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Due to a miscommunication during the process of transferring this manuscript from our editorial team to Production, the TCGA

network authors were not properly indexed in PubMed. This has now been corrected online. We apologize for any confusion or

inconvenience that this oversight might have caused.
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During figure preparation for this paper, the authors inadvertently duplicated the flow plot of Figure 5D in Figure 5B and duplicated

the legend of Figure 5B in Figure 5D. Figure 5 has been corrected online and is shown here, along with the corrected panel (B) legend.

The authors regret this error and apologize for any confusion that it may have caused to the readers.
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