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Analyzing cancer and genomic disease data
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Transcriptome Genome sequencing Clinical data
TCGA PatientsCOSMIC

T A C C

nonB DNA

Genomic features involved in
disease etiology

https://github.com/abacolla



nonB DNA triggers genetic instability 
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nonB DNA-forming repeats are
associated with translocations in cancer genomes 

Nucleic Acids Res 2016
Mov Disord 2020

Hairpin-loops are sites of duplications 
predisposing to Parkinson’s disease



Top genes associated with poor cancer survival
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30 top genes associated with poor 
cancer survival when overexpressed

Mol Cell 2021Prog Biophys Mol Biol 2019

Gene expression – mutation load profiles 
identify tumor susceptibility genes
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