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Resumo

The Brazilian Cerrado has savanna-like vegetatimhthe soil has been the focus of very few stuasit its microbial
biological diversity. Soil is a habitat with higlversity of microorganisms and thus it can be used source of industrial
enzymes. The genetic resource can be exploretiéadentification of novel enzymes suitable forfbe applications. Using
metagenomics, namely genetic material recoveregtiljrfrom environmental samples, this biogenetesification can be
accessed without the need to cultivate cells. Matame expression libraries are constructed bytingeragmented
metagenomic DNA into expression vectors based asnpids, cosmids, fosmids, or phages, after whicke g&pression is
examined in a suitable host system. With this nthiwe biotechnological potential of cultivated amtultivated
microorganisms in a specific biological sample barexploited. The advantage of directly screenimgehzymatic activities
from metagenome libraries is that researcher cactgss previously unknown genes and their encauadres. Screenings of
metagenomic libraries can be performed aiming tbprbspection of enzymes of biotechnological inser&he funcional
screening of this library resulted in the identifion of three lipase activity producing cloneg thvare subsequently
sequenced.They revealed ORFs with functions relat&gpolitic activity. In addition, these enzymes| be produced in
heterologous expression systems so that they camther characterized for their kinetic parametard properties suitable for
use in biofuel. Considering the potential biotedbgaal application of these enzymes, this worksaahthe selection and
characterization of novel lipases genes from meiawgec library from soil from savannah-like vegetati
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