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IX  CS57BL/6JJcl <> C57BL/6JJmsSlc .
C57BL/6NJcl %2 C57BL/6NCrICrlj & V- 7= [E N
TV —F—PNEETAHRENEENTEY,
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2% #52) (Freedman et al. 2006; Huang et al.
2006; Mekada and Yoshiki 2009) <°/%—F
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(C57BL/6JOlaHsd Hi3k) TXRHEHZ L) (Spect
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(Grupe et al. 2001; Petkov et al. 2004; Tsang et
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A€ L7~ (Mekada ef al. 2009; 2010), ¥KIZ, =
U5 D SNP AR FFEICKRT LC 8 FED T 7L
— 7 OHRREOBIB TR AERE LA,
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7o BT, #HRHEIC LD C5TBL6) R
SNP &5 FEDOHDEWVWIITRRK TH D
CS57BL/6] %A & DRI A L TER Y |
C57BL/6] RO ERKD £ DiEFET SNPs 23
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WX, BFED C5TBL/6) SRRCRFFEAY7 SNP
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—7NTHROND KO REHMEITHERE ST
WIRoTo, ZHUE, ¥ 7 AD SNP fFHAS,
C57BL/6) Rk D IEES T — 2 %) 7 7 =
AL LT, MARROEIEASY &~y B 7T
HhZETHEHEIRTZbOTHD, LD
CS7BL/6] AR ERA 72 SNPs MR H S o3
<. F£72. C57BL/6N AR DOESNT — & 135 %
TR o 72728, CSTBL/6N AfthE A 72
SNPs O HICIZ R /2T — X CTho7-2 &
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ZTOEI MR TH - T=n3, 2011 4F,
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HESIERD DY = 7FHICLVFIHTES LD
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RERM T VOVBERMZ I L, 2 E TS
500 D iEfs 1 J# % C5TBL/6NT 7/ . DNA % H
WTEBIZEA LY P —F A2 X0 Bk
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L2 EMRENTWD (Simon et al. 2013),
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