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Abstract

Objectives

At any point in time, a person’s lifetime health is the number of healthy life years they are

expected to experience during their lifetime. In this article we propose an equity-relevant

health metric, Health Adjusted Age at Death (HAAD), that facilitates comparison of lifetime

health for individuals at the onset of different medical conditions, and allows for the assess-

ment of which patient groups are worse off. A method for estimating HAAD is presented,

and we use this method to rank four conditions in six countries according to several criteria

of “worse off” as a proof of concept.

Methods

For individuals with specific conditions HAAD consists of two components: past health

(before disease onset) and future expected health (after disease onset). Four conditions

(acute myeloid leukemia (AML), acute lymphoid leukemia (ALL), schizophrenia, and epi-

lepsy) are analysed in six countries (Ethiopia, Haiti, China, Mexico, United States and

Japan). Data from 2017 for all countries and for all diseases were obtained from the Global

Burden of Disease Study database. In order to assess who are the worse off, we focus on

four measures: the proportion of affected individuals who are expected to have HAAD<20

(T20), the 25th and 75th percentiles of HAAD for affected individuals (Q1 and Q3, respec-

tively), and the average HAAD (aHAAD) across all affected individuals.

Results

Even in settings where aHAAD is similar for two conditions, other measures may vary. One

example is AML (aHAAD = 59.3, T20 = 2.0%, Q3-Q1 = 14.8) and ALL (58.4, T20 = 4.6%,

Q3-Q1 = 21.8) in the US. Many illnesses, such as epilepsy, are associated with more lifetime

health in high-income settings (Q1 in Japan = 59.2) than in low-income settings (Q1 in Ethio-

pia = 26.3).
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Conclusion

Using HAAD we may estimate the distribution of lifetime health of all individuals in a popula-

tion, and this distribution can be incorporated as an equity consideration in setting priorities

for health interventions.

Introduction

All health systems have budget constraints and limited resources. Methods for health eco-

nomic evaluations, like cost-effectiveness analysis (CEA), are essential in health policy and are

extensively used to rank health services by their expected efficiency [1]. However, few people

endorse strict health maximisation [2], and fairness criteria may be included in such rankings

[3, 4]. For example, one may give higher priority to interventions that target those with the

most severe illnesses [5–7], especially in relation to decisions about the pricing and reimburse-

ment of new medicines and devices [8, 9]. Policy makers in countries like Norway [10] and the

Netherlands [11] have already started using severity measurement methods.

In this paper, the terms “illness”, “disease” and “condition” are used interchangeably, and

include all adverse medical conditions, such as injuries, syndromes, birth defects, and infec-

tions. The term “severity of illness” involves both substantial value disagreements and a wide

range of interpretations [12, 13]. To sidestep misunderstandings, we use the concept of “health

status at disease onset” rather than severity of illness. Three perspectives on how to measure

health status dominate in the literature. One view considers current health [14], one considers

health over future years [15], and one considers health over the lifetime [16–18]. In this paper

we conform to the last and focus on the lifetime health that individuals with a particular illness

are expected to achieve before they die [18]. Technically, only the future health (after disease

onset) is affected directly by the disease, but lifetime health is the sum of past (before disease

onset) and future health expectancies. These differences in years of healthy life lived before dis-

ease onset among people with different diseases also inform the potential lifetime health that

can be attained and are part of measuring health status by the view we use.

Clinical definitions of severity of illness often include urgency, but our definition of health

status does not. Urgency pertains to the timing of treatment and how this influences the prog-

nosis of a condition. Conditions that are severe from a lifetime health perspective, like multiple

sclerosis in young patients, do not necessarily require urgent interventions. To underscore that

we use a lifetime health perspective when measuring health status, we will from now on use

the term “lifetime health” instead of “health status”.

The Global Burden of Disease (GBD) study provides critical summary measures of popula-

tion health that are relevant when evaluating and comparing health systems [3]. These mea-

sures include disability-adjusted life years (DALY) and health adjusted life expectancy

(HALE). GBD uses a prevalence-based approach, where DALYs are calculated for a set of dis-

eases by summing the years of life lost (YLL) compared to a reference life expectancy and years

lived with disability (YLD) in one particular year due to each disease [19]. For a particular con-

dition and a particular year, YLL is the sum of all the years lost for the individuals who died

from the condition during that year. The reference is the age-adjusted life expectancy (LE)

from a life table derived from the mortality rates in the locations with the lowest age-specific

mortality in the GBD study [20]. YLD, on the other hand, is the sum of the health loss due to

the condition during the year across people living with the condition [21]. DALYs aggregated

from YLLs and YLDs are a measure of overall population burden. HALE measures the life
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expectancy in a population, adjusting for the disability experienced in the population, using

age-specific mortality rates and YLDs per capita [22]. A major limitation of these measures is

that they do not capture how the condition affects the distribution of lifetime health at disease

onset across individuals in the population.

We propose a framework where this distribution is an integral part. A key component in

this framework is the new metric Health Adjusted Age at Death (HAAD). In this paper, we

present a method for estimating HAAD, and show how to use the estimated HAAD to rank

conditions at disease onset. We consider four conditions and six countries to illustrate how

and why our framework is relevant for priority setting in health care and the measurement of

population health.

Methods

Definition of HAAD

HAAD measures lifetime health for individuals with specific conditions and consists of two

components: past health and future expected health. We obviously do not know the actual

time of death for people dying in the future, but we do have some knowledge about the

expected distribution across individuals. Consider, for example, two people aged 30 (Ann)

and 50 (Bob) who each get a disease. The prognosis for Ann is that she will certainly die within

21 years, but we do not know exactly when. The risk of dying is 99% before her 50th birthday,

but there is also a 1% chance that she will die in her 51st year. Bob, however, will certainly die

before he is 51. For simplicity in this example, although we will use the term “lifetime health”,

we disregard health/disability adjustment for time with illness and focus only on their age at

death. Because there is a 99% probability that Ann will die at a younger age than Bob will,

Ann’s lifetime health is lower than Bob’s in terms of total length of life (past life plus expected

future life), even though Bob’s expected future life is shorter. This is true even if there is a 1%

chance that Ann too will die in her 51st year. Health adjustment complicates matters, as we

will discuss below, but the principles are the same. Of course, HAAD needs to go beyond

hypothetical two-person cases to become a relevant health metric for priority setting in coun-

tries with millions of individuals and multiple diseases. HAAD enables comparison of both

average lifetime health (aHAAD) and distribution of lifetime health between individuals with

different diseases (e.g., at disease onset, Ann’s disease will have a very different HAAD distri-

bution than Bob’s disease). Methods for calculating aHAAD and the HAAD distribution

within disease conditions are presented in the next sections.

Data

For illustrative purposes, we consider four conditions (acute myeloid leukemia (AML), acute

lymphoid leukemia (ALL), schizophrenia, and epilepsy) in six countries (Ethiopia, Haiti,

China, Mexico, United States and Japan). The diseases have distinct properties that highlight

certain characteristics of HAAD. The two leukemias are fatal, but the incidence of ALL peaks

at both young and older age groups, whereas AML incidence peaks at old age groups only.

Schizophrenia has large impact on disability over many years, and there are variations in

both mortality and morbidity of epilepsy across countries. We consider the leukemias in a

US setting, and then we compare schizophrenia and epilepsy across the six countries, repre-

senting low-, middle- and high-income settings with different age distributions, levels of

health systems development, and access to healthcare among their populations. Estimates for

all countries and for all diseases in 2017 are obtained from the freely available GBD results

tool [23]. The GBD Study produces cause-specific estimates of deaths, incidence, and preva-

lence by country, year, age, and sex, utilizing demographic methods [24, 25], ensemble
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models [26] using vital registration and verbal autopsy data about causes of death, and

Bayesian meta-regression [27] using data from reviews of literature, registries, and hospitals.

Table 1 describes variables available in the GBD database, and how they are used to derive

other important variables.

Table 1. Description of data and variables used to calculate Health Adjusted Age at Death (HAAD), the GBD

2017 study [20] is source for all calculations.

Variable Description

PIM Period of increased mortality. From expert opinions. Number of years with increased mortality after

disease onset. The rate at which mortality declines in the PIM is specific for each condition. For

simplicity, PIM = 100 for chronic diseases. We use PIM = 5 for the leukemias.

PID Period of increased disability. From expert opinions. Number of years with increased disability after

disease onset. The rate at which disability declines in the PID is specific for each condition. For

simplicity, PID = 100 for chronic diseases. We use PID = 5 for the leukemias.

Pop Population size, per 5-year age interval. From GBD 2017.Transformed to 1-year age intervals by

distributing individuals evenly across the five years.

PD Prevalence (per capita) of disease per 5-year age interval.From GBD 2017.Assumed to be the same in all

1-year intervals.

ID Incidence (per capita) of disease per 5-year age interval. From GBD 2017.Assumed to be the same in all

1-year intervals.

MD Disease specific rate of death per 5-year age interval, for total population. From GBD 2017. Assumed to be

the same in all 1-year intervals.

Q All cause probability of death in single-year intervals, for a total population (i.e., baseline mortality). From

GBD 2017. q = 1 − exp(−MAll causes) Converted from single-year MD using common demographic

approximation [28].

YLDD Years Lived with Disability (per capita in one year) of disease in 5-year age intervals.
From GBD 2017. Assumed to be the same in all 1-year intervals.

Derived

emD Excess mortality due to disease (case fatality rate). These are not given directly in GBD, but can be

calculated using emD ageð Þ ¼
MDðageÞ
PDðageÞ

. This is the extra risk of dying for individuals with disease that is

caused directly by the disease itself. Note that this is different from MD, which is the risk of dying from a

particular disease for any individual in the population.

qD Probability of death due to disease and baseline mortality. These are not given directly in GBD, but can

be calculated using qD(age) = 1 − exp(−(MAll causes(age) −MD(age) + emD(age))). Substituting emD into

qD yields qD ageð Þ ¼ 1 � exp � MAll causes ageð Þ þMD ageð Þ 1

PDðageÞ
� 1

� �� �� �
. We can see that if PD = 1,

meaning that all individuals in the population have a disease, qD simply becomes q. This is also the case if

there is no mortality from disease, so that MD = 0.

qPIMD During the period of increased probability of death due to disease, qD is used for PIM years. After the

period, qD returns to q.

Dw Background disability weight from the population overall (0 is no disability and 1 is death). dw(age) =

YLDAll causes. Note that YLDAll causes(age) is per capita.

dwD Average disability weight due to the disease of interest (0 is no disability and 1 is death).

dwD ageð Þ ¼
YLDDðageÞ
PDðageÞ

. Note that YLDD(age) is per capita.

dwPIDD In the GBD study, disability weights are aggregated by subtracting from 1 the product of 1 minus the two

disability weights. To calculate the disability weight during the period of increased disability during

illness, we can combine the “background” disability (i.e., disability from other causes than D) on average

and the disability specifically from the disease on average.

dwPIDD ðageÞ ¼ 1 � ð1 � dwBackgroundðageÞÞð1 � dwDðageÞÞ. To calculate the background disability, we treat

YLD rates (i.e., YLD per capita) in the population as average disability weights for a given person and

solve for the background disability by breaking down the all-cause disability weight into disability from

the specific cause and from other causes. YLDAll Causes(age) = 1 − (1 − dwBackground(age))(1 − YLDD age))

Solving for the background disability and inserting into the first equation, the disability weight during

the period of increased disability is dwPIDD ageð Þ ¼ 1 � 1 �
YLD All causesðageÞ� YLDDðageÞ

1� YLDDðageÞ

� �
1 � dwDð Þ. After the

period, dw returns to that of the baseline population (dw). Note that YLDAll causes(age) and YLDD(age)

are per capita.

https://doi.org/10.1371/journal.pone.0235955.t001
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The GBD database gives the parameters from Table 1 in 5-year age groups to age 95. The

under-5 age group is split into “less than one year old” (<1 group) and “1–4 years old”. To

obtain single-year age estimates, we undertake the following procedures. For pop, we divide

the population in the 4- and 5-year age groups evenly by single-year ages, and the terminal age

group (95 plus) is divided equally in five parts from 95 to 99. For example, if 500 000 individu-

als are in the 20–24 age group, we will assume that there are 100,000 20-year olds, 100,000

21-year olds, and so on. For PD, ID, dw, dwD, q(age), and MD(age), we assume that the rates

(or disability weights) are the same for each single-year age in the aggregate age groups. For

example, if dwD was 0.2 in the 20–24 age group, we assume that it was 0.2 for 20-year olds, 0.2

for 21-year olds, and so on.

Part I: Estimating disease-specific age at death

To estimate age at death (AD) from the GBD data described in previous sections, we use stan-

dard lifetable methodology, so that AD of an individual is simply

ADðageÞ ¼ ageþ LYfutureðageÞ; ð1Þ

where “age” is the age of the individual and LYfuture is the number of life years they have left to

live at their respective age. LYfuture is not known until the individual dies, but its distribution

can be estimated as follows. First, we choose Y, the maximum age in our lifetable, by setting

the chance of surviving from age Y to Y+1 to zero. In principle, Y can be any age, but we have

used Y = 99 throughout this paper. Then we calculate the number of people who are expected

to die at different ages in the years to come until they reach age Y. This can be done using an

upper diagonal (Y + 1) × (Y + 1) matrix,

NAD ¼

N0;0 N0;1 N0;2 � � � N0;Y

� N1;1 N1;2 � � � N1;Y

� � N2;2 � � � N2;Y

� � � . .
. ..

.

� � � � � � NY;Y

2

6
6
6
6
6
6
6
6
4

3

7
7
7
7
7
7
7
7
5

: ð2Þ

In each element of NAD, Nc,d, the c denotes the current age and the d denotes the expected

age at death. For example, N3,12 is the number of today’s 3-year-olds who will die at age 12.

Each Nc,d is calculated using standard lifetable methodology [22], based on the assumption

that q(age) remains the same in the future. In other words, {Nc,0, Nc,1, . . ., Nc,Y} is the distribu-

tion of expected age at death for an individual with current age c. We see that summing the

rows,
PY

d¼0
Nc;d, yields the population age structure (pop). Further, summing the columns,

PY
c¼0
Nc;d, gives the number of people that we expect to die at age d. That is, the expected num-

ber of people for which AD = d. The sum ∑c∑dNc,d is the total current number of people at all

ages. In our calculations, we use Y = 99. Note that it follows from the assumption of a static

q(age) that average LYfuture is the same as LE. From (1) we see that AD is dominated by LYfuture

for young children, and by age for very old people.

Before we break the analysis into diseases, we start by analyzing total figures for one coun-

try, as this is familiar for most readers and perhaps more intuitive. Fig 1 shows the estimated

distribution of AD for all age groups in the total population of the United States in 2017. In the

left panel, individuals alive in 2017 are ranked by their current age, and the right panel ranks

them by AD. Now we can see that we expect that around 22.6 million people (7%) in the US

have AD< 60 years. In comparison, the proportion is much higher in Ethiopia (16%) and
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Haiti (20%). Note that by simply focusing on LE, we would know nothing about such distribu-

tional characteristics.

For individuals who get a disease, D, at a particular age, (1) becomes

ADDðageÞ ¼ ageþ LY
future
D ðageÞ: ð3Þ

LYfutureD is calculated similarly to LYfuture. Instead of pop(age), we use ID(age) × pop(age)

(Table 1), and instead of mortality rates for the general population, we use those of individuals

with condition D, qD (Table 1). For diseases with very high mortality, LYfutureD will be small for

all ages, and ADD will therefore to a large extent depend on age alone. If the excess mortality is

low, the situation resembles that of (1).

Fig 2 shows the estimated AD distribution among the 10,600 people with incident cases of

acute myeloid leukemia (AML) and 1,950 people with incident cases of acute lymphoid leuke-

mia (ALL) in the United States in 2017. We see that average AD was 68.8 for AML and 68.5 for

ALL. However, as the figure shows, the mean age of onset was 62.5 for AML and 45.6 for ALL,

and mean LYfutureAML was 6.3 years, whereas LYfutureALL was 22.9 years. Once again, we see that impor-

tant information about lifetime health is lost when focusing on averages only.

Fig 1. Estimated distribution of Age at Death (AD) for the total US population (2017). Left panel: Distribution by age. On the x-axis, -100

corresponds to the year 1917, and +100 corresponds to the year 2117. Years lived before 2017 are observed, whereas years lived after 2017 are expected.

Right panel: Distribution by AD.

https://doi.org/10.1371/journal.pone.0235955.g001
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Part II. Adjust for morbidity

Non-fatal morbidities should also be considered when assessing lifetime health at disease

onset, so that one can compare across fatal and non-fatal diseases with different impacts on

health loss. This includes estimating health adjusted age (HAA) and future health adjusted life

years (HALYfuture). Expanding on (3), we get

HAADDðageÞ ¼ HAA
pastðageÞ þHALYfutureD ðageÞ; ð4Þ

In this section we will explain how to estimate HAApast andHALYfutureD using the baseline

disability (i.e., the average disability in the population), dw, and the excess disease-specific dis-

ability, dwD (Table 1).

Fig 3 outlines the conceptual structure of the HAAD method, where both past and

future health is summed for everyone with one of the four diseases AML, ALL, epilepsy and

schizophrenia.

HAApast is calculated as follows,

HAApastðcÞ ¼
Xc� 1

i¼0
ð1 � dwðiÞÞ; ð5Þ

where, c is current age and dw(i) is the baseline disability from age “i” to “i+1” (Table 1). We

assume that conditions are independent and that past dw are the same regardless of current

disease status.

Fig 2. Estimated Age at Death (AD) for individuals who got leukemia in the US in 2017, sorted according to age at onset. Left panel: Distribution

for acute myeloid leukemia (AML). Right panel: Distribution for acute lymphoid leukemia (ALL).

https://doi.org/10.1371/journal.pone.0235955.g002
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Fig 3. Outline of the conceptual structure of the Health Adjusted Age at Death (HAAD) method, where we calculate the sum of past health and

expected future health for five individuals with different diseases (AML, ALL, epilepsy and schizophrenia). For a disease D, the dashed black line is

baseline mortality (i.e., average mortality in the population), and the blue line is baseline mortality added to the excess risk of death caused by D. The

grey area is HAADD. The orange area is baseline health loss due to disability (dw), and the red area is health loss caused by D (dwD). These areas slope

upwards because disability increases with age. The sum of the grey, orange and red areas constitute age at death (AD). The top solid black line gives a

period after the onset of D when the person had a period of increased mortality (PIM). The bottom line gives a similar period of increased disability

(PID). Note that PIM and PID may be over before death occurs because the individual has survived the course of the disease, as seen in the top example,

or PIM and PID may last beyond the death because the person died during the course of the disease, as seen in the other examples.

https://doi.org/10.1371/journal.pone.0235955.g003
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To account for future non-fatal health loss caused by a disease, D, we use disease specific

excess disability, dwD, and mortality, qD, as calculated in Table 1. However, mortality risk is

returned from qD to q after a period of increased mortality (PIM), and morbidity returns from

dwD to dw after a period of increased disability (PID) (Table 1 expands on PIM and PID).

In Fig 3 we see from the AML examples how two different persons may fare under the same

PIM and PID. Person 1 survives long enough that both mortality and morbidity return to

those of the baseline population, and then dies at age 63 from a different cause, whereas Person

2 dies during the PIM.

Future health adjusted life years, as a function of current age and expected age at death, is

HALYfutureD ðc; dÞ ¼

0:5� ð1 � dwPIDD ðdÞÞ; c ¼ d

ðcþ 0:5Þ � ð0:5� dwPIDD ðdÞ þ
Pd� 1

i¼c dw
PID
D ðiÞÞ; c < d

� ; c > d

;

8
><

>:
ð6Þ

where c is current age and d is expected age at death. Note that it is only necessary to sum

over time when c<d. As in (5), dwPIDD ðiÞ is the disability weight from age “i” to “i+1”. However,

because we estimate future health loss, the disability weight must be adjusted during PID. This

means that the disability increased for a period of PID years after onset before returning to

that of the general population (Table 1).

We next set out to estimate the HAAD distribution in a population. This is done in several

steps. First, we create one matrix for past health, and one for future health. The matrix for past

health is

Hpast ¼

0 0 � � � � � � 0

� HAApastð1Þ � � � � � � HAApastð1Þ

� � HAApastð2Þ � � � HAApastð2Þ

� � � . .
. ..

.

� � � � HAApastðYÞ

2

6
6
6
6
6
6
6
6
4

3

7
7
7
7
7
7
7
7
5

; ð7Þ

where HAApast is from (5). Because the row number represents current age, we see that the ele-

ments are the same within each row. In other words, your past health only depends on your

current age, and not your future expected age at death (column number).

In the matrix for future health, we need to account for both current age and expected age at

death. UsingHALYfutureD from (6), we get

HfutureD ¼

HALYfutureD ð0; 0Þ HALYfutureD ð0; 1Þ � � � HALYfutureD ð0;YÞ

� HALYfutureD ð1; 1Þ � � � HALYfutureD ð1;YÞ

� � . .
. ..

.

� � � HALYfutureD ðY;YÞ

2

6
6
6
6
6
4

3

7
7
7
7
7
5

: ð8Þ

Adding past and future health yields

HHAADD ¼ Hpast þHfutureD : ð9Þ

InHHAADD , row number c estimates HAAD for individuals who are c years old, whereas col-

umn number d estimates HAAD for individuals who will die at age d. As opposed to the dis-

crete AD, HAAD is continuous. For example, one individual who dies at age 80 may have

HAAD = 67.3, whereas another could have achieved 67.4 or 67.5. Because we do not have
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access to data on individuals, every individual with the same condition and the same age of

onset is assumed to have the same HAAD distribution. InNAD from (2), we obtained these

distributions by considering the rows. This information is not available inHHAADD , but we may

create a new matrix, NPIMAD , where the elements correspond to those of NAD, but are calculated

using qPIMD instead of q (Table 1).

Pairing all elements in NPIMAD with the corresponding element inHHAADD yields the estimated

HAAD distribution for all values of c and d for the disease D.

In NPIMAD we use incidence to identify those who get the disease D each year, which is espe-

cially useful for life-long conditions. See A1 Fig in (S1 Appendix) for details on incidence

assumptions that are being used in HAAD calculations for AML and ALL in the US.

Fig 4 shows that even though the estimated aHAAD is similar for AML (59.3) and ALL

(58.4), the distribution across individuals is different. For example, in the US we expect 4.6%

of individuals with ALL to have HAAD < 20 (T20), compared with only 2.0% for individuals

with AML. Hence, considering risk of attaining little lifetime health, individuals with ALL

would be worse off. Still, the 75th percentile (Q3) of HAAD for individuals with ALL (72.2)

was higher than in people with AML (68.2), so with respect to chance of attaining much life-

time health individuals with AML would be the worse off. Again, this highlights the need for

distributional concerns in policy making.

Fig 4. Estimated distribution of Health Adjusted Age at Death (HAAD) in the United States in 2017. Left: Acute myeloid leukemia (AML). Right:

Acute lymphoid leukemia (AML).

https://doi.org/10.1371/journal.pone.0235955.g004
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Results

Table 2 shows estimated aHAAD, T20, Q1 and Q3 for ALL, AML, schizophrenia and epilepsy

in six countries (see A4 Table in S1 Appendix for 200 NCDI conditions). Rank orders of the

four conditions varied both between countries and according to measure of who is worse off.

The estimated HAAD distribution for schizophrenia was similar across the six settings,

although Japan stands out in a positive manner. The difference in Q1 for schizophrenia

between the US and Japan was larger than the difference between the US and Ethiopia

(Haiti 35.3, Ethiopia 35.7, China 39.3, Mexico 38.7, US 38.3, Japan 42.3). The same applies to

aHAAD. T20, the proportion of people with an estimated HAAD <20, was low across coun-

tries for schizophrenia, which is reasonable, as schizophrenia rarely manifests in childhood.

Variability in Q1 for epilepsy between countries was high (Ethiopia 26.3, Haiti 30.6, Mexico

46.8, China 50.6, US 53.4, Japan 59.2), and the estimated HAAD distribution for epilepsy was

much more unequal within countries with a low Q1 (difference between quartiles (Q3-Q1)

was 19.9 in Ethiopia, 18.0 in Haiti, 15.1 in China, 15.0 in Mexico, 13.3 in the US, and 13.3 in

Japan). Further, only 0.6% of the Japanese had an estimated HAAD below 20, but the number

was 14.0% among Ethiopians and 8.2% among Haitians.

Table 2. Average Health Adjusted Age at Death (aHAAD), T20, Q1 and Q3 for four conditions in six countries, results from 200 NCDI conditions can be found in

the Appendix Table A4 (the GBD 2017 study [20] is source for all calculations).

Acute lymphoid leukemia Acute myeloid leukemia Epilepsy Schizophrenia

Ethiopia aHAAD 34.8 32.7 36.9 41.2

T20 (%) 44.8 38.7 14.0 0.5

Q1 8.6 8.7 26.3 35.7

Q3 62.2 54.4 46.4 46.0

Haiti aHAAD 35.1 35.1 39.7 40.8

T20 (%) 41.8 30.1 8.2 0.5

Q1 9.7 14.9 30.6 35.3

Q3 60.2 52.8 48.6 45.6

China aHAAD 58.3 48.0 56.8 45.7

T20 (%) 5.0 14.3 1.8 0.1

Q1 48.4 33.2 50.6 39.3

Q3 72.3 64.3 65.7 51.5

Mexico aHAAD 46.0 41.1 53.6 44.5

T20 (%) 22.3 21.5 2.0 0.2

Q1 21.4 22.6 46.8 38.7

Q3 68.3 59.1 61.8 49.8

US aHAAD 58.4 59.3 58.9 43.6

T20 (%) 4.6 2.0 0.7 0.2

Q1 50.4 53.4 53.4 38.3

Q3 72.2 68.2 66.7 48.0

Japan aHAAD 66.0 63.5 64.4 48.7

T20 (%) 1.5 1.5 0.6 0.0

Q1 61.4 58.1 59.2 42.3

Q3 77.2 72.9 72.5 54.5

T20: Proportion of individuals with disease who attain HAAD < 20.

Q1: Attained HAAD for the individual at the 25th percentile

Q3: Attained HAAD for the individual at the 75th percentile

https://doi.org/10.1371/journal.pone.0235955.t002
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Discussion

According to fairness concerns, limited health care resources should be allocated to interven-

tions that benefit the worse off in society [5–7, 18]. In this paper, we present a quantitative

method for identifying the worse off by estimating the distribution of lifetime health across

individuals in the same disease category. We show how two conditions, ALL and AML, with

similar estimated aHAADs have substantially different HAAD distributions. In addition, we

show how HAAD varies across countries, and demonstrate how the HAAD distribution cap-

tures different aspects of the fact that diseases are typically more severe in low-income than in

high-income countries. Our new framework is important for priority setting because it can be

used to assign extra value to health gains from interventions targeting the worse off. The rele-

vance of HAAD is particularly good for preventive interventions for a disease where you are

likely to capture benefits across a range of ages (for example treating strep throat in school chil-

dren to prevent rheumatic heart disease).

Sullivan, in 1971, suggested how morbidity adjustment could be done for LE to get HALE

by modifying the standard life table model to estimate the expected duration of a condition by

exposing a birth cohort of a disease specific mortality and disability rate over a lifetime [22].

Sullivan’s method estimates average expected years of healthy life rather than the distribution

of HAAD between individuals as done in this paper.

In this article we present HAAD as an achievement measure, but it may be more intuitive

to measure shortfall of lifetime health from what someone could potentially achieve. HAAD

could be converted to such a gap-measure by using the YLL method applied in GBD. Shortfall

in life years could be calculated at disease onset by using the lowest mortality by age in the

world as a reference. Shortfall in disabilities could use the lowest YLD rates (i.e., YLD per cap-
ita) across countries as a reference for disability shortfall. However, disease shortfall measures

are beyond the scope of this paper.

PIM and PID, as presented in this paper, have some limitations. They could be different for

the same condition across settings, as would be the case for conditions, like HIV, that can be

treated or controlled more effectively in some countries than in others. Part of these differ-

ences should be captured in the excess mortality differences between countries in our current

analysis, but the durations of the periods are also likely to vary. Additionally, PIM and PID do

not capture the nature of conditions where mortality and morbidity have complicated tempo-

ral patterns. For example, the peak increase in mortality risk for HIV patients is about a decade

after onset. At a conceptual level, these obstacles are easy to handle. One simply must estimate

PIM and PID for all conditions under consideration in all relevant settings. However, the

empirical task of getting precise PIM and PID estimates is not trivial.

Understanding the underlying reasons for differences in HAAD distributions can have

policy implications. Observed differences in the distribution between countries can originate

from several reasons. It is important to note that as a measure of lifetime health among people

with a specific condition, HAAD is influenced by mortality risk and morbidity from other

causes, as well as by the age at which the disease occurs. Thus, variation in HAAD could be

caused from differences in demography and epidemiology at the country level, or from varia-

tions in access to health care that underlie differences in disease-specific morbidity or mortal-

ity rates. The relative contribution of each of these differences to the overall difference in

HAAD between countries depends on which countries are being compared. How to quantify

the role of each factor is discussed further in S1 Appendix of (A2 Fig).

To measure the true disease-specific lifetime health distribution, the past health would be

calculated using observed past disability for individuals. The estimates available from the GBD

Study used as input for our calculations were limited in several ways. Although estimates for
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282 causes of death and 354 conditions from the GBD were available by five-year age groups

and both sexes for 195 countries, these estimates are based on sparse data in many low- and

middle-income countries and rely heavily on modeled relationships with covariates and other

data from the same region. There was no individual-level morbidity and mortality informa-

tion, so we used population averages. This meant that we were unable to account for correla-

tion between illnesses. For example, people who die of a car accident at age 45 may be different

on average from those who die of a myocardial infarction at age 45 regarding lifestyle (smok-

ing, exercise, diet) and biology (metabolism, genetics), which could affect the risk of other

morbidities. As a result, our estimates of HAAD may be high (overestimate lifetime health) for

illnesses that are often experienced with comorbidities because they do not capture the higher

burden from the associated illnesses. Conversely, our estimates of HAAD may be low (under-

estimate lifetime health) for illnesses that have few comorbidities. These limitations are espe-

cially evident in mental health conditions. The GBD estimates do not attribute any mortality

to mental health disorders; however, we know that patients with mental health disorders have

higher mortality risk compared to the general population [29–31]. Our schizophrenia HAAD

results are additionally limited by distributions of disability weights that do not vary along

with treatment availability across countries [32]. The limited time series available from the

GBD meant that we did not have complete historical average disability rates. For consistency,

we used age-specific rates of disability for the calculations of past health; however, health

achievement in a real population would use historical disability information if available.

Conclusion

Increasing availability of demographic and epidemiologic data creates opportunities for esti-

mating the lifetime health at disease onset to guide priority setting in health care. Policy mak-

ers, supported by the ethical literature, may want to give higher priority to the worse off.

However, the impact of such fairness concerns to health policy does not match the impact

cost-effectiveness analysis has had on policy the last decades. Data availability and lack of rig-

orous methods for estimating the lifetime health at time of disease onset are likely contributing

factors to the negligence of the worse off in de facto health care priority setting. Here we have

presented a method for estimating lifetime health by considering HAAD, illustrated with

examples how to estimate the distribution of HAAD across individuals, and shown why con-

sidering these distributions is relevant for priority setting in health care and the measurement

of population health. We lay the foundations for undertaking detailed calculations of disease-

specific HAAD in multiple countries.
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