Ralph, M.R. (1998). The 
significance of circadian organization for 



  Bibliography 

~ 131 ~ 
 

longevity in the golden hamster. J Biol 
Rhythms 13, 430–436. 

Hyyti, O.M., Ledee, D., Ning, X.-H., Ge, M., 
and Portman, M.A. (2010). Aging impairs 
myocardial fatty acid and ketone oxidation and 
modifies cardiac functional and metabolic 
responses to insulin in mice. Am J Physiol 
Heart Circ Physiol 299, H868-875. 

Ichinohe, T., Yamazaki, T., Koshiba, T., and 
Yanagi, Y. (2013). Mitochondrial protein 
mitofusin 2 is required for NLRP3 
inflammasome activation after RNA virus 
infection. Proc Natl Acad Sci U S A 110, 
17963–17968. 

Ingle, K.A., Kain, V., Goel, M., Prabhu, S.D., 
Young, M.E., and Halade, G.V. (2015). 
Cardiomyocyte-specific Bmal1 deletion in 
mice triggers diastolic dysfunction, 
extracellular matrix response, and impaired 
resolution of inflammation. Am J Physiol 
Heart Circ Physiol 309, H1827-1836. 

Ishii, K.J., Koyama, S., Nakagawa, A., Coban, 
C., and Akira, S. (2008). Host innate immune 
receptors and beyond: making sense of 
microbial infections. Cell Host Microbe 3, 
352–363. 

Itoh, K., Wakabayashi, N., Katoh, Y., Ishii, T., 
Igarashi, K., Engel, J.D., and Yamamoto, M. 
(1999). Keap1 represses nuclear activation of 
antioxidant responsive elements by Nrf2 
through binding to the amino-terminal Neh2 
domain. Genes Dev 13, 76–86. 

Iwasaki, A., and Medzhitov, R. (2010). 
Regulation of adaptive immunity by the innate 
immune system. Science 327, 291–295. 

Jaskelioff, M., Muller, F.L., Paik, J.-H., 
Thomas, E., Jiang, S., Adams, A.C., Sahin, E., 
Kost-Alimova, M., Protopopov, A., Cadiñanos, 
J., et al. (2011). Telomerase reactivation 
reverses tissue degeneration in aged 
telomerase-deficient mice. Nature 469, 102–

106. 

Jetten, A.M., Kurebayashi, S., and Ueda, E. 
(2001). The ROR nuclear orphan receptor 
subfamily: critical regulators of multiple 
biological processes. Prog Nucleic Acid Res 
Mol Biol 69, 205–247. 

Jo, E.-K., Kim, J.K., Shin, D.-M., and 
Sasakawa, C. (2016). Molecular mechanisms 
regulating NLRP3 inflammasome activation. 
Cell Mol Immunol 13, 148–159. 

Jockers, R., Delagrange, P., Dubocovich, M.L., 
Markus, R.P., Renault, N., Tosini, G., Cecon, 
E., and Zlotos, D.P. (2016). Update on 
melatonin receptors: IUPHAR Review 20. Br J 
Pharmacol 173, 2702–2725. 

Jounai, N., Kobiyama, K., Takeshita, F., and 
Ishii, K.J. (2012). Recognition of damage-
associated molecular patterns related to nucleic 
acids during inflammation and vaccination. 
Front Cell Infect Microbiol 2, 168. 

Kajstura, J., Cheng, W., Sarangarajan, R., Li, 
P., Li, B., Nitahara, J.A., Chapnick, S., Reiss, 
K., Olivetti, G., and Anversa, P. (1996). 
Necrotic and apoptotic myocyte cell death in 
the aging heart of Fischer 344 rats. Am J 
Physiol 271, H1215-1228. 

Kane, A.E., Bisset, E.S., Heinze-Milne, S., 
Keller, K.M., Grandy, S.A., and Howlett, S.E. 
(2021). Maladaptive Changes Associated With 
Cardiac Aging Are Sex-Specific and Graded 
by Frailty and Inflammation in C57BL/6 Mice. 
J Gerontol A Biol Sci Med Sci 76, 233–243. 

Kang, J.-W., Hong, J.-M., and Lee, S.-M. 
(2016). Melatonin enhances mitophagy and 
mitochondrial biogenesis in rats with carbon 
tetrachloride-induced liver fibrosis. J Pineal 
Res 60, 383–393. 

Kannan, K., and Jain, S.K. (2000). Oxidative 
stress and apoptosis. Pathophysiology 7, 153–

163. 

Karin, M., and Ben-Neriah, Y. (2000). 
Phosphorylation meets ubiquitination: the 



Marisol Fernández Ortiz 
 

~ 132 ~ 
 

control of NF-[kappa]B activity. Annu Rev 
Immunol 18, 621–663. 

Kates, A.M., Herrero, P., Dence, C., Soto, P., 
Srinivasan, M., Delano, D.G., Ehsani, A., and 
Gropler, R.J. (2003). Impact of aging on 
substrate metabolism by the human heart. 
Journal of the American College of Cardiology 
41, 293–299. 

Kauppila, T.E.S., Kauppila, J.H.K., and 
Larsson, N.-G. (2017). Mammalian 
Mitochondria and Aging: An Update. Cell 
Metab 25, 57–71. 

Kerr, J.F., Wyllie, A.H., and Currie, A.R. 
(1972). Apoptosis: a basic biological 
phenomenon with wide-ranging implications in 
tissue kinetics. Br J Cancer 26, 239–257. 

Kirkland, J.L., and Tchkonia, T. (2017). 
Cellular Senescence: A Translational 
Perspective. EBioMedicine 21, 21–28. 

Klarsfeld, A., and Rouyer, F. (1998). Effects of 
circadian mutations and LD periodicity on the 
life span of Drosophila melanogaster. J Biol 
Rhythms 13, 471–478. 

Koga, H., Kaushik, S., and Cuervo, A.M. 
(2011). Protein homeostasis and aging: The 
importance of exquisite quality control. Ageing 
Res Rev 10, 205–215. 

Kovtonyuk, L.V., Fritsch, K., Feng, X., Manz, 
M.G., and Takizawa, H. (2016). Inflamm-
Aging of Hematopoiesis, Hematopoietic Stem 
Cells, and the Bone Marrow 
Microenvironment. Front Immunol 7, 502. 

Kozomara, A., and Griffiths-Jones, S. (2011). 
miRBase: integrating microRNA annotation 
and deep-sequencing data. Nucleic Acids Res 
39, D152-157. 

Krabbe, K.S., Pedersen, M., and Bruunsgaard, 
H. (2004). Inflammatory mediators in the 
elderly. Exp Gerontol 39, 687–699. 

Krishnan, N., Kretzschmar, D., Rakshit, K., 
Chow, E., and Giebultowicz, J.M. (2009). The 

circadian clock gene period extends healthspan 
in aging Drosophila melanogaster. Aging 
(Albany NY) 1, 937–948. 

Krishnan, N., Rakshit, K., Chow, E.S., 
Wentzell, J.S., Kretzschmar, D., and 
Giebultowicz, J.M. (2012). Loss of circadian 
clock accelerates aging in neurodegeneration-
prone mutants. Neurobiol Dis 45, 1129–1135. 

Kroemer, G., Galluzzi, L., and Brenner, C. 
(2007). Mitochondrial membrane 
permeabilization in cell death. Physiol Rev 87, 
99–163. 

Kunieda, T., Minamino, T., Katsuno, T., 
Tateno, K., Nishi, J., Miyauchi, H., Orimo, M., 
Okada, S., and Komuro, I. (2006). Cellular 
senescence impairs circadian expression of 
clock genes in vitro and in vivo. Circ Res 98, 
532–539. 

Kunz, D., Schmitz, S., Mahlberg, R., Mohr, A., 
Stöter, C., Wolf, K.-J., and Herrmann, W.M. 
(1999). A New Concept for Melatonin Deficit: 
On Pineal Calcification and Melatonin 
Excretion. Neuropsychopharmacology 21, 
765–772. 

Kurland, C.G., and Andersson, S.G.E. (2000). 
Origin and Evolution of the Mitochondrial 
Proteome. Microbiol. Mol. Biol. Rev. 64, 786–

820. 

Labbadia, J., and Morimoto, R.I. (2015). The 
biology of proteostasis in aging and disease. 
Annu Rev Biochem 84, 435–464. 

Lakatta, E.G., and Levy, D. (2003). Arterial 
and cardiac aging: major shareholders in 
cardiovascular disease enterprises: Part II: the 
aging heart in health: links to heart disease. 
Circulation 107, 346–354. 

Lamkanfi, M., Mueller, J.L., Vitari, A.C., 
Misaghi, S., Fedorova, A., Deshayes, K., Lee, 
W.P., Hoffman, H.M., and Dixit, V.M. (2009). 
Glyburide inhibits the Cryopyrin/Nalp3 
inflammasome. J Cell Biol 187, 61–70. 



  Bibliography 

~ 133 ~ 
 

Langmesser, S., Tallone, T., Bordon, A., 
Rusconi, S., and Albrecht, U. (2008). 
Interaction of circadian clock proteins PER2 
and CRY with BMAL1 and CLOCK. BMC 
Mol Biol 9, 41. 

Lardone, P.J., Guerrero, J.M., Fernández-
Santos, J.M., Rubio, A., Martín-Lacave, I., and 
Carrillo-Vico, A. (2011). Melatonin 
synthesized by T lymphocytes as a ligand of 
the retinoic acid-related orphan receptor. J 
Pineal Res 51, 454–462. 

Lee, M.S., and Kim, Y.-J. (2007). Signaling 
pathways downstream of pattern-recognition 
receptors and their cross talk. Annu Rev 
Biochem 76, 447–480. 

Lee, J., Giordano, S., and Zhang, J. (2011). 
Autophagy, mitochondria and oxidative stress: 
cross-talk and redox signalling. Biochemical 
Journal 441, 523–540. 

Lefta, M., Campbell, K.S., Feng, H.-Z., Jin, J.-
P., and Esser, K.A. (2012). Development of 
dilated cardiomyopathy in Bmal1-deficient 
mice. Am J Physiol Heart Circ Physiol 303, 
H475-485. 

Leibetseder, V., Humpeler, S., Svoboda, M., 
Schmid, D., Thalhammer, T., Zuckermann, A., 
Marktl, W., and Ekmekcioglu, C. (2009). 
Clock genes display rhythmic expression in 
human hearts. Chronobiol Int 26, 621–636. 

Lemasters, J.J. (2005). Selective mitochondrial 
autophagy, or mitophagy, as a targeted defense 
against oxidative stress, mitochondrial 
dysfunction, and aging. Rejuvenation Res 8, 3–

5. 

León, J., Macías, M., Escames, G., Camacho, 
E., Khaldy, H., Martín, M., Espinosa, A., 
Gallo, M.A., and Acuña-Castroviejo, D. 
(2000). Structure-related inhibition of 
calmodulin-dependent neuronal nitric-oxide 
synthase activity by melatonin and synthetic 
kynurenines. Mol Pharmacol 58, 967–975. 

León, J., Escames, G., Rodríguez, M.I., López, 
L.C., Tapias, V., Entrena, A., Camacho, E., 
Carrión, M.D., Gallo, M.A., Espinosa, A., et 
al. (2006). Inhibition of neuronal nitric oxide 
synthase activity by N1-acetyl-5-
methoxykynuramine, a brain metabolite of 
melatonin. J Neurochem 98, 2023–2033. 

Leonardo-Mendonça, R.C., Ocaña-Wilhelmi, 
J., de Haro, T., de Teresa-Galván, C., Guerra-
Hernández, E., Rusanova, I., Fernández-Ortiz, 
M., Sayed, R.K.A., Escames, G., and Acuña-
Castroviejo, D. (2017). The benefit of a 
supplement with the antioxidant melatonin on 
redox status and muscle damage in resistance-
trained athletes. Appl Physiol Nutr Metab 42, 
700–707. 

Lerner, A.B., Case, J.D., Takahashi, Y., Lee, 
T.H., and Mori, W. (1958). ISOLATION OF 
MELATONIN, THE PINEAL GLAND 
FACTOR THAT LIGHTENS 
MELANOCYTES1. J. Am. Chem. Soc. 80, 
2587–2587. 

Lerner, A.B., Case, J.D., and Heinzelman, 
R.V. (1959). STRUCTURE OF 
MELATONIN1. J. Am. Chem. Soc. 81, 6084–

6085. 

Lewis, K.N., Mele, J., Hayes, J.D., and 
Buffenstein, R. (2010). Nrf2, a guardian of 
healthspan and gatekeeper of species 
longevity. Integr Comp Biol 50, 829–843. 

Li, Y., Ma, Y., Song, L., Yu, L., Zhang, L., 
Zhang, Y., Xing, Y., Yin, Y., and Ma, H. 
(2018). SIRT3 deficiency exacerbates 
p53/Parkin‑mediated mitophagy inhibition and 

promotes mitochondrial dysfunction: 
Implication for aged hearts. Int J Mol Med 41, 
3517–3526. 

Lim, A.S.P., Myers, A.J., Yu, L., Buchman, 
A.S., Duffy, J.F., De Jager, P.L., and Bennett, 
D.A. (2013). Sex difference in daily rhythms 
of clock gene expression in the aged human 
cerebral cortex. J Biol Rhythms 28, 117–129. 



Marisol Fernández Ortiz 
 

~ 134 ~ 
 

Lin, C., Chao, H., Li, Z., Xu, X., Liu, Y., Hou, 
L., Liu, N., and Ji, J. (2016). Melatonin 
attenuates traumatic brain injury-induced 
inflammation: a possible role for mitophagy. J 
Pineal Res 61, 177–186. 

Linnane, A.W., Marzuki, S., Ozawa, T., and 
Tanaka, M. (1989). Mitochondrial DNA 
mutations as an important contributor to ageing 
and degenerative diseases. Lancet 1, 642–645. 

Liu, T., and Borjigin, J. (2005). N-
acetyltransferase is not the rate-limiting 
enzyme of melatonin synthesis at night. J 
Pineal Res 39, 91–96. 

Liu, D., Zeng, X., Li, X., Mehta, J.L., and 
Wang, X. (2018). Role of NLRP3 
inflammasome in the pathogenesis of 
cardiovascular diseases. Basic Res Cardiol 
113, 5. 

Liu, F., Wanigatunga, A.A., Zampino, M., 
Knuth, N.D., Simonsick, E.M., Schrack, J.A., 
and Ferrucci, L. (2021). Association of 
Mitochondrial Function, Substrate Utilization, 
and Anaerobic Metabolism With Age-Related 
Perceived Fatigability. J Gerontol A Biol Sci 
Med Sci 76, 426–433. 

Liu, J., Malkani, G., Mankani, G., Shi, X., 
Meyer, M., Cunningham-Runddles, S., Ma, X., 
and Sun, Z.S. (2006). The circadian clock 
Period 2 gene regulates gamma interferon 
production of NK cells in host response to 
lipopolysaccharide-induced endotoxic shock. 
Infect Immun 74, 4750–4756. 

Liu, T., Zhang, L., Joo, D., and Sun, S.-C. 
(2017). NF-κB signaling in inflammation. 
Signal Transduct Target Ther 2. 

Liu, Y., Sanoff, H.K., Cho, H., Burd, C.E., 
Torrice, C., Ibrahim, J.G., Thomas, N.E., and 
Sharpless, N.E. (2009). Expression of 
p16INK4a in peripheral blood T-cells is a 
biomarker of human aging. Aging Cell 8, 439–

448. 

Liu, Y.J., McIntyre, R.L., Janssens, G.E., and 
Houtkooper, R.H. (2020). Mitochondrial 
fission and fusion: A dynamic role in aging 
and potential target for age-related disease. 
Mech Ageing Dev 186, 111212. 

Llambi, F., Moldoveanu, T., Tait, S.W.G., 
Bouchier-Hayes, L., Temirov, J., McCormick, 
L.L., Dillon, C.P., and Green, D.R. (2011). A 
unified model of mammalian BCL-2 protein 
family interactions at the mitochondria. Mol 
Cell 44, 517–531. 

Lochner, A., Marais, E., and Huisamen, B. 
(2018). Melatonin and cardioprotection against 
ischaemia/reperfusion injury: What’s new? A 

review. Journal of Pineal Research 65, e12490. 

Lodato, M.A., Rodin, R.E., Bohrson, C.L., 
Coulter, M.E., Barton, A.R., Kwon, M., 
Sherman, M.A., Vitzthum, C.M., Luquette, 
L.J., Yandava, C.N., et al. (2018). Aging and 
neurodegeneration are associated with 
increased mutations in single human neurons. 
Science 359, 555–559. 

Lohrum, M.A., and Vousden, K.H. (1999). 
Regulation and activation of p53 and its family 
members. Cell Death Differ 6, 1162–1168. 

López, A., García, J.A., Escames, G., Venegas, 
C., Ortiz, F., López, L.C., and Acuña-
Castroviejo, D. (2009). Melatonin protects the 
mitochondria from oxidative damage reducing 
oxygen consumption, membrane potential, and 
superoxide anion production. J Pineal Res 46, 
188–198. 

López, L.C., Escames, G., Ortiz, F., Ros, E., 
and Acuña-Castroviejo, D. (2006). Melatonin 
restores the mitochondrial production of ATP 
in septic mice. Neuro Endocrinol Lett 27, 623–

630. 

López-Otín, C., Blasco, M.A., Partridge, L., 
Serrano, M., and Kroemer, G. (2013). The 
hallmarks of aging. Cell 153, 1194–1217. 



  Bibliography 

~ 135 ~ 
 

López-Otín, C., Galluzzi, L., Freije, J.M.P., 
Madeo, F., and Kroemer, G. (2016). Metabolic 
Control of Longevity. Cell 166, 802–821. 

Ma, Q., Battelli, L., and Hubbs, A.F. (2006). 
Multiorgan autoimmune inflammation, 
enhanced lymphoproliferation, and impaired 
homeostasis of reactive oxygen species in mice 
lacking the antioxidant-activated transcription 
factor Nrf2. Am J Pathol 168, 1960–1974. 

Ma, S., Chen, J., Feng, J., Zhang, R., Fan, M., 
Han, D., Li, X., Li, C., Ren, J., Wang, Y., et al. 
(2018). Melatonin Ameliorates the Progression 
of Atherosclerosis via Mitophagy Activation 
and NLRP3 Inflammasome Inhibition. Oxid 
Med Cell Longev 2018, 9286458. 

Macías, M., Rodríguez-Cabezas, M.N., Reiter, 
R.J., Osuna, A., and Acuña-Castroviejo, D. 
(1999). Presence and effects of melatonin in 
Trypanosoma cruzi. J Pineal Res 27, 86–94. 

Macías, M., Escames, G., Leon, J., Coto, A., 
Sbihi, Y., Osuna, A., and Acuña-Castroviejo, 
D. (2003). Calreticulin-melatonin. An 
unexpected relationship. Eur J Biochem 270, 
832–840. 

Madeo, F., Zimmermann, A., Maiuri, M.C., 
and Kroemer, G. (2015). Essential role for 
autophagy in life span extension. J Clin Invest 
125, 85–93. 

Makarov, S.S. (2001). NF-κB in rheumatoid 
arthritis: a pivotal regulator of inflammation, 
hyperplasia, and tissue destruction. Arthritis 
Research & Therapy 3, 200. 

Mariathasan, S., Weiss, D.S., Newton, K., 
McBride, J., O’Rourke, K., Roose-Girma, M., 
Lee, W.P., Weinrauch, Y., Monack, D.M., and 
Dixit, V.M. (2006). Cryopyrin activates the 
inflammasome in response to toxins and ATP. 
Nature 440, 228–232. 

Marín‐Aguilar, F., Lechuga‐Vieco, A.V., 

Alcocer‐Gómez, E., Castejón‐Vega, B., Lucas, 

J., Garrido, C., Peralta‐Garcia, A., Pérez‐

Pulido, A.J., Varela‐López, A., Quiles, J.L., et 

al. (2020). NLRP3 inflammasome suppression 
improves longevity and prevents cardiac aging 
in male mice. Aging Cell 19, e13050. 

Marín-Aguilar, F., Castejón-Vega, B., Alcocer-
Gómez, E., Lendines-Cordero, D., Cooper, 
M.A., de la Cruz, P., Andújar-Pulido, E., 
Pérez-Alegre, M., Muntané, J., Pérez-Pulido, 
A.J., et al. (2020). NLRP3 Inflammasome 
Inhibition by MCC950 in Aged Mice Improves 
Health via Enhanced Autophagy and PPARα 
Activity. J Gerontol A Biol Sci Med Sci 75, 
1457–1464. 

Marioni, R.E., Shah, S., McRae, A.F., Chen, 
B.H., Colicino, E., Harris, S.E., Gibson, J., 
Henders, A.K., Redmond, P., Cox, S.R., et al. 
(2015). DNA methylation age of blood 
predicts all-cause mortality in later life. 
Genome Biol 16, 25. 

Martín, M., Macías, M., Escames, G., León, J., 
and Acuña-Castroviejo, D. (2000a). Melatonin 
but not vitamins C and E maintains glutathione 
homeostasis in t-butyl hydroperoxide-induced 
mitochondrial oxidative stress. FASEB J 14, 
1677–1679. 

Martín, M., Macías, M., Escames, G., Reiter, 
R.J., Agapito, M.T., Ortiz, G.G., and Acuña-
Castroviejo, D. (2000b). Melatonin-induced 
increased activity of the respiratory chain 
complexes I and IV can prevent mitochondrial 
damage induced by ruthenium red in vivo. J 
Pineal Res 28, 242–248. 

Martino, T.A., and Sole, M.J. (2009). 
Molecular time: an often overlooked 
dimension to cardiovascular disease. Circ Res 
105, 1047–1061. 

Martino, T.A., Oudit, G.Y., Herzenberg, A.M., 
Tata, N., Koletar, M.M., Kabir, G.M., 
Belsham, D.D., Backx, P.H., Ralph, M.R., and 
Sole, M.J. (2008). Circadian rhythm 
disorganization produces profound 
cardiovascular and renal disease in hamsters. 
Am J Physiol Regul Integr Comp Physiol 294, 
R1675-1683. 



Marisol Fernández Ortiz 
 

~ 136 ~ 
 

Martinon, F., Burns, K., and Tschopp, J. 
(2002). The inflammasome: a molecular 
platform triggering activation of inflammatory 
caspases and processing of proIL-beta. Mol 
Cell 10, 417–426. 

Martinon, F., Mayor, A., and Tschopp, J. 
(2009). The inflammasomes: guardians of the 
body. Annu Rev Immunol 27, 229–265. 

Masson-Pévet, M. (2007). [Melatonin in the 
circadian system]. J Soc Biol 201, 77–83. 

Mauriz, J.L., Collado, P.S., Veneroso, C., 
Reiter, R.J., and González-Gallego, J. (2013). 
A review of the molecular aspects of 
melatonin’s anti-inflammatory actions: recent 
insights and new perspectives. J Pineal Res 54, 
1–14. 

McAuley, J.D., Miller, J.P., Beck, E., Nagy, 
Z.M., and Pang, K.C.H. (2002). Age-related 
disruptions in circadian timing: evidence for 
“split” activity rhythms in the SAMP8. 
Neurobiol Aging 23, 625–632. 

McBride, M.J., Foley, K.P., D’Souza, D.M., 

Li, Y.E., Lau, T.C., Hawke, T.J., and 
Schertzer, J.D. (2017). The NLRP3 
inflammasome contributes to sarcopenia and 
lower muscle glycolytic potential in old mice. 
Am J Physiol Endocrinol Metab 313, E222–

E232. 

McCord, C.P., and Allen, F.P. (1917). 
Evidences associating pineal gland function 
with alterations in pigmentation. Journal of 
Experimental Zoology 23, 207–224. 

McDonnell, M.A., Wang, D., Khan, S.M., 
Vander Heiden, M.G., and Kelekar, A. (2003). 
Caspase-9 is activated in a cytochrome c-
independent manner early during TNFalpha-
induced apoptosis in murine cells. Cell Death 
Differ 10, 1005–1015. 

McDonnell, M.A., Abedin, M.J., Melendez, 
M., Platikanova, T.N., Ecklund, J.R., Ahmed, 
K., and Kelekar, A. (2008). Phosphorylation of 
Murine Caspase-9 by the Protein Kinase 

Casein Kinase 2 Regulates Its Cleavage by 
Caspase-8 *. Journal of Biological Chemistry 
283, 20149–20158. 

Medzhitov, R. (2007). Recognition of 
microorganisms and activation of the immune 
response. Nature 449, 819–826. 

Medzhitov, R., and Janeway, C.A. (1997). 
Innate immunity: the virtues of a nonclonal 
system of recognition. Cell 91, 295–298. 

Min, J.-N., Whaley, R.A., Sharpless, N.E., 
Lockyer, P., Portbury, A.L., and Patterson, C. 
(2008). CHIP deficiency decreases longevity, 
with accelerated aging phenotypes 
accompanied by altered protein quality control. 
Mol Cell Biol 28, 4018–4025. 

Miquel, J., Economos, A.C., Fleming, J., and 
Johnson, J.E. (1980). Mitochondrial role in cell 
aging. Exp Gerontol 15, 575–591. 

Mishra, V., Banga, J., and Silveyra, P. (2018). 
Oxidative stress and cellular pathways of 
asthma and inflammation: Therapeutic 
strategies and pharmacological targets. 
Pharmacology & Therapeutics 181, 169–182. 

Miteva, K., Madonna, R., De Caterina, R., and 
Van Linthout, S. (2018). Innate and adaptive 
immunity in atherosclerosis. Vascul 
Pharmacol. 

Mohawk, J.A., Green, C.B., and Takahashi, 
J.S. (2012). CENTRAL AND PERIPHERAL 
CIRCADIAN CLOCKS IN MAMMALS. 
Annu Rev Neurosci 35, 445–462. 

Molpeceres, V., Mauriz, J.L., García-
Mediavilla, M.V., González, P., Barrio, J.P., 
and González-Gallego, J. (2007). Melatonin is 
able to reduce the apoptotic liver changes 
induced by aging via inhibition of the intrinsic 
pathway of apoptosis. J Gerontol A Biol Sci 
Med Sci 62, 687–695. 

Moore, M.N. (2008). Autophagy as a second 
level protective process in conferring 
resistance to environmentally-induced 
oxidative stress. Autophagy 4, 254–256. 



  Bibliography 

~ 137 ~ 
 

Moreno, C., and Sánchez-Ibarrola, A. (2003). 
[Toll type receptors: molecular bases of the 
relationship between innate and adaptation 
responses of the immune system]. Rev Med 
Univ Navarra 47, 29–33. 

Moskalev, A.A., Shaposhnikov, M.V., 
Plyusnina, E.N., Zhavoronkov, A., Budovsky, 
A., Yanai, H., and Fraifeld, V.E. (2013). The 
role of DNA damage and repair in aging 
through the prism of Koch-like criteria. Ageing 
Res Rev 12, 661–684. 

Mure, L.S., Le, H.D., Benegiamo, G., Chang, 
M.W., Rios, L., Jillani, N., Ngotho, M., 
Kariuki, T., Dkhissi-Benyahya, O., Cooper, 
H.M., et al. (2018). Diurnal transcriptome atlas 
of a primate across major neural and peripheral 
tissues. Science 359. 

Murphy, M.P. (2009). How mitochondria 
produce reactive oxygen species. Biochem J 
417, 1–13. 

Nakahira, K., Haspel, J.A., Rathinam, V.A.K., 
Lee, S.-J., Dolinay, T., Lam, H.C., Englert, 
J.A., Rabinovitch, M., Cernadas, M., Kim, 
H.P., et al. (2011). Autophagy proteins 
regulate innate immune responses by inhibiting 
the release of mitochondrial DNA mediated by 
the NALP3 inflammasome. Nat Immunol 12, 
222–230. 

Nakai, A., Yamaguchi, O., Takeda, T., 
Higuchi, Y., Hikoso, S., Taniike, M., Omiya, 
S., Mizote, I., Matsumura, Y., Asahi, M., et al. 
(2007). The role of autophagy in 
cardiomyocytes in the basal state and in 
response to hemodynamic stress. Nat Med 13, 
619–624. 

Nakamura, T.J., Nakamura, W., Tokuda, I.T., 
Ishikawa, T., Kudo, T., Colwell, C.S., and 
Block, G.D. (2015). Age-Related Changes in 
the Circadian System Unmasked by Constant 
Conditions. ENeuro 2. 

Narasimamurthy, R., Hatori, M., Nayak, S.K., 
Liu, F., Panda, S., and Verma, I.M. (2012). 
Circadian clock protein cryptochrome 

regulates the expression of proinflammatory 
cytokines. Proc Natl Acad Sci U S A 109, 
12662–12667. 

Narendra, D., Tanaka, A., Suen, D.-F., and 
Youle, R.J. (2008). Parkin is recruited 
selectively to impaired mitochondria and 
promotes their autophagy. J Cell Biol 183, 
795–803. 

Narendra, D.P., Jin, S.M., Tanaka, A., Suen, 
D.-F., Gautier, C.A., Shen, J., Cookson, M.R., 
and Youle, R.J. (2010). PINK1 is selectively 
stabilized on impaired mitochondria to activate 
Parkin. PLoS Biol 8, e1000298. 

Nathan, C. (2002). Points of control in 
inflammation. Nature 420, 846–852. 

Nations, U. Envejecimiento | Naciones Unidas 
(United Nations). 

Nelson, G., Wordsworth, J., Wang, C., Jurk, 
D., Lawless, C., Martin-Ruiz, C., and von 
Zglinicki, T. (2012). A senescent cell 
bystander effect: senescence-induced 
senescence. Aging Cell 11, 345–349. 

Nelson, W., Tong, Y.L., Lee, J.K., and 
Halberg, F. (1979). Methods for cosinor-
rhythmometry. Chronobiologia 6, 305–323. 

Neubauer, S. (2007). The failing heart--an 
engine out of fuel. N Engl J Med 356, 1140–

1151. 

Neven, B., Prieur, A.-M., and Quartier dit 
Maire, P. (2008). Cryopyrinopathies: update on 
pathogenesis and treatment. Nat Clin Pract 
Rheumatol 4, 481–489. 

Nguyen, K.D., Fentress, S.J., Qiu, Y., Yun, K., 
Cox, J.S., and Chawla, A. (2013). Circadian 
gene Bmal1 regulates diurnal oscillations of 
Ly6C(hi) inflammatory monocytes. Science 
341, 1483–1488. 

Nikoletopoulou, V., Markaki, M., Palikaras, 
K., and Tavernarakis, N. (2013). Crosstalk 
between apoptosis, necrosis and autophagy. 
Biochim Biophys Acta 1833, 3448–3459. 



Marisol Fernández Ortiz 
 

~ 138 ~ 
 

No, M.-H., Choi, Y., Cho, J., Heo, J.-W., Cho, 
E.-J., Park, D.-H., Kang, J.-H., Kim, C.-J., Seo, 
D.Y., Han, J., et al. (2020). Aging Promotes 
Mitochondria-Mediated Apoptosis in Rat 
Hearts. Life (Basel) 10. 

North Brian J. and Sinclair David A. (2012). 
The Intersection Between Aging and 
Cardiovascular Disease. Circulation Research 
110, 1097–1108. 

Nosjean, O., Ferro, M., Coge, F., Beauverger, 
P., Henlin, J.M., Lefoulon, F., Fauchere, J.L., 
Delagrange, P., Canet, E., and Boutin, J.A. 
(2000). Identification of the melatonin-binding 
site MT3 as the quinone reductase 2. J Biol 
Chem 275, 31311–31317. 

Obas, V., and Vasan, R.S. (2018). The aging 
heart. Clin Sci (Lond) 132, 1367–1382. 

Oeckinghaus, A., Hayden, M.S., and Ghosh, S. 
(2011). Crosstalk in NF-κB signaling 
pathways. Nat Immunol 12, 695–708. 

Oishi, K., Koyanagi, S., and Ohkura, N. 
(2011). Circadian mRNA expression of 
coagulation and fibrinolytic factors is organ-
dependently disrupted in aged mice. Exp 
Gerontol 46, 994–999. 

Okamura, H. (2004). Clock genes in cell 
clocks: roles, actions, and mysteries. J Biol 
Rhythms 19, 388–399. 

Ortiz, F., García, J.A., Acuña-Castroviejo, D., 
Doerrier, C., López, A., Venegas, C., Volt, H., 
Luna-Sánchez, M., López, L.C., and Escames, 
G. (2014). The beneficial effects of melatonin 
against heart mitochondrial impairment during 
sepsis: inhibition of iNOS and preservation of 
nNOS. J Pineal Res 56, 71–81. 

Pagani, L., Schmitt, K., Meier, F., Izakovic, J., 
Roemer, K., Viola, A., Cajochen, C., Wirz-
Justice, A., Brown, S.A., and Eckert, A. 
(2011). Serum factors in older individuals 
change cellular clock properties. Proc Natl 
Acad Sci U S A 108, 7218–7223. 

Palmer, A.K., Tchkonia, T., LeBrasseur, N.K., 
Chini, E.N., Xu, M., and Kirkland, J.L. (2015). 
Cellular Senescence in Type 2 Diabetes: A 
Therapeutic Opportunity. Diabetes 64, 2289–

2298. 

Pandya, K., Kim, H.-S., and Smithies, O. 
(2006). Fibrosis, not cell size, delineates beta-
myosin heavy chain reexpression during 
cardiac hypertrophy and normal aging in vivo. 
Proc Natl Acad Sci U S A 103, 16864–16869. 

Papanicolaou, K.N., Khairallah, R.J., Ngoh, 
G.A., Chikando, A., Luptak, I., O’Shea, K.M., 

Riley, D.D., Lugus, J.J., Colucci, W.S., 
Lederer, W.J., et al. (2011). Mitofusin-2 
maintains mitochondrial structure and 
contributes to stress-induced permeability 
transition in cardiac myocytes. Mol Cell Biol 
31, 1309–1328. 

Parameyong, A., Charngkaew, K., 
Govitrapong, P., and Chetsawang, B. (2013). 
Melatonin attenuates methamphetamine-
induced disturbances in mitochondrial 
dynamics and degeneration in neuroblastoma 
SH-SY5Y cells. J Pineal Res 55, 313–323. 

Parameyong, A., Govitrapong, P., and 
Chetsawang, B. (2015). Melatonin attenuates 
the mitochondrial translocation of 
mitochondrial fission proteins and Bax, 
cytosolic calcium overload and cell death in 
methamphetamine-induced toxicity in 
neuroblastoma SH-SY5Y cells. Mitochondrion 
24, 1–8. 

Park, S., Won, J.-H., Hwang, I., Hong, S., Lee, 
H.K., and Yu, J.-W. (2015). Defective 
mitochondrial fission augments NLRP3 
inflammasome activation. Scientific Reports 5, 
15489. 

Paudel, M.L., Taylor, B.C., Ancoli-Israel, S., 
Stone, K.L., Tranah, G., Redline, S., Barrett-
Connor, E., Stefanick, M.L., and Ensrud, K.E. 
(2011). Rest/activity rhythms and 
cardiovascular disease in older men. 
Chronobiol Int 28, 258–266. 



  Bibliography 

~ 139 ~ 
 

Pauley, S.M. (2004). Lighting for the human 
circadian clock: recent research indicates that 
lighting has become a public health issue. 
Medical Hypotheses 63, 588–596. 

Paulose, J.K., Cassone, C.V., and Cassone, 
V.M. (2019). Aging, melatonin biosynthesis, 
and circadian clockworks in the 
gastrointestinal system of the laboratory 
mouse. Physiol Genomics 51, 1–9. 

Payne, B.A.I., and Chinnery, P.F. (2015). 
Mitochondrial dysfunction in aging: Much 
progress but many unresolved questions. 
Biochimica et Biophysica Acta (BBA) - 
Bioenergetics 1847, 1347–1353. 

Pei, H., Du, J., Song, X., He, L., Zhang, Y., Li, 
X., Qiu, C., Zhang, Y., Hou, J., Feng, J., et al. 
(2016). Melatonin prevents adverse myocardial 
infarction remodeling via Notch1/Mfn2 
pathway. Free Radical Biology and Medicine 
97, 408–417. 

Peliciari-Garcia, R.A., Zanquetta, M.M., 
Andrade-Silva, J., Gomes, D.A., Barreto-
Chaves, M.L., and Cipolla-Neto, J. (2011). 
Expression of circadian clock and melatonin 
receptors within cultured rat cardiomyocytes. 
Chronobiol Int 28, 21–30. 

Pembrey, M., Saffery, R., Bygren, L.O., and 
Epidemiology, N. in E. (2014). Human 
transgenerational responses to early-life 
experience: potential impact on development, 
health and biomedical research. Journal of 
Medical Genetics 51, 563–572. 

Penev, P.D., Kolker, D.E., Zee, P.C., and 
Turek, F.W. (1998). Chronic circadian 
desynchronization decreases the survival of 
animals with cardiomyopathic heart disease. 
Am J Physiol 275, H2334-2337. 

Pétrilli, V., Papin, S., Dostert, C., Mayor, A., 
Martinon, F., and Tschopp, J. (2007). 
Activation of the NALP3 inflammasome is 
triggered by low intracellular potassium 
concentration. Cell Death Differ 14, 1583–

1589. 

Pfeffer, M., Korf, H.-W., and Wicht, H. 
(2018). Synchronizing effects of melatonin on 
diurnal and circadian rhythms. Gen Comp 
Endocrinol 258, 215–221. 

Pichlmair, A., and Reis e Sousa, C. (2007). 
Innate recognition of viruses. Immunity 27, 
370–383. 

Pinto, A.R., Paolicelli, R., Salimova, E., 
Gospocic, J., Slonimsky, E., Bilbao-Cortes, D., 
Godwin, J.W., and Rosenthal, N.A. (2012). An 
abundant tissue macrophage population in the 
adult murine heart with a distinct alternatively-
activated macrophage profile. PLoS One 7, 
e36814. 

Pittendrigh, C.S. (1960). Circadian rhythms 
and the circadian organization of living 
systems. Cold Spring Harb Symp Quant Biol 
25, 159–184. 

Pittendrigh, C.S., and Daan, S. (1974). 
Circadian oscillations in rodents: a systematic 
increase of their frequency with age. Science 
186, 548–550. 

Pollack, M., and Leeuwenburgh, C. (2001). 
Apoptosis and aging: role of the mitochondria. 
J Gerontol A Biol Sci Med Sci 56, B475-482. 

Preitner, N., Damiola, F., Lopez-Molina, L., 
Zakany, J., Duboule, D., Albrecht, U., and 
Schibler, U. (2002). The orphan nuclear 
receptor REV-ERBalpha controls circadian 
transcription within the positive limb of the 
mammalian circadian oscillator. Cell 110, 
251–260. 

Quarles, E.K., Dai, D.-F., Tocchi, A., Basisty, 
N., Gitari, L., and Rabinovitch, P.S. (2015). 
Quality control systems in cardiac aging. 
Ageing Research Reviews 23, 101–115. 

Rahim, I., Djerdjouri, B., Sayed, R.K., 
Fernández-Ortiz, M., Fernández-Gil, B., 
Hidalgo-Gutiérrez, A., López, L.C., Escames, 
G., Reiter, R.J., and Acuña-Castroviejo, D. 
(2017). Melatonin administration to wild-type 
mice and nontreated NLRP3 mutant mice share 



Marisol Fernández Ortiz 
 

~ 140 ~ 
 

similar inhibition of the inflammatory response 
during sepsis. J Pineal Res 63. 

Rahim, I., Sayed, R.K., Fernández-Ortiz, M., 
Aranda-Martínez, P., Guerra-Librero, A., 
Fernández-Martínez, J., Rusanova, I., 
Escames, G., Djerdjouri, B., and Acuña-
Castroviejo, D. (2021). Melatonin alleviates 
sepsis-induced heart injury through activating 
the Nrf2 pathway and inhibiting the NLRP3 
inflammasome. Naunyn Schmiedebergs Arch 
Pharmacol 394, 261–277. 

Rajaratnam, S.M., and Arendt, J. (2001). 
Health in a 24-h society. The Lancet 358, 999–

1005. 

Rakshit, K., Krishnan, N., Guzik, E.M., Pyza, 
E., and Giebultowicz, J.M. (2012). Effects of 
aging on the molecular circadian oscillations in 
Drosophila. Chronobiol Int 29, 5–14. 

Rana, A., Oliveira, M.P., Khamoui, A.V., 
Aparicio, R., Rera, M., Rossiter, H.B., and 
Walker, D.W. (2017). Promoting Drp1-
mediated mitochondrial fission in midlife 
prolongs healthy lifespan of Drosophila 
melanogaster. Nat Commun 8, 448. 

Raspé, E., Duez, H., Gervois, P., Fiévet, C., 
Fruchart, J.C., Besnard, S., Mariani, J., Tedgui, 
A., and Staels, B. (2001). Transcriptional 
regulation of apolipoprotein C-III gene 
expression by the orphan nuclear receptor 
RORalpha. J Biol Chem 276, 2865–2871. 

Reiter, R.J. (1991). Melatonin: the chemical 
expression of darkness. Mol Cell Endocrinol 
79, C153-158. 

Reiter, R.J. (1993). The melatonin rhythm: 
both a clock and a calendar. Experientia 49, 
654–664. 

Reiter, R.J., Guerrero, J.M., Garcia, J.J., and 
Acuña‐Castroviejo, D. (1998). Reactive 
Oxygen Intermediates, Molecular Damage, and 
Aging: Relation to Melatonin. Annals of the 
New York Academy of Sciences 854, 410–

424. 

Reiter, R.J., Calvo, J.R., Karbownik, M., Qi, 
W., and Tan, D.X. (2000). Melatonin and its 
relation to the immune system and 
inflammation. Ann N Y Acad Sci 917, 376–

386. 

Reiter, R.J., Tan, D., Manchester, L.C., and Qi, 
W. (2001). Biochemical reactivity of 
melatonin with reactive oxygen and nitrogen 
species. Cell Biochem Biophys 34, 237–256. 

Reiter, R.J., Tan, D.-X., Manchester, L.C., 
Lopez-Burillo, S., Sainz, R.M., and Mayo, J.C. 
(2003a). Melatonin: detoxification of oxygen 
and nitrogen-based toxic reactants. Adv Exp 
Med Biol 527, 539–548. 

Reiter, R.J., Tan, D.-X., Mayo, J.C., Sainz, 
R.M., Leon, J., and Czarnocki, Z. (2003b). 
Melatonin as an antioxidant: biochemical 
mechanisms and pathophysiological 
implications in humans. Acta Biochim Pol 50, 
1129–1146. 

Reitz, C.J., Alibhai, F.J., Khatua, T.N., 
Rasouli, M., Bridle, B.W., Burris, T.P., and 
Martino, T.A. (2019). SR9009 administered 
for one day after myocardial ischemia-
reperfusion prevents heart failure in mice by 
targeting the cardiac inflammasome. Commun 
Biol 2, 353. 

Renner, O., and Carnero, A. (2009). Mouse 
models to decipher the PI3K signaling network 
in human cancer. Curr Mol Med 9, 612–625. 

Renshaw, M., Rockwell, J., Engleman, C., 
Gewirtz, A., Katz, J., and Sambhara, S. (2002). 
Cutting edge: impaired Toll-like receptor 
expression and function in aging. J Immunol 
169, 4697–4701. 

Reppert, S.M., Godson, C., Mahle, C.D., 
Weaver, D.R., Slaugenhaupt, S.A., and 
Gusella, J.F. (1995). Molecular 
characterization of a second melatonin receptor 
expressed in human retina and brain: the 
Mel1b melatonin receptor. Proc Natl Acad Sci 
U S A 92, 8734–8738. 



  Bibliography 

~ 141 ~ 
 

Reuland, D.J., McCord, J.M., and Hamilton, 
K.L. (2013). The Role of Nrf2 in the 
Attenuation of Cardiovascular Disease. 
Exercise and Sport Sciences Reviews 41, 162–

168. 

Rodier, F., and Campisi, J. (2011). Four faces 
of cellular senescence. Journal of Cell Biology 
192, 547–556. 

Rodriguez, C., Mayo, J.C., Sainz, R.M., 
Antolín, I., Herrera, F., Martín, V., and Reiter, 
R.J. (2004). Regulation of antioxidant 
enzymes: a significant role for melatonin. J 
Pineal Res 36, 1–9. 

Rodríguez, M.I., Escames, G., López, L.C., 
López, A., García, J.A., Ortiz, F., Sánchez, V., 
Romeu, M., and Acuña-Castroviejo, D. (2008). 
Improved mitochondrial function and 
increased life span after chronic melatonin 
treatment in senescent prone mice. 
Experimental Gerontology 43, 749–756. 

Roenneberg, T., Kuehnle, T., Juda, M., 
Kantermann, T., Allebrandt, K., Gordijn, M., 
and Merrow, M. (2007). Epidemiology of the 
human circadian clock. Sleep Med Rev 11, 
429–438. 

Rosca, M.G., and Hoppel, C.L. (2010). 
Mitochondria in heart failure. Cardiovascular 
Research 88, 40–50. 

Rubinsztein, D.C., Mariño, G., and Kroemer, 
G. (2011). Autophagy and aging. Cell 146, 
682–695. 

Russell, S.J., and Kahn, C.R. (2007). 
Endocrine regulation of ageing. Nat Rev Mol 
Cell Biol 8, 681–691. 

Salminen, A., Ojala, J., Kaarniranta, K., and 
Kauppinen, A. (2012a). Mitochondrial 
dysfunction and oxidative stress activate 
inflammasomes: impact on the aging process 
and age-related diseases. Cell. Mol. Life Sci. 
69, 2999–3013. 

Salminen, A., Kaarniranta, K., and Kauppinen, 
A. (2012b). Inflammaging: disturbed interplay 

between autophagy and inflammasomes. 
Aging (Albany NY) 4, 166–175. 

Salvesen, G.S., and Riedl, S.J. (2008). Caspase 
mechanisms. Adv Exp Med Biol 615, 13–23. 

Sanchez-Hidalgo, M., de la Lastra, C.A., 
Carrascosa-Salmoral, M.P., Naranjo, M.C., 
Gomez-Corvera, A., Caballero, B., and 
Guerrero, J.M. (2009). Age-related changes in 
melatonin synthesis in rat extrapineal tissues. 
Exp Gerontol 44, 328–334. 

San‐Miguel, B., Crespo, I., Sánchez, D.I., 

González‐Fernández, B., Urbina, J.J.O. de, 

Tuñón, M.J., and González‐Gallego, J. (2015). 

Melatonin inhibits autophagy and endoplasmic 
reticulum stress in mice with carbon 
tetrachloride-induced fibrosis. Journal of 
Pineal Research 59, 151–162. 

Sato, T.K., Panda, S., Miraglia, L.J., Reyes, 
T.M., Rudic, R.D., McNamara, P., Naik, K.A., 
FitzGerald, G.A., Kay, S.A., and Hogenesch, 
J.B. (2004). A functional genomics strategy 
reveals Rora as a component of the 
mammalian circadian clock. Neuron 43, 527–

537. 

Sayed, R.K.A., Fernández-Ortiz, M., Diaz-
Casado, M.E., Rusanova, I., Rahim, I., 
Escames, G., López, L.C., Mokhtar, D.M., and 
Acuña-Castroviejo, D. (2018). The Protective 
Effect of Melatonin Against Age-Associated, 
Sarcopenia-Dependent Tubular Aggregate 
Formation, Lactate Depletion, and 
Mitochondrial Changes. J Gerontol A Biol Sci 
Med Sci 73, 1330–1338. 

Sayed, R.K.A., Mokhtar, D.M., Fernández-
Ortiz, M., Escames, G., and Acuña-
Castroviejo, D. (2019a). Retinoid-related 
orphan nuclear receptor alpha (RORα)-
deficient mice display morphological testicular 
defects. Lab Invest 99, 1835–1849. 

Sayed, R.K.A., Fernández-Ortiz, M., Diaz-
Casado, M.E., Aranda-Martínez, P., 
Fernández-Martínez, J., Guerra-Librero, A., 
Escames, G., López, L.C., Alsaadawy, R.M., 



Marisol Fernández Ortiz 
 

~ 142 ~ 
 

and Acuña-Castroviejo, D. (2019b). Lack of 
NLRP3 Inflammasome Activation Reduces 
Age-Dependent Sarcopenia and Mitochondrial 
Dysfunction, Favoring the Prophylactic Effect 
of Melatonin. J Gerontol A Biol Sci Med Sci 
74, 1699–1708. 

Schaper, J., Meiser, E., and Stämmler, G. 
(1985). Ultrastructural morphometric analysis 
of myocardium from dogs, rats, hamsters, 
mice, and from human hearts. Circ Res 56, 
377–391. 

Schibler, U., Gotic, I., Saini, C., Gos, P., Curie, 
T., Emmenegger, Y., Sinturel, F., Gosselin, P., 
Gerber, A., Fleury-Olela, F., et al. (2015). 
Clock-Talk: Interactions between Central and 
Peripheral Circadian Oscillators in Mammals. 
Cold Spring Harb Symp Quant Biol 80, 223–

232. 

Schmidlin, C.J., Dodson, M.B., Madhavan, L., 
and Zhang, D.D. (2019). Redox regulation by 
NRF2 in aging and disease. Free Radical 
Biology and Medicine 134, 702–707. 

Schumacher, B., van der Pluijm, I., 
Moorhouse, M.J., Kosteas, T., Robinson, A.R., 
Suh, Y., Breit, T.M., van Steeg, H., 
Niedernhofer, L.J., van Ijcken, W., et al. 
(2008). Delayed and accelerated aging share 
common longevity assurance mechanisms. 
PLoS Genet 4, e1000161. 

Scuteri, A., Orru, M., Morrell, C., Piras, M.G., 
Taub, D., Schlessinger, D., Uda, M., and 
Lakatta, E.G. (2011). Independent and additive 
effects of cytokine patterns and the metabolic 
syndrome on arterial aging in the SardiNIA 
Study. Atherosclerosis 215, 459–464. 

Sebastián, D., Sorianello, E., Segalés, J., 
Irazoki, A., Ruiz-Bonilla, V., Sala, D., Planet, 
E., Berenguer-Llergo, A., Muñoz, J.P., 
Sánchez-Feutrie, M., et al. (2016). Mfn2 
deficiency links age-related sarcopenia and 
impaired autophagy to activation of an 
adaptive mitophagy pathway. The EMBO 
Journal 35, 1677–1693. 

Sebastian-Valverde, M., and Pasinetti, G.M. 
(2020). The NLRP3 Inflammasome as a 
Critical Actor in the Inflammaging Process. 
Cells 9. 

Sehnert, B., Burkhardt, H., Dübel, S., and Voll, 
R.E. (2020). Cell-Type Targeted NF-kappaB 
Inhibition for the Treatment of Inflammatory 
Diseases. Cells 9. 

Sellix, M.T., Evans, J.A., Leise, T.L., 
Castanon-Cervantes, O., Hill, D.D., DeLisser, 
P., Block, G.D., Menaker, M., and Davidson, 
A.J. (2012). Aging differentially affects the re-
entrainment response of central and peripheral 
circadian oscillators. J Neurosci 32, 16193–

16202. 

Sena, L.A., and Chandel, N.S. (2012). 
Physiological roles of mitochondrial reactive 
oxygen species. Mol Cell 48, 158–167. 

Shaw, A.C., Joshi, S., Greenwood, H., Panda, 
A., and Lord, J.M. (2010). Aging of the innate 
immune system. Curr Opin Immunol 22, 507–

513. 

Shaw, A.C., Goldstein, D.R., and 
Montgomery, R.R. (2013). Age-dependent 
dysregulation of innate immunity. Nat Rev 
Immunol 13, 875–887. 

Shigenaga, M.K., Hagen, T.M., and Ames, 
B.N. (1994). Oxidative damage and 
mitochondrial decay in aging. Proc Natl Acad 
Sci U S A 91, 10771–10778. 

Shih, P.-H., and Yen, G.-C. (2007). 
Differential expressions of antioxidant status in 
aging rats: the role of transcriptional factor 
Nrf2 and MAPK signaling pathway. 
Biogerontology 8, 71–80. 

Shirakabe Akihiro, Ikeda Yoshiyuki, Sciarretta 
Sebastiano, Zablocki Daniela K., and 
Sadoshima Junichi (2016). Aging and 
Autophagy in the Heart. Circulation Research 
118, 1563–1576. 

Smirnov, A.N. (2001). Nuclear melatonin 
receptors. Biochemistry (Mosc) 66, 19–26. 



  Bibliography 

~ 143 ~ 
 

Sohal, R.S., and Orr, W.C. (2012). The redox 
stress hypothesis of aging. Free Radical 
Biology and Medicine 52, 539–555. 

Solanas, G., Peixoto, F.O., Perdiguero, E., 
Jardí, M., Ruiz-Bonilla, V., Datta, D., 
Symeonidi, A., Castellanos, A., Welz, P.-S., 
Caballero, J.M., et al. (2017). Aged Stem Cells 
Reprogram Their Daily Rhythmic Functions to 
Adapt to Stress. Cell 170, 678-692.e20. 

Song, M., Mihara, K., Chen, Y., Scorrano, L., 
and Dorn, G.W. (2015). Mitochondrial fission 
and fusion factors reciprocally orchestrate 
mitophagic culling in mouse hearts and 
cultured fibroblasts. Cell Metab 21, 273–286. 

Spengler, M.L., Kuropatwinski, K.K., Comas, 
M., Gasparian, A.V., Fedtsova, N., 
Gleiberman, A.S., Gitlin, I.I., Artemicheva, 
N.M., Deluca, K.A., Gudkov, A.V., et al. 
(2012). Core circadian protein CLOCK is a 
positive regulator of NF-κB–mediated 
transcription. Proc Natl Acad Sci U S A 109, 
E2457–E2465. 

Srinivasan, V., Maestroni, G., Cardinali, D., 
Esquifino, A., Perumal, S.P., and Miller, S. 
(2005). Melatonin, immune function and 
aging. Immunity & Ageing 2, 17. 

Srivastava, D., and Olson, E.N. (2000). A 
genetic blueprint for cardiac development. 
Nature 407, 221–226. 

Stapleton, C.M., Jaradat, M., Dixon, D., Kang, 
H.S., Kim, S.-C., Liao, G., Carey, M.A., 
Cristiano, J., Moorman, M.P., and Jetten, A.M. 
(2005). Enhanced susceptibility of staggerer 
(RORalphasg/sg) mice to lipopolysaccharide-
induced lung inflammation. Am J Physiol 
Lung Cell Mol Physiol 289, L144-152. 

Steinhilber, D., Brungs, M., Werz, O., 
Wiesenberg, I., Danielsson, C., Kahlen, J.P., 
Nayeri, S., Schräder, M., and Carlberg, C. 
(1995). The nuclear receptor for melatonin 
represses 5-lipoxygenase gene expression in 
human B lymphocytes. J Biol Chem 270, 
7037–7040. 

Stotland, A., and Gottlieb, R.A. (2016). α-
MHC MitoTimer mouse: In vivo 
mitochondrial turnover model reveals 
remarkable mitochondrial heterogeneity in the 
heart. Journal of Molecular and Cellular 
Cardiology 90, 53–58. 

Strehler, B.L. (1959). Origin and comparison 
of the effects of time and high-energy 
radiations on living systems. Q Rev Biol 34, 
117–142. 

Strehler, B.L. (1977). Time, cells, and aging 
(New York: Academic Press). 

Strom, J., and Chen, Q.M. (2017). Loss of 
Nrf2 promotes rapid progression to heart 
failure following myocardial infarction. 
Toxicol Appl Pharmacol 327, 52–58. 

Stujanna, E.N., Murakoshi, N., Tajiri, K., Xu, 
D., Kimura, T., Qin, R., Feng, D., 
Yonebayashi, S., Ogura, Y., Yamagami, F., et 
al. (2017). Rev-erb agonist improves adverse 
cardiac remodeling and survival in myocardial 
infarction through an anti-inflammatory 
mechanism. PLoS One 12, e0189330. 

Suh, J.H., Shenvi, S.V., Dixon, B.M., Liu, H., 
Jaiswal, A.K., Liu, R.-M., and Hagen, T.M. 
(2004). Decline in transcriptional activity of 
Nrf2 causes age-related loss of glutathione 
synthesis, which is reversible with lipoic acid. 
PNAS 101, 3381–3386. 

Suwanjang, W., Abramov, A.Y., Charngkaew, 
K., Govitrapong, P., and Chetsawang, B. 
(2016). Melatonin prevents cytosolic calcium 
overload, mitochondrial damage and cell death 
due to toxically high doses of dexamethasone-
induced oxidative stress in human 
neuroblastoma SH-SY5Y cells. Neurochem Int 
97, 34–41. 

Swindell, W.R., Masternak, M.M., Kopchick, 
J.J., Conover, C.A., Bartke, A., and Miller, 
R.A. (2009). Endocrine regulation of heat 
shock protein mRNA levels in long-lived 
dwarf mice. Mech Ageing Dev 130, 393–400. 



Marisol Fernández Ortiz 
 

~ 144 ~ 
 

Szabadkai, G., Simoni, A.M., Chami, M., 
Wieckowski, M.R., Youle, R.J., and Rizzuto, 
R. (2004). Drp-1-Dependent Division of the 
Mitochondrial Network Blocks Intraorganellar 
Ca2+ Waves and Protects against Ca2+-
Mediated Apoptosis. Molecular Cell 16, 59–

68. 

Szántóová, K., Zeman, M., Veselá, A., and 
Herichová, I. (2011). Effect of phase delay 
lighting rotation schedule on daily expression 
of per2, bmal1, rev-erbα, pparα, and pdk4 
genes in the heart and liver of Wistar rats. Mol 
Cell Biochem 348, 53–60. 

Tahara, Y., Takatsu, Y., Shiraishi, T., Kikuchi, 
Y., Yamazaki, M., Motohashi, H., Muto, A., 
Sasaki, H., Haraguchi, A., and Kuriki, D. 
(2017). Age-related circadian disorganization 
caused by sympathetic dysfunction in 
peripheral clock regulation. NPJ Aging Mech 
Dis 3. 

Takeda, N., and Maemura, K. (2015). The role 
of clock genes and circadian rhythm in the 
development of cardiovascular diseases. Cell 
Mol Life Sci 72, 3225–3234. 

Talens, R.P., Christensen, K., Putter, H., 
Willemsen, G., Christiansen, L., Kremer, D., 
Suchiman, H.E.D., Slagboom, P.E., Boomsma, 
D.I., and Heijmans, B.T. (2012). Epigenetic 
variation during the adult lifespan: cross-
sectional and longitudinal data on monozygotic 
twin pairs. Aging Cell 11, 694–703. 

Tan, C.-C., Yu, J.-T., Tan, M.-S., Jiang, T., 
Zhu, X.-C., and Tan, L. (2014). Autophagy in 
aging and neurodegenerative diseases: 
implications for pathogenesis and therapy. 
Neurobiol Aging 35, 941–957. 

Tan, D.X., Manchester, L.C., Reiter, R.J., Qi, 
W.B., Karbownik, M., and Calvo, J.R. (2000). 
Significance of melatonin in antioxidative 
defense system: reactions and products. Biol 
Signals Recept 9, 137–159. 

Taneike, M., Yamaguchi, O., Nakai, A., 
Hikoso, S., Takeda, T., Mizote, I., Oka, T., 

Tamai, T., Oyabu, J., Murakawa, T., et al. 
(2010). Inhibition of autophagy in the heart 
induces age-related cardiomyopathy. 
Autophagy 6, 600–606. 

Terman, A., and Kurz, T. (2013). Lysosomal 
iron, iron chelation, and cell death. Antioxid 
Redox Signal 18, 888–898. 

Thompson, C.B. (1995). Apoptosis in the 
pathogenesis and treatment of disease. Science 
267, 1456–1462. 

Toldo, S., and Abbate, A. (2018). The NLRP3 
inflammasome in acute myocardial infarction. 
Nature Reviews Cardiology 15, 203–214. 

Tomaru, U., Takahashi, S., Ishizu, A., 
Miyatake, Y., Gohda, A., Suzuki, S., Ono, A., 
Ohara, J., Baba, T., Murata, S., et al. (2012). 
Decreased proteasomal activity causes age-
related phenotypes and promotes the 
development of metabolic abnormalities. Am J 
Pathol 180, 963–972. 

Tomás-Zapico, C., and Coto-Montes, A. 
(2005). A proposed mechanism to explain the 
stimulatory effect of melatonin on 
antioxidative enzymes. J Pineal Res 39, 99–

104. 

Tomobe, K., Shinozuka, T., Kuroiwa, M., and 
Nomura, Y. (2012). Age-related changes of 
Nrf2 and phosphorylated GSK-3β in a mouse 
model of accelerated aging (SAMP8). 
Archives of Gerontology and Geriatrics 54, 
e1–e7. 

Touitou, Y. (2001). Human aging and 
melatonin. Clinical relevance. Exp Gerontol 
36, 1083–1100. 

Trifunovic, A., Wredenberg, A., Falkenberg, 
M., Spelbrink, J.N., Rovio, A.T., Bruder, C.E., 
Bohlooly-Y, M., Gidlöf, S., Oldfors, A., 
Wibom, R., et al. (2004). Premature ageing in 
mice expressing defective mitochondrial DNA 
polymerase. Nature 429, 417–423. 

Tsinkalovsky, O., Smaaland, R., Rosenlund, 
B., Sothern, R.B., Hirt, A., Steine, S., Badiee, 



  Bibliography 

~ 145 ~ 
 

A., Abrahamsen, J.F., Eiken, H.G., and 
Laerum, O.D. (2007). Circadian variations in 
clock gene expression of human bone marrow 
CD34+ cells. J Biol Rhythms 22, 140–150. 

Tsukahara, S., Tanaka, S., Ishida, K., Hoshi, 
N., and Kitagawa, H. (2005). Age-related 
change and its sex differences in 
histoarchitecture of the hypothalamic 
suprachiasmatic nucleus of F344/N rats. 
Experimental Gerontology 40, 147–155. 

Turner, P.L., and Mainster, M.A. (2008). 
Circadian photoreception: ageing and the eye’s 

important role in systemic health. British 
Journal of Ophthalmology 92, 1439–1444. 

Twig, G., and Shirihai, O.S. (2011). The 
interplay between mitochondrial dynamics and 
mitophagy. Antioxid Redox Signal 14, 1939–

1951. 

Uematsu, S., and Akira, S. (2007). Toll-like 
receptors and Type I interferons. J Biol Chem 
282, 15319–15323. 

Ungvari, Z., Csiszar, A., and Kaley, G. (2004). 
Vascular Inflammation in Aging. Herz 29, 
733–740. 

Ungvari, Z., Bailey-Downs, L., Sosnowska, D., 
Gautam, T., Koncz, P., Losonczy, G., Ballabh, 
P., de Cabo, R., Sonntag, W.E., and Csiszar, A. 
(2011a). Vascular oxidative stress in aging: a 
homeostatic failure due to dysregulation of 
NRF2-mediated antioxidant response. Am J 
Physiol Heart Circ Physiol 301, H363-372. 

Ungvari, Z., Bailey-Downs, L., Gautam, T., 
Sosnowska, D., Wang, M., Monticone, R.E., 
Telljohann, R., Pinto, J.T., de Cabo, R., 
Sonntag, W.E., et al. (2011b). Age-Associated 
Vascular Oxidative Stress, Nrf2 Dysfunction, 
and NF-κB Activation in the Nonhuman 
Primate Macaca mulatta. The Journals of 
Gerontology: Series A 66A, 866–875. 

Urata, Y., Honma, S., Goto, S., Todoroki, S., 
Iida, T., Cho, S., Honma, K., and Kondo, T. 
(1999). Melatonin induces gamma-

glutamylcysteine synthetase mediated by 
activator protein-1 in human vascular 
endothelial cells. Free Radic Biol Med 27, 
838–847. 

Vanecek, J. (1998). Cellular mechanisms of 
melatonin action. Physiol Rev 78, 687–721. 

Vaseva, A.V., and Moll, U.M. (2009). The 
mitochondrial p53 pathway. Biochimica et 
Biophysica Acta (BBA) - Bioenergetics 1787, 
414–420. 

Vaughan, D.E. (2005). PAI-1 and 
atherothrombosis. J Thromb Haemost 3, 1879–

1883. 

Venegas, C., García, J.A., Escames, G., Ortiz, 
F., López, A., Doerrier, C., García-Corzo, L., 
López, L.C., Reiter, R.J., and Acuña-
Castroviejo, D. (2012). Extrapineal melatonin: 
analysis of its subcellular distribution and daily 
fluctuations. J Pineal Res 52, 217–227. 

Vera, E., Bernardes de Jesus, B., Foronda, M., 
Flores, J.M., and Blasco, M.A. (2012). The 
Rate of Increase of Short Telomeres Predicts 
Longevity in Mammals. Cell Reports 2, 732–

737. 

Villanueva Paz, M., Cotán, D., Garrido-
Maraver, J., Cordero, M.D., Oropesa-Ávila, 
M., de La Mata, M., Delgado Pavón, A., de 
Lavera, I., Alcocer-Gómez, E., and Sánchez-
Alcázar, J.A. (2016). Targeting autophagy and 
mitophagy for mitochondrial diseases 
treatment. Expert Opin Ther Targets 20, 487–

500. 

Vince, J.E., Nardo, D.D., Gao, W., Vince, A.J., 
Hall, C., McArthur, K., Simpson, D., 
Vijayaraj, S., Lindqvist, L.M., Bouillet, P., et 
al. (2018). The Mitochondrial Apoptotic 
Effectors BAX/BAK Activate Caspase-3 and -
7 to Trigger NLRP3 Inflammasome and 
Caspase-8 Driven IL-1β Activation. Cell 
Reports 25, 2339-2353.e4. 

Virag, J.I., and Murry, C.E. (2003). 
Myofibroblast and endothelial cell 



Marisol Fernández Ortiz 
 

~ 146 ~ 
 

proliferation during murine myocardial infarct 
repair. Am J Pathol 163, 2433–2440. 

Virag, J.A.I., Dries, J.L., Easton, P.R., 
Friesland, A.M., DeAntonio, J.H., 
Chintalgattu, V., Cozzi, E., Lehmann, B.D., 
Ding, J.M., and Lust, R.M. (2010). Attenuation 
of myocardial injury in mice with functional 
deletion of the circadian rhythm gene mPer2. 
Am J Physiol Heart Circ Physiol 298, H1088-
1095. 

Viswambharan, H., Carvas, J.M., Antic, V., 
Marecic, A., Jud, C., Zaugg, C.E., Ming, X.-F., 
Montani, J.-P., Albrecht, U., and Yang, Z. 
(2007). Mutation of the circadian clock gene 
Per2 alters vascular endothelial function. 
Circulation 115, 2188–2195. 

Volt, H., García, J.A., Doerrier, C., Díaz-
Casado, M.E., Guerra-Librero, A., López, 
L.C., Escames, G., Tresguerres, J.A., and 
Acuña-Castroviejo, D. (2016). Same molecule 
but different expression: aging and sepsis 
trigger NLRP3 inflammasome activation, a 
target of melatonin. J Pineal Res 60, 193–205. 

Vriend, J., and Reiter, R.J. (2015). Melatonin 
feedback on clock genes: a theory involving 
the proteasome. J Pineal Res 58, 1–11. 

Waldhauser, F., Kovács, J., and Reiter, E. 
(1998). Age-related changes in melatonin 
levels in humans and its potential 
consequences for sleep disorders. Exp 
Gerontol 33, 759–772. 

Wang, C.-Y., Wen, M.-S., Wang, H.-W., 
Hsieh, I.-C., Li, Y., Liu, P.-Y., Lin, F.-C., and 
Liao, J.K. (2008). Increased vascular 
senescence and impaired endothelial 
progenitor cell function mediated by mutation 
of circadian gene Per2. Circulation 118, 2166–

2173. 

Wang, S., Lin, Y., Yuan, X., Li, F., Guo, L., 
and Wu, B. (2018a). REV-ERBα integrates 
colon clock with experimental colitis through 
regulation of NF-κB/NLRP3 axis. Nat 
Commun 9, 4246. 

Wang, S., Li, F., Lin, Y., and Wu, B. (2020). 
Targeting REV-ERBα for therapeutic 
purposes: promises and challenges. 
Theranostics 10, 4168–4182. 

Wang, X., Jiang, W., Yan, Y., Gong, T., Han, 
J., Tian, Z., and Zhou, R. (2014). RNA viruses 
promote activation of the NLRP3 
inflammasome through a RIP1-RIP3-DRP1 
signaling pathway. Nature Immunology 15, 
1126–1133. 

Wang, Z., Hu, W., Lu, C., Ma, Z., Jiang, S., 
Gu, C., Acuña-Castroviejo, D., and Yang, Y. 
(2018b). Targeting NLRP3 (Nucleotide-
Binding Domain, Leucine-Rich-Containing 
Family, Pyrin Domain-Containing-3) 
Inflammasome in Cardiovascular Disorders. 
Arterioscler Thromb Vasc Biol 38, 2765–2779. 

Waters, D.W., Blokland, K.E.C., Pathinayake, 
P.S., Burgess, J.K., Mutsaers, S.E., Prele, 
C.M., Schuliga, M., Grainge, C.L., and Knight, 
D.A. (2018). Fibroblast senescence in the 
pathology of idiopathic pulmonary fibrosis. 
American Journal of Physiology-Lung Cellular 
and Molecular Physiology 315, L162–L172. 

Wątroba, M., Dudek, I., Skoda, M., Stangret, 

A., Rzodkiewicz, P., and Szukiewicz, D. 
(2017). Sirtuins, epigenetics and longevity. 
Ageing Res Rev 40, 11–19. 

Weitzman, E.D., Moline, M.L., Czeisler, C.A., 
and Zimmerman, J.C. (1982). Chronobiology 
of aging: temperature, sleep-wake rhythms and 
entrainment. Neurobiol Aging 3, 299–309. 

Welsh, P., Grassia, G., Botha, S., Sattar, N., 
and Maffia, P. (2017). Targeting inflammation 
to reduce cardiovascular disease risk: a 
realistic clinical prospect? Br J Pharmacol 174, 
3898–3913. 

Weyand, C.M., and Goronzy, J.J. (2016). 
Aging of the Immune System. Mechanisms 
and Therapeutic Targets. Ann Am Thorac Soc 
13 Suppl 5, S422–S428. 



  Bibliography 

~ 147 ~ 
 

Willich, S.N., Goldberg, R.J., Maclure, M., 
Perriello, L., and Muller, J.E. (1992). Increased 
onset of sudden cardiac death in the first three 
hours after awakening. Am J Cardiol 70, 65–

68. 

Withyachumnarnkul, B., Limpanawattanakul, 
M., and Trakulrungsi, W. (1986). Retention of 
radioactive substances in the hypothalamus, 
anterior pituitary, and reproductive organs of 
male rats after 3H-melatonin administration. 
Life Sci 38, 1757–1765. 

Witting, W., Mirmiran, M., Bos, N.P., and 
Swaab, D.F. (1994). The effect of old age on 
the free-running period of circadian rhythms in 
rat. Chronobiol Int 11, 103–112. 

Wohlgemuth, S.E., Julian, D., Akin, D.E., 
Fried, J., Toscano, K., Leeuwenburgh, C., and 
Dunn, W.A. (2007). Autophagy in the heart 
and liver during normal aging and calorie 
restriction. Rejuvenation Res 10, 281–292. 

Wong, H.-S., Benoit, B., and Brand, M.D. 
(2019). Mitochondrial and cytosolic sources of 
hydrogen peroxide in resting C2C12 
myoblasts. Free Radical Biology and Medicine 
130, 140–150. 

Woodall, B.P., and Gustafsson, Å.B. (2018). 
Autophagy-A key pathway for cardiac health 
and longevity. Acta Physiol (Oxf) 223, 
e13074. 

Wright, W.E., Piatyszek, M.A., Rainey, W.E., 
Byrd, W., and Shay, J.W. (1996). Telomerase 
activity in human germline and embryonic 
tissues and cells. Dev Genet 18, 173–179. 

Wu, N.N., Zhang, Y., and Ren, J. (2019). 
Mitophagy, Mitochondrial Dynamics, and 
Homeostasis in Cardiovascular Aging. 
Oxidative Medicine and Cellular Longevity 
2019, e9825061. 

Xu, B., Zhang, J., Strom, J., Lee, S., and Chen, 
Q.M. (2014). Myocardial ischemic reperfusion 
induces de novo Nrf2 protein translation. 
Biochim Biophys Acta 1842, 1638–1647. 

Xu, S., Pi, H., Zhang, L., Zhang, N., Li, Y., 
Zhang, H., Tang, J., Li, H., Feng, M., Deng, P., 
et al. (2016). Melatonin prevents abnormal 
mitochondrial dynamics resulting from the 
neurotoxicity of cadmium by blocking 
calcium-dependent translocation of Drp1 to the 
mitochondria. J Pineal Res 60, 291–302. 

Xu, X., Zhang, L., Ye, X., Hao, Q., Zhang, T., 
Cui, G., and Yu, M. (2018). Nrf2/ARE 
pathway inhibits ROS-induced NLRP3 
inflammasome activation in BV2 cells after 
cerebral ischemia reperfusion. Inflamm Res 
67, 57–65. 

Yamaguchi, A., Tatsumoto, M., Matsumura, 
R., Endo, T., Hirata, K., Tokuda, I., and 
Akashi, M. (2018). Normal peripheral 
circadian phase in the old-old with abnormal 
circadian behavior. Genes Cells 23, 849–859. 

Yamazaki, S., Straume, M., Tei, H., Sakaki, 
Y., Menaker, M., and Block, G.D. (2002). 
Effects of aging on central and peripheral 
mammalian clocks. Proc Natl Acad Sci U S A 
99, 10801–10806. 

Yang, Y., Duan, W., Jin, Z., Yi, W., Yan, J., 
Zhang, S., Wang, N., Liang, Z., Li, Y., Chen, 
W., et al. (2013). JAK2/STAT3 activation by 
melatonin attenuates the mitochondrial 
oxidative damage induced by myocardial 
ischemia/reperfusion injury. Journal of Pineal 
Research 55, 275–286. 

Yang, Y., Li, N., Qiu, J., Ge, H., and Qin, X. 
(2020). Identification of the Repressive 
Domain of the Negative Circadian Clock 
Component CHRONO. Int J Mol Sci 21. 

Yasukawa, K., Oshiumi, H., Takeda, M., 
Ishihara, N., Yanagi, Y., Seya, T., Kawabata, 
S., and Koshiba, T. (2009). Mitofusin 2 
inhibits mitochondrial antiviral signaling. Sci 
Signal 2, ra47. 

Ye, J., Yu, M., Zhang, K., Liu, J., Wang, Q., 
Tao, P., Jia, K., Liao, M., and Ning, Z. (2015). 
Tissue-specific expression pattern and 
histological distribution of NLRP3 in Chinese 



Marisol Fernández Ortiz 
 

~ 148 ~ 
 

yellow chicken. Vet Res Commun 39, 171–

177. 

Yeung, F., Hoberg, J.E., Ramsey, C.S., Keller, 
M.D., Jones, D.R., Frye, R.A., and Mayo, 
M.W. (2004). Modulation of NF-kappaB-
dependent transcription and cell survival by the 
SIRT1 deacetylase. EMBO J 23, 2369–2380. 

Yeung, H.M., Hung, M.W., and Fung, M.L. 
(2008). Melatonin ameliorates calcium 
homeostasis in myocardial and ischemia-
reperfusion injury in chronically hypoxic rats. 
J Pineal Res 45, 373–382. 

Youm, Y.-H., Grant, R.W., McCabe, L.R., 
Albarado, D.C., Nguyen, K.Y., Ravussin, A., 
Pistell, P., Newman, S., Carter, R., Laque, A., 
et al. (2013). Canonical Nlrp3 Inflammasome 
Links Systemic Low-Grade Inflammation to 
Functional Decline in Aging. Cell Metabolism 
18, 519–532. 

Young, M.E., Razeghi, P., and Taegtmeyer, H. 
(2001). Clock genes in the heart: 
characterization and attenuation with 
hypertrophy. Circ Res 88, 1142–1150. 

Young, M.E., Brewer, R.A., Peliciari-Garcia, 
R.A., Collins, H.E., He, L., Birky, T.L., Peden, 
B.W., Thompson, E.G., Ammons, B.-J., Bray, 
M.S., et al. (2014). Cardiomyocyte-specific 
BMAL1 plays critical roles in metabolism, 
signaling, and maintenance of contractile 
function of the heart. J Biol Rhythms 29, 257–

276. 

Yu, L., Li, B., Zhang, M., Jin, Z., Duan, W., 
Zhao, G., Yang, Y., Liu, Z., Chen, W., Wang, 
S., et al. (2016). Melatonin reduces PERK-
eIF2α-ATF4-mediated endoplasmic reticulum 
stress during myocardial ischemia–reperfusion 
injury: role of RISK and SAFE pathways 
interaction. Apoptosis 21, 809–824. 

Yuan, G., Xu, L., Cai, T., Hua, B., Sun, N., 
Yan, Z., Lu, C., and Qian, R. (2019). Clock 
mutant promotes osteoarthritis by inhibiting 
the acetylation of NFκB. Osteoarthritis 
Cartilage 27, 922–931. 

Zampino, M., Spencer, R.G., Fishbein, K.W., 
Simonsick, E.M., and Ferrucci, L. (2021). 
Cardiovascular Health and Mitochondrial 
Function: Testing an Association. J Gerontol A 
Biol Sci Med Sci 76, 361–367. 

Zeman, M., Szántóová, K., Stebelová, K., 
Mravec, B., and Herichová, I. (2009). Effect of 
rhythmic melatonin administration on clock 
gene expression in the suprachiasmatic nucleus 
and the heart of hypertensive TGR(mRen2)27 
rats. J Hypertens Suppl 27, S21-26. 

Zhang, H., Squadrito, G.L., Uppu, R., and 
Pryor, W.A. (1999). Reaction of peroxynitrite 
with melatonin: A mechanistic study. Chem 
Res Toxicol 12, 526–534. 

Zhang, H., Davies, K.J.A., and Forman, H.J. 
(2015). Oxidative stress response and Nrf2 
signaling in aging. Free Radical Biology and 
Medicine 88, 314–336. 

Zhang, L., Zhang, R., Tien, C.-L., Chan, R.E., 
Sugi, K., Fu, C., Griffin, A.C., Shen, Y., 
Burris, T.P., Liao, X., et al. (2017). REV-
ERBα ameliorates heart failure through 
transcription repression. JCI Insight 2. 

Zhang, L., Dong, X., Lee, M., Maslov, A.Y., 
Wang, T., and Vijg, J. (2019a). Single-cell 
whole-genome sequencing reveals the 
functional landscape of somatic mutations in B 
lymphocytes across the human lifespan. PNAS 
116, 9014–9019. 

Zhang, X., Trevino, M.B., Wang, M., Gardell, 
S.J., Ayala, J.E., Han, X., Kelly, D.P., 
Goodpaster, B.H., Vega, R.B., and Coen, P.M. 
(2018). Impaired Mitochondrial Energetics 
Characterize Poor Early Recovery of Muscle 
Mass Following Hind Limb Unloading in Old 
Mice. J Gerontol A Biol Sci Med Sci 73, 
1313–1322. 

Zhang, Y., Wang, Y., Xu, J., Tian, F., Hu, S., 
Chen, Y., and Fu, Z. (2019b). Melatonin 
attenuates myocardial ischemia-reperfusion 
injury via improving mitochondrial 
fusion/mitophagy and activating the AMPK-



  Bibliography 

~ 149 ~ 
 

OPA1 signaling pathways. Journal of Pineal 
Research 66, e12542. 

Zhao, D., Yu, Y., Shen, Y., Liu, Q., Zhao, Z., 
Sharma, R., and Reiter, R.J. (2019a). 
Melatonin Synthesis and Function: 
Evolutionary History in Animals and Plants. 
Front Endocrinol (Lausanne) 10. 

Zhao, J., Warman, G.R., and Cheeseman, J.F. 
(2018). Clock gene expression and locomotor 
activity predict death in the last days of life in 
Drosophila melanogaster. Sci Rep 8, 11923. 

Zhao, L., Zou, X., Feng, Z., Luo, C., Liu, J., 
Li, H., Chang, L., Wang, H., Li, Y., Long, J., 
et al. (2014). Evidence for association of 
mitochondrial metabolism alteration with lipid 
accumulation in aging rats. Experimental 
Gerontology 56, 3–12. 

Zhao, W., Cui, L., Huang, X., Wang, S., Li, D., 
Li, L., Sun, Y., and Du, M. (2019b). Activation 
of Rev-erbα attenuates lipopolysaccharide-
induced inflammatory reactions in human 
endometrial stroma cells via suppressing 
TLR4-regulated NF-κB activation. Acta 
Biochim Biophys Sin (Shanghai) 51, 908–914. 

Zhou, H., Zhang, Y., Hu, S., Shi, C., Zhu, P., 
Ma, Q., Jin, Q., Cao, F., Tian, F., and Chen, Y. 
(2017a). Melatonin protects cardiac 

microvasculature against ischemia/reperfusion 
injury via suppression of mitochondrial 
fission-VDAC1-HK2-mPTP-mitophagy axis. 
Journal of Pineal Research 63, e12413. 

Zhou, H., Li, D., Zhu, P., Ma, Q., Toan, S., 
Wang, J., Hu, S., Chen, Y., and Zhang, Y. 
(2018). Inhibitory effect of melatonin on 
necroptosis via repressing the Ripk3-PGAM5-
CypD-mPTP pathway attenuates cardiac 
microvascular ischemia–reperfusion injury. 
Journal of Pineal Research 65, e12503. 

Zhou, J., Chong, S.Y., Lim, A., Singh, B.K., 
Sinha, R.A., Salmon, A.B., and Yen, P.M. 
(2017b). Changes in macroautophagy, 
chaperone-mediated autophagy, and 
mitochondrial metabolism in murine skeletal 
and cardiac muscle during aging. Aging 
(Albany NY) 9, 583–599. 

Zhou, R., Yazdi, A.S., Menu, P., and Tschopp, 
J. (2011). A role for mitochondria in NLRP3 
inflammasome activation. Nature 469, 221–

225. 

Zucker, S.N., Fink, E.E., Bagati, A., Mannava, 
S., Bianchi-Smiraglia, A., Bogner, P.N., 
Wawrzyniak, J.A., Foley, C., Leonova, K.I., 
Grimm, M.J., et al. (2014). Nrf2 Amplifies 
Oxidative Stress via Induction of Klf9. 
Molecular Cell 53, 916–928. 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

 

 

 

  

 

 

 

 

 

 

 

 
 

 

ANNEX



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



  Annex 

~ 153 ~ 
 

Annex 1. Aging, genotype, melatonin effect on clock gene expression in WT and NLRP3-/- mice. Significant differences determined by 
post-hoc test after Multifactorial-ANOVA.  

TRANSCRIPT: Clock. Post-hoc test: Least Significant Difference 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/- 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison P value 

0 
Y vs OA <0.05 

0 

NLRP3-/- Y vs NLRP3-/- EA <0.05 0 Y vs OA + aMT <0.05 

0 
 

NLRP3-/-Y vs 
NLRP3-/-OA + aMT 

<0.05 

EA vs OA <0.05 
NLRP3-/- Y vs NLRP3-/- 

OA 
<0.05 

6 
Y vs OA + aMT <0.05 

NLRP3-/-EA vs 
NLRP3-/-EA + aMT 

<0.05 

6 

Y vs EA <0.05 
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05 

EA vs EA + 
aMT 

<0.05 
NLRP3-/-OA vs 

NLRP3-/-OA + aMT 
<0.05 

Y vs OA <0.05 WT EA vs NLRP3-/-EA <0.05 
12 

Y vs OA + aMT <0.05 
WT EA + aMT vs 

NLRP3-/- EA + aMT 
<0.05 

EA vs OA <0.05 WT OA vs NLRP3-/- OA <0.05 
OA vs OA + 

aMT 
<0.05 6 

WT OA + aMT vs 
NLRP3-/- OA + aMT 

<0.05 

12 EA vs OA <0.05 
 

6 
 

NLRP3-/- Y vs NLRP3-/- 

OA 
<0.05 

18 
 

Y vs EA + aMT <0.05 

18 

NLRP3-/- Y vs 
NLRP3-/- EA + aMT 

<0.05 

18 
Y vs OA <0.05 

NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05 Y vs OA + aMT <0.05 

NLRP3-/- Y vs 
NLRP3-/- OA + aMT 

<0.05 

EA vs OA <0.05 WT EA vs NLRP3-/-EA <0.05 
EA vs EA + 

aMT 
<0.05 

WT EA + aMT vs 
NLRP3-/- EA + aMT 

<0.05 

   
12 

NLRP3-/- Y vs NLRP3-/- EA <0.05 
OA vs OA + 

aMT 
<0.05    

   
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05       

   

18 

NLRP3-/- Y vs NLRP3-/- EA <0.05       

   
NLRP3-/- Y vs NLRP3-/- 

OA 
<0.05       

   
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05       
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TRANSCRIPT: Bmal1. Post-hoc test:Tukey multiple comparison of mean 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/- 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison P value 

0 
 

Y vs EA <0.001 
0 
 

NLRP3-/- Y vs 
NLRP3-/- EA <0.001 

0 
 

Y vs EA + aMT <0.001 
0 
 

NLRP3-/- Y vs 
NLRP3-/-OA + aMT 

<0.001 

Y vs OA <0.001 NLRP3-/- Y vs 
NLRP3-/- OA 

<0.001 Y vs OA + aMT <0.001 WT EA + aMT vs 
NLRP3-/- EA + aMT <0.001 

6 
 

Y vs EA <0.001 6 WT Y vs NLRP3-/- 
Y <0.01 

6 
 

Y vs EA + aMT <0.05 
12 
 

NLRP3-/- Y vs 
NLRP3-/-OA + aMT <0.001 

EA vs OA <0.05 12 NLRP3-/- EA vs 
NLRP3-/- OA 

<0.05 Y vs OA + aMT <0.05 NLRP3-/- OA vs 
NLRP3-/-OA + aMT <0.001 

18 
 

Y vs EA <0.001 

18 
 

NLRP3-/- Y vs 
NLRP3-/- EA <0.001 

18 
 

Y vs EA + aMT <0.001 

18 

NLRP3-/- Y vs 
NLRP3-/-EA + aMT <0.05 

Y vs OA <0.001 NLRP3-/-Y vs 
NLRP3-/-OA <0.001 Y vs OA + aMT <0.001 NLRP3-/- Y vs 

NLRP3-/-OA + aMT <0.001 

   WT Y vs NLRP3-/- 
Y <0.001 EA vs EA+aMT <0.001 WT EA + aMT vs 

NLRP3-/- EA + aMT <0.001 

      EA + aMT vs 
OA <0.001    

      EA + aMT vs 
OA + aMT <0.001    
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TRANSCRIPT: Per2. Post-hoc test: Least Significant Difference 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/- 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison P 
value 

0 
 

Y vs EA <0.05 

0 
 

NLRP3-/- Y vs NLRP3-/- OA <0.05 6 
 

Y vs EA + aMT <0.05 

0 
 

NLRP3-/- Y vs NLRP3-/- EA + 
aMT 

<0.05 

EA vs OA <0.05 NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05 OA vs OA + aMT <0.05 NLRP3-/-EA vs NLRP3-/-EA + 

aMT <0.05 

6 
 

Y vs OA <0.05 WT EA vs NLRP3-/-EA <0.05 12 
 

Y vs EA + aMT <0.05 NLRP3-/-OA vs NLRP3-/-OA + 
aMT <0.05 

EA vs OA <0.05 WT OA vs NLRP3-/- OA <0.05 EA vs EA + aMT <0.05 6 
 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT <0.05 

18 
 

Y vs EA <0.05 

6 

NLRP3-/- Y vs NLRP3-/- EA <0.05 

18 
 

Y vs EA + aMT <0.05 WT OA + aMT vs NLRP3-/- OA 
+ aMT <0.05 

Y vs OA <0.05 NLRP3-/- EA vs NLRP3-/- 

OA <0.05 Y vs OA + aMT <0.05 

12 
 

NLRP3-/-EA vs NLRP3-/-EA + 
aMT <0.05 

EA vs OA <0.05 WT EA vs NLRP3-/-EA <0.05 EA vs EA + aMT <0.05 NLRP3-/-OA vs NLRP3-/-OA + 
aMT <0.05 

   12 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 OA vs OA + aMT <0.05 WT Y vs NLRP3-/-Y <0.05 

   NLRP3-/- Y vs NLRP3-/- OA <0.05    WT EA vs NLRP3-/-EA <0.05 

   

18 
 

NLRP3-/- Y vs NLRP3-/- OA <0.05    WT OA vs NLRP3-/- OA <0.05 

   NLRP3-/- EA vs NLRP3-/- 

OA <0.05    WT EA + aMT vs NLRP3-/- EA 
+ aMT <0.05 

   WT Y vs NLRP3-/- Y <0.05    WT OA + aMT vs NLRP3-/- OA 
+ aMT <0.05 

   WT EA vs NLRP3-/-EA <0.05    

18 
 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT <0.05 

   WT OA vs NLRP3-/- OA <0.05    

NLRP3-/-OA vs NLRP3-/-OA + 
aMT <0.05 

WT EA + aMT vs NLRP3-/- EA 
+ aMT <0.05 

         WT OA + aMT vs NLRP3-/- OA 
+ aMT <0.05 
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TRANSCRIPT: Chrono. Post-hoc test: Least Significant Difference 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/-

 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison 
P 

value 

6 
 

Y vs EA <0.05 

0 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 

0 
 

Y vs EA + aMT <0.05 

0 
 

NLRP3-/- Y vs NLRP3-/- EA + 
aMT 

<0.05 

Y vs OA <0.05 NLRP3-/- Y vs NLRP3-/- OA <0.05 Y vs OA + aMT <0.05 
NLRP3-/- Y vs NLRP3-/- OA + 

aMT 
<0.05 

EA vs OA <0.05 WT Y vs NLRP3-/- Y <0.05 EA vs EA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/- EA + 

aMT 
<0.05 

12 
 

Y vs EA <0.05 WT EA vs NLRP3-/- EA <0.05 OA vs OA + aMT <0.05 
NLRP3-/- OA vs NLRP3-/- OA + 

aMT 
<0.05 

Y vs OA <0.05 WT OA vs NLRP3-/- OA <0.05 

6 

Y vs EA + aMT <0.05 
WT EA + aMT vs NLRP3-/- EA 

+ aMT 
<0.05 

EA vs OA <0.05 

6 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 Y vs OA + aMT <0.05 
WT OA + aMT vs NLRP3-/- OA 

+ aMT 
<0.05 

18 
 

Y vs OA <0.05 NLRP3-/- Y vs NLRP3-/- OA <0.05 EA vs EA + aMT <0.05 

6 
 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT 

<0.05 

EA vs OA <0.05 WT EA vs NLRP3-/- EA <0.05 

12 
 

Y vs EA + aMT <0.05 
NLRP3-/- Y vs NLRP3-/-OA + 

aMT 
<0.05 

   WT OA vs NLRP3-/- OA <0.05 Y vs OA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/- EA + 

aMT 
<0.05 

   

12 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 EA vs EA + aMT <0.05 

12 
 

NLRP3-/- Y vs NLRP3-/- EA + 
aMT 

<0.05 

   NLRP3-/- Y vs NLRP3-/- OA <0.05 OA vs OA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/- EA + 

aMT 
<0.05 

   WT Y vs NLRP3-/- Y <0.05 

18 
 

Y vs EA + aMT <0.05 
NLRP3-/- OA vs NLRP3-/- OA + 

aMT 
<0.05 

   WT EA vs NLRP3-/- EA <0.05 Y vs OA + aMT <0.05 
WT EA + aMT vs NLRP3-/- EA 

+ aMT 
<0.05 

   WT OA vs NLRP3-/- OA <0.05 EA vs EA + aMT <0.05 
WT OA +aMT vs NLRP3-/- OA 

+aMT 
<0.05 
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TRANSCRIPT: Chrono. Post-hoc test: Least Significant Difference (continued) 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/-

 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison 
P 

value 

   

18 
 

NLRP3-/- Y vs NLRP3-/- OA <0.05 18 OA vs OA + aMT <0.05 

18 
 

NLRP3-/- Y vs NLRP3-/- OA + 
aMT 

<0.05 

   
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05    

NLRP3-/- OA vs NLRP3-/- OA + 
aMT 

<0.05 

   WT Y vs NLRP3-/- Y <0.05    
WT EA + aMT vs NLRP3-/- EA 

+ aMT 
<0.05 

   WT EA vs NLRP3-/- EA <0.05    
WT OA + aMT vs NLRP3-/- OA 

+ aMT 
<0.05 

   WT OA vs NLRP3-/- OA <0.05       
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TRANSCRIPT: Rev-erbα. Post-hoc test: Least Significant Difference 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/-

 

Hour Comparison P value Hour Comparison P value Hour Comparison P value Hour Comparison 
P 

value 

0 
 

Y vs EA <0.05 
0 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 
6 
 

Y vs EA + aMT <0.05 
 

6 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT 

<0.05 

EA vs OA <0.05 
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05 Y vs OA + aMT <0.05 

NLRP3-/- Y vs NLRP3-/-OA + 
aMT 

<0.05 

6 
 

Y vs EA <0.05 
6 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 

12 
 

Y vs EA + aMT <0.05 

12 
 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT 

<0.05 

Y vs OA <0.05 NLRP3-/- Y vs NLRP3-/- OA <0.05 Y vs OA + aMT <0.05 
NLRP3-/- Y vs NLRP3-/-OA + 

aMT 
<0.05 

12 
 

Y vs EA <0.05 

12 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 EA vs EA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/-EA + 

aMT 
<0.05 

Y vs OA <0.05 NLRP3-/- Y vs NLRP3-/- OA <0.05 OA vs OA + aMT <0.05 
NLRP3-/- OA vs NLRP3-/-OA + 

aMT 
<0.05 

EA vs OA <0.05 
NLRP3-/- EA vs NLRP3-/- 

OA 
<0.05 

18 
 

Y vs EA + aMT <0.05 

18 
 

NLRP3-/- Y vs NLRP3-/-EA + 
aMT 

<0.05 

      Y vs OA + aMT <0.05 
NLRP3-/- Y vs NLRP3-/-OA + 

aMT 
<0.05 

      EA vs EA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/-EA + 

aMT 
<0.05 
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TRANSCRIPT: Rorα. Post-hoc test: Least Significant Difference 

Aging effect on WT Genotype effect Melatonin effect on WT
 

Melatonin effect on NLRP3
-/-

 

Hour Comparison P value Hour Comparison 
P 

value 
Hour Comparison P value Hour Comparison 

P 
value 

0 Y vs OA <0.05 
0 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 0 
 

Y vs EA + aMT <0.05 0 
 

NLRP3-/- Y vs NLRP3-/-EA + aMT <0.05 

6 
 

Y vs OA <0.05 NLRP3-/- Y vs NLRP3-/- OA <0.05 OA vs OA + aMT <0.05 NLRP3-/- Y vs NLRP3-/-OA + aMT <0.05 

EA vs OA <0.05 WT Y vs NLRP3-/- Y <0.05 6 Y vs OA + aMT <0.05 

6 
 

NLRP3-/- Y vs NLRP3-/-EA + aMT <0.05 

18 EA vs OA <0.05 

6 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05 
12 
 

Y vs OA + aMT <0.05 NLRP3-/- Y vs NLRP3-/-OA + aMT <0.05 

   NLRP3-/- Y vs NLRP3-/- OA <0.05 OA vs OA + aMT <0.05 
NLRP3-/- EA vs NLRP3-/- EA + 

aMT 
<0.05 

   NLRP3-/- EA vs NLRP3-/- OA <0.05 

18 
 

Y vs EA + aMT <0.05 

12 
 

NLRP3-/- EA vs NLRP3-/- EA + 
aMT 

<0.05 

   WT Y vs NLRP3-/- Y <0.05 Y vs OA + aMT <0.05 
NLRP3-/- OA vs NLRP3-/- OA + 

aMT 
<0.05 

   WT EA vs NLRP3-/- EA <0.05 EA vs EA + aMT <0.05 
WT OA + aMT vs NLRP3-/- OA + 

aMT 
<0.05 

   WT OA vs NLRP3-/- OA <0.05 OA vs OA + aMT <0.05 

18 
 

NLRP3-/- Y vs NLRP3-/-EA + aMT <0.05 

   

12 
 

NLRP3-/- Y vs NLRP3-/- EA <0.05    NLRP3-/- Y vs NLRP3-/-OA + aMT <0.05 

   NLRP3-/- Y vs NLRP3-/- OA <0.05    
NLRP3-/- EA vs NLRP3-/- EA + 

aMT 
<0.05 

   NLRP3-/- EA vs NLRP3-/- OA <0.05    
WT EA + aMT vs NLRP3-/- EA + 

aMT 
<0.05 

   WT EA vs NLRP3-/- EA <0.05    
WT OA + aMT vs NLRP3-/- OA + 

aMT 
<0.05 

   

18 

NLRP3-/-Y vs NLRP3-/-OA <0.05       

   NLRP3-/-EA vs NLRP3-/-OA <0.05       

   WT Y vs NLRP3-/- Y <0.05       

   WT EA vs NLRP3-/- EA <0.05       
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Annex 2. Cosinor analysis of clock gene expression in heart of WT and NLRP3-/- mice 
during aging and melatonin treatment.  

Group Gene 

 

P-value 

 

 

PR  

 

Acrophase 

(95% CI) 

Amplitude 

(95% CI) 

Mesor 

(95% CI) 

WT 

Y 
Clock < 0.001  83,31 

7.53 

(6.21 – 8.87) 

20 

(13.30 - 26.80) 

69.2 

(64.50 - 74) 

 
Bmal1 < 0.001 73,48 

7.67 

(6.62 – 8.87) 

28.60 

(20.80 – 36.40) 

50.80 

(45.30 – 56.30) 

 
Per2 < 0.01  35,83 

19.87 

(17.40 – 22.40) 

10.40 

(4.07 – 16.30) 

45.60 

(41.20 – 50.10) 

 Chrono < 0.05 63,17 
19.67 

(17.33 - 22) 

8.96 

(3.80 – 14.10) 

22.10 

(18.40 – 25.70) 

 
Rev-erbα < 0.001 65,24 

16.73 

(15.47 - 18) 

27.20 

(18.20 – 36.20) 

21.70 

(15.30 – 28.10) 

 
Rorα < 0.001 83,25 

13.33 

(12.47 -14.20) 

15.50 

(12 – 19.10) 

53.20 

(50.70 – 55.70) 

NLRP3-/- 

Y 
Clock < 0.05 48,22 

7.80 

(5.26 – 10.40) 

7.60 

(2.80 – 12.30) 

55.90 

(52.50 – 59.20) 

 
Bmal1 < 0.01 43,63 

7.93 

(5.84 - 10) 

17.30 

(8.37 – 26.20) 

30.50 

(24.20 – 36.90) 

 
Per2 < 0.05 58,63 

12.47 

(9.87 – 15.13) 

19.70 

(7.20 – 32.10) 

53.80 

(45 – 62.70) 

 Chrono < 0.001 81,06 
17.73 

(16.87 – 18.53) 

34.90 

(27.20 – 42.50) 

45.80 

(40.40 – 51.30) 

 
Rev-erbα < 0.001 72,8 

17.40 

(16.33 – 18.47) 

35.70 

(25.80 – 45.70) 

28.40 

(21.40 – 35.40) 

 
Rorα < 0.05 58,83 

18.01 

(15.47 – 20.67) 

26.50 

(9.79 – 43.30) 

74.30 

(62.40 – 86.10) 

WT 

EA 
Clock < 0.01 37,08 

12.20 

(9.80 – 14.60) 

14.70 

(6.03 – 23.50) 

60.60 

(54.50 – 66.80) 

 
Bmal1 < 0.001 72,58 

10.87 

(9.80 - 11.93) 

34.90 

(25.20 – 44.70) 

26.90 

(20 – 33.80) 

 
Per2 < 0.05 61,46 

21.33 

(18.87 – 23.73) 

23.80 

(9.58 - 38) 

58.70 

(48.60 – 68.70) 
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 Chrono < 0.001 86,97 
17.27 

(16.60 - 17.93) 

14.80 

(12.20 – 17.40) 

22.70 

(20.90 – 24.50) 

 
Rev-erbα < 0.001 80,37 

16.07 

(15.20 - 16.93) 

24.40 

(18.90 – 29.80) 

30.80 

(26.90 – 34.60) 

 
Rorα ns 23,86 

13.80 

(10.20 – 17.40) 

13.20 

(2.49 – 23.90) 

54.50 

(47 – 62.10) 

NLRP3-/- 

EA 
Clock < 0.001 80,06 

10.87 

(10 - 11.73) 

29.80 

(23 – 36.50) 

67.60 

(62.90 – 72.40) 

 
Bmal1 < 0.001 74,63 

8.80 

(7.73 – 9.80) 

26.50 

(19.50 – 33.50) 

24.70 

(19.80 – 29.70) 

 
Per2 < 0.001 52,92 

11.13 

(9.47 – 12.80) 

12.80 

(7.32 – 18.30) 

56.10 

(52.20 – 59.90) 

 Chrono < 0.001 65,24 
17.73 

(16.47 – 19.07) 

34.90 

(23.30 – 46.50) 

24.60 

(16.50 – 32.80) 

 
Rev-erbα < 0.001 95,62 

15.07 

(14.67 – 15.40) 

43.60 

(39.40 – 47.90) 

36.90 

(33.90 – 39.90) 

 
Rorα ns 3,03 

19.40 

(16.27 – 22.53) 

4.28 

(-6.71 – 15.30) 

56.80 

(49 – 64.60) 

WT 

EA + aMT 
Clock < 0.001 78,5 

7.27 

(6.34 – 8.20) 

29.50 

(22.50 – 36.50) 

50.90 

(45.90 – 55.90) 

 
Bmal1 < 0.001 96,16 

9.33 

(8.93 – 9.67) 

28.90 

(26.30 -31.60) 

22.70 

(20.80 – 24.50) 

 
Per2 < 0.01 43,64 

6.65 

(4.58 – 8.73) 

15.50 

(7.50 – 23.50) 

47.60 

(41.90 – 53.30) 

 Chrono < 0.001 77,88 
20.60 

(19.67 – 21.53) 

4.73 

(3.59 – 5.87) 

9.55 

(8.74 – 10.40) 

 
Rev-erbα < 0.001 67,33 

12.13 

(10.93 – 13.40) 

40.40 

(27.60 – 53.10) 

31.50 

(22.50 – 40.60) 

 
Rorα < 0.05 54,57 

6.63 

(3.73 – 9.53) 

23 

(7.17 – 38.80) 

45 

(33.80 – 56.20) 

NLRP3-/- 

EA + aMT 
Clock < 0.01 46,18 

6.48 

(4.53 – 8.47) 

13.90 

(7.10 – 20.80) 

68.80 

(64 – 73.70) 

 
Bmal1 < 0.001 95,65 

7.40 

(7 - 7.73) 

17.30 

(15.60 - 19) 

19.70 

(18.50 – 20.90) 

 
Per2 < 0.05 41,03 

10.80 

(7.80 – 13.87) 

12.30 

(3.47 – 21.20) 

60.90 

(54.70 – 67.20) 
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 Chrono < 0.001 66,5 
18.27 

(17 – 19.53) 

32.10 

(21.80 – 42.50) 

22.80 

(15.50 – 30.10) 

 
Rev-erbα < 0.001 90,93 

15.60 

(15 – 16.13) 

40.20 

(34.40 – 45.90) 

36.60 

(32.50 – 40.70) 

 
Rorα < 0.05 40,9 

13.13 

(10.07 – 16.20) 

9.46 

(2.65 – 16.30) 

56.60 

(51.70 – 61.40) 

WT 

OA 
Clock < 0.01 46,41 

11.40 

(9.40 – 13.33) 

13.10 

(6.73 – 19.50) 

41.90 

(37.40 – 46.50) 

 
Bmal1 < 0.001 86,62 

9.13 

(8.40 - 9.80) 

37 

(30.40 – 43.60) 

30.20 

(25.50 – 34.90) 

 
Per2 ns 20,98 

20.93 

(16.80 – 25.07) 

6.01 

(0.72 – 11.30) 

35 

(31.20 – 38.70) 

 Chrono < 0.001 73,24 
18.67 

(17.60 – 19.73) 

42.20 

(30.70 – 53.80) 

29.60 

(21.40 – 37.80) 

 
Rev-erbα < 0.001 77,94 

15.73 

(14.80 – 16.67) 

21 

(16 – 26.10) 

24.50 

(20.90 - 28) 

 
Rorα ns 1,35 

16 

(12.93 – 19.07) 

2.76 

(-7.94 – 13.40) 

65.60 

(58 – 73.20) 

NLRP3-/- 

OA 
Clock < 0.001 67,88 

10.40 

(9.20 – 11.60) 

22.30 

(15.40 – 29.30) 

40.60 

(35.60 – 45.50) 

 
Bmal1 < 0.001 83,88 

9.80 

(9 – 10.53) 

41 

(32.80 – 49.10) 

32.70 

(26.90 – 38.40) 

 
Per2 < 0.001 78,38 

10.47 

(9.53 – 11.33) 

19.30 

(14.70 – 23.90) 

37.70 

(34.50 - 41) 

 Chrono < 0.001 55,85 
17.47 

(15.87 – 19.07) 

13 

(7.74 – 18.20) 

13.60 

(9.86 – 17.30) 

 
Rev-erbα < 0.001 70,96 

16 

(14.87 – 17.13) 

25.40 

(18 – 32.80) 

22.40 

(17.20 – 27.60) 

 
Rorα ns 28,59 

15.27 

(11.20 – 19.40) 

3.43 

(-0.66 – 7.53) 

51.70 

(48.80 – 54.60) 

WT 

OA + aMT 
Clock < 0.01 38,43 

7 

(4.66 – 9.33) 

9.11 

(3.80 – 14.30) 

36.20 

(32.50 – 39.90) 

 
Bmal1 < 0.001 81,19 

8.40 

(7.53 – 9.27) 

22.20 

(17.40 – 27.10) 

22 

(18.60 – 25.40) 

 
Per2 < 0.001 50,67 

4.63 

(2.86 – 6.41) 

13.50 

(7.45 – 19.50) 

36.50 

(32.30 – 40.80) 
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 Chrono < 0.001 66,99 
19.80 

(18.40 – 21.20) 

7 

(4.48 – 9.51) 

10.70 

(8.92 – 12.50) 

 
Rev-erbα < 0.001 93,08 

13.93 

(13.27 - 14.53) 

16.40 

(13.70 - 19) 

20.60 

(18.70 – 22.50) 

 
Rorα < 0.001 79,2 

6.01 

(4.49 – 7.53) 

22.80 

(14 – 31.60) 

36.30 

(30.10 – 42.60) 

NLRP3-/- 

OA + aMT 
Clock < 0.01 41,73 

7.53 

(5.37 – 9.67) 

20.50 

(9.25 – 31.50) 

42.30 

(34.50 – 50.10) 

 
Bmal1 < 0.001 86,25 

7.40 

(6.67 – 8.07) 

16.10 

(13.20 - 19) 

15 

(13 – 17.10) 

 
Per2 < 0.001 64,39 

12.60 

(11.33 – 13.93) 

28.80 

(19.10 – 38.50) 

51.30 

(44.40 – 58.20) 

 Chrono < 0.001 86,27 
16.01 

(15.13 - 17) 

28.10 

(21.40 – 34.80) 

26 

(21.30 – 30.80) 

 
Rev-erbα < 0.001 84,81 

14.33 

(13.60 – 15.07) 

41.90 

(33.80 – 49.90) 

35.60 

(29.90 – 41.30) 

 
Rorα < 0.001 82,95 

11.20 

(9.87 - 12.53) 

31.10 

(20.50 – 41.80) 

60.80 

(53.30 – 68.40) 
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Annex 3. Melatonin/Nrf2/NLRP3 connection in mouse heart mitochondria during 
aging.  
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Abstract: Aging is a major risk for cardiovascular diseases (CVD). Age-related disorders include 

oxidative stress, mitochondria dysfunction and exacerbation of the NF-κB/NLRP3 innate immune 

response pathways. Some of the molecular mechanisms underlying these processes, however, 

remain unclear. This study tested the hypothesis that NLRP3 inflammasome plays a role in cardiac 

aging and melatonin is able to counteract its effects. With the aim of investigating the impact of 

NLRP3 inflammasome and the actions and target of melatonin in aged myocardium, we analyzed 

the expression of proteins implied in mitochondria dynamics, autophagy, apoptosis, Nrf2-

dependent antioxidant response and mitochondria ultrastructure in heart of wild-type and NLRP3-

knockout mice of 3, 12 and 24 moths-old, with and without melatonin treatment. Our results 

showed that the absence of NLRP3 prevented age-related mitochondrial dynamic alterations in 

cardiac muscle with minimal effects in cardiac autophagy during aging. The deficiency of the 

inflammasome affected Bax/Bcl2 ratio, but not p53 or caspase 9. The Nrf2-antioxidant pathway was 

also unaffected by the absence of NLRP3. Furthermore, NLRP3-deficiency prevented the drop in 

autophagy and mice showed less mitochondrial damage than wild-type animals. Interestingly, 

melatonin treatment recovered mitochondrial dynamics altered by aging and had few effects on 

cardiac autophagy. Melatonin supplementation also had an anti-apoptotic action in addition to 

restore Nrf2-antioxidant capacity and improve mitochondria ultrastructure altered by aging. 

Keywords: melatonin; mitochondria; NLRP3 inflammasome; Nrf2; heart ultrastructure; apoptosis; 

mitochondrial dynamics 

 

1. Introduction 

Cardiovascular diseases (CVD) constitute the leading cause of death in the world, especially in 

industrialized countries [1]. Genetics, hypertension, diabetes, obesity, smoking, and physical 

inactivity have been identified as risk factors for these diseases [2]. However, aging is by far the major 

risk factor for cardiac dysfunction, since its prevalence increases dramatically in aged people. The 

connection between aging and these cardiac pathologies have been widely reported [3–5]. Cardiac 

aging correlates with hemodynamic and metabolic alterations together, with changes in the structure 
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and function of cardiovascular tissues. Furthermore, the increase in reactive oxygen species (ROS) 

and the activation of inflammation-related pathways have also been documented [6–8]. Aging is 

characterized by an increase in oxidative damage and persistent activation of innate immunity 

resulting in immunosenescence. This immune dysregulation results in a state of age-associated 

chronic inflammation termed ‘inflammaging’, which plays an important role in the onset and 

progression of cardiovascular diseases, in addition to other age-related disorders [9–12].  

The main components of the innate immunity include NF-kB and NLRP3 inflammasome. 

Focusing on the NLRP3 inflammasome, it consists of the scaffold protein NLRP3, the adaptor protein 

ASC and caspase-1, forming a multiprotein complex [13]. The NLRP3 inflammasome is induced upon 

different signs of cellular ‘danger’ and is responsible for the maturation of the NF-kB-dependent pro-

inflammatory cytokines including interleukin-1β (IL-1β), potentiating the inflammatory response [14]. 

Some of these danger signals, such as ROS and mitochondrial DNA (mtDNA), come from impaired 

mitochondria during inflammation [15]. Additionally, age-related alterations in processes that 

maintain mitochondrial homeostasis, including fusion, fission, autophagy (mitophagy), and 

mitochondrial biogenesis, have been described. The resulting accumulation of dysfunctional 

mitochondria enhances ROS production and mtDNA release [16,17]. Another fact that could 

contribute to NLRP3 inflammasome activation is the reduced endogenous antioxidant defense 

capacity which occurs during aging, in particular, the decline of transcription factor Nrf2 [18,19]. 

Thus, there seems to be a close relationship between aging, NF-kB/NLRP3 inflammasome response, 

cardiac and mitochondrial dysfunction, ROS formation, and decrease in Nrf2. 

Melatonin (N-acetyl-5-methoxytryptamine, aMT) is an ubiquitous molecule that, aside from the 

pineal gland [20], is synthesized by most body organs and tissues, including the heart [21,22]. In 

addition to its chronobiotic effects, this indoleamine presents important anti-oxidative and anti-

inflammatory properties that depend on the high levels of extrapineal melatonin [23–25]. Within the 

cell, melatonin acts on its main target, the mitochondria, boosting their bioenergetic properties, 

enhancing the ATP levels and reducing the formation of free radicals [26–30]. In multiple 

experimental conditions including acute and chronic inflammation, and aging in mouse heart, 

melatonin consistently prevented oxidative stress, reduced the innate immunity activation, and 

boosted cardiac mitochondria function [12,23,25,31]. 

The mechanisms by which NLRP3 contributes to cardiovascular disorders are still unclear [32]. 

We hypothesized that NLPR3 inflammasome has a role in aged cardiac muscle and we considered 

worthwhile to evaluate its association with molecular mechanisms underlying the development of 

cardiovascular diseases with age. Moreover, we also hypothesized that melatonin is able to counteract 

the age-related changes in the myocardium and we investigated where it exerts its action. For this 

purpose, we assessed age-associated disturbances regarding mitochondrial dynamics (fusion/fission), 

autophagy (mitophagy), apoptosis, Nrf2-dependent antioxidant response, and mitochondrial 

ultrastructure in the heart of the wild-type and NLRP3-knockout mice at 3, 12, and 24 months of age, 

with and without melatonin treatment. 

2. Materials and Methods  

2.1. Animals and Treatment 

Wild-type C57BL/6J and NLRP3-knockout mice NLRP3-/- (B6.129S6-NLRP3tm1Bhk/J) on the 

wild-type C57BL/6J background (>10 backcrosses) aged 3 weeks, were purchased from Charles River 

(Barcelona, Spain) and The Jackson Laboratory (Bar Harbor, ME, USA), respectively. Mice were 

housed in the animal facility of the University of Granada under a specific pathogen-free barrier and 

were kept under controlled temperature (22°C ± 1°C). Room illumination was on automated 12h 

light/dark cycle (lights on at 08:00 h). Animals had ad libitum access to tap water and pelleted rodent 

chow. 

This study was carried out in accordance with the National Institutes of Health Guide for the 

Care and Use of Laboratory Animals (National Research Council, National Academy of Sciences, 
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Bethesda, MD, USA), the European Convention for the Protection of Vertebrate Animals used for 

Experimental and Other Scientific Purposes (CETS # 123), and the Spanish law for animal 

experimentation (R.D. 53/2013). The protocol was approved by the Andalusian’s Ethical Committee 

(05/07/2016/130).  

Wild-type (WT) and NLRP3-/- mice were divided into five experimental groups (n = 7 animals per 

group) (Figure 1): (I) young (Y, 3-months old), (II) early-aged (EA, 12-months old), (III) early-aged 

plus melatonin (EA + aMT), (IV) old-aged (OA, 24-months old), and (V) old-aged plus melatonin (OA 

+ aMT) mice. Melatonin (aMT) was orally administered at 10 mg/kg/day in the chow during the last 

two months before early and old-aged treated mice were sacrificed (EA + aMT at the age of 10 months 

and OA + aMT at the age of 22 months). The other groups of animals (Y, EA and OA) were fed with 

normal chow without melatonin. The melatonin pelleted chow was prepared by the Diet Production 

Unit facility of the University of Granada. The amount of melatonin in the pellets was calculated 

according to the average daily food intake, number, weight and age of mice [33]. The use of 10 

mg/kg/day was selected on the basis of previous studies that demonstrated the effectiveness of this 

dose on the aging process [11,34] and mitochondrial function [35,36]. C57/BL6A was reported to be a 

strain of mice that responds well to melatonin therapy [37,38]. Therefore, we deemed them suitable 

for the purpose of this study. 

 

Figure 1. Study design summary: experimental groups and melatonin treatment. 

Animals were killed by cervical dislocation after ketamine plus xylazine anesthesia, and hearts 

were collected. The left ventricle was dissected and divided into two parts. One part waswashed in 

saline, and rapidly fixed in 2.5% glutaraldehyde for transmission electron microscopy analysis, while 

the other part was stored at -80ºC for further western blot analysis. 

2.2. Western blot analysis 

Pure cytosolic subcellular fraction was isolated from heart tissue according to Dimauro et al. [39] 

with some adjustments described in Rahim et al. [30]. Briefly, heart tissue was homogenized on ice at 

800 rpm in 500 μL of STM buffer containing 250 mM sucrose, 50 mM Tris-HCl pH 7.4, 5 mM MgCl2, 

0.5 mM DTT, 5% phosphatase inhibitor buffer (125 mM NaF, 250 mM β-glycerophosphate, 250 mM p-

nitrophenyl phosphate, and 25 mM NaVO3), and a protease inhibitor cocktail (Cat. 78429, Thermo 

Fisher Scientific, Waltham, MA, USA) with a Teflon pestle. The homogenate was maintained on ice 

for 30 minutes, then centrifuged at 800 g for 15 minutes at 4ºC. The supernatant was labeled as S0 and 

used for subsequent isolation of cytosolic fractions. S0 was centrifuged at 800 g for 10 minutes at 4ºC 

and the supernatant S1 was centrifuged at 11000 g for 10 minutes. The resulting supernatant S2, 

containing cytosol and microsomal fraction, was precipitated in cold 100% acetone at −20°C for 1 hour 

followed by centrifugation at 12000 g for 5 minutes. The pellet was then resuspended in 300 μL STM 

buffer and labeled as cytosolic fraction. 

Western blot analysis was performed on cytosolic fractions of mice hearts. Denatured protein 

samples (40 μg/fraction) were separated by sodium dodecyl sulfate polyacrylamide gel 
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electrophoresis (SDS-PAGE) using 12% or 15% acrylamide/bis-acrylamide gels. Proteins were then 

wet transferred to a polyvinylidene difluoride (PVDF) membrane (Merck Life Science S.L.U., Madrid, 

Spain). The membrane was blocked in 5% bovine serum albumin (BSA) in PBST (PBS with 0.1% 

Tween-20) at room temperature and then incubated overnight at 4ºC with the primary antibodies 

(Table S1) diluted in blocking buffer per manufacturer´s specification. Membranes were washed with 

PBST 3 x 10 minutes and incubated for 1 hour at room temperature with anti‐mouse (BD Biosciences 

Pharmigen, San Jose, CA, USA) or anti‐rabbit (Thermo Scientific, Madrid, Spain) IgG‐horseradish 

peroxidase conjugated secondary antibodies diluted according to manufacturer’s instruction. After 

washing with PBST, immunoreaction was detected using ClarityTM Western ECL Substrate (Bio-Rad, 

Madrid, Spain) and revealed in Kodak Image Station 4000MM PRO (Carestream Health, Rochester, 

NY, USA). Bands were analyzed and quantified using Kodak Molecular Imaging Software v. 4.5.1 

(Carestream Health, Rochester, NY, USA). GAPDH protein content was used to normalize the 

cytosolic subcellular fraction. Data obtained from early and old-aged mice were always compared to 

young mice of the same group. The value of WT Y mice group was defined as 100%. 

2.3. Transmission electron microscopy (TEM) 

Small pieces from the left ventricle of the heart were rapidly immersed in a 2.5% glutaraldehyde 

in 0.1M cacodylate buffer (pH 7.4) for fixation, then post-fixed in 0.1M cacodylate buffer-with 1% 

osmium tetroxide and 1% potassium ferrocyanide for 1 hour. The specimens were then immersed in 

0.15% tannic acid for 50 seconds, incubated in 1% uranyl acetate for 1.5 hour, dehydrated in ethanol, 

and embedded in resin. Ultrathin sections of 65 nm thickness were cut using a Reichert-Jung Ultracut 

E ultramicrotome. These sections were double stained with uranyl acetate and lead citrate [40], and 

examined by a Carl Zeiss Leo 906E electron microscope and digital electron micrographs were 

acquired.  

2.4. Morphometric analyses 

Using electron micrographs, mitochondrial number and percentage of the mitochondrial damage 

(as number of damaged mitochondria/ total mitochondrial number ·100) were analyzed in areas with 

a width and height of 5.24 µm and 3.99 µm, respectively. Moreover, some morphometric analyses, 

including cross sectional area (CSA) and Feret’s diameter of the intermyofibrillar mitochondria, of 

cardiac muscle fibers were performed on images of electron microscopy using Image J processing 

software.  

2.5. Statistical analyses 

Data are expressed as mean ± standard error of the mean (SEM) of n = 7 animals per group. All 

statistical analyses were carried out using GraphPad Prism 6.0 software (GraphPad Software, San 

Diego, CA, USA). One-way ANOVA with a Tukey’s post hoc test was used to compare the 

differences between experimental groups. The values were found to be significantly different when p 

< 0.05. 

3. Results 

3.1. NLRP3 deficiency prevents, and melatonin treatment restores cardiac muscle mitochondrial dynamics 

altered by aging 

Anomalies in mitochondrial dynamics (fusion/fission) are typical of aged cardiac muscle [16]. 

Here, we showed that aging induced a decrease in the levels of proteins involved in mitochondrial 

dynamics, including Mfn2, Opa1, and Drp1, in WT mice, an effect absent in NLRP3-/- mice (Figure 2A, 

B, C). Melatonin supplementation counteracted the decline of Mfn2, Opa1, and Drp1 caused by aging 

in WT mice. Interestingly, no significant effect of melatonin was observed in fusion proteins Mfn2 and 

Opa1 in NLRP3-/- mice at the age of 12 and 24 months (Figure 2A, B). A slight, but not significant 
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enhancement in fission protein Drp1 was noted in EA and OA NLRP3-/- mice with melatonin 

supplementation (Figure 2C). 

Figure 2. Changes in mitochondrial dynamics (fusion/fission) in WT and NLRP3-/- mice during aging 

and melatonin treatment. (A) Protein levels of Mfn2. (B) Protein levels of Opa1. (C) Protein levels of 

Drp1. Experiments were performed in hearts of young (Y), early-aged (EA), early-aged with melatonin 

(EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3-/- mice. 

Data are expressed as means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01 vs. Y; #p<0.05, ##p<0.01 vs. 

group without melatonin treatment. 

3.2. NLRP3 deficiency and melatonin therapy had minimal effects in autophagy in cardiac muscle during aging 

A drop in the autophagic capacity observed in cardiac aging, is associated with the accumulation 

of dysfunctional mitochondria, exaggerated ROS production, and mtDNA release [16,17]. 

Unsurprisingly, the conversion of LC3I to LC3II, a hallmark of autophagy [41], was significantly 

reduced in WT mice during aging, as reflected in the decrease in the LC3II/LC3I ratio in WT EA and 

OA mice (Figure 3). LC3II/LC3I ratio trends to increase in NLRP3-/- EA and OA mice, which may 

explain the attempt to restore autophagy events. Melatonin administration had minimal effects on the 

LC3II/LC3I ratio in all cases. 

 

Figure 3. Changes in autophagy in WT and NLRP3-/- mice during aging and melatonin treatment. 

LC3II/LC3I ratio. Experiments were performed in hearts of young (Y), early-aged (EA), early-aged 

with melatonin (EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and 

NLRP3-/- mice. Data are expressed as means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01 vs. Y. 

3.3. Melatonin treatment and, to a lesser extent NLRP3 deficiency, reduced apoptosis in cardiac muscle during 

aging  

Despite being intensively studied over the past three decades, many of the mechanisms of 

apoptotic cell death remain unknown. Although the relationship between aging and apoptosis have 

been a subject of controversy in scientific community, there seems to be consensus that apoptosis 
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plays a significant role in cardiac aging [42]. Here, we showed that aging induced a rise in the levels 

of some proteins involved in apoptotic processes, including p53 and caspase 9 in both WT and 

NLRP3-/- mice. Melatonin treatment significantly diminished the levels of p53 and caspase 9 in EA WT 

mice and in EA and OA mutant mice (Figure 4A, B). The pro-apoptotic protein Bax and the anti-

apoptotic Bcl2 were significantly enhanced by aging in WT mice. Mutant mice only showed Bcl2 

increased in OA animal's group (Figure 4C, D). We observed a slight rise in Bax/Bcl2 ratio in EA and a 

significantly increase in WT OA mice (Figure 4E). The absence of NLRP3, however, prevented the 

apoptotic process associated with aging since Bax/Bcl2 ratio remained at similar levels that Y mutant 

mice. Melatonin supplementation significantly decreased the Bax/Bcl2 ratio in EA and OA WT mice, 

but had no effect in NLRP3-/- mice. 

Figure 4. Changes in apoptosis in WT and NLRP3-/- mice during aging and melatonin treatment. (A) 

Protein levels of p53. (B) Protein levels of caspase 9. (C) Protein levels of Bax. (D) Protein levels of 

Bcl2. (E) Bax/Bcl2 ratio. Experiments were performed in hearts of young (Y), early-aged (EA), early-

aged with melatonin (EA + aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type 

and NLRP3-/- mice. Data are expressed as means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01 vs. Y; 

#p<0.05, ##p<0.01 vs. group without melatonin treatment. 

3.4. Melatonin treatment, but not NLRP3 deficiency, recovered the Nrf2-dependent antioxidant capacity in 

cardiac muscle declined by aging  

In recent years, emerging evidence has indicated that aging leads to a gradual reduction of the 

Nrf2-dependent antioxidant response, which in turn contributes to the accumulation of oxidative 

stress [18,19]. Our results showed a significant decrease in the protein levels of Nrf2 and its active 

form pNrf2 (Ser40) in WT and NLRP3-/- mice with age, suggesting that NLRP3 deficiency was unable 

to ameliorate the age-related decline of Nrf2 and pNrf2 (Ser40) in these animals (Figure 5A, B). 

Melatonin supplementation markedly recovered the levels of Nrf2 and pNrf2 (Ser40) in both WT and 

mutant EA and OA mice. Aging and melatonin therapy did not significantly modify the levels of the 

Nrf2 inhibitor, Keap1, in either mouse strain (Figure 5C). Hmox1, Nqo1, and γGclc, three 

cytoprotective enzymes transcriptionally regulated by Nrf2, also remarkably decreased in WT OA 

mice (Figure 5D, E, F). The levels of Hmox1 and γGclc significantly dropped in NLRP3 -/- EA and OA 

mice (Figure 5D, E). Protein content of Nqo1 enzyme was not modified by aging in mutant animals 

(Figure F). Again, melatonin treatment greatly enhanced the levels of Hmox1, Nqo1, and γGclc in WT 

and NLRP3-/- mice. 
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Figure 5. Changes in the Nrf2-dependent antioxidant pathway in WT and NLRP3-/- mice during aging 

and melatonin treatment. (A) Protein levels of Nrf2. (B) Protein levels of pNrf2 (Ser40). (C) Protein 

levels of Keap1. (D) Protein levels of Hmox1. (E) Protein levels of Nqo1. (F) Protein levels of γGclc. 

Experiments were performed in hearts of young (Y), early-aged (EA), early-aged with melatonin (EA + 

aMT), old-aged (OA), and old-aged with melatonin (OA + aMT) wild type and NLRP3-/- mice. Data are 

expressed as means ± SEM (n = 7 animals/group). *p<0.05, **p<0.01, ***p<0.001 vs. Y; #p<0.05, ##p<0.01, 

###p<0.001 vs. group without melatonin treatment. 

3.5. NLRP3 deficiency and melatonin therapy improved mitochondria ultrastructure altered by age in cardiac 

muscle  

Transmission electron microscopy of the cardiac muscles of Y WT mice revealed presence of 

normally intact and compacted mitochondria with clearly organized cristae distributed in the 

intermyofibrillar spaces (Figure 6A, B). At the age of 12 months (EA), most of these mitochondria 

were found normally; however, a few showed cristae damage (Figure 6C, D). These changes were 

exacerbated and numerous mitochondria were severely damaged, hypertrophied, and vacuolated 

with completely destroyed cristae in WT OA mice (Figure 6G, H). Melatonin supplementation, 

however, preserved the normal ultrastructure of the cardiac mitochondria in EA (Figure 6E, F) and 

OA WT mice (Figure 6I, J) maintaining their healthy and compact appearance. 

Figure 6. Age-associated ultrastructural changes of mitochondria in cardiac muscle fibers of WT mice 

and melatonin treatment. (A, B) Electron micrographs of cardiac muscle fibers of Y WT mice revealing 
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presence of normally intact and compacted mitochondria (M) distributed among myofibrils (Mf). (C, 

D) Electron micrographs of cardiac muscle fibers of EA WT mice demonstrating presence of normal 

mitochondria (M) with presence few ones demonstrated cristae damage (asterisk). (E, F) Electron 

micrographs of cardiac muscle fibers of EA + aMT WT mice showing the protective effect of melatonin 

supplementation in preserving normal mitochondrial structure (M) with presence of lipid droplets (L), 

N; nucleus. (G, H) Electron micrographs of cardiac muscle fibers of OA WT mice clarifying presence 

of numerous severely damaged hypertrophied vacuolated mitochondria with completely destructed 

cristae (asterisk). (I, J) Electron micrographs of cardiac muscle fibers of OA + aMT WT mice exhibiting 

the beneficial effect of melatonin supplementation in keeping normal mitochondrial architecture (M). 

A, C, E, G, I: bar = 2 μm and B, D, F, H, J: bar = 1 μm. 

Cardiac muscle fibers of NLRP3-/- Y mice presented normal highly compacted mitochondria with 

densely packed cristae (Figure 7A, B). Mitochondrial structure did not change in EA mice, except one 

that showed damage in peripheral cristae (Figure 7C, D). The mitochondrial damage was less 

prevalent at 24 months in comparison with WT OA mice. Mitochondria were characterized by their 

widely-separated and organized cristae, with presence of small-sized membranous vacuoles of 

possibly autophagic nature (Figure 7G, H). Melatonin treatment exhibited an obvious protective effect 

at the age of 12 (Figure 7E, F) and 24 months (Figure 7I, J), where it kept normal mitochondrial 

architecture with aging, in addition to formation of multivesicular bodies, which reflect the induction 

of the autophagic processes. 

Figure 7. Age-related ultrastructural changes of mitochondria in cardiac muscle fibers of NLRP3-/- mice 

and melatonin treatment. (A, B) Electron micrographs of cardiac muscle fibers of Y NLRP3-/- mice 

showing presence of normally highly compacted mitochondria with densely packed cristae (M) 

distributed among myofibrils (Mf). (C, D) Electron micrographs of cardiac muscle fibers of EA NLRP3-

/- mice demonstrating intact mitochondria (M) with individual ones depicting damaged peripherally 

cristae (asterisk). (E, F) Electron micrographs of cardiac muscle fibers of EA + aMT NLRP3-/- mice 

revealing the clearly apparent prophylactic effect of melatonin supplementation in keeping normal 

mitochondrial architecture (M) with aging. (G, H) Electron micrographs of cardiac muscle fibers of OA 

NLRP3-/- mice indicating less detectable mitochondrial damage compared with WT mice, with 

presence of numerous mitochondria showing widely-separated organized cristae (asterisk) and small-

sized membranous vacuoles of possibly autophagic nature (V). (I, J) Electron micrographs of cardiac 

muscle fibers of OA + aMT NLRP3-/- mice showing the protective effect of melatonin supplementation 

in preserving normal mitochondrial structure (M), with formation of multivesicular bodies (MVB), 

which reflect the induction of the autophagic processes, N; nucleus. A, C, E, G, I: bar = 2 μm and B, D, 

F, H, J: bar = 1 μm. 

3.6. Lack of NLRP3 reduced mitochondria number loss and mitochondrial damage, an effect shared by 

melatonin 

Morphometric analysis of cardiac mitochondria revealed that mitochondrial number exhibited 

initial non-significant decline in cardiac muscles of WT and NLRP3-/- EA mice. Nevertheless, 
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mitochondrial number was significantly decreased in OA, being more pronounced in WT mice than 

NLRP3-/- one, an effect significantly counteracted after melatonin therapy (Figure 8A). Furthermore, 

the percentage of the mitochondrial damage was significantly increased in aged mice, especially in 

WT animals, and it was counteracted by melatonin supplementation (Figure 8B). Morphometrical 

analysis of the mitochondrial CSA illustrated a non-significant increase in cardiac muscle of WT and 

NLRP3-/- EA mice, whereas the former increased in aged animals (Figure 8C). Mitochondrial diameter 

showed non-significant increase in WT EA mice, increasing in OA animals. NLRP3-/- mice revealed 

non-significant changes in mitochondrial diameter among all experimental groups (Figure 8D).  

Figure 8. Age-associated morphometrical changes of intermyofibrillar mitochondria in cardiac muscle 

fibers of WT and NLRP3-/- mice and melatonin treatment. (A) Analysis of mitochondrial number. (B) 

Analysis of mitochondrial damage percentage. (C) Analysis of cross section area (CSA, µm2).  (D) 

Analysis of mitochondrial Feret’s diameter (μm). Data are expressed as means ± SEM (n = 7 

animals/group). *p<0.05, **p<0.01, ***p<0.001 vs. Y; #p<0.05, ##p<0.01 vs. group without melatonin 

treatment. 

4. Discussion 

Immunosenescence and inflammaging are caused by persistent activation of NF-κB/NLRP3 

inflammasome pathways generates chronic low-grade inflammation which leads to, among other 

detriments, accumulation of cardiac mitochondrial dysfunction, characterized by dysregulation of 

mitochondrial dynamics, autophagy, apoptosis, Nrf2 antioxidant pathway, and maintenance of 

ultrastructure of mitochondria [43]. Another hallmark of aging is a decline in melatonin levels and its 

protective roles [44]. This brings about increased oxidative damage, chronodisruption, upregulation 

of pro-inflammatory cytokines, and down regulation of anti-oxidant/-inflammatory processes that 

contribute to inflammaging by facilitating mitochondrial disruption [45]. The role of the NLRP3 

inflammasome and melatonin levels in regulation of mitochondrial dysfunction, associated with 

cardiac aging, is not fully understood. Our results suggest direct involvement of this inflammasome 
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by marked amelioration of some mitochondrial dysfunctions with NLRP3 ablation both involved 

with, and independent of, melatonin supplementation in EA and OA mice (Figures 9, 10). 

 

 

Figure 9. Proposed mechanism of melatonin in mitochondria of WT mice during cardiac aging. (A) 

Mitochondrial dynamics: aging led to a decline in fusion (Mfn2 and Opa1) and fission proteins (Opa1). 

Melatonin treatment counteracted this decrease. (B) Autophagy (mitophagy): autophagic capacity 

dropped in aged myocardium. Melatonin therapy had minimal impact on this pathway. (C) Intrinsic 

and (D) extrinsic apoptosis: WT mice have intrinsic and extrinsic pathways mediated by p53 and 

caspase 9. Those apoptotic markers, as well as Bax/Bcl2 ratio, increased with aging and are related 

with NLRP3 activation. This inflammasome seemed to have a regulatory effect on the intrinsic 

apoptotic pathway, which depends on mitochondria cytochrome c release. Melatonin 

supplementation had an anti-apoptotic effect in both intrinsic and extrinsic apoptosis. (E) Nrf2-

dependent antioxidant response: Nrf2 and pNrf2 (Ser40) were reduced with aging. This loss was 

linked to the decrease of the cytoprotective enzyme transcriptionally regulate by Nrf2: Hmox1, Nqo1 

and γGclc. Melatonin recovered this antioxidant pathway. No changes in Keap1 were reported. Red-

purple arrow: impact of aging. Green-blue arrow: effect of melatonin treatment. 
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Figure 10. Proposed mechanism of melatonin in mitochondria of NLRP3-/- mice during cardiac aging. 

Lack of NLRP3 inflammasome reduced mitochondria dysfunction. (A) Mitochondrial dynamics: the 

absence of NLRP3 prevented the decline in fusion (Mfn2 and Opa1) and fission proteins (Opa1) with 

aging. Melatonin treatment had no effect on these mice. (B) Autophagy (mitophagy): autophagic 

capacity was restored by NLRP3 deficiency. Melatonin therapy had minimal impact on autophagic 

capacity. (C) Intrinsic and (D) extrinsic apoptosis: loss of NLRP3 had an anti-apoptotic effect in 

Bax/Blc2 ratio, but not in p53 or caspase 9. The ablation of this inflammasome could trigger extrinsic 

apoptosis mediated by TNFα binding to death receptor. Melatonin supplementation had an anti-

apoptotic effect in p53 and caspase 9. (E) Nrf2-dependent antioxidant response: lack of NLRP3 did not 

recover the decrease of this antioxidant pathway with aging. Only Nqo1 were not diminished in 

mutant mice. Melatonin improved this antioxidant pathway. No changes in Keap1 were reported. 

Red-purple arrow: impact of aging. Green-blue arrow: effect of melatonin treatment. 

Mitochondria fusion (Mfn2 and Opa1) and fission (Drp1) proteins decrease naturally with aging, 

as seen in WT mice (Figure 9A). Findings in the literature link declines in regulatory proteins of 

mitochondrial dynamics and age-related development of cardiovascular disease [46–49]. 

Cardiomyocytes of Mfn2-deficient mice showed cardiac hypertrophy [50]. Low levels of Opa1 have 

been reported in failing human heart [51]. Loss of Drp1 in adult mice results in lethal dilated 

cardiomyopathy [52]. Our study also concluded that the absence of NLRP3 prevented the decrease in 

fusion and fission processes associated with aging that were observed in WT mice (Figure 10A). This 

cardioprotective effect observed in NLRP3-/- mice supports the existence of a close relationship 

between mitochondrial dynamics and inflammaging. Our results are in line with scientific evidence 

that connects impaired mitochondria dynamics, stimulation of innate immune response and 

inflammasome activation [53–58]. On the other hand, melatonin’s mechanism of action in 

mitochondria dynamics and aging remains unclear. We indicate herein that melatonin promotes 

fusion by increasing the expression of the Mfn2 and Opa1 proteins in WT EA and OA mice (Figure 

9A). Most investigations support that this indolamine stimulates mitochondria fusion, contributing to 
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the survival of cardiomyocytes and reducing mitochondria damage [59–61]. Moreover, numerous 

studies remark a melatonin-induced reduction of mitochondria fission with stressful stimuli [62–65], 

showing a protective effect in cardiac function against ischemia/reperfusion injury and post-traumatic 

cardiac dysfunction in vitro and in vivo models, respectively [66–68]. Conversely, we found that 

melatonin supplementation increased the levels of the Drp1 protein in EA and OA WT mice. 

Supporting our results, recent findings showed that increasement in Drp1 levels enhanced regulation 

of mitochondria homeostasis through mitophagy [69]. Additionally, Drp1 overexpression in flies 

reversed age-related mitochondria dysfunction and age-onset pathologies [70]. Taken together, our 

data suggests that melatonin enhances the response of mitochondria dynamics to maintain 

homeostasis during age-related metabolic stressors like inflammasome activation. It should be noted 

melatonin did not trigger significant changes in EA and OA NLRP3-/- mice either (Figure 10A). This 

effect of melatonin has previously been related to its cytoprotective activity, since its effect will be 

greater the more cellular damage there is, while in situations of low damage or physiological 

conditions its response is minimal [71]. 

The LC3II/LC3I ratio showed a significant decrease in autophagy in EA and OA WT mice 

compared to Y WT mice (Figure 9B). Numerous findings indicate a loss of autophagy with aging in 

most organisms and tissues, including the heart [72–76]. Changes in the expression of autophagic 

proteins such as Atg9, LAMP-1, and LC3II in aged mice and rats resulted in cardiac dysfunction [77–

79]. The consequent accumulation of altered organelles, mutated mtDNA, cristae disarray, and ROS, 

have been shown to propagate different age-related cardiac pathologies [74,75,80–82] and produce 

risk-associated molecular pattern derived from mitochondria (DAMP) that activate NLRP3 

inflammasome [83]. Our results showed that the absence of NLRP3 prevented the drop in LC3II/LC3I 

ratio in mice during aging (Figure 10B). Ablation of the NLRP3 inflammasome in old NLRP3-/- mice 

has been reported to improve the quality of autophagy by increasing the levels of ATG12, beclin 1 

and LC3II and decreasing p62/SQSTM1 [84]. Several studies have demonstrated the protective 

influence of melatonin by both increasing and decreasing autophagic capacity, in response to sterile 

and non-sterile inflammation [85–92]. Interestingly, in our results it is implied that melatonin had no 

effect on EA and OA WT mice compared to their corresponding controls (Figure 9B). Similar results 

were obtained in the brain of SAMP8 mice, where melatonin did not cause changes in autophagy [93]. 

However, it is noteworthy that melatonin was able to increase autophagy of OA WT mice, thereby 

restoring levels like Y WT mice, but not in EA mice. This action suggests that melatonin and 

autophagy operate synergistically to increase cell survival, delay immunosenescence, and decrease 

oxidative stress. Thus, melatonin could act selectively, increasing autophagy only when antioxidant 

activity is severely impaired, or when sufficient loss of cellular homeostasis results in abnormal 

mitochondrial morphology and death receptor pathway activation [94–98]. Melatonin did not cause 

significant changes in the LC3II/LC3I ratio in NLRP3-/- mice (Figure 10B), possibly due to the 

protective effect resulting from ablation of the inflammasome. 

Apoptotic proteins p53 and caspase 9 were found to be increased in EA and OA vs Y mice in 

both WT and NLP3-/- mice (Figure 9C, D, Figure 10C, D). Oxidative stress that occurs during aging 

has been shown to induce apoptosis, mitochondria dysfunction in cardiomyocytes and ultimately 

heart failure [99–102]. The Bax/Bcl2 ratio confirmed the increase in apoptosis with aging in WT mice. 

Interestingly, no changes were observed between ages in mutant mice. The ablation of NLRP3 had an 

anti-apoptotic protective effect during cardiac aging in Bax/Bcl2 ratio, but not in p53 or caspase 9. This 

finding suggests that NLRP3 is a direct regulator of the intrinsic apoptotic pathway in cardiac aging, 

which is dependent of the balance between Bax and Bcl2 and cytochrome c release (Figure 10C). The 

absence of this inflammasome could trigger activation of extrinsic apoptosis with ligand-induced 

activation of several death receptors since the participation of p53 and caspase 9 in this pathway has 

been reported in various tissues and cell models [103–105]. In support of our hypothesis, recent 

studies revealed an increase in TNFα in the serum of old NLRP3-/- mice compared to young mice 

[106]. This cytokine is linked to inflammaging [107] and induces extrinsic apoptotic pathway by 

binding to the cell death receptor TNFR1. On the other hand, findings have showed that caspase 8, 
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which is key in extrinsic apoptosis, plays a role in NLRP3 inflammasome priming and cytochrome c 

independent caspase 9 activation [108–110]. Without NLRP3, cardiac aging-induced inflammation is 

favored and could start with extrinsic TNFα apoptosis pathway preceding activation of caspase 8 

which in turn activates caspase 9 (Figure 10D). Further investigations centered of the impact of aging 

on the heart are required to elucidate the extent of the complex interactions between NLRP3 and 

apoptosis. In most cases, melatonin counteracted the high levels of p53 and caspase 9 associated with 

aging in WT and mutant mice and Bax/Bcl2 ratio in WT. This anti-apoptotic effect of melatonin 

during cardiac aging was evident in both extrinsic and intrinsic pathways (Figure 9C, D, Figure 10C, 

D) and can be explained due to its ability to restore the redox potential of the mitochondria 

membrane and reduce oxidative stress. These actions increase ATP production and decrease 

mitochondrial outer membrane permeabilization (MOMP)  following release of cytochrome c [111]. 

Mitochondrial theory of aging [112,113] postulates that an alteration in the redox state of the 

mitochondria, the main source of free radicals in the cell, causes oxidative damage that results in 

senescence, the primary driver of the aging process. In this sense, Nrf2 is defined as a ‘guardian of 

health span’ and a ‘master regulator of aging’ giving it enormous importance in the control of 

numerous antioxidant enzymes [114,115]. It is well stablished that Nrf2 improves mitochondria 

function by balancing reduction and oxidation processes and influencing ATP production, membrane 

potential, fatty acid oxidation and structural integrity [116]. However, changes in the levels of this 

protein during aging, as well as the antioxidant enzymes it regulates, have been the subject of debate 

in recent years. Controversial and even opposite results appear in many studies, which seem to 

depend on the species, strain, tissue, sex and experimental design. Our results in cardiac muscle 

indicate that cytosolic levels of Nrf2 and pNrf2 (Ser40) decrease with aging, both in WT and in 

NLRP3-/- mice at EA and OA (Figure 9E, Figure 10E). This may suggest translocation to the nucleus to 

activate transcription, to mediate age-related increases in ROS, decreasing cytosolic levels. The 

presence of pNrf2 in the cytosol could also be due to phosphorylation of Nrf2 by GSK-3β which 

translocates pNrf2 out of the nucleus [117]. Our data agree with investigations showing that  mice 

deficient in Nrf2 have a higher susceptibility to inflammation and oxidative stress [118]. This 

alteration in the Nrf2 pathway is associated with cardiovascular diseases [119,120]. Nrf2-/- mice were 

more prone to heart failure and their mortality increased ten days after suffering a myocardial 

infarction [121,122]. Although most studies point to a decrease in Nrf2 in heart tissue with aging, the 

causes are unknown. Surprisingly, our results discarded Keap1 as the responsible of this declining 

since there were no changes in its levels between the different ages and experimental groups. In line 

with our findings, levels of Nrf2 and its mRNA were found to be reduced in the liver of 10-month-old 

SAMP8 mice compared to SAMR1 mice, while Keap1 mRNA and its protein levels remained 

unchanged with age [117]. The decrease in the antioxidant enzymes Hmox1, Nqo1 and γGclc during 

aging is possibly due to a less efficient Nrf2 signaling [123,124]. Similar results using aortas of 24-

month-old rats, whose Nrf2 levels were lower compared to 3-month-old young rats, resulted in a 

drop in the enzymes Hmox1, Nqo1 and γGclc [125]. However, the same group demonstrated that 

oxidative stress associated with aging did not induce significant changes in Nrf2 levels of carotid 

arteries in aged Rhesus macaques (20 years) compared to young individuals (10 years), and their 

respective antioxidant enzymes were not induced either [126]. Together, these data confirm that the 

expression of these antioxidant enzymes is linked to Nrf2. It also suggests the activation of this 

signaling pathway in the cardiovascular system during aging depends not only on the animal model 

but on the degree of oxidative stress as well. In this light, recent works described that there is a shift 

in Nrf2 target to Klf9 instead of Hmox1, Nqo1 and γGclc at excessive oxidative damage [127,128]. 

This could explain the fact that Hmox1 and γGclc were decreased to a greater degree than WT by 

showing decline in EA while WT decreased only at OA. Interestingly, Nqo1 expression levels were 

not reduced in NLRP3-/- mice but were still upregulated by melatonin supplementation. Several 

studies show that Nqo1 is the prototype gene target for Nrf2 activation. In BV2 cells after cerebral 

ischemia reperfusion, Nrf2 ROS response was linked to Nqo1 expression [129]. This could illuminate 

the limited decrease in cytosolic Nqo1 by being preferentially targeted by the ever-shrinking pool of 
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Nrf2 and pNrf2 as aging ensues. This study also proved that scavenging of ROS by Nqo1 restrained 

NLRP3 inflammasome activation and IL-1β expression. Except for Keap1 expression levels, which 

remained unchanged during aging, treatment with melatonin counteracted the age-associated decline 

in expression of all the parameters of the Nrf2 signaling pathway, both in WT and NLRP3-/- mice 

(Figure 9E, Figure 10E). Melatonin has been shown to have a protective effect on the mitochondria by 

acting as a powerful antioxidant in a direct way, as a scavenger of free radicals, detoxifying reactive 

oxygen and nitrogen species, and indirectly, increasing the rest of the Nrf2-dependent and 

independent antioxidant systems [130–133].  

Studies in animal models confirm that the ultrastructure of cardiac mitochondria changes with 

aging [134]. Our study supported these results. A small number of isolated mitochondria had 

damaged cristae in EA mice, and severe mitochondrial damage, with destroyed, separated, 

vacuolated and hypertrophied cristae in OA mice. This mitochondrial impairment was more 

remarkable in WT mice than in mutants. These findings reveal age-induced cellular senescence and 

mitochondrial dysfunction [135], as well as the cardioprotective effect linked to the ablation of the 

NLRP3 inflammasome [136]. Melatonin treatment maintained normal mitochondrial ultrastructure in 

all experimental groups. Multivesicular bodies increased in treated OA NLRP3-/- mice, which indicate 

autophagy induction. These results, once again, highlight the protective role of melatonin against age-

mediated mitochondria impairment and its ability to restore altered autophagic processes during 

cardiac aging [137]. 

Various morphometric analyses show that the size and number of mitochondria per cell is 

impacted during cardiac aging [138]. Our results showed an increase in CSA and Feret’s diameter in 

the mitochondria of OA WT mice, accompanied by a decrease in number of mitochondria. This 

mitochondrial hypertrophy has been related to a systemic demand from overload stress on the heart 

[139,140], and our results suggest that it could also be an adaptive mechanism to compensate for the 

decrease in the amount of this organelle. The ablation of the NLRP3 inflammasome reduced cardiac 

hypertrophy, as there were no changes in Feret's diameter with age and less significant increase in 

CSA and decline in mitochondria number. To our knowledge, this is the first time that these 

morphometrical parameters are studied specifically in IMF during cardiac aging using a mice model. 

In line to our findings, CSA of cardiomyocytes from the left ventricle of male Fischer 344 rats 

increased with aging, while the number of cardiomyocytes decreased [141]. In Wistar rats, 

mitochondria volume fraction and mean size both in left and right ventricle were decreased in 2 years 

old vs 6 weeks old animals [142]. Our results showed that melatonin significantly increased the 

number of mitochondria in WT and NLRP3-/- mice, with no effect on CSA or Feret’s diameter. It is 

possible that in this case two-months treatment is not enough to counter the age-related changes in 

CSA and Feret’s diameter in the heart, one of the most energy-demanding organs of our body [143]. 

This ‘cardiac sarcopenia’ has hardly been investigated since most studies focus on skeletal muscle. 

Indeed, our group previously performed the same analyses in gastrocnemius and morphometric 

alterations were observed earlier, in EA mice and protected in NLRP3 deficient mice [144]. Our 

findings suggest that cardiac muscle and its mitochondria are physiologically more protected from 

age-related sarcopenia than skeletal muscle. Its ability to make a metabolic switch in favor of 

glycolysis instead of fatty acid oxidation during aging [145,146], being one of the organs where the 

NLRP3 inflammasome is expressed less [147,148], or the presence of resident macrophages with 

tissue protective function [149] are some of many possible adaptations of the heart that could explain 

its greater resistance to sarcopenia. 

5. Conclusions 

Results of this study clarify the impact of NLRP3 inflammasome and melatonin treatment in the 

mitochondria during cardiac aging. The main findings can be summarized as 1) NLRP3 knocking out 

and melatonin supplementation avoided mitochondrial dynamics changes of heart with aging; 2) loss 

of NLRP3 and melatonin treatment revealed few impact on cardiac autophagy during aging; 3) 

NLRP3 absence had less role on cardiac apoptosis during aging compared to melatonin therapy; 4) 
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melatonin restored aged-related Nrf2-dependent antioxidant capacity while NLRP3 inflammasome 

showed no effect on this pathway; 5) lack of NLRP3 as well as melatonin treatment enhanced 

mitochondria ultrastructure alterations in aged myocardium.  
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