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varying SARS-CoV-2 levels using less resource-intensive methods. In Fig 2 . Heatmap displaying kit consistency. The color scale represents the number of SARS-CoV-2- | | | | 3
addition, solid and liquid components of wastewater will be compared for positive replicates (CT<40) for each kit; consistently positive (green), negative (red), not done (grey). « Soils should be used whenever possible, as they yield the most consistently positive results
oot ’ in isolati SARS-CoV-2 MagMax Microbiome with proteinase K had positive results on all 6 replicates for all solids. The letters coupled with lower mean CT values. Zymo EnvironWater is a kit designed for liquids and
eifectiveness In 1Solating -LOV-<. represent the viral concentrations: H (high), M (medium), L (low). performed significantly better with the liquid sample compared to kits like MagMax Microbiome,
which is designed for solids.
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sample types were generated from the wastewater: soil (by centrifuging the wastewater and
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removing supernatant, assuming 1g of soil per 50 ml wastewater), liquid (the original " 0 55 supernatants. MagMax without proteinase K - MagMax Microbiome with proteinase K should be used when soils are available as
wastewater) and supernatant (liquid removed after centrifuging the wastewater). Aliquoted and Qiagen Microbiome without phenol are not a sample source. It was least variable and consistently positive in this study. Zymo
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