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BP blood pressure

BSA bovine serum albumin
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FGF fibroblast growth factor
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FKBP FK506 binding protein

FRNK FAK C-terminal domain
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Abstract

Left ventricular hypertrophy (LVH) complicates conditions in which there is an increase
in cardiac workload, such as hypertension, valvular and ischaemic heart disease.
Although haemodynamic load is a potent stimulus for LVH, humoral factors also
contribute, and there is increasing evidence that selective inhibition of humoral
signalling pathways can prevent hypertrophy despite persisting haemodynamic stress.
Furthermore, inhibition of LVH without altering haemodynamic conditions appears to
prevent the development of cardiac failure, a common complication of LVH. This
situation is counterintuitive since in the absence of LVH cardiac wall stress is increased,
which would be expected to lead to heart failure. Calcineurin, a calcium calmodulin-
dependent phosphatase has been shown to be a key regulator of LVH, and inhibition of
calcineurin-dependent signalling is associated with a favourable outcome in animal
models of LVH. We hypothesised that increased wall stress may be tolerated if an
increase in myocardial contractility occurs.

To investigate this further we studied cardiac function in a novel conditional transgenic
rat model of hypertension, TGRcyplalren2, during the development of LVH. In this
model the transgene comprises mouse ren2’ cDNA under the transcriptional control of
the cytochrome p450 promoter cyplal, rendering it inducible by dietary
arylhydrocarbons such as indole-3 carbinol (I3C). Initial studies demonstrated that
0.15% I3C (w/w) induced a chronic hypertensive phenotype with concentric LVH. No
change in LV function was detected by echocardiography or LV catheterisation.
Telemetric ECG data demonstrated significant electrical remodelling, but only a minor
increase in arrhythmias.

We next investigated the effect of FK506, a calcineurin inhibitor, on the cardiac
hypertrophic response during short-term studies using 0.3% I3C (w/w). Contrary to all
previous reports concerning the use of this drug in models of hypertension we found that
FK506 treatment abolished hypertension, as well as inihibiting vascular injury and end
organ damage. At present we are unable to explain the precise mechanism by which this
occurs.

In separate studies we sought to investigate the mechanism by which prorenin
contributes to cardiac hypertrophy in transgenic rats. Current evidence indicates that
glycosylated prorenin can be imported and activated by cardiomyocytes, via the
mannose-6 phosphate receptor. However this mechanism does not account for the
observation that non-glycosylated mouse prorenin-2 is also taken up by cardiomyocytes
in vitro and in rats transgenic for ren2’. We hypothesised that separate pathways
probably exist for glycosylated and non-glycosylated prorenins. To investigate this
further we produced enzymatically active recombinant mouse ren2’ prorenin in a
baculovirus expression system. Unfortunately further studies of prorenin/cardiomyocyte
physiology were prevented by problems with recombinant protein yield and purity.



Chapter 1

Introduction

1.1 Defining Cardiac Hypertrophy

Cardiac hypertrophy is defined as an increase in cardiomyocyte volume without an
increase in cell number.' In addition, hypertrophy may be accompanied by increases in
non-myocyte numbers and extracellular matrix. At the level of the whole organ this is

manifest as an increase in cardiac mass.

To all intents and purposes the adult cardiomyocyte is terminally differentiated, and
hypertrophy is the only response to stress.” Whilst some reports have documented
evidence of mitotic activity in terminally differentiated cardiomyocytes, as well as
derivation of cardiomyocytes from multipotent stem cells, the incidence of this is
probably very small, and hypertrophy is the only adaptive response available to the

majority of terminally differentiated cardiomyocy‘[es.3

Although hypertrophy is generally considered pathological it is physiological during
post-natal development™ and in response to sustained exercise training.” It is a
recognised complication of many cardiovascular diseases, such as hypertension,
myocardial infarction and valvular heart disease. Hypertrophy is therefore widely
believed to represent a compensatory response that allows the heart to maintain output in
the face of an increased workload. Influential observations published by Grossman et al.
(1975)"” and Sasayama et al. (1976)" popularised the concept that hypertrophy acts to

normalise systolic wall stress.

Different patterns of hypertrophy have been recognised based on the gross remodelling

of the heart and the relative change in myocyte dimensions.'> Concentric hypertrophy



describes an increase in cardiac mass with an increase in relative wall thickness
(ventricular wall thickness/internal ventricular dimension) due to an increase in myocyte
width. Pressure overload is a common cause of this pattern. Eccentric hypertrophy
describes an increase in cardiac mass with normal relative wall thickness due to myocyte
elongation. This pattern is typically associated with volume overload. In both cases,
ventricular mass is increased, which distinguishes a third category of concentric
remodelling, in which left ventricular (LV) mass is normal with increased relative wall

thickening. '

Hypertrophy can be measured by several criteria, the simplest being whole heart or LV
mass. Usually this is expressed relative to body weight (Heart weight: body weight
ratio, Left Ventricular Mass Index, LVMI) or another anthropomorphic measurement
such as height. Alternatively, myocyte dimensions can be determined microscopically,
either in fixed tissues or after dissociation from the heart by enzymatic digcstion.B‘M
I[solated myocyte dimensions can also be assessed by Coulter counter methods that
measure electrical resistance.”’ The gold standard is demonstration of increased
electrical capacitance,'® which, needless to say is rarely used. In vivo cardiac mass can

be estimated by measuring ventricular dimensions, either by echocardiography, or

magnetic resonance imaging (MRI)."

1.2 Epidemiology, Aetiology and Sequelae of Cardiac
Hypertrophy

1.2.1 Population Studies

Left ventricular mass is a normally distributed variable in the human population, and
definitions of abnormality are therefore statistical.'® Epidemiological studies of the
general population have estimated the prevalence of left ventricular hypertrophy (LVH)

using echocardiographic criteria to be 8% in men under the age of 30 years, and 33% in

19
men over 70.



Population studies have been useful in establishing both the causes of left ventricular
hypertrophy, and the determinants of variation within the normal population. Cardiac
mass is influenced independently by lean body mass,” obesity,*'** age,” sex, % and
ambulatory systolic blood pressure.z?'zg Unknown genetic factors also appear to have an

. 30-34
influence.

States that impose a workload burden on the heart such as hypertension,
valvular heart disease and myocardial infarction are commonly associated with LVH.
The importance of blood pressure in hypertensive populations in determining cardiac
mass would appear to be self-evident. However, the relationship is not particularly
strong, and patients with similar degrees of hypertension vary widely in their cardiac
masses.” " It is now apparent that blood pressure in isolation is a poor estimate of
haemodynamic load and that other parameters such as stroke volume,” stroke

20,40 40
work, 2

cardiac contractility and cardiac geometryw are much stronger predictors
of cardiac mass. Furthermore, increased cardiac contractility can theoretically
compensate for increased workload without the need for an increase in LV mass."
Whilst blood pressure per se may be relatively unimportant, non-haemodynamic factors
related to hypertension (e.g. neuroendocrine mediators, genetic influences) may be more

significant.

De Simone and colleagues have proposed a concept of inappropriate left ventricular
hypertrophy, based on the assumption that LVH can be predicted by knowledge of
cardiac loading (Systolic blood pressure and stroke volume), body size (heightz‘?) and
gender."! Subjects with LVMI exceeding their predicted value can be classified as
having inappropriate LVH, and presumably have additional factors contributing to
excessive LVH. Analysis of plasma insulin and insulin-like growth factor-1 in
hypertensive cohorts with and without LVH has demonstrated that these hormones are
elevated in subjects with inappropriate LVH>™* In addition, such patients have
impaired cardiac function and a worse cardiovascular prognosis compared to patients

41,43

with appropriate LVH.



1.2.2 Sequelae of Cardiac Hypertrophy

A longstanding tenet of cardiology has been that LVH represents an adaptive response to
increased cardiac workload, and that increased muscle mass is required to maintain
cardiac performance in the face of increased demand. However, many large-scale studies
have established that LVH is associated with a significant increase in cardiovascular and
all-cause mortality, independent of hypertension (reviewed Vakili et al., 2001%).
Therefore LVH may be considered to be a maladaptive response. Human population
studies estimate the relative risk of cardiovascular death to be 1.5 to 3.5 fold greater in
those with LVH,”™" in proportion with the degree of l'lyl;)ertrophy,48 and highest for
those with concentric hypertrophy.*”>" Regression of LVH appears to be associated with
a reduction in relative risk,” though few studies have rigorously tested this. The

increased risk of death is presumably explained by a greater incidence of angina,46

3.54 46,56

myocardial infarction,‘“’ heart failure,““’ ar’rhylhrnias,5 stroke™ and sudden death

compared to patients without LVH who otherwise have comparable risk factors.

1.3 The Hypertrophic Phenotype

1.3.1 Hypertrophic Gene Expression Patterns

A characteristic pattern of changes in gene expression has been defined in studies of
cardiomyocyte hypertrophy in vitro and in vivo.””™ The earliest changes, identifiable
within minutes of a hypertrophic stimulus involve transient expression of immediate
early genes (IE) such as c-jun,’c'g c-fos,sg jl}I‘l-B,ﬁu c-myc,m egr-l,sq GATA-4,‘(’2 nkx2.5.%
These transcription factors orchestrate induction of specific hypertrophy associated
genes that are normally restricted to embryonic development, including atrial natriuretic

64

peptide (ANP),M B-type natriuretic peptide (BNP),” a-skeletal actin,{" smooth muscle

567 Induction of the “foetal gene

actin” and beta-myosin heavy chain (B-MHC).
programme” is used as a hallmark of pathological hypertrophy. It is likely that increased
expression of natriuretic peptides is a protective mechanism that lowers blood pressure
and exerts antihypertrophic/antifibrotic effects on cardiomyocytes and non-

cardiomyocytes. Similarly, myosin heavy chain isoform switching may adapt the heart



to increased workload.”® Other changes that have been documented include induction of

angiotensin-converting enzyme (ACE),‘59 transforming growth factor (TGFB),?G

71,72 74

collagen, fibronectin, frizzled,” Nix and downregulation of sarcoplasmic
endoreticular calcium ATPase (SERCA), alpha-myosin heavy chain (oMHC) and

natriuretic peptide receptor type C (NPRC).*

Since multiple hypertrophic stimuli appear to induce very similar changes in gene
expression in many different models, it has been widely assumed that the hypertrophic
phenotype stems from the induction of a co-ordinated genetic programme. Gene

7 expressed sequence tag (EST) analysis’’ and

expression profiling using microarrays,ﬁ'
subtractive hybridisation’® techniques has identified a modest number of genes that are
differentially regulated during the induction and regression of LVH in various animal
models. These studies have found patterns of gene expression relating to
transcription/translation/protein synthesis, structural/sarcomeric proteins, signalling,
metabolism, apoptosis and stress responses. Many of the sequences identified so far are
novel EST’s, indicating that our current knowledge of LVH is rather limited. Whilst
most studies have confirmed up regulation of archetypal hypertrophy markers such as
ANP, there is relatively limited overlap between studies, suggesting that a highly
conserved LVH pattern does not exist. Aronow et al, (2000)?6 compared four transgenic
mouse models of pressure-independent LVH using commercial microarrays. They
demonstrated that ANP was the only gene out of approximately 8,800 analysed that was
upregulated in all four models. Further analysis revealed patterns of expression that
were characteristic of individual models, suggesting that specific stimuli evoke
particular molecular changes.?9 Similar findings have also been reported in comparisons
of cardiac gene expression between NOSI” and NOS3” mice.*” Whilst it could be
argued that none of the models studied were physiologically relevant, this study
highlights the disparity between different models, and the need to reassess our
assumptions about LVH. Another criticism is that single time points were compared in

models with different natural histories. There is little doubt that expression patterns in

LVH probably change both quantitatively and qualitatively with time. Despite this it is



pertinent to note that comparison between hypertrophied and foetal hearts using

subtractive hybridisation has demonstrated similarity in expression pmﬁles.?8

Recent data suggests that myocyte hypertrophy and foetal gene expression can be
dissociated suggesting that the foetal gene expression patterns may be surrogate markers
of hypertrophy without an integral role in the hypertrophic process itself. Therefore it is
possible to demonstrate pathological LVH in PTEN"" mice without upregulation of

82-86
In

ANPKBNP,SI and similar results have been demonstrated in other models.
contrast, foetal markers are greatly upregulated in GSK-3[ transgenic mice subjected to
aortic constriction compared to wild type mice, despite complete absence of LVH by
several other criteria.”” Therefore, the notion that foetal gene reexpression is intrinsic to
LVH is probably wrong. It is intriguing that haemodynamic unloading of the rat heart
also induces foetal gene expression patterns very similar to those caused by aortic
banding,* which implies that the foetal gene pattern may simply represent a response to

haemodynamic change, in either direction.

Most attention has focussed on gene expression patterns, but it is well recognised that
many critical events in LVH are regulated at a post-translational level. Most of the
known signalling pathways mediating LVH comprise kinases and phosphatases.sg
Furthermore, many proteins involved in excitation-contraction coupling are regulated by

90,91

phosphorylation, and may be altered in LVH. So far proteomic analysis of LVH has

not been reported.

1.3.2 Cardiac Function in Hypertrophy

1.3.2.1 Measurement of Cardiac Function

It is important to appreciate that assessment of cardiac function is not straight forward,
particularly when using in vivo measurements in small rodents.”” Cardiac function, or
cardiac output is an integration of many factors both intrinsic to the myocardium and
imposed on it by the loading conditions. Contractility is the ability of the heart to

generate force and is influenced by inotropic agents. The function of the heart is not



fixed, but finely tuned to the prevailing haemodynamic conditions of preload and
afterload, as described by Frank and Sta.rling.g3 Therefore, comparisons should either be
made under identical loading conditions, or using a functional parameter that is
independent of loading. The majority of in vivo parameters measured using popular
methods such as echocardiography and left ventricular catheterisation are heavily
influenced by haemodynamic conditions,* and few studies take this in to account. This
is not to say that their conclusions are not valid within the context of the study itself, but
comparisons cannot be easily made between studies. One way to avoid such problems
has been to measure cardiac function ex vivo using Langendorff and working heart

preparations, or papillary muscle set ups, where conditions can be strictly controlled.

Some in vivo functional parameters are considered to be relatively independent of
loading conditions, particularly derivation of end systolic/diastolic pressure-volume
relations and end systolic stiffness from pressure-volume loops.94 However, significant
difficulties can be encountered even with these methods since anaesthesia is usually
required.%’% Therefore, analysis of cardiac function is currently fraught with difficulty

and no single test can be considered definitive.

1.3.2.2 Function of the Hypertrophied Ventricle

11,97,98 99,100 101,102

Hypertrophy is associated with normal, subnormal, or supranormal

cardiac function depending on the species, model, timepoint and method of study.

Although the diversity of findings suggests confusion, certain conclusions can be drawn.

LVH is probably an evolving phenotype, rather than a static one, and alterations in gene

11,103,104

expression and cardiac function are constantly changing. For reasons that are not

fully understood, cardiac function inevitably declines and decompensation in to heart

105-107 8

failure occurs. This is characterised by impaired systolic and diastolic function, "

100991t is not clear whether

ventricular dilatation and increased wall stress.
decompensation is due to specific events that occur late in the natural history of LVH, or

if it is a consequence of very early adaptations during compensated hypertrophy. It is



likely that decompensation results from multiple causes with a minor impact on their

own, but a profound effect in combination.

Although it is possible that decompensation is intrinsic to the hypertrophied myocyte,

some decompensatory mechanisms are triggered by extracellular signals. Prime

110-113

candidates appear to be upregulation of cardiac endothelin system activity and

cardiac RAS."'"'"' In some animal models endothelin antagonists and subpressor
ACE or AT, blockers prevent functional decline and mortality, without affecting LVH
per g I HEIN Cardiomyocytes isolated from failing human hearts have a reduced
ability to synthesise ET-1 and IGF-1 in response to Ang 1'% Alterations in growth
factors such as cardiotrophin and neuregulin, and their receptors gp130 and Erbb2/4

have been described in animal models and failing human hearts.'"”™"*'

1.3.3 Mechanisms of Myocardial Dysfunction in Cardiac Hypertrophy

Four main causes of myocardial dysfunction during cardiac hypertrophy probably exist:
intrinsic myocyte dysfunction, myocyte loss, altered extracellular matrix, and altered

bioenergetics.

1.3.3.1 Intrinsic Myocyte Dysfunction

L]
Myocyte dysfunction appears to develop as a consequence of abnormal calcium
122

homeostasis and altered sarcomeric properties. Seminal work by Sordahl et al. (1976)
demonstrated impaired sarcoplasmic reticular calcium uptake in failing rabbit

123

myocardium. Gwathmey et al. (1985) =~ showed that this resulted in calcium transients

of reduced amplitude and prolonged duration, caused by reduced SERCA

124-126 . . . .
Such changes reduce the force of contraction, impair relaxation

127,128

expression/activity.

and limit contractile reserve.

SERCA down-regulation is a marker of decompensation in rats with aortic

29,130

constriction.' Mice heterozygous for functional SERCA2 develop accelerated heart

failure in response to aortic constriction.”' Furthermore, overexpression of SERCA



isoforms in myocytes via adenoviral transfer methods, or transgenic techniques leads to

improved contractilitym"36

137,138

and resistance to the development of heart failure following

aortic constriction. However, in vitro studies suggest that an optimum level of

SERCA replacement exists, with high levels being detrimental."”’

SERCA activity is inhibited by phospholamban (PLB), an interaction that is regulated by
PKA-mediated phosphorylation.'*’ No consistent changes in phospholamban expression
or phosphorylation have been found in studies of heart failure/LVH decompensation."*’
Even where PLB expression is altered, the stoichiometry of expression relative to
SERCA is usually maintained, so that the effect may be negated. Mice deficient in

2

phospholamban (PLB™") demonstrate enhanced (:ontractiiity]4 and when crossed to

genetic models of heart failure (muscle-specific LIM protein, MLP™" and calsequestrin

143,144

overexpressing mice, CSQpe) maintain normal cardiac function. Conversely,

overexpression of a superinhibitory phospholamban in mice causes cardiac hypertrophy,

143,146 However, PLB” mice do not differ from wild

heart failure and death by 6 months.
type mice in their response to aortic constriction, and appear to have an earlier decline in
LV function.'*” Therefore LV decompensation is probably more complex than reduced
SERCA activity alone. Indeed, cardiomyocytes from transgenic mice overexpressing
activated calcineurin have enhanced calcium handling properties due to changes in
levels of SERCA/PLB, and enhanced contractility in vitro, yet they develop profound

- . 148
cardiac failure.

Changes in expression of other proteins important for calcium homeostasis such as
ryanodine receptor, calsequestrin and calreticulin are inconsistent between rc&:ports.I41
However, hyperphosphorylation of ryanodine receptors, and abnormal function has been
described."”” Transgenic overexpression of calsequestrin leads to LVH and heart

15

z 83,150 ] : : . . .
failure, confirming the role of calcium as a mechanism contributing to heart failure.

In addition, downregulation or abnormal function of the Na -Ca®" exchanger appears to

contribute to diastolic dysfunction in heart failure."”' ">

10



Contraction of cardiomyocytes is a consequence of cross-bridge cycling between actin
and myosin filaments in the sarcomere. Altered sarcomeric function will obviously have
a direct impact on contractility, but this area has received relatively little attention.
Depressed myofibrillar ATPase activity has been described in hypertrophy,">* which

may be explained at least in part by reciprocal regulation of o and B-MHC

155,156 68,157,158

isoforms. Similar findings have been described in rodents. The recent

finding that gelsolin, a regulator of thin filament turnover, is upregulated in heart failure

adds weight to the importance of altered sarcomeric function."’

1.3.3.2 Myocyte Loss

Loss of cardiomyocytes by necrosis or apoptosis reduces the availability of contractile
units, and thereby decreases contractility. In situations such as myocardial infarction,
cell death is very obvious, but the issue as to whether or not cellular loss contributes to

the progression of LVH to heart failure is contentious, largely due to methodological

160-163

problems. However, there is no doubt that induction of apoptosis in

cardiomyocytes by controlled overexpression of toxins/apoptotic mediators leads to

: . ; 74,164,165
ventricular remodelling and heart failure.

Several investigators have examined the role of apoptosis in cardiac remodelling. There

appears to be undetectable to very low levels of apoptosis in normal rat hearts, *® which

167,168

increases with age. Cardiac hypertrophy in response to aortic constriction is

accompanied by a discrete wave of apoptosis during the first 4 days.'”® As LVH

decompensates later on, apoptotic rates increase, particularly in the LV free wall in the
169-171

endo/mid-myocardium and areas of fibrosis, which can be abrogated by

captopril. 72

11



Table 1.1 Cardiomyocyte Survival Pathways

Reference Model Pathway targeted  Stimulus Response
Hirota et al., gpl30™ CT-1/LIF/IL-6 signalling AC Dilated cardiomyopathy,
1999'" apoptosis and death
Rogers et al., RGS4 G-protein signalling AC Rapid decompensation
1999'" and death
Brancaccio etal,, melusin™ B1-integrin signalling AC Dilated cardiomyopathy
2003 Normal LVH with
subpressor Angll/PE
Shai et al., Bl-integrin”  Bl-integrin signalling AC Dilated cardiomyopathy
2002'"° and death. Depressed
baseline cardiac function
Crone et al., Erbb2™ neuregulin signalling AC Dilated cardiomyopathy,
2002" apoptosis and death
Increased anthracycline
sensitivity
Badorff et al., Ipr mutant Fas (apoptosis signalling) AC Dilated cardiomyopathy
2002 and death
O’Connelletal., o, "/, adrenergic signalling AC Hypertrophy, heart

2003’

failure and death

(Basal heart size
diminished by 40%)

AC: aortic constriction, CT-1: cardiotrophin, LIF: leukaemia inhibitory factor, IL-6: interleukin 6, Ang II:
angiotensin II, PE: phenylephrine.

Neurohumeral factors may be responsible for the altered balance between pro- and anti-
apoptotic factors. Cardiac specific overexpression of o ;-AR, TNFo, Gag and Gsa in
transgenic mice leads to LVH and heart failure associated with cell loss and

. 105,179-182
apoptosis.

Since these G-proteins are involved in signal transduction for
catecholamines, angiotensin Il and endothelin, a role in decompensation for these factors
is also implied. Furthermore, since these agents actually cause cardiac hypertrophy, it
suggests that hypertrophic and apoptotic pathways may be activated simultaneously, and

that under certain circumstances apoptosis prevails. This concept is supported by

12



evidence that specific proapoptotic genes, including Nix/Bnip3L are activated in several
animal models and human hypertensive LVH.”* Equally, Erbb2”", Gp130™ and FGF-2""
knockout mice are prone to apoptosis and dilated cardiomyopathy in response to
hypertrophic stimuli, indicating that they have an essential anti-apoptotic, or survival

173,177,183

role during cardiac hypertrophy (table 1.1). A similar case can be made for IGF-

184-188 ay T e : . . .
1. In conditional Erbb2 "~ mice, adenoviral overexpression of an antiapoptotic gene,

bel-x1 delays cardiac failure. 2y

189,190 . 169 . . . f :
and in vivo ~ also induces apoptosis via angiotensin II-

Myocyte stretch in vitro
mediated autocrine signalling.'q1 Reactive oxygen species (ROS) may be another trigger
for apoptosis in cardiac hypertrophy, activating redox-sensitive proteins192 and causing

structural damage.m'195

1.3.3.3 Extracellular Matrix Remodelling

Increasing evidence suggests that extracellular matrix (ECM) remodelling occurs in
pathological LVH, and it may be a critical event in the transition from compensated
hypertrophy to heart failure."””'”® During both LVH""" and ageing,'”” ECM
components are changed in quantity and quality. An increase in fibronectin EIIIA
isoform and collagen type 1 has been described in SHR at the onset of
decompensatiu:m,’m a process that may be controlled by TGFB. Whilst increased fibrosis
can account for increased myocardial stiffness,”” and in particular diastolic
dysfunction,”' the situation must be more complex, as ultimately the main problem is

one of ventricular dilatation, rather than restriction.

Several studies have documented an increase in the expression levels and activities of
matrix-metalloproteinases (MMP’s) and their inhibitory counterparts, tissue-inhibitors of

matrix metalloproteinases (TIMP’s) in various models of decompensation and heart

20220 Furthermore, chronic administration of broad-spectrum MMP inhibitors to

207 208

failure.

heart-failure prone SHR,”" or rats with volume overload due to aorto-caval fistula,

13



prevented decompensation without affecting LVH, although not all aspects of

myocardial function were rescued.

Woodiwiss et al., (2001)*” found that collagen cross-linking was reduced in two rat
models of decompensated LVH, even though collagen content was not even increased in
one model. Taken together this suggests that decompensation is not simply due to
excessive fibrosis, but relates more to the increased turnover and reduced integrity of
ECM components. Newly synthesised collagen requires a series of postranslational
modifications, including cross-linking, that allow formation of mature fibres. It has been
suggested that compromised ECM structure allows LV dilatation via myocyte
“slippage™.”'’ Regulators of MMP/TIMP balance include TGFB and TNFo..>'' Chronic
infusion of TNF« in rats causes cardiac dilatation and reduced collagen content, with
reversible changes in myocardial contractility.z'2 A similar phenotype is seen following
transgenic overexpression of TNFa in mice.>"? Conversely, treatment of patients and
various models of LVH/heart failure with TNFo. or TGFB inhibitors prevents ECM

. : - ; . 212214217
remodelling and in some cases arrests ventricular dilatation.

1.3.3.4 Altered Bioenergetics

Myocardial force generation during systole depends on the conversion of chemical
energy in to kinetic energy by the hydrolysis of ATP by myosin ATPase, permitting
actin/myosin cross-bridge cycling and filament sliding. Therefore, anything that alters
the availability of ATP will impact on the mechanical performance of the heart. In the
heart the ATP reservoir is buffered by storing high-energy phosphates as
phosphocreatine, which is readily converted to ATP and creatine in the presence of
creatine kinase and ADP. Phosphocreatine also acts as a readily diffusible energy shuttle
from mitochondria to sites of intense ATP usage, as ATP itself is less diffusible. The
energy status of the heart can be assessed by measuring the phosphocreatine/ATP ratio
by [3]P]-MR spe(:tmscopy.g':3 The development of heart failure is frequently associated
with a decline in the availability of high-energy phosphates,218 though this is not a

universal finding,”"’ suggesting that impaired ATP generation may be responsible for the

14



decompensation of LV function. Furthermore, similar energetic abnormalities predate
decompensation in several animal models, lending credence to this hypothesis.
However, the intracellular concentration of ATP remains above the Km for most
ATPase enzymes, suggesting that ATP supply is rarely sufficiently limited to impair
such processes. A range of evidence indicates that impaired phosphocreatine
shuttling,”® CK flux,”' and reduced free energy liberation from ATP hydrolysis occur

in the presence of elevated ADP levels.”

In addition to these abnormalities, myocardial substrate utilisation influences myocardial
efficiency and contractility. Mice deficient in insulin-sensitive glucose transporters
(GLUT4) develop severe LVH and contractile dysfunction,219 whilst mice

overexpressing GLUT]1 in the heart resist pressure overload induced heart failure.””’

Despite these changes myocardial efficiency, assessed as oxygen consumption in
relation to work output, is often normal or increased during the transition to heart

: 224-226
failure.

1.4 Mechanisms of LVH

LVH occurs in response to haemodynamic stress, vasoactive peptides, cytokines, growth
factors, reactive oxygen species, altered ECM coupling, sarcomeric defects and altered
cardiomyocyte metabolism.’ Broadly these can be considered as mechanical,
neurohumeral and intrinsic signals. Despite this diversity of stimulatory factors the
intracellular signalling pathways that are activated overlap significantly, resulting in a
common outcome, namely LVH. A contentious issues remains as to what extent LVH is
determined by mechanical load versus endocrine signals, and how these stimuli activate

hypertrophic signalling pathways.
1.4.1 Mechanical Stress

Mechanical stress (haemodynamic load) leads to cell stretching. In vitro, stretched

cardiomyocytes hypertrophy, with demonstrable increases in cell size and induction of

15



foetal genes such as ANP.*"! Therefore, mechanical stretch alone appears to be
sufficient to cause hypertrophy. Langendorff perfused hearts and working heart models
also show features of early hypertrophy in response to increased wall stress. >
Demonstrating a pure mechanical effect in vivo is difficult due to activation of
neurohumeral pathways in response to haemodynamic changes. For example, although
thoracic aortic constriction is classically considered to be a model of pure pressure
overload, it is associated with distinct patterns of cytokine activation with in the heart,””
whilst abdominal aortic constriction leads to renal ischaemia and RAS activation.”
Furthermore, even in vitro experiments are complicated by the fact that stretch activates
autocrine and paracrine signalling in cardiomyocytes and non-cardiomyocytes™ "' so

that it is virtually impossible to study purely mechanical stimuli.

A mechanism must exist in myocytes that detects stretch and initiates hypertrophic
responses. Several possible mechanotransducers have been described: integrins and the
cytoskeleton, stretch-activated ion channels/membrane associated enzymes and
autocrine/paracrine 1:1:;1t1w\«*ays.242 The latter will be discussed in the section on

neurohumeral mechanisms of LVH.

1.4.1.1 Integrin Signalling in the Heart

Integrins are a family of cell surface receptors that mediate adhesion to extracellular
matrix. In effect they link the ECM to the cytoskeleton at focal adhesion sites, making
them ideally placed to act as transducers of external forces imposed on the heart.**> The
cytoplasmic domains of integrin heterodimers recruit non-receptor signalling molecules,
including focal adhesion kinase (FAK), Src, Grb2, Sos, Ras, Raf, phospholipase C
(PLC v), extracellular signal related kinases (ERK’s) and stress activated protein kinases
(SAPK’s) forming focal adhesion complexes (FAC’s) which mediate “outside-in”
signalling in response to changes in ECM conditions and mechanical stretch (reviewed
Ruhof 2000**%). Tyrosine phosphorylation of FAK and activation of downstream
signalling complexes can be detected within minutes of pressure overload in rats

subjected to aortic constriction.”** Overexpression of B1 integrins and FAK by gene

16



transfer techniques in cultured cardiomyocytes has demonstrated that these factors can

243,245

directly induce cellular hypertrophy. Disruption of cardiac 1-integrin function via

176246 Signalling via

gene targeting techniques leads to cardiac hypertrophy and failure.
the cytoplasmic domain of [Bl-integrin requires interaction with a muscle-specific
protein, melusin. Conditional cardiac melusin knockouts develop heart failure in
response to aortic constriction, but hypertrophy normally in response to subpressor doses

of Angll, thereby confirming the role of B1-integrin signalling in stress transduction.'”

Disruption of FAK signalling in vitro inhibits hypertrophic responses to phenylephrine
and ET-1, suggesting that hypertrophy via humoral signalling is dependent on normal

247-249

cell-matrix interactions. FAK is inhibited by the PTEN tumour suppressor and an

endogenous C-terminal FAK fragment (FRNK).****

In keeping with this, cardiac
restricted deletion of PTEN in mice leads to cardiac hypertrophy in the absence of
hypertension.s' Therefore, integrins and associated downstream signalling pathways

appear to be good candidates for the cardiac mechanotransducer.

1.4.1.2 Stretch-Activated Ion Channels/Membrane Associated Enzymes
Membrane deformation by stretch has been postulated to lead to conformational changes

27 Candidiates include

in membrane associated enzymes and ion channel complexes.
phospholipase C/D (PLC and PLD), protein kinase C (PKC), small and heterotrimeric
GTPases, sodium-hydrogen exchanger (NHE) and stretch-activated channel.*** For most
of these pathways there are multiple possible mechanisms for activation and evidence is
contradictory as to whether they are directly activated by stretch, or secondarily

activated by autocrine/paracrine signalling/FAC’s.

NHE is a Na'~H" antiporter that causes cellular alkalinisation. Increased pH in itself

" and NHE appears to be activated by

can stimulate hypertrophy of cardiomyocytes,25
stretch,” although this may also involve paracrine sigraalling.253 NHE is a potential
therapeutic target for inhibiting cardiac hypertrophy, post-myocardial infarction

254-258

remodelling and ischaemia reperfusion injury. Ca’" influx via stretch-activated ion

channels is a poorly defined mechanotransduction mechanism. As such this may lead to
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activation of PKC and calmodulin-dependent enzymes such as cyclin-dependent kinase-

2

2 (CDK-2) and calcineurin, causing hypertrophy.24

1.4.2 Neuroendocrine Signalling

Whilst there is ample evidence for load-induced cardiac hypertrophy, there is equally
substantial data supporting a necessary and sufficent role for endocrine stimuli. Quite
simply, overexpression of single endocrine components in the heart is sufficient to cause
cardiac hypertrophy without any change in the prevailing haemodynamic conditions:
such studies are summarised in table 1.2, and will be discussed in detail in the following

sections.

1.4.2.1 Renin-Angiotensin System

The renin angiotensin system (RAS) is a cascade comprising the enzymes renin and
angiotensin-converting enzyme (ACE) and the substrate angiotensinogen which is
cleaved to form angiotensin I. Angiotensin II (Ang II) is the final effector molecule.
Other angiotensin derivatives have been described, but will not be discussed here. The
RAS is fundamental to the regulation of blood pressure via its effects on vascular tone
and salt-water homeostasis. In addition it may have effects on cardiac hypertrophy,

independent of haemodynamic effects.

1.4.2.2 Renin

259-261

Renin is a substrate-specific aspartyl protease, which cleaves angiotensinogen to

form angiotensin I. Human renin is a 43kDa polypeptide, with an active site residing in a

262-264

cleft between two symmetrical lobes. The initial mRNA translation product is pre-

prorenin (45kDa), which includes a 20 amino acid signal sequence and a 43 amino acid

i
el

pro-segmen Post-translational modifications include the formation of disulphide

bonds,”® site-specific hydrolysis of the peptide chain,”* and glycosylation at asparagine
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Table 1.2 Transgenic Models of Pressure Independent LVH

Reference Transgene Pathway actiavted Phenotype
Hein et al., 1997 oMHC-AT,R AT, receptor Mpyocyte hyperplasia and
heart block
Paradis et al., 2000° oMHC-AT|R AT, receptor LVH progressing to HF
Milano et al, 1994°%* oMHC-B, AR* B adrenoreceptor LVH
Engelhardt et al., 1’9‘)9ms oMHC-B, AR B, adrenoreceptor LVH progressing to HF
Zuscik et al., 2001 AR oy adrenoreceptor LVH, hypotension
Adams et al., 1998 oMHC-Gaq Angll/ET-1/catecholamines LVH progressing to HF due
. to apoptosis
Sakata et al., 1998°"' aMHC-Gaq Angll/ET-1/catecholamines Eccentric LVH and HF in
g ) response to TA_.C
Mende et al., 1998 oaMHC-Gag* Angll/ET-1/catecholamines LVH progressing to HF
(transient expression)
Iwase et al., 19967 o«MHC-Gsa B adrenoreceptors LVH progressing to HF due
to apoptosis
Hunter et al., 1995°™ MLC;,-ras* ras LVH with diastolic
. dysfunction
Sussman et al., 20007 oMHC-racl* rac-1 LVH or dilated
cardiomyopathy in different
) lines
Wakasaki et al., 1997°™° PKCBII PKCP LVH with systolic
N dysfunction
Bowman et al., 1997 PKCp PKCp LVH in adult: lethal in
. neonate (inducible transgene)
Mochly-Rosen et al., 2000* oMHC-yeRACK PKCe Physiological LVH
Chen et al., 2001°™ oMHC-ydRACK PKC3S LVH
Takeishi et al., 2000* PKCe PKCe LVH
Molkentin et al., 1998" oMHC-CnA* Calcineurin/NFAT LVH
CK-CnA* Calcineurin/NFAT LVH
oMHC-NFAT3* Calcineurin/NFAT LVH
Gruver et al., 1993 ANF-CaM Calmodulin LVH and cardiomyocyte
hyperplasia
Passier et al., 2000™ oMHC-CaMKIV* MEF2 LVH progressing to HF
) . . (synergy with NFAT)
Hirota et al., 1995 - epl30 CT-1/LIF/IL6 LVH
Kunisada et al., 2000** STAT3 Jak/STAT LVH
DeLaughter et al., 1999°" IGF-1 IGF-1 LVH with progressive
dysfunction
Bueno et al., 2000° aMHC-MEK 1* ERK MAPK LVH with enhanced LV
function: resist apoptosis
Shioi et al., 2000’ oMHC-pl10a* PI3-K / Akt Physiological LVH
Matsui et al., 2002°% oMHC-Akt* Akt Spectrum: dilated -
concentric LVH: resist
apoptosis
Zhang et al., 2000°* oMHC-TAK1-DN* p3& MAPK LVH rapidly progressing to

Zhang et al., 2001
25K

Veniant et al., 1996°

Shioi et al., 2000
Sato et al., 1998"

Diwan et al. 2004™"
Depre et al., 20027

aMHC-SRF
ol ATrat renin

FAK*
oaMHC-CSQ

oMHC-mTNFee
oMHC-HI11K

Transcription factor
RAS

Integrin signalling
Calsequestrin

TNFe<
H11 Kinase

HF

LVH and heart failure
LVH and vascular injury,
normotensive

LVH

Mild LVH, contractile
Depression

LVH

LVH

* activated mutant, WT: wild type, aMHC alpha-myosin heavy chain promoter, CK: creatinine kinase promoter, ANF: atrial

natriuretic peptide promoter, el AT: alpha-1 antitrypsin promoter. LVH: left ventricular hypertrophy, HF: heart failure.
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residues in some species.290 The cleavage of angiotensinogen is the rate-limiting step of
the RAS. In humans the availability of active renin governs the rate of this reaction,” '
whilst in mice it is dependent on angiotensinogen concentration.””> The optimal in vitro
pH is 6.0 for human renin, though this varies with species.”” Species specificity is also
exhibited with regard to angiotensinogen cleavage, particularly amongst murine
renins.”**”Renin is a zymogen:zgﬁ‘zg? electrostatic and hydrophobic interactions
between specific amino acids in the P10-20 region of the prosegment appear to be
important for both enzyme inhibition and prorenin expression.””*>" It is thought that the
prosegment sterically hinders the active site, and under normal conditions has to be
proteolytically removed to allow enzymatic activity. Proteolysis occurs at a conserved
301

site, Arg-43P Leu-1, but the identity of the enzyme responsible is not known.

Candidates based on appropriate in vitro cleavage include kallikrein, " cathepsin

303,304 5-307
B,

and epidermal growth factor (EGF)-binding protein type-
310

30
proconvertases

8
B

. . . . . . 309 . .
However, studies of prorenin activation kinetics,” prosegment binding”  and

active site trapping” experiments suggest that proteolytic removal of the prosegment is
not mandatory for enzymatic activity. Conformational changes induced by changes in

temperature, pH, specific antibodies or mutation are sufficient to allow enzymatic

298,311,312 313,314 315-317 do

activity. Although short term infusion studies in rats and monkeys

not support a physiological role for prorenin, transgenic mice expressing prorenin with

: : o R |
non-cleavable prosegments demonstrate evidence of enzymatic activity in vivo.

Furthermore, elevated prorenin levels in diabetics are predictive of microvascular

complications, adding further weight to this argument.”’~**

323324

The juxtaglomerular apparatus is the major site of renin expression, but other sites

are important, including submaxillary gland in mice, placenta, heart, aorta, brain,

. : . . 324-337 - .
adrenal, testis, adipose and eye in many species. In juxtaglomerular cells prorenin

338-340

secretion is constitutive whilst active renin secretion is regulated. Plasma levels of

! o AT S . .
prorenin usually exceed those of renin,” with a significant contribution from extrarenal

. 342,343
sites.

20



1.4.2.3 Renin-Angiotensin Aldosterone System and Cardiac Hypertrophy
At the most simple level, Angll can stimulate hypertrophy of purified cardiomyocytes

3434 However, this effect is weak compared to

isolated from chicks, and neonatal rats.
other hypertrophic stimuli, possibly owing to the low density of AT, receptors on
cardiomyocytes and the putative antihypertrophic effect mediated by AT,

347,348

receptors. In addition it should be noted that some of the effects of Angll are

mediated in part by paracrine secretion of endothelin, TGFB-1 and interleukin-6 family

70239.2903% and that stretch of isolated cardiomyocytes

cytokines from non-myocytes,
induces autocrine AnglI secretion.””” However the conclusions of such studies may not
be completely robust since most have used neonatal rat cardiomyocyte preparations,
which may not be directly comparable to the adult situation. In particular, such cells
undergo physiological hypertrophy in vivo in the neonatal peri0d4 and may therefore be
predisposed to hypertrophy. In addition, contamination by cardiac fibroblasts and other
cell types cannot be completely avoided with this approach, thereby complicating

interpretation.

Infusion of angiotensin II in rats and mice causes cardiac hypertrophy via AT, mediated
pathways.m Subpressor doses of Angll, which are insufficient to raise blood pressure
suggest that Angll has a direct effect on (:;su'diomyocytf:s.351 However, relatively minor
degrees of hypertension can cause LVH in mice, and no studies have actually
demonstrated continuous normotension via radiotelemetry, thereby leaving open the

question as to whether the effect is truly blood pressure-independent.

Support for a load-independent hypertrophic role for Angll is provided by several
transgenic studies. Overexpression of the AT, receptor in mice in a cardiomyocyte
restricted distribution leads to hypertrophy and heart failure without any change in blood
pressure.m'268 This suggests that Angll can directly induce cardiomyocyte hypertrophy
if sufficient AT, receptors are present. However, it does not necessarily indicate that
this occurs in normal mice. Similarly, mice with cardiac overexpression of

angiotensinogen, or doubly transgenic for human renin and cardiac-restricted human
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52,353 .
=27 Cardiac

angiotensinogen, develop hypertrophy in the absence of hypertension.’
overexpression of AT, receptor in transgenic rats leads to exaggerated cardiac
hypertrophy in response to volume and pressure stimuli, but not in the basal state.””
Rats overexpressing rat prorenin also develop cardiac hypertrophy despite normal blood
pressn.iro&:.m These studies provide more conclusive evidence that local Angll is

hypertrophic, but they do not distinguish between a direct or paracrine effect.

Contradictory evidence regarding the importance of Angll in LVH comes from other
studies. Van Kats et al. (2001)*> recently demonstrated that cardiomyocyte specific
overexpression of Angll in transgenic mice (via a ubiquitously cleaved fusion protein) is
not sufficient to cause myocyte hypertrophy, but only mild interstitial fibrosis.
Furthermore, in some studies, AT, receptor blockade/deficiency has failed to prevent

3638 In addition, the homeostatic

hypertrophy after aortic/pulmonary constriction.
activation of the RAS in response to dietary manipulation does not cause cardiac
pathology in rats.” These studies therefore suggest that the hypertrophic effect of Angll
i1s load-dependent, and that Angll is not an obligatory pathway in load-induced

hypertrophy.

Which angiotensin receptor mediates LVH has become a contentious issue in the light of
recent reports. Most pharmacological studies have suggested a dominant role of the AT,
receptor in LVH development, whilst AT, signalling has antihypertrophic effects.’**>"'
Indeed, AT, antisense delivered to the heart by a retroviral vector protects TGRmren2-
27 from cardiac hypertrophy in a blood pressure independent manner.”** Similarly, mice
deficient for p91™™ (a component of NADPH oxidase), are protected from the
hypertrophic effects of subpressor doses of Angll,351 implicating a role for AT,
signalling. However, recent studies have indicated that Angll mediated hypertrophy
may be AT, receptor dependent. AT;? receptor mice resist the development of LVH
and fibrosis in response to aortic banding and pressor doses of AngIP*?*** whilst AT,

356-358

are susceptible. Equally, neonatal cardiomyocytes from AT,,”” mice hypertrophy in

response to stretch via activation of tyrosine kinase pathv.v\«"dys,365 despite the previously
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3 This data suggests that AT, signalling is

reported AT, dependence of this process.
dispensable in several models of LVH, and that AT, signalling may be essential. A
major caveat is that another AT, model was not protected from LVH, suggesting that

368
37 Furthermore,

strain-dependent or vector-dependent effects may be important.
cardiac overexpression of AT, in mice attenuates the development of perivascular
fibrosis in response to Angll via kinin/NO-dependent mechanisms, without an increase
in LVH>® Therefore, the exact roles of AT,/ AT, in LVH are complex and await

clarification.

Overall a reasonable interpretation of these conflicting studies is that Angll has weak
direct effects on cardiomyocytes, mainly due to low levels of AT, receptors. Indirect
effects of Angll, either by activation of paracrine pathways, or load-induced stretch may
be more potent stimuli. Signalling via AT, receptor appears as important, if not more
important than the AT;, receptor. Although activation of the RAS stimulates cardiac
hypertrophy, it is not absolutely pivotal.

The role of aldosterone in cardiac hypertrophy has been less intensively studied. In
vitro, aldosterone has hypertrophic effects on neonatal rat cardiomyocytes,”’* whilst
antagonism of the mineralocorticoid receptor prevents LVH in young SHR,”" and
reduces LVH in humans.’”> Whether aldosterone is synthesised de novo within the heart
is a matter of controversy. The essential enzymes for aldosterone synthesis cyp11bl and
cypl1b2 are detectable in rat myocardium,’” and appear to be upregulated post-
myocardial infarction,y"4 but overall, the contribution of myocardial aldosterone
synthesis appears to be small.’” Furthermore, the accepted paradigm that aldosterone
stimulates cardiac hypertrophy and fibrosis is called in to question by recent transgenic
experiments. Hundred-fold overexpression of aldosterone synthase within
cardiomyocytes in transgenic mice does not cause LVH or fibrosis, but induces coronary
endothelial ~ dysfunction.’”® Conversely, conditional transgenic expression of
mineralocorticoid receptor antisense RNA selectively in the heart induces reversible

. . i : . 196
cardiac fibrosis and heart failure in mice.
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1.4.2.4 Cardiac Renin-Angiotensin System
Increasing evidence supports the concept of tissue-based RAS’s in which the constituent

parts of the RAS are present, and exert a physiological effect on a particular tissue,

independently of the plasma-based RAS.*****

The existence of a cardiac-based RAS is supported by many studies, though no single
experiment has provided indisputable proof. In the heart, expression of most of the

components of the renin-angiotensin system has been demonstrated

:.:onclusi\zel)/,“7'33’3?7’3?8 including a truncated prorenin transcript lacking the normal signal

379,380

peptide which may be imported in to mitochondria. Angll accumulation can be

demonstrated in cardiomyocytes suggesting either uptake via AT receptor internalisation

. . 381 . . i :
or intracellular generation.” Active generation of Angll occurs in porcine and human

382,383 384,385

hearts in vivo and rat hearts perfused with renin / angiotensinogen ex vivo.

Furthermore, mechanical stress/disease appears to upregulate all the key components of

69,115,118,241,386-390

the RAS, including renin, ACE and angiotensinogen. Indeed the activity

of the cardiac RAS correlates directly with end systolic wall stress in humans.''® These

results indicate that an active local RAS exists and may be important in mediating and

s - 118,386
sustaining disease states.

In most studies cardiac renin expression is extremely low if present at all.””' Despite

this, renin activity is readily detectable in cardiac extracts, correlating with and

392,393

exceeding levels in the plasma. In addition, this activity disappears after

nephrectomy, suggesting that renal-derived renin is taken up and accumulated by the

394-397

heart. This evidence is supported by other studies which show that cultured rat

cardiomyocytes and human endothelial cells bind and take up recombinant human
(pro)renin via the cation-independent mannose-6-phosphate receptor / Insulin-like

growth factor type 2 receptor (M6PR/IGF2R).****"!

Although prorenin taken up by this
mechanism can be shown to be activated to renin, generation of Angl in the presence of

399,400

angiotensinogen could not be demonstrated. Furthermore, prorenin binding to

M6PR does not lead to any intracellular signalling events, despite the fact that it couples
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with G-proteins, nor is there any evidence that prorenin binding in the presence of
angiotensinogen leads to intracellular Angll formation.*” For these reasons it is possible
that this pathway simply mediates clearance of (pro)renin, as is suggested by studies in

3174% This would be in keeping

which prorenin was infused into rats'” and monkeys.
with the role of M6PR in the clearance and inactivation of numerous hormones (IGFII,
leukaemia inhibitory factor, proliferin, thyroglobulin) and proteolytic enzymes.” An
exception is the uptake and activation of latent TGFp by M6PR? Several studies
clearly show that exogenous renin participates in the generation of cardiac Angll,
353382384385 Lt none have identified the mechanism of uptake. Therefore it is reasonable
to conclude that (pro)renin uptake is more than a clearance mechanism, suggesting that

another uptake mechanism may exist.

Another reason to question the role of M6PR-mediated renin uptake is that in general
this receptor recognises proteins containing M6P moieties (IGFII is an exception).
Cardiomyocyte uptake of non-glycosylated forms of renin (eg mouse ren-2) have been
demonstrated in transgenic rats and in vitro, suggesting that a glycosylation-independent

: : 407,408
mechanism may be involved.

% but appears to function as a

Renin binding protein was previously identified in rats,
carbohydrate epimerase,’'” so renin binding activity is probably co-incidental. Other
tissue renin-binding sites have been described, but the molecule(s) involved have not

been identified.*"

A recent development in this field is the identification of a novel renin/prorenin receptor
by expression cloning a human mesangial cell cDNA library with iodinated human
recombinant renin.*'* This receptor comprises a 350 amino-acid protein with a single
predicted transmembrane domain. Expression studies have demonstrated localisation of

the putative renin receptor to mesangial cells and vascular smooth muscle cells in the

subendothelium of renal and coronary arteries. In vitro studies demonstrated that the

receptor binds (pro)renin with high affinity, and that it enhances the catalytic activity of
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both renin and prorenin leading to local generation of Angll. In addition, binding by
renin and prorenin activates ERK1/2 signalling pathways independently of Angll.
Notably, the renin receptor does not mediate (pro)renin uptake, nor does it appear to be

expressed on cardiomyocytes, so that another receptor may explain the results of Peters
et al., (2002).*”

In summary, there is substantial evidence for tissue and cellular uptake of circulating
renin/prorenin, and activation of the local RAS. It seems likely that this may be
mediated in part by a renin receptor, whilst the M6PR may act as a clearance mechanism
for circulating renin. It is also worth noting that intracellular angiotensin Il may mediate
physiological effects via intracellular AT, receptors, the so-called intracrine RAS ™
Iontophoretic experiments using physiological concentrations of angiotensin Il

ol 2 s . . . 381,413
demonstrate roles in intercellular signalling and inward calcium ion currents.

1.4.3 Other Neurohumeral Pathways in LVH
Several humeral signalling pathways have direct hypertrophic effects, which are at least

as important as those of the RAS.

1.4.3.1 Adrenergic Signalling
a-adrenergic receptor stimulation is pro-hypertrophic in neonatal cardiomyocyte

cultures, using selective agents such as phenylf:pg)hrine.414 Not surprisingly, transgenic

o, p-adrenergic receptor overexpression in the murine heart leads to cardiac

269,270 9

hypertrophy, and cardiac failure."”

Stimulation of cardiomyocyte B-adrenergic receptors in vitro and in vivo also leads to
myocyte hypertrophy, often with evidence of myocardial necrosis, > whilst transgenic
cardiac over expression of [3;-adrenoreceptors in mice causes substantial cardiac

105415

hypertrophy leading to heart failure. Mice lacking endogenous catecholamines due

to dopamine PB-hydroxylase deficiency (Dbh™") resist cardiac hypertrophy development

: : . oo 416417
following transverse aortic constriction.
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1.4.3.2 Endothelin
There is little doubt that endothelin is a potent stimulus for cardiac hypertrophy in
vitro.*'® Direct in vivo evidence is restricted to pharmacological studies'” due to the

420-422
However

embryonic lethal phenotype of endothelin/endothelin receptor knockouts.
there is substantial evidence that the downstream signalling pathways activated by
endothelin, such as G-protein signalling molecules, are required for cardiac hypertrophy.
Gaq couples to endothelin, angiotensin II and o,-adrenergic receptors: experiments in
which activated mutants of Goiq have been overexpressed in a cardiac selective manner
demonstrate a hypertrophic effect as well as activation of apoptosis, leading to heart

84,180,271

failure. Conversely, dominant-negative Goq mutants resist TAC,*? whilst Gocq"f'

/Gal1” cardiac-specific conditional double knockouts display a similar phenotype.***

1.4.3.3 Cardiotrophin

Seminal work by Pennica et al (1995) using expression cloning with an embryonic stem
cell-based model of ut:f.lrdiogemesis3 7 identified cardiotrophin 1 (CT-1) as a hypertrophic
stimulus. This is a member of the Leukaemia Inhibitor Factor/IL-6 cytokine family,
which signal via gp130 tyrosine kinase receptors. Whilst other members of this family
demonstrate weak hypertrophic effects, CT-1 potently induces cardiomyocyte elongation

42 Constitutive activation of cardiac gp130 receptors causes

281

and hypertrophy in vitro.
eccentric hypertrophy in vivo.™ CT-1 is crucial for normal cardiac development and
physiological hypertrophy, in that gp130”" mice have hypoplastic ventricles.*”* Cardiac
selective deletion of gpl130 in adult mice leads to dilated cardiomyopathy and heart
failure in response to pressure overload,'” whereas cardiac specific expression of a
dominant negative form of gpl130 prevents pressure-induced cardiac hypertrophy.m
Therefore the role of gpl130/CT-1 in cardiac hypertrophy is complex and model-

dependent.
1.4.3.4 Insulin, Growth Hormone and IGF 1

Given the pleiotropic roles of insulin, growth hormone (GH) and IGF-1 in cell growth

and metabolism, a role in cardiac hypertrophy is likely. Cardiac selective deletion of the
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insulin receptor during postnatal development inhibits physiological cardiac
hypertrophy, with a 25% reduction in heart weight to body weight ratio.’ The

requirement for insulin signaling in pathological hypertrophy has not been tested.

Left ventricular hypertrophy is a recognised complication of z».u:rornegalyf28 indicating a
possible effect of GH/IGF-1 excess on cardiac mass. Certainly IGF-1 has direct in vitro
hypertrophic effects,”” and studies in rats, pigs and humans have demonstrated
increased expression of IGF-1 during the development of pressure and volume overload

#0492 Treatment of rats with recombinant GH or IGF-1 leads to

cardiac hypertrophy.
eccentric LVH,"® whilst IGF-1"" mice demonstrate impaired cardiac hypertrophy after
myocardial infarction.®® Constitutive overexpression of IGF in the heart enhances

. 434
cardiac performance.

1.5 Signalling in Cardiac Hypertrophy

1.5.1 Intracellular Signaling Cascades and LVH

Stimulation of diverse cell surface receptors and mechanical stress can lead to LVH, via
activation of intracellular signaling cascades.””*** Whilst the patterns of signaling
overlap between different stimuli, they are non the less distinctive. Using transgenic
techniques it has been possible to demonstrate that activation of a single receptor type,
or down stream signalling molecule is often sufficient to induce cardiac hypertrophy in
mice. Furthermore, knockout studies have suggested that certain molecules are
indispenible for cardiac hypertrophy to proceed at all, whilst other molecules appear to

be negative regulators of hypertrophy (table 1.3) or cardiomyocyte survival factors

(table 1.1). Amongst the most intensively studied hypertrophic regulators is calcineurin.
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Table 1.3. Antihypertrophic Pathways

Reference Knockout  Pathway targeted Stimulus Response

Knowles et al., 2001*°  Nprl™ ANP/BNP AC Exaggerated LVH and
failure

Vega et al., 2003"° MCIPI™ Calcineurin/NFAT CnA* Exaggerated LVH and
failure

Crackower et al., 2002 PTEN™ PTEN/PI3K - LVH without foetal
gene induction.
Impaired
systolic function

Asakawa et al., 2002*7  PPARY" Energy metabolism AC Exaggerated LVH

Abel et al, 1999*** G4H" Insulin induced - LVH with preserved

glucose uptake contractility

Kong et al., 2001*’ FHL2™" transcription Iso Exaggerated LVH

Xin et al., 2002** FKBP12.6” SR Ca’ release - LVH

Ichinose et al., 2004™'  NOS3™ NO production AC Exaggerated LVH and
failure

Npr: natriuretic peptide receptor, MCIP1: myocyte enhanced calcineurin inhibitory protein, PPAR:
peroxisome proliferative A receptor, FKBP: FK506 binding protein, ANP: atrial natriuretic peptide, BNP:
B-type natriuretic peptide, NFAT: nuclear factor of activated T cells, AC: aortic constriction, CnA*,:
activated calcineurin mutant, Iso: isoprenaline, PI3K: phosphoinositol-3 kinase SR: sarcoplasmic
reticulum.

1.5.2 Calcineurin-NFAT Signalling in Cardiac Hypertrophy

In a seminal paper Molkentin et al. (1998)* identified a role for the calcineurin-NFAT
signalling pathway in the development of cardiac hypertrophy. Using a yeast two-hybrid
system to isolate cofactors interacting with the cardiac specific transcription factor
GATA-4, they identified NFATc4 (NFAT3) a transcription factor belonging to the
nuclear factor of activated T-cells (NFAT) family. Identification of binding sites for
NFATc4/GATA4 in the promoter of BNP suggested a direct regulatory role for this
pathway in cardiac hypertrophy. In addition, translocation of NFAT’s from the
cytoplasm to the nucleus was known to require calcineurin phosphatase activity in
lymphocytes. They demonstrated that activated mutants of NFATc4 and calcineurin
caused hypertrophy of neonatal rat cardiomyocytes in vitro, and transgenic mice over
expressing similar constructs in the heart developed profound cardiac hypertrophy and

heart failure. Furthermore, pharmacological inhibition of calcineurin with ciclosporin
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(CsA) prevented the development of hypertrophy in activated calcineurin transgenic

mice, but not NFAT transgenics, giving credence to the proposed signalling pathway.

1.5.2.1 Calcineurin Biology

Calcineurin (Protein Phosphatase 2B (PP2B)) is a heterodimeric calcium-calmodulin-
dependent serine-threonine phosphatase, comprising calcineurin A (CnA) and B (CnB)
subunits.**? The 58-59kDa CnA-subunit exists in 3 isoforms (o, B, y, for which
multiple splice variants have been described. It contains the active site, an autoinhibitory

domain, calmodulin-binding domain and a CnB binding domain. CnA isoforms share

81% sequence homology in the catalytic domain, and the CnAc. and B genes share 99%

amino acid sequence homology between mouse and human species. Expression of
CnAca and B is almost ubiquitous, whilst that of CnAY is restricted to the testis.(reviewed

Crabtree 1999***) In the heart CnAc. is probably responsible for most of the known

effects on cardiac hypertrophy.m‘m

Surprisingly CnAo knockouts develop normally,
though they have subtle alterations in neuronal architecture and T-cell function.”” Both
CnAca and B-null mice demonstrate abnormalities of skeletal muscle fibre type

. . 446
switching.™

CnB is a 19kDa subunit containing a calcium-binding domain. Two
isoforms have been identified (o0 and B).W Calcineurin regulates the activity and cellular
localisation of several transcription factors including NFAT members, ** myocyte
enhancer factor 2 (MEFZ),280 elk-1""4% and 1kB/NFkB.*' Therefore it may have

profound effects on gene expression.

Calcineurin is activated through binding calcium and calmodulin. Multiple stimuli are
known to raise calcium and calmodulin levels in cardiomyocytes, such as humoral
factors (All, ET-1, LIF, PE) and mechanical strain. It is thought that calcineurin is
sensitive to sustained alterations in the calcium concentration mediated via “capacitative
calcium entry”, as opposed to the short-term changes that occur with each cardiac

2

cycle.45 Precisely how this is sensed is unclear, but it may depend on the

compartmentalisation of calcium within the myocyte. The distribution of calcineurin
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with in the cardiomyocyte appears to be regulated by specialised anchoring proteins.
Frey et al. (2000)** have identified a novel family of calcineurin-interacting proteins,
“calsarcins” that tether calcineurin to o-actinin at the z-line of skeletal and cardiac
myocytes. This suggests that calcineurin is directly exposed to the fluctuating calcium
concentration of the sarcomere, rather than protected from it. In addition it also raises
the possibility that calcineurin may also have roles in the sensing / transduction of
mechanical strain and the regulation of sarcomeric contractility. Other anchoring
proteins described below appear to direct localisation to the sarcoplasmic reticulum and

the nucleus.

Calcineurin activity appears to be highly regulated. Modulatory calcineurin interacting

proteins also known as myocyte-enriched calcineurin interacting proteins (MCIP1, 2 and
3) bind and inhibit CnA in striated muscle.** In the heart transcription of MCIPI is
potently induced by calcineurin signalling as well as mechanical strain and LIF,
thereby providing a negative feedback loop on this pathway. This effect has been
confirmed in MCIP1” mice crossed to MCK-CnA* transgenics, which develop
exaggerated LVH.*® However, the function of MCIP’s may be more complex, and there
is experimental evidence that MCIP’s may have a permissive role on CnA activity in

certain conditions, and inhibitory functions in others.**

Cain (calcineurin inhibitory protein, also known as cabin) is a 240kDa scaffolding
protein that binds multiple proteins including calcineurin.*"** CHP (calcineurin B
homolgous protein) is homologous to CnB and competes for binding the CnA subunit.*”
AKAP79 (A-kinase anchoring protein 79) is a scaffolding protein expressed in neurones
that binds protein kinases A and C in addition to inhibiting calcineurin.*®® Finally,
cyclophilin and FK506 binding protein (FKBP) bind and inhibit calcineurin in the

presence of the immunosuppressants ciclosporin A and FK506 respectively.‘“’"463

31



1.5.2.2 NFAT Biology

Although several transcription factors are regulated by calcineurin the best charcterised
target is the NFAT family of transcription factors.®® There are five known members
designated NFATcl (NFATc or NFAT2), NFATc2 (NFATp or NFATI1), NFATc3
(NFAT4 of NFATx), NFATc4 (NFAT3), and NFATS.*® NFATS resides exclusively in
the nucleus, whilst the others are cytoplasmic (hence NFATc designations). Calcineurin-
mediated dephosphorylation of serine residues within SP repeats exposes nuclear
localisation signals allowing translocation in to the nucleus.*®> The mechanism of
nuclear export is not fully understood and probably differs for each NFATc. Kinases
such as glycogen synthase kinase-i’uB,m"466 p38 MAPK, " INK,*"*"® MEKK1 and
casein kinase 1a*’' all probably rephosphorylate NFAT’s leading to nuclear export.
Thus activity of NFAT’s appears to be regulated mainly through spatial localisation,
with continual shuttling between cytoplasm and nucleus. They bind a consensus DNA
sequence GGAAAAT via a rel (NFKB) homology domain as monomers or dimers.***
Target genes containing this sequence include IL-2 in lymphocytes, BNP¥
adenylosuccinate synthetase'’> and MCIP1 in the heart.*”” All NFAT types are expressed
in human heart.*’”* Expression is otherwise restricted to T-cells and skeletal muscle,
except NFATc4 which is widely expressed.“5 Other transcription factors cooperate with
NFATc members in DNA binding, and are collectively known as NFATn: these include
AP-1, ¢-MAF and GATA4, depending on the tissue.””® NFATc4 and GATA4

synergistically activate the BNP promoter within cultured cardiomyocytes.82

NFAT’s appear to be critical in cardiovascular and immune development. Homozygous
NFATcl knockout mice fail to develop cardiac semi-lunar valves and are embryonic
lethal."’**"” Knockout mice deficient in both NFATc3 and NFATc4 are defective in
angiogenesis and vascular patterning, a phenotype that can be replicated by an
inactivating mutation of the calcineurin B gene."”® NFATcl, NFATc2 and NFATc3
knockouts demonstrate immune c:lysfunction,m'483 whilst NFATc2 and ¢3 null mice also

... 484,485
have skeletal muscle abnormalities.
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1.5.2.3 Pharmacological Inhibitors of Calcineurin

Two calcineurin inhibiting drugs, ciclosporin (CsA) and FK506 are currently available
and are used to maintain immunosuppression in patients receiving allografts. CsA is a
lipophilic 11 amino acid cyclic polypeptide derived from Tolypocladium inflatum
Gams.* It is metabolised by hepatic cytochrome P-450IIIA enzymes to approximately
30 derivatives that are only weakly active. FK506 is a macrolide antibiotic obtained
from Streptomyces tsukubaensis.**’ It is 100 times more potent than ciclosporin,488 and

*? Both agents depend

it is extensively metabolised by hepatic cytochrome P-450I1IA1.
on accessory molecules for their inhibitory effect on calcineurin. Cyclophilin A-D and
FK506 binding protein-12 (FKBP12) are ubiquitous cytosolic peptidyl-propyl

461-463 :
These complexes bind and

isomerases that bind CsA and FK506 respectively.
inhibit calcineurin phosphatase activity. The isomerase activities of cyclophilin and
FKBP-12 are also inhibited, though this has no bearing on the immunosuppressant

effect.

Although the effect of these drugs is attributed to their inhibitory effect on NFAT

dephosphorylation / nuclear translocation, other calcineurin-independent effects have

been proposed which contribute to their mode of action and side effects. CsA induces

TGFp, and inhibits members of the mitogen activated protein kinase (MAPK) pathway,

both of which could add to the immunosuppressant effect.*”” Whether these are direct

actions is not established. In addition, CsA alters properties of the ryanodine release
492

channel(RYR)"' and the L-type calcium channel,”” both of which could impact on

myocardial function.

FK506 has several activities that impinge on myocardial calcium regulation, and might
therefore be expected to alter contractile function. In cardiomyocytes FKBP12.6 is
associated with the ryanodine receptor whilst FKBP12 is cytosolic. The ryanodine
receptor is a sarcoplasmic reticular calcium release channel responsible for the regulated
release of calcium stores essential for excitation-contraction coupling. FKBP12.6

493

regulates the gating of the RYR channel ™ whilst FK506 induces dissociation of
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FKBP12.6 from the channel. Male FKBP12.6" mice develop LVH, ™ whilst FKBP12""
mice develop cardiac failure and ventricular septal defects. #* Calcineurin has also been
hypothesised to regulate RYR function by dephosphorylation via an FKBP-dependent

; . 494
interaction.

1.5.3 Inhibition of Left Ventricular Hypertrophy using Pharmacological
Inhibitors of Calcineurin

Considerable attention has focussed in recent years on the use of calcineurin inhibitors to
prevent / reverse LVH. The main studies published to date are summarised in table 1.4,
and it can be seen that numerous models have been studied using both CsA and FK506
in various dosing regimens, in both rats and mice. The overwhelming majority of
published studies support a role for calcineurin signalling in cardiac hypertrophy,
although apparently identical experiments have produced disparate results. The results of

486,495,496

these studies have been extensively reviewed, and the salient points will be

summarised here.

1.5.3.1 Aortic Constriction
Eleven studies have examined the effect of calcineurin inhibition in aortic constriction

142497305 Whilst the majority of

models of cardiac hypertrophy in both rats and mice.
studies demonstrated a benefit, this was not universally the case, and in some studies
there are real concerns about the methodology used, or the interpretation applied. For
example, many made no assessment of the haemodynamic gradient across the

- .. 497,500,503
constriction.

This is very important because meticulous studies by Zhang et al.
(1999)** demonstrated a reduction in the trans-stenotic gradient in drug treated groups,
which negated an apparently beneficial effect of drug treatment on LVH. In addition,
few studies took into account the general toxic effects of drug treatment, in particular

Y% fed sham-operated and banded rats

weight loss. To address this issue Lim et al. (2000
a very low calorie diet to induce a similar degree of weight loss as drug treatment.
These control groups maintained identical cardiac mass indexes to their counterparts on

normal diet, suggesting that additional changes seen in drug treated groups were
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497

genuine. Sussman et al (1998)"" claimed complete inhibition of LVH, but more than

half of the treated rats died perioperatively of heart failure. High levels of mortality have

%8306 Some of this may be

also been seen in other studies using both CsA and FK506.
operator-dependent, as well as related to drug dosage, strain background and possibly
even infection. It is known that different rat strains may vary markedly in their tolerance
to drug dosage, with Wistar rats tolerating ten fold higher doses of FK506 than Dahl-

02307 Whether strain differences impact on LVH potential and calcineurin-

Iwai rats.
dependence is not known. It is also likely that the site of aortic constriction (thoracic vs
abdominal) may be important. Abdominal aortic constriction is associated with
substantial activation of the RAS, and this appears to be reflected in a different pattern
of hypertrophy marker gene induction.”® Therefore different forms of hypertrophy may
be being studied. Furthermore, although AC is frequently referred to as a
“physiological” model of hypertrophy, it is difficult to see how this can be justified.
Recent studies by Baumgarten et al. (2001 and 2002)235‘508 examined cytokine
expression after transverse aortic constriction in mice and demonstrated a rapid but

transient rise in IL-1B, IL-6 and TNFo within hours of constriction. Expression was

localised to both endothelial cells and myocytes.

Although the importance of this early inflammatory signalling to the development of
hypertrophy was not examined, it is tempting to speculate that calcineurin inhibition
may down regulate cytokine signalling in cardiomyocytes, in a manner analogous to T-
lymphocytes, and this may alter LVH development. Lim and Molkentin (1999)°* have
suggested that the importance of calcineurin signalling may be time-dependent in
response to AC: an effect with CsA was noted 6 days after constriction, but not after 21
days. This implies that calcineurin inhibition simply retards the onset of LVH without
affecting the final outcome. However, other studies have shown that late treatment can

reduce established hypertrophy.””
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Table 1.4 Drug Inhibition Studies of Calcineurin

Study Species Model Treatment % red" Comments
(mg/kg/day) LVH
Aortic Constriction
Sussman, 1998%7 Rat AAC CsA 20, 8 days 100%  High mortality
Luo, 1998°% Rat AAC CsA 20 and 40, 14 days no effect Disputed interpretation
Rat AAC FK506 2, 14 days no effect
Muller, 1998 Mouse TAC CsA 50, 3 weeks no effect
Zhang, 1999 Rat AAC CsA 10 and 20, 2/4 weeks no effect Reduced BP gradient
Rat AAC FK506 0.3, 4 weeks no effect in treated animals
Ding. 1999°* Mouse TAC CsA 50, 4 weeks no effect
Meguro. 1999 Mouse TAC CsA 25, 3 weeks 32% Increased CHF / mortality
Shimoyama, 1999°  Rat AAC FK506 1, 3 weeks 100%  Preserved EF%
Eto, 2000°" Rat TAC CsA 40, 4 weeks 58%
Lim, 2000° Rat AAC CsA 20, 14 days 87%
CsA 8, 14 days 34%
CsA 20, 14 days 62% Reversal of LVH
late intervention
Wang, 2001°% Mouse TAC CsA 50. 3 weeks 66%
Hill, 2000°"! Mouse TAC CsA 50, 5 weeks 100%  Preserved Function
Cardiomyopath
Molkentin, 1998* Mouse aMHC-CnA* CsA 50, 7 days >95%
Sussman, 19987 Mouse Tropomodulin  CsA 30, 15 days 100%  Impaired FS%
FK506 6, 15 days 100%
Mouse MLC2v mutant CsA 30, 6 weeks 100%
Mouse B-tropomyosin CsA 30, 8 days 100%  Dilation inhibited
Mouse  Activated RARo. CsA 30, no effect
Mende, 1998°" Mouse oMHC-Goy, *  CsA 30, 28 days ambiguous§
Lim, 2000°" Mouse oMHC-CnA* CsA 30, 13 or 26 days 90% Improved FS%
oMHC-CnA*  CsA 30, 14 reversal 29% Fibrosis unchanged
B-tropomyosin  CsA 30, 8 days 100%
Fatkin, 2000°"' Mouse oMHC** CsA 30, <35 days worse  Altered intracellular Ca®”
FK506 6, <35 days and increased mortality
Hypertension (Non-Aortic Constriction)
Mervaala, 1997°" Rat SHR CsA 5, 6 weeks no effect Not primary aim of study
Zhang, 1999** Rat SHR CsA 5, 6 weeks no effect Increased mortality
Lassila, 2000°" Rat SHR CsA 5, 6 weeks no effect
Mervaala, 2000°'*  Rat dTGR CsA 5, 3 weeks 50%  Reduced BP
Murat, 2000°'* Mouse 2KIC CsA 50, 4 weeks 100%
Hayashida, 2000*'®  Rat Dahl CsA 10, 4/6 weeks no effect
Shimoyama, 2000°””  Rat Dahl FK506 0.02 and 0.2, 6 week =50%§ >50% mortality
FK506 0.02 and 0.2, =25%§ Preserved EF%
late 4 weeks Partial reversal
Sakata, 2000°" Rat Dahl FK506 1, 12 weeks 48% Fibrosis unchanged
FK506 1, late intervention no effect Increased wall stress
4 weeks
Nagata, 2002°'* Rat Dahl FK506 0.1, 6 weeks 87.5%  Rescued FS%. Dilated LV
Reduced fibrosis
Goldspink, 2001°""  Rat Angiotensin Il  CsA 50, 7 days 100%
Takeda, 2002°* Rat Mineralocorticoid FK506 0.5, 6 weeks 70%
CsA 10, 6 weeks 62.5%
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Table 1.4 (continued)

Study Species Model Treatment % red" Comments
(mg/kg/day) LVH

Miscellaneous

Die, 2000%' Rat CAL CsA 50, 2 weeks 14%  Worse CHF

Eto, 2000°" Rat Exercise CsA 40, 10 weeks 100%

Kamiya, 2001°% Mouse JVS FK506 0.5 or 1,4 weeks  partial

SHR: spontaneously hypertensive rat. aMHC: alpha myosin heavy chain promoter. CnA*: constitutively active
calcineurin A mutant. MLC2v: myosin light chain 2v. RARo: retinoic acid receptor alpha. AAC: abdominal aortic
constriction. TAC: thoracic aortic constriction. Ga, *: G-protein alpha-q constitutively active mutant. dTGR: double
transgenic rat (human renin and human angiotensinogen). CAL: coronary artery ligation. 2K1C: 2 kidney one clip
model of hypertension. JVS: juvenile visceral steatosis model (systemic carnitine deficiency). CsA : ciclosporine A.
FK506: Tacrolimus. FS§%: fractional shortening. EF% : ejection fraction. CHF: congestive heart failure. § significant
effect only if left ventricular mass normalised to tibial length.

1.5.3.2 Murine Models of Cardiomyopathy

It is well recognised that cardiac hypertrophy can develop in the absence of
hypertension, and many hereditary forms of dilated and hypertrophic cardiomyopathy
are described in which mutations of sarcomeric components are present. These diseases
have been replicated in transgenic mice, and calcineurin inhibition has been shown to

82,497,510

effectively prevent/reverse pathology in several studies. Two exceptions are a

transgenic model of constitutively active retinoic acid receptor (RAR) over

expression,‘m and a model of hypertrophic cardiomyopathy caused by MHC

"' In the later case, calcineurin inhibition exacerbated hypertrophy and

272
)

mutation.
increased mortality. In addition, Mende et al. (1998 described a model of sustained
and progressive cardiac hypertrophy due to transient over expression of a constitutively
active Go,, mutant in the heart. They found that hypertrophy could be attenuated using
CsA, but the result was ambiguous because an effect was apparent only when LV mass

was normalised to tibial length, as opposed to body weight.

1.5.3.3 Models of Hypertension
Both CsA and FK506 are known to cause hypertension, as discussed above. Indeed,

5 . " i 524,525
CsA has been used as a means of inducing hypertension in rats for many years.
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Therefore the fact that these drugs might blunt the effect of hypertension on the heart is
paradoxical. The effects of these calcineurin inhibitors appear to be dependent on the
model of hypertension studied. In SHR strains LVH appears to be resistant to the effects

of CsA, though this observation was not the primary aim of two of these studies, so a

498,512,513

subtle effect may have been missed. In distinct contrast, FK506 appears to

507,517,518

strongly inhibit cardiac hypertrophy in Dahl salt sensitive (DS) rats, and doses

differing by ten fold appeared to be equally efficacious. Early treatment appeared to

u . - . . 307
preserve cardiac function, whilst late treatment led to an increase in wall stress,” and

declining efficacy once LVH was established.”*”"”

507

However, careful analysis of the

data by Shimoyama et al. (2000)""" reveals that the antihypertrophic effect is not seen if

LV mass is normalised to body weight, and the effect reported by Nagata et al. (2002)’"*
is less. Hayashida et al. (2000)’'® found that CsA had no effect in DS rats. Using a
transgenic rat model of hypertension based on over expression of human
angiotensinogen and human renin Mervaala et al. (2[}00)5'4 found that CsA attenuated
LVH by 50%. However, CsA also reduced systolic blood pressure by about 35mmHg,
which may have accounted for at least some of this effect. Positive results have also
been reported using CsA or FK506 in Wistar rats treated with angiotensin II infusion,”"”
uninephrectomised Wistar rats treated with aldosterone®”’ and a murine model of

renovascular hypertension (two kidney one clip).“5

This data therefore lends support to the notion that calcineurin inhibition is important in
the development of LVH in response to hypertension. The studies of LVH regression
also suggest that the maintenance of hypertrophy may be partly calcineurin-dependent.
The lack of effect in SHR cannot be easily explained except that LVH in this model may
be calcineurin-independent, or that they are particularly susceptible to CsA-induced
hypertension, which negates any antihypertrophic effect. It has been suggested that
models of hypertension/hypertrophy that are RAS-dependent are particularly susceptible
to calcineurin inhibition. Although the mechanisms of hypertension operating in SHR
and Dahl rats are incompletely understood, there is evidence to support a role of the

cardiac RAS in the development of LVH in both models.”****’
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1.5.3.4 Miscellaneous Studies

Several studies have been published which do not fall in to any of the above categories,
but warrant discussion. Jie et al. (1999)*' demonstrated that CsA inhibited post-MI
cardiac hypertrophy in rats, but at the expense of cardiac function. However, their
analysis was flawed in that the result was only significant if LV mass was normalised to
tibial length: if body weight was used there was an apparent increase in LVMI
Furthermore, they found very little difference in hypertrophy gene marker expression,

adding weight to the argument that this study was actually negative.

Eto et al. (20()0)503 have demonstrated that exercise-induced hypertrophy in Wistar rats,

is calcineurin-dependent and Kamiya et al. (2001)522 demonstrated attenuated LVH in a
murine model of hypertrophy due to systemic carnitine deficiency (Juvenile Visceral

Steatosis).

1.5.3.5 Conclusions Regarding Pharmacological Inhibition of Calcineurin

Overall there is substantial evidence to support a role for calcineurin signalling in the
development and maintenance of many forms of cardiac hypertrophy. However, this is
not universal, and the reasons for the discrepancies between studies are not clear.
Several general points warrant further discussion in this regard. An important aspect of
many of these studies is the effect of the drug on the general health of the animals, as
substantial weight loss is frequently reported. This complicates the interpretation of
whether or not LVH has regressed due to a direct effect of the drug, or simply as a
consequence of a general catabolic state. Only one study has actually assessed the effect
of weight loss induced by dietary restriction,” and this demonstrated that heart mass
was reduced in proportion to body weight, so that LVMI remained constant despite an
absolute reduction in LV mass. This is concordant with many other studies investigating

528,529 «. 530 531 532
=~ rabbits,” dogs,”” and humans.” " In contrast,

the effects of starvation diets on rats,
Cicogna et al (2000)™”

restricted diet compared to those on a normal diet despite similar blood pressures.

observed that cardiac hypertrophy was reduced in SHR fed a
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Although the mechanism is not clear, the catabolic state of starvation reduces cardiac

protein synthesis and shortens the half-life of proteins, leading to cardiac atrophy.m

Other calcineurin-independent effects of the drugs probably have an effect on cardiac
function. Therefore pharmacological inhibition of calcineurin is a less than ideal method

for assessing its contribution to cardiac hypertrophy.

1.5.4 Transgenic Models of Calcineurin Inhibition

Since pharmacological inhibition of calcineurin has many drawbacks, several groups
have developed transgenic models of calcineurin inhibition, listed in table 1.5, either
using the endogenous calcineurin inhibitors discussed above, or gene targeting methods.
These studies unanimously support a role for calcineurin in the development of cardiac

hypertrophy.

De Windt et al. (2001)™" used cardiac-specific transgenic mice expressing deletion
mutants of either Cain or AKAP79 to inhibit calcineurin. They found that mice
expressing high levels of inhibitor had an LVMI apporximately 10% less than wild type
littermates at baseline, suggesting that calcineurin is important in physiological

hypertrophy during normal growth.

In addition they demonstrated a marked reduction in LVH in response to isoprenaline
infusion or abdominal aortic constriction. Furthermore, adenoviral transfer of Cain in
aortic-banded rats also attenuated hypertrophy. In each case there was diminished
induction of hypertrophy-related marker genes. However, one transgenic founder died
prematurely of dilated cardiomyopathy, suggesting that very high levels of expression of
the inhibitor may have been detrimental to normal cardiac function. Furthermore,
although there was a favourable reduction in hypertrophy, cardiac function was not

studied.
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Table 1.5. Transgenic Studies of Calcineurin Inhibition

Study Species Model Hypertrophic % inhibition Comments
stimulus of LVH
De Windt et al. Mouse aMHC-ACain Iso 14 days 50% Low baseline LVMI in high
2001°% AAC 14 days 68-79% expressors
Mouse aMHC-AAKAP79  Iso 14 day 50% Low baseline LVMI in high
AAC 14 days 25-38% expressors
Rat Adenoviral-ACain TAC 14 days 40%
Zou et al. Mouse otMHC-dnCnA AAC 3 weeks 56%
2001
Rothermel et al.  Mouse aMHC-hMCIP1 oMHC-CnA* 72% 5-10% baseline reduction
2001%¢ Iso 7 days 59% in LVMI. Preserved FS
Exercise 28 days 58%
Hill et al. Mouse aMHC-hMCIP1 TAC 3 weeks 27% Preserved FS at 3 months
2002%% TAC 3 months  27% Augmented ANF induction
Bueno et al. Mouse CnAR™ AAC 14 days 67% 12% baseline reduction
2002%% Iso 14 days 75% in LVMI
All 14 days 46%
Wilkins et al., Mouse NFATe3”" aMHC-CnA* 20-44% Little effect on foetal gene
20027 AAC 14 days 100% expression
All 100%
Mouse NFATc4™ oMHC-CnA* 0%

AAC 14 days 0%
All 0%

aMHC: alpha myosin heavy chain promoter. ACain: calcineurin inhibitory domain of Cain. AAKAP79: calcineurin
inhibitory domain of A-kinase-anchoring-protein 79. dnCnA: dominant negative calcineurin mutant. hWMCIP1: human
myocyte-enriched calcineurin interacting protein 1. CnAP™: calcineurin AP subunit knockout. Iso: isoprenaline
osmotic minipump infusion. AAC: abdominal aortic constriction. TAC: thoracic aortic constriction. CnA*:
constitutively activated calcineurin A mutant. All: angiotensin Il osmotic minipump infusion. LVMI: left ventricular
mass index.

Zou et al. (2001)™* used a dominant-negative approach to inhibit cardiac calcineurin.
They generated a transgenic mouse expressing mutant calcineurin lacking the
calmodulin-binding and autoinhibitory domains. Basal LVMI was normal, as was basal
calcineurin activity. However, in response to abdominal aortic constriction,
hypertrophy, fibrosis, calcineurin activation and foetal gene expression were blunted.

Although echocardiography was performed, cardiac function was not reported.
Rothermel et al. (2001)**® created transgenic mice overexpressing hMCIP1 in the heart.

This strategy has the advantage that MCIP1 is probably the natural calcineurin inhibitor

in the heart. These mice had a reduced LVMI at baseline, concurring with DeWindt et
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al. (2001).>* Additionally they were resistant to hypertrophy induction by isoprenaline
infusion, and exercise. Crossing the mice to activated CnA (CnA¥*) transgenics partially
inhibited the development of hypertrophy, and suppressed reprogramming of gene
expression. Using the same model, Hill et al. (2002)535 demonstrated an impaired
hypertrophic response to thoracic aortic banding, with preserved LV function, as
assessed by echocardiography. However, there was a paradoxical increase in ANF and
BNP expression, and the decrease in LVH was relatively small (30%). Given the
proposed role of MCIP1 as an inhibitor of calcineurin, Vega et al., (2003)*° investigated
the hypertrophic response of MCIP I”" mice. Whilst CnA* mediated hypertrophy was
exaggerated as predicted, they unexpectedly found that MCIP1 deficiency prevented
hypertrophy in response to aortic constriction and isoprenaline infusion.”® Therefore,

the role of MCIP’s in relation to calcineurin regulation is complex.

Bueno et al. (2002)™*° used a knockout approach in mice to examine the role of CnAJp.
This is the predominant form of CnA expressed in the heart, accounting for 80% of
calcineurin activity in the basal state in this study. Knockout mice were overtly normal
except for a 12% reduction in basal heart size compared to wild type littermates.
Knockout mice had severely impaired hypertrophic responses to abdominal aortic
constriction, isoprenaline infusion and angiotensin II infusion. Presumably the residual
hypertrophic capacity reflects activation of non-calcineurin dependent pathways.
Surprisingly the effect of CnAP deletion on hypertrophy-related gene expression was
relatively minor, and fibrosis was not inhibited. Again, assessment of cardiac function

wasnot performed.

Although over expression of NFATc4 in the heart causes profound cardiac
l'lypf:r'rrophy,82 NFATc4”" mice remain susceptible to hypertrophy induction by aortic
constriction, activated calcineuirn and angiotensin II infusion.”* In contrast NFATc3™
mice demonstrate an attenuated hypertrophic response to these stimuli,"”* though the
effect is partial. Whilst this suggests a prime role for NFATc3, it would appear that other

NFAT’s are sufficient for hypertrophic responses, and that there is a degree of
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redundancy in the NFAT signalling pathway in the heart. Inhibition of all NFATs by

cardiomyocyte overexpression of GSK3[ causes a more profound impairment of

pressure overload induced hypertrophy though this is still incomplete.m

These studies provide compelling evidence for the importance of calcineurin in
physiological and pathological hypertrophy. All studies demonstrate a significant effect
in response to a variety of stimuli, though importantly, there was rarely complete

abolition of hypertrophy, either at an anatomical or molecular level.

1.5.5 Role of Calcineurin in Human Hypertrophy/Heart Failure

Given the evidence presented above, the question remains does calcineurin signalling
have a role in human cardiac hypertrophy, and if so does inhibition lead to clinical
benefit? Limited data are available in this regard, due to the difficulty of obtaining
human tissue. Early studies examined calcineurin protein expression, rather than

523,537

activity, and found conflicting results in end-stage heart failure patients. Haq et al.
(2001)*** obtained samples of failing and normal hearts at transplant, and cardiac
hypertrophy samples from donor hearts that were unsuitable for transplant by virtue of
significant hypertrophy. They found that CnA protein levels were elevated 1.82 fold in
cardiac hypertrophy, and 1.5 fold in heart failure. CnA activity normalised to CnA
expression increased in hypertrophy but not in heart failure. Therefore, there appears to
be over expression in both conditions, with an increase in specific activity in

538

hypertrophy. Ritter et al. (2002)™" obtained samples from patients with hypertrophic
obstructive cardiomyopathy (HOCM) undergoing transaortic subvalvular myotomy-
myectomy and samples of cardiac hypertrophy secondary to aortic stenosis from patients
under going valve replacement. They found increased CnA expression in both
conditions, with increased enzyme activity, associated with NF-AT dephosphorylation.
Furthermore, they detected an apparent decrease in expression of the C-terminal
autoinhibtory domain, suggesting that proteolytic activation of calcineurin may be
occurring, analogous to constitutively active CnA mutants described by Molkentin et al.

(1998).%2
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Since calcineurin appears to have a role in human cardiac hypertrophy one might expect
evidence of benefit from the use of calcineurin inhibitors in organ transplantation
studies. On the contrary, CsA has been associated with induction of hypertrophy via

539,540 - - s s
Therefore, if calcineurin is ever deemed to

blood pressure-dependent mechanisms.
be a desirable therapeutic target for cardiac hypertrophy, it is unlikely that current

inhibitors will be used.

1.5.6 Signalling Pathway Cross Talk

Calcineurin-NFAT signalling does not occur in isolation to other signalling pathways,
and there is mounting evidence for important interactions that potentiate or
counterbalance each other. In particular there are multiple interactions, or points of
“cross-talk” between Calcineurin-NFAT, Mitogen Activated Protein Kinase (MAPK)
signalling and Glycogen synthase kinase-3 in the heart.

There is evidence that p38 MAPK antagonises NFAT by direct phosphorylation,4"’7'469
which would be expected to be antihypertrophic. This is surprising because p38 and

4,286,541-544
8428634154 However, the role of

other MAPK pathways are considered prohypertrt:»phia::.2
MAPK signalling is probably complex, because inhibition of the p38 MAPK pathway in
the heart using transgenic dominant-negative species of MAPK Kinase 3 (MKK3),
MKKG6 and p38 MAPK actually leads to cardiac hypertrophy, and exaggerated responses
to haemodynamic stress. This indicates that the antihypertrophic effect of p38 MAPK
on NFAT signalling predominates over any putative prohypertrophic effects.”” A
corollary of this is the regulation of elk-1 transcription factor phosphorylation mediated

0 In addition,

by p38 MAPK, ERKI1/2 versus dephosphorylation by calcineurin.
calcineurin enhances MCP-1 expression, leading to p38 MAPK inactivation.”**
Therefore, somewhat surprisingly, MAPK and calcineurin pathways appear to

counteract rather than co-operate with each other.

Some studies have indicated a poorly defined co-operative effect between calcineurin

and MAPK signalling. For example, Murat et al. 2000°" found that treatment of
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cardiomyocytes or mice with CsA inhibited activation of not only calcineurin, but also
PKC isoforms, and MAPK, and similar evidence has been presented by de Windt et al.,
2000.>*” However, pharmacological inhibitor studies such as these may be confounded

by diverse non-specific effects, and should be interpreted with caution.

Other pathways also impinge on calcineurin-NFAT. Glycogen synthase kinase-3[3
(GSK-3p) exerts a constitutive constraint on hypertrophy via dephosphophorylation of

NFAT and GATA4, amongst other transcription factors.”**>*

This is potently
demonstrated by the resistance of transgenic mice over expressing activated GSK-38 in
the heart to several hypertophic stimuli.®” In fact GSK-3P is inactivated by virtually all
known hypertrophic stimuli,”*® and therefore, it seems plausible to suggest that most
hypertrophic signals potentiate calcineurin-NFAT signalling. In particular this appears to
apply to Fas receptor signalling,”> insulin PI3K/PKB/akt,>** endothelin, angiotensin and

. 466
B-catecholamines.

1.6 Pressure Independent Inhibition of Cardiac Hypertrophy
Many of the genes required for humoral signalling (Dbh, Gog/G,,, CnA, Agtr,) appear

364,417,424,536,555
and knockout

to be indispensable for a normal hypertrophic response,
animals demonstrate resistance to LVH after aortic constriction: this is termed
pressure—independent inhibition of LVH (Table 1.6). Such studies provide powerful
proof that humoral signalling pathways are necessary for mechanical load sensing and
activation of the hypertrophic phenotype. If the concept that LVH normalises wall stress
is valid, one would anticipate that failure to adequately hypertrophy would have
deleterious consequences. However it appears that the converse is true, and that these
animals maintain normal cardiac function and have a survival advantage compared to

wild type animals that develop LVH. This implies that LVH is maladaptive and that

normalisation of wall stress is a flawed concept.
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The original observations of Grossman'’ measured end systolic and end diastolic
meridional wall stress in patients with pressure overload, volume overload, and normal
controls. Whilst wall stress was normalised by concentric hypertrophy in pressure-
overloaded patients, this was not the case for the volume overload group. Therefore,
compensation does not necessarily require wall stress to be normalised and other
mechanisms may have a role. Futhermore, the concept of wall stress only takes in to
account the thickness of the myocardium at the instant that it is measured. Of course this
neglects the contractile properties of the myocardium and other qualities, such as

elasticity, which must also contribute to maintaining the integrity of the ventricle.

An elegant study by Esposito et al., (2002)"” examined the stress-strain relationship of
wild type, G-protein inhibitor transgenic mice (Goql) and catecholamine deficient mice
(Dbh™) using sonomicrometric implants after aortic constriction. Wild type animals

hypertrophied and normalised wall stress, but succumbed to heart failure later on.

In contrast Goql mice were shown to have a blunted hypertrophic response resulting in
increased end systolic wall stress, but preserved cardiac function for many months.
Although not specifically commented on in the paper, the end systolic pressure volume
relationship (ESPVR) of the Goagl mice was increased relative to controls, suggesting

that they adapted by increasing their myocardial contractility.

In other words, increased contractility may be compensating for increased wall stress
and mitigate the requirement for LVH. Indeed, there is theoretical evidence for this in

40,556

humans. Exactly how contractility is increased in this model has not been reported.

It is also interesting to note that contractility in Dbh™" mice is increased at baseline,416 SO
that this mechanism may not be generally applicable to other models. For example,
Wettschureck et al 2002*** reported that Goiq/G,,”” mice subjected to aortic constriction
have normalwall stress and contractility (end systolic elastance) despite complete
inhibition of LVH. Potential mechanisms for increased contractility could involve

enhanced Ca2+ handling by the sarcoplasmic reticulum, altered myosin isoforms (or
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altered regulation), or enhanced metabolic efficiency. There is experimental evidence
that altered expression of SERCA, phospholamban or GLUT1 are possible mechanisms

132-138,223,557

by which this may occur. However, whether such mechanisms occur

naturally has not yet been investigated.

Table 1.6. Pressure Independent Inhibition of LVH in Response to Aortic

Constriction

Reference Knockout / % inhibition Pathway targeted Comments
transgene of LVH

Bueno et al., CnAB™ 66% Calcineurin/NFAT Reduced LVMI at birth

20023 ANF not attenuated

Wilkins et al., NFATc3™" 100% Calcineurin/NFAT Complete inhibition of

2002 foetal gene expression

Antos et al., GSK-3B 60% NFAT Enhanced ANP/BNP

2002Y expression

Vegaetal., MCIP1™" 45% Calcineurin/NFAT Reduced LVMI at birth.

20034¢ Stimulus- dependent effect:
exaggerated hypertrophy
to CnA*

Wettshureck et al., Gog/G,,™ 100% Angll/ET-1/catechols Complete inhibition of

2002 foetal gene expression

Normal wall stress.
No increase in contractility

Esposito et al., Gogl =50% Angll/ET-1/catechols Enhanced wall stress.

2002*"7 Prolonged survival

Akhter et al., Gagl 61% Angll/ET-1/catechols Preserved LV function

19984

Senbonmatsu et al., Agtr27/Y =80% Angiotensin Echo-based LVMI data

2000*

Esposito et al., Dbh™ =50% Catecholamines Prolonged survival,

2002417 preserved LV function.

Rapacciuolo et al., Dbh™ 60% Catecholamines

20014

Rogers et al., RGS4 50% G-protein signalling Rapid decompensation and

1999'™ death

Bueno et al., MKP-1 90% MAPK Impaired developmental

2001° hypertrophy with mild LV
dilatation

Uozumi et al., gpl30 dn 63% CT-1/LIF/IL-6

2001*7

““homozygous null, CnAB: calcimeurin A B, NFAT: nuclear factor of activated T cells, GSK-3f: glycogen synthase
kinase, MCIP1: myocyte enriched calcineurin interacting protein , Goql: inhibitory mutant of Gog, Agtr2:
angiotensin receptor type II, Dbh: dobutamine B-hydroxylase, RGS4, MKP-1: MAPK phosphatase, dn: dominant
negative, Angll: angiotensin II, ET-1: endothelin I, catechols: catecholamines, MAPK: mitogen activated protein
kinase, CT-1: cardiotrophin, LIF: leukaemia inhibitory factor, IL-6, interleukin 6, LVMI: left ventricular mass index,

CnA*: activated calcineurin mutant.
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1.7 Conclusions Regarding the Regulation of Cardiac

Hypertrophy

It appears that many genes and signalling pathways have an essential role in LVH
development. Since this applies to multiple pathways, it is difficult to reconcile the fact
that many single genes can be both sufficient and necessary for LVH. First of all, careful
scrutiny of papers reveals that few models are 100% resistant to LVH, and there is
usually a relative reduction in LV mass. Secondly, supraphysiological stimulation of a
pathway by transgenic methods may be sufficient to overwhelm counter-regulatory
mechanisms, and therefore be sufficient to cause LVH alone, whilst in normal
physiology the concerted activation of several pathways may be necessary to achieve the
same effect. In other words, multiple signalling pathways may have a co-operative or
permissive effect on each other. If this is the case, it would explain why targeted deletion

of one gene may have a profound disabling effect on the hypertrophic response.

Finally, the responses of individual models may be misleading, particularly where only
one hypertrophic stimulus has been examined. For instance, MEKKI1” mice are
susceptible to LVH induced by aortic constriction,”" but not Goq overexpression.m
Similarly gplBO"" mice develop cardiac failure after aortic banding,”3 but mice
expressing a dominant negative inhibitor of gpl130 have attenuated hypertrophic
responses without development of failure.*’ This implies that different hypertrophic
stimuli require different signalling pathways and that similar mouse models may not be

equivalent.
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1.8 Prorenin (ren2)-Dependent Models of Hypertension and

Cardiac Hypertrophy
Several transgenic models of hypertension exist that rely on overexpression of mouse
prorenin (ren2%). Some of these form an integral part of this thesis, and are therefore

described in detail. Other transgenic models of hypertension based on renin-

g 5 . . 559-561
angiotensinogen transgenes have been described, but are not discussed here.

1.8.1 TGRmRen2-27

TGRmRen2-27 is the prototypical transgenic rat model of hypertension. The transgene

comprises mouse DBA/2] ren2 genomic DNA, including flanking regulatory

562

elements.” ~ It is characterised by severe hypertension developing within weeks of

weaning, but the precise phenotype is strongly influenced by gender, zygosity, and

. 563-565
background strain.”"""

Although the genetic basis of hypertension in this model is well defined, the precise
mechanism is not. Early studies demonstrated elevated plasma prorenin levels, reduced

active renin and angiotensin II, with suppression of hypertension by angiotensin-

: Sou e e . . 562,566
converting enzyme inhibition.’ Transgene expression is predominantly adrenal,

567-569 More

562,567,570

though this is probably not relevant to the development of hypertension.
importantly, tissue angiotensin II levels are increased in a wide range of organs,

. : 0 & A q i e 3 571-
and expression in the vasculature and brain is also implicated in driving hypertension.

38 Development of lethal maligant hypertension in this model is strain-dependent,m‘j(’4
and linkage studies have mapped the putative modifier loci to chromosomal regions

close to ACE and Atl loci.”®

Cardiac transgene expression is detectable, and may contribute to the development of
left ventricular l'1y1:u=.rtr0pl'1y:563‘565 evidence of hypertrophy has been found as early as

362

age 16 days, well before hypertension occurs.”~ Pharmacological and gene therapy data

indicate that hypertrophy is driven by angiotensin II, independently of
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hypertension. However other studies support a prime role for hypertension in

the development of LVH’” and cardiac fibrosis.**

1.8.2 TGR 01ATren2

TGR 0.1ATren2 was generated by Dr D Ogg in the Mullins lab.*”™® The transgene
comprises the ren2® ¢cDNA under the transcriptional control of the human alpha-1-
antitrypsin promoter, directing expression to the liver. The line is maintained on an
inbred F344 background. TGRo.1 ATren2 was developed to investigate the dependence
of hypertension in TGRmren2-27 on the site of ren2 expression. Of 16 TGRa1ATren2
founders, 9 demonstrated evidence of hypertension, which in some was rapidly lethal
without angiotensin-converting enzyme inhibition. Only one line, TG 12, has been
maintained. Analysis of this line demonstrated that transgene expression, by
radionucleotide protection assay was exclusively hepatic. Transgene-derived plasma
prorenin levels are in 10-fold excess at 4 weeks of age, rising to 400-fold by 5 weeks,
without excess plasma renin, angl or angll. Prorenin levels were higher in males than
females. TG12 males demonstrated impaired growth compared to non-transgenic
littermates, and died with 100% penetrance by 7 weeks of age. SBP measured by tail
cuff plethysmography in lightly anaesthetised male animals was elevated at 4 weeks, and

continued to rise to 7 weeks, reaching approximately 170mmHg.

Interestingly heart weight to body weight ratios were increased by 22% at 2 weeks of
age, before significant hypertension had occurred, reaching 52% at 7 weeks.
Histopathological analysis demonstrated cardiomyocyte hypertrophy and microscopic
myocardial infarcts. In addition there was evidence of remodelling in interlobular
arteries, glomerular ischaemia and occasional fibrinoid necrosis, consistent with

malignant phase hypertension.

1.8.3 TGRcyp1airen2
The timing of malignant hypertension in TGRmRen2-27 is unpredictable, and can only

be clinically identified at a late stage. Therefore to develop a controlled model of
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malignant phase hypertension a conditional transgenic strategy was adopted, in which a
ren2’ cDNA transgene was placed under the regulatory control of the promoter of
cytochrome p450 cyplal.SRI This promoter is intrinsically inactive,>* but transcription
can be induced by arylhydrocarbon compounds (AHC) in the presence of the
arylhydrocarbon receptor (AHR) and the aryl hydrocarbon nuclear translocator (arnt),

582-586 i
Therefore, in the absence

which form a heterodimer-ligand transcription complex.
of AHC the cyplalren2 transgene is not expressed, whilst administration of AHC to
TGRcyplalren2 rats induces transgene expression. Transgene expression is
predominantly in the liver, but also in the Spleen.sm More widespread expression has
been described using this promoter, reflecting the tissue distribution of AHR and

588-590 : : ; 281
: Background expression levels are undetectable in non-induced rats.” Blood

Arnt
pressure is dose-dependent and, in short term studies reversible, making this an

extremely flexible model for studying hypertension, vascular injury and repair.m1

Indole-3-carbinol (I3C) is a naturally occurring AHC found in brassicae. I3C itself is a
weak inducer of cyplal but derivatives formed in the stomach are much more potent: up
to 24 different active metabolites have been found in rats fed 13C.>" Since it is readily
absorbed and metabolised, induction of cyplal occurs within hours.™' It also induces
other members of the aryl hydrocarbon battery including CYP1A2, CYP2B1/2 and
CYP3A1/2, and inhibits both the activity and expression of flavin monooxygenase 1:*"
thus, metabolism of other xenobiotics is undoubtedly affected and this may interfere

with pharmacological studies.

0.3%(w/w) I3C reproducibly induces malignant phase hypertension in TGRcyplalren2
over a 14 day period.SRI Severe hypertension is induced by 7 days of induction, and this
is sustained until day 14. It is accompanied by a more than 200-fold increase in plasma
prorenin level, whilst plasma renin, angiotensin II and aldosterone rise only slightly. A
key finding of recent studies using this model is that an organ specific pattern of
vascular susceptibility to endothelial damage and fibrinoid necrosis appears to be

present. Fibrinoid necrosis is first identifiable in the vasculature of the heart and
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mesentery on day seven of induction. On day 14 the renal vasculature succumbs to
malignant injury, but the brain appears to be protected. The exact reasons for this
phenomenon are not known, but may relate to the ability of the kidneys and brain to

autoregulate perfusion pressure in the face of severe hypertension.

Peters et al., (2002)40? have presented data to support the hypothesis that transgene-
derived prorenin (ren2) is taken up by the heart and activated to renin in this model. This

is also likely to contribute to pathogenesis of vascular damage and cardac hypertrophy.

1.9 Aims

This thesis concentrates on the mechanisms of LVH in transgenic rats conditionally
overexpressing mouse ren2’ (TGRcyplalren2). Earlier work in this model has
demonstrated that 0.3% I3C (w/w) causes malignant hypertension over 14 days, with

407,581 .
However the severity

evidence of transgene-derived ren-2 uptake in cardiac tissue.
of hypertension in response to this dose of inducing agent limits the usefulness of the
model for studies of cardiac hypertrophy. Chapter 3 describes experiments that
characterise the development of cardiac hypertrophy in response to a lower dose of
inducing agent, to determine if this represents a valid model of pressure overload cardiac
hypertrophy. Given the variability of cardiac functional changes in different models of
LVH we also measured the functional consequences of LVH at serial time points. In
particular it was of interest to establish if chronic pressure overload led to heart failure or

other adverse consequence of LVH such as arrhythmia.

Previous discussion has highlighted that inhibition of LVH by disruption of calcineurin
signalling can abrogate progression to heart failure. We hypothesised that pressure-
independent inhibition of cardiac hypertrophy in TGRcyplalren2 by the calcineurin
inhibitor FK506 would lead to compensatory changes in cardiac function that negate the

negative effect of increased wall stress. These experiments are documented in chapter 4.
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Overexpression of mouse ren2” in rats is a potent stimulus for hypertension and cardiac
hypertrophy, yet there are no known extra-renal sites for activation of prorenin to renin,
suggesting that the mechanism by which ren2 exerts its effects is novel. Substantial
evidence has accumulated to support the uptake of physiologically relevant quantities of
human renin/prorenin by cardiomyocytes via the mannose-6 phosphate receptor, but this
mechanism could not explain the uptake of non-glycosylated mouse prorenin-2 seen
TGRcyplalren2. Therefore we hypothesised that a mechanism distinct from the
mannose-6 phosphate pathway mediates prorenin uptake. Chapter 5 describes the
production of recombinant mouse ren2’ in a baculovirus expression system for

investigation of renin uptake by cardiomyocytes.
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Chapter 2

Materials and Methods

2.1 Materials

2.1.1 Chemicals and Solutions

Analytical grade chemicals, solvents, acids and alcohols were obtained from Sigma
(Sigma-Aldrich Ltd, Poole, Dorset, UK) or BDH Laboratory Supplies (Poole, Dorset,
UK), unless otherwise stated. Phenol was obtained redistilled, and buffered with Tris-
HCL from BDH. Agarose was supplied by FMC Bioproducts (Flowgen, Sittingbourne,
UK). Acrylamide monomer solution was supplied by National Diagnostics (Atlanta,
Florida, USA). Radioisotopes were supplied by Amersham Pharmacia Biotech (Little
Chalfont, UK). Oligodeoxynucleotide primers were synthesised by MWG Biotech
(Ebersberg, Germany). Kodak XOMAT XAR-5 film was supplied by BDH. Kits for
DNA plasmid Maxi preparation and RNA isolation (RNAeasy) were obtained from
Qiagen (Crawley, UK).

All solutions were prepared with Milli-Q synthesis water (Millipore, Molsheim, France)
and, where appropriate were autoclaved prior to use. RNAse free water (BDH) was used

for RNA work.

2.1.2 Enzymes

Restriction endonucleases were supplied by Roche (Roche Diagnostics GmbH,
Mannheim, Germany), Promega (Southampton, UK) or New England Biolabs (Hitchin,
UK) and used according to manufacturer’s recommendations. Pfu DNA polymerase was
purchased from Stratagene (Amsterdam, Netherlands) and Taq polymerase was supplied
by Qiagen. Superscript II reverse transcriptase was supplied by Invitrogen (Paisley,

UK). DNase-free RNase A and proteinase K were supplied by Sigma.
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2.1.3 Bacterial Strains
Escherichia coli (E. coli) strains TOP 10 One Shot and PIR1 were supplied by
Invitrogen (Paisley, UK).

2.1.4 Antibiotics

Antibiotics were purchased from Sigma and used as indicated in table 2.2.

Table 2.2 Antibiotic Selection Concentrations

Antibiotic Selection of plasmids Stock solution
Ampicillin 100pg/ml 100mg/ml in dH,0
Kanamycin 25 pug/ml 25mg/ml in dH,O
2.1.5 Antibodies

Antibodies were used for Western blotting, immunoprecipitation and immunaffinity

purification were supplied and used at the optimised dilutions, as indicated in table 2.3.

Table 2.3 Antibodies and Dilutions

Antibody Type Clonal Working Application Supplier
Designation dilution
oHA MM F-7 1:1000 WB Santa Cruz
SC-7392

oHA MM F-7 - IP (agarose- Santa Cruz
conjugated) SC-7392AC

oHA RM 3F10 - IA (resin) Roche 1815016

orenin RP - 1:10000 WB -

oR-hrp GP - 1:2000 WB Dako P0448

oM-hrp RP - 1:1000 WB SBST

MM: Mouse monoclonal, RM: rat monoclonal, hrp: horseradish peroxidase conjugated. orR: anti-rabbit Ig,

oM: anti-mouse lg, GP: goat polyclonal, RP, rabbit polyclonal, SBST: Scottish Blood Transfusion

Service, IA: immunoaffinity, IP: immunoprecipitation, WB: Western blotting.
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2.1.6 Reagents and Chemicals

Table 2.4 Common Reagents and Buffers

Reagent or Buffer

Composition

Comments

Alkaline lysis P1 Buffer

50mMTris, 10mM Na, EDTA,
RNAse A 100mg/ml, pH8.0

Plasmid DNA miniprep

Alkaline lysis P2 Buffer

0.2M NaOH, 1% SDS

Plasmid DNA miniprep

Alkaline lysis P3 Buffer

5.0M Potassium Acetate,

adjusted to pH5.5 with glacial

acetic acid.

Plasmid DNA miniprep

Ampicillin LB Plates

LB agar, 100mg/ml Ampicillin

Selective E. coli growth plate

100x Denhardt’s Solution

2% (w/v) Ficoll 400 (Pharmacia),
2% (w/v), Bovine serum albumin
(Fraction V, Sigma), 2% (w/v)
polyvinyl-pyrrolidone

Constituent of Southern blotting

hybridisation solution

DNA Loading Buffer (6x)

0.25% Bromophenol Blue, 0.25%
Xylene Cyanol FF, 30% Glycerol

DNA gel electrophoresis

Ethidium Bromide Stock

10mg/ml Ethidium Bromide

DNA gel electrophoresis

GYT Medium

10% (v/v) Glycerol, 0.125%
yeast extract, 0.25% (w/v)

tryptone

E. coli growth and storage

Medium

Heparin (unfractionated)

20U/ml final concentration in

Plasma for electrolyte

whole blood measurment
Immobilsed metal affinity Talon resin (Nickel) (Clontech) IMAC
chromatography (IMAC) resin
IMAC wash buffer (1x) 50mM Na Phosphate IMAC
300mM NaCl
IMAC elution buffer (1x) 50mM Na Phosphate IMAC
300mM NaCl

150mM Imidazole (Clontech)

Immunoaffinity Lysis Buffer

50mM Tris pH7.5, 150mM NaCl
0.1% Nonidet P40, Complete
Protease Inhibitor Cocktail
(Roche)

Lysis buffer compatible with

immunoaffinity column

Immunoaffinity Equilibration

Buffer

20mM Tris pH7.5, 0.1M NaCl,
0.lmM EDTA

Immunoaffinity column buffer
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Table 2.4 (continued)

Immunoaffinity Wash Buffer

20mM Tris pH7.5, 0.1M NaCl,
0.1mM EDTA, 0.05% Tween-20

Immunoaffinity column wash

buffer

Immunoaffinity Elution

Buffer

1 mg/ml HA peptide
reconstituted in equilibration
buffer.

Elution of HA-tagged protein

from HA-immunaffinity column

Immunoaffinity Column

Storage Buffer

20mM Tris pH7.5, 0.1M NaCl,
0.1mM EDTA, 0.09% sodium

azide

Prevention of fungal growth

Immunoaffinity Column

Regeneration Buffer

0.1M glycine pH2.0

Removal of HA peptide from

immunoaffinity column

Immunoprecipitation Lysis

Buffer

1% (w/v) Triton X-100, 50mM
Tris.Cl pH 7.4, 300mM Na Cl,
SmM EDTA, 0.02% (w/v)
Sodium Azide, 10mM
iodoacetamide, ImM PMSF
2mg/ml Leupeptin

Immunoprecipitation

Immunoprecipitation Wash

Buffer

0.1% (w/v) Triton X-100, 50mM
Tris.Cl pH7.4, 300mM NaCl,
SmM EDTA, 0.02% sodium

azide

Immunoprecipitation

Ion Exchange Lysis Buffer

20mM Tris pH7.5, 150mM
NaCl, 2mM EDTA, 1% Triton
X-100

Insect cell lysis buffer for

recombinant protein purification

Ion Exchange Buffer A

S50mM Tris pH7.5: filtered
(0.22pm) and degassed.

lon exchange column wash
buffer

Ion Exchange Buffer B

50mM Tris pH7.5, IM NaCl:
filtered (0.22um) and degassed.

Ion exchange elution buffer

2xLaemmli Buffer

0.125M Tris-Cl pH6.8, 4% SDS,
20%v/v Glycerol, 0.2M DTT,
0.02% Bromophenol Blue

Protein loading buffer for SDS-
PAGE

LB (Luria-Bertani) Medium

1.0% Tryptone, 0.5% Yeast
Extract, 1.0% NaCl, pH7.0

E. coli growth medium
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Table 2.4 (continued)

LB Plates

LB medium, 1.5% agar

E. coli growth plate

Plasma

6.25mM EDTA

Plasma collection for renin and

prorenin samples (final

concentration in whole blood)

Plasma inhibitor mix

6.25mM EDTA pHS.0,
0.625mg/ml 1,10-Q-
phenanthraline, 1.0 mg/ml
pepstatin A, 14.33mM B~
mercaptoethanol, 4.0 mg/ml
captopril, 0.1 mM PMSF

Plasma inhibitor cocktail for
angiotensin samples (final

concentrations in whole blood)

Protein Extraction Buffer

(Animal Tissues)

150mM NacCl, 0.25% Na
deoxycholic acid, 1% NP40
ImM Na,VO, 1mM NaF
ImM EDTA, IlmM PMSF,
Img/ml aprotinin, 1mg/ml

pepstatin A, 1mg/ml leupeptin

Tissue lysis buffer for protein

analysis

Protein Extraction Buffer

(SO cells)

250mM Na Phosphate, 1.5M
NaCl, EDTA-free Mini-Protease
Inihibitor (Roche), 100mg/ml
PMSEF, pH 7.0

Lysis buffer for Sf9 cells

SDS-PAGE Tank Buffer

0.025M Tris pH8.3, 0.192M
Glycine, 0.1% SDS

Protein electrophoresis

SDS-PAGE 4X Running Gel
Buffer

1.5M Tris-Cl pH8.8

Protein electrophoresis

SDS-PAGE 4x Stacking Gel
Buffer

0.5M Tris-Cl pH6.8

Protein electrophoresis

SDS-PAGE Water Saturated

Butanol

50 ml n-butanol, 5 ml deionised

water

Protein electrophoresis

SDS-PAGE Acrylamide
Monomer solution (National

Diagnostics)

30%(w/v) acrylamide: 0.8%
(w/v) bis-acrylamide stock

solution, 37.5:1

Protein electrophoresis
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Table 2.4 (continued)

SDS-PAGE 10xTris Buffered

Saline

0.2M Tris-Cl pH 7.4
1.5M NaCl

Protein electrophoresis

Silver staining fixative solution

50% (v/v) Methanol, 10% (v/v)
Acetic acid, 10% (v/v) Fixative
enhancer concentrate (Biorad),
30% (v/v) ddH,0

Protein detection after
polyacrylamide gel

electrophoresis

Silver staining and

development solution (Biorad)

50% (v/v) Development
accelerator solution, 5% (v/v)
Silver complex solution, 5%
(v/v) Reduction moderator
solution, 5% (v/v) Image
development reagent, 35% (v/v)

ddH,0

Protein detection after
polyacrylamide gel

electrophoresis

SOB Medium

2% (w/v) Tryptone, 0.5% (w/v)
Y east extract, 0.05% (w/v) NaCl,
2.5 mM KCI, pH 7.0 adjusted
with SN NaOH. MgCl, added to
final concentration of 10mM

before use.

SOC precursor

SOC Medium

SOC + 20mM Glucose

E. coli recovery medium

following electroporation

Southern blotting

denaturing solution

0.5M NaOH, 1.5M NaCl

DNA gel denaturation

Southern blotting acid

hydrolysis solution

0.125M HCI

DNA blotting

Southern blotting

hybridisation Buffer

5x SSC, 5x Denhardt’s, 0.5%
SDS

DNA blotting

Southern blotting

neutralising Solution

1.5M Tris-Cl, 1.5M NaCl, ImM
EDTA, pH7.2

DNA blotting

Southern hybridisation wash

2xSSC/ 0.19%SDS

Standard stringency wash

solution solution for Southern
hybridisation
Southern hybridisation | 1% (w/v) SDS, 0.1xSSC, 40mM | Probe removal from Southern

stripping solution

Tris, pH 7.6

blots
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Table 2.4 (continued)

20xSSC

3M NaCl, 0.3M Na Citrate, pH
7.0

DNA transfer buffer in Southern
blotting

0.8% IxTAE Agarose Gel

Agarose 3.2g , ddH,O 392ml,
50xTAE 8ml, Ethidium bromide

stock 20ul

DNA electrophoresis

S50xTAE

2M Tris, 0.87M Acetic Acid,
0.05M Na, EDTA pHS8

DNA electreophoresis buffer

Tail Digestion Buffer

50mM Tris HCI pH8.0, 0.1M
EDTA, 0.1M NaCl, 1% SDS

Buffer for isolation of genomic

DNA from rat tail biopsy

TE

10mM Tris pH8.0, ImM EDTA
pH8

DNA buffer

Tris Buffered Saline (TBS) x 10

0.2M Tris base, 1.5M NaCl, pH
7.4

Protein buffer

Western Blotting Blocking

Solution

5% non-fat milk powder, 1xTBS,
0.1% Tween 20

Protein blotting

Western Blotting Transfer
Buffer (Towbin)

0.0479M Tris, 0.0384M Glycine,
0.037% SDS, 20% Methanol

Protein blotting

Western Blotting
Incubation/Wash Buffer

1xTBS, 0.1% Tween-20

Protein blotting

Western blotting stripping

solution

100mM B-mercaptoethanol , 2%
SDS, 62.5mM Tris-HCI pH6.7

Antibody stripping

2.1.7 Cloning Vectors

Plasmids puniV5HisTOPO® and pBlueBac4.5E were supplied by Invitrogen whilst

pGEM T-Easy was from Promega.

2.1.8 Tissue Culture

Tissue culture plastic was supplied by Iwaki (Aberbargoed, Mid-Glamorgan, UK) and
Corning (Jencons, UK). Low passage Sf9 cells (clonal isolate of IPLBSF21-AE) were

obtained from Invitrogen. All media were obtained from Gibco (Paisley UK). Cells were
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cultured in Grace’s Insect Medium (supplemented with yeastolate, lactalbumin
hydrolysate and glutamine) (TNM-FH) with 10% insect qualified Foetal Calf Serum
(FCS) (Gibco), Gentamicin 10pg/ml (Sigma) and 1% Pluronic F-68 (Gibco). Washes
were performed with Grace’s Insect Medium (without supplements). DMSO was

supplied by Sigma.

Sf9 monolayers were maintained in a humidified environment of filtered air at 27°C in a
Hera Cell Incubator (Heraeus Instruments GmbH, Hanau, Germany). Manipulations
were carried out in a laminar flow hood (Jouan, France). All surfaces were cleansed
with 70% (v/v) ethanol prior to use. Sf9 suspension cultures were carried out in 500ml
Erlenmeyer flasks (Corning) using a digitally controlled shaker (Ika Werke, KS 130) in
a cooled incubator at 27°C (LTE Scientific). SeaPlaque GTG Agarose (FMC

Bioproducts) was used for baculoviral plaque assays.

2.1.9 Animals

All animal experiments were carried out in accordance with the Animal (Scientific
Procedures) Act 1986 at the Biomedical Resource Facility, University of Edinburgh.
Transgenic rats were bred in-house in individually ventilated cages (IVC) to specific
pathogen free standards, and transferred to standard cages at weaning. Control Fischer
F344 males were obtained from Harlan (Bicester, Oxon, UK) at 10 — 12 weeks of age.
Ambient temperature was maintained between 18 and 22°C with 45-55% humidity, on a
12 hour light-dark cycle (07.00am — 07.00pm). Rats were fed standard rat chow (Special
Diet Services, Witham, Essex) containing 0.32% NaCl, in either pellet or powder form.
Free access to food and water was allowed at all times. Rats were housed in groups of 2-
6 animals, except during telemetry experiments when they were housed individually.

Only male rats were studied.
2.1.9.1 TGReyplalren2

In-bred TGRcyplalren2 on a Fischer F344 background were studied from around 12

weeks of age (weighing 200-300g). Hypertension was induced using indole-3 carbinol
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(Sigma) in powdered standard rat chow (Special Diet Services, Witham, Essex, UK), at

either 0.15% or 0.3% (w/w). Age and weight matched Fischer F344 male rats were used

as control animals and were fed an identical diet.

2.1.92 TGRo.1ATren2

TGRo1ATren2 were on an in-bred Fischer F344 background as heterozygotes. Litters

were bred from transgenic females maintained on captopril (10mg/kg) in drinking water.

At weaning males were selected and maintained on normal drinking water. Tail biopsies

were only taken after death in study animals to avoid the effects of tail trauma on tail

cuff plethysmography. Experiments were therefore performed blinded to the genotype of

animals.

2.1.10 Drugs and Anaesthetics

Table 2.5 Drugs and Anaesthetics

Drug Dose Supplier Comments

Amiodarone 1 mg/ml in drinking water Sanofi-Synthelabo Antiarrhythmic

Captopril 10mg/kg, administered in Sigma ACE inhibitor
drinking water at 0.5mg/ml

FK506 Img/kg intraperitoneal in Fujisawa Calcineurin inhibitor,
suspension in ddH,0, daily immunosuppressant

Halothane 1-5% in Oxygen. Merial Gaseous anaesthetic

Indole-3 carbinol 0.3 or 0.15% (w/w) in Sigma Aryl hydrocarbon

powdered diet

Ketamine 100mg/kg intraperitoneal Pharmacia-UpJohn Injectable anaesthetic
used in combination
with xylazine.

Nifedipine 0.5% (w/w) in powdered Sigma Dihydropyridine

diet calcium channel
blocker

Xylazine Smg/kg intraperitoneal Bayer See ketamine
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2.1.11 Animal Physiology

All radiotelemetry equipment was supplied by Data Sciences International (St Paul, MN,
USA). TL11M2-PXT radiotelemetry devices were used and radiotelemetry signals were
received using PhysioTel RPC-1 receiver plates and stored on a personal computer.
Data was analysed using Dataquest ART 2.1 and Physiostat ECG 3.1 software. Animals

were housed on a custom-built rack in indiviual cages separated by aluminium shields.

Tail cuff plethysmographic blood pressure was measured using a photometric cuff

(Harvard Instruments, USA) and a customised computer detection system.

Echocardiographic  studies were performed wusing a custom-built digital
echocardiography machine with a 16MHz linear array probe at 300 frames per second
with 2 focus lines (Dynamic Imaging, Livingston UK). Analysis was performed using a
custom designed image analysis programme (Image Analyser). Doppler studies were
performed using a VingMed Vivid 5 (General Electric) digital echocardiography
machine with a 10 MHz probe at 196 frames per second using a single focus line.

Analysis was performed off-line using the Echopac digital analysis programme

(VingMed, General Electric).

A 2F high fidelity micromanometer catheter (Millar, Texas, USA) was used to measure
left ventricular pressures. Data was acquired using a PowerLab 4¢p acquisition system

(ADInstruments Ltd, Chalgrove, UK) and analysed using Chart v5.0.1 (ADInstruments).
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2.2 Methods

General methods of nucleic acid manipulation were as described in Sambrook et al.
(1989)593 and Ausubel et al. (2003).594 Restriction endonucleases and other DNA
modifying enzymes were used according to the manufacturers’ instructions. Protein

methods of were as described in Coligan et al. (2001),”” whilst insect cell culture and

baculoviral methods were as described by the supplier.””**"’

2.2.1 Plasmid DNA Preparation

2.2.1.1Alkaline Lysis Miniprep

Small-scale preparations of plasmid DNA for screening purposes were performed by a
modification of the method of Birnboim and Doly.598 Single bacterial colonies were
picked using aseptic technique and transferred to 50ml sterile tubes (Corning) containing
3-5 ml of LB and appropriate antibiotic. These were cultured overnight at 37°C and
shaken at 225rpm (Innova 4000 Incubator Shaker, New Brunswick Scientific). 1 ml of
bacterial culture was removed and centrifuged at 13000rpm for 30 seconds (Biofuge
Pico, Heraeus). The supernatant was removed and the bacterial pellet resuspended in
100 ml of ice-cold P1 buffer, vortexed for 10 seconds and allowed to stand on ice for 5

minutes.

200 ml of P2 buffer was added, and the tube inverted 6 times to ensure complete mixing.
After no more than 5 minutes 150 ml of ice cold P3 was added and the tube inverted 6
times again. Cell debris was removed by centrifugation at 13000 rpm for 5 minutes.
The supernatant was transferred to a fresh tube and 0.7 volumes of isopropanol added to
precipitate DNA. DNA was recovered by centrifugation at 13000 rpm for 5 minutes.
The supernatant was discarded, and the pellet washed twice with 70% ethanol. After
allowing the pellet to air dry it was resuspended in 50 ml of TE containing RNAse
(20mg/ml) and stored at -20°C.
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2.2.1.2 DNA Maxi-Preps

Large-scale plasmid preparation was carried out using Qiagen Maxi-prep kit, according
to the protocol for high copy plasmids. 3ml pre-cultures containing appropriate
antibiotic were inoculated with single bacterial colonies and incubated for 8 hours at
37°C/225rpm. Of this 0.1-0.2ml was transferred to a conical flask containing 500ml of
LB/antibiotic and incubated overnight at 37°C/225rpm in an orbital shaker (Series 25
Incubator Shaker, New Brunswick Scientific). DNA was prepared according to the

manufacturer’s instructions.

2.2.2 Genomic DNA Preparation From Tail Biopsy

lem of tail tip was cut from rats at weaning (day 21) and frozen at —20°C until analysed.
Tissue was digested for 8-16 hours in 600ul of tail buffer with 30ul proteinase K
(10mg/ml) at 55°C whilst rotated gently in a hybridisation oven. 10ul of 10mg/ml
DNase-free RNase A (Sigma) was added and incubated at 37°C for one hour.

Phenol-chloroform extraction was performed to remove contaminating protein: one
volume of phenol (equilibrated with Tris HCl) was added with 37.5ul of 2M J-
mercaptoethanol, and mixed for 15 minutes on a vertical rotator. Phases were separated
by centrifugation at 13000rpm for 3 minutes. The upper aqueous phase was transferred
to a fresh microcentrifuge tube using cell saver tips to avoid shearing the DNA. 0.5
volumes of phenol, and 0.5 volumes of chloroform/isoamyl alcohol (24:1) were added.
After mixing for 5 minutes on a vertical rotator, the sample was centrifuged as before,
and the aqueous phase transferred to another tube. One volume of chloroform/isoamyl
alcohol was added, mixed by gentle rotation for 5 minutes and separated by
centrifugation. The aqueous phase was removed and DNA precipitated by addition of
one volume of isopropanol and mixing by inversion. The DNA was pelleted by
centrifugation at 13000rpm for 3 minutes. The supernatant was discarded and the pellet
dissolved in 200ml of TE at 4°C overnight, or at 37°C for 30 minutes. DNA was

precipitated again with 0.5 volumes of 6M-ammonium acetate and 2 volumes of
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isopropanol. The DNA was pelleted by centrifugation at 13000rpm for 3 minutes, and
supernatant removed. Salt was removed from the pellet by washing with 70% ethanol
and centrifugation. This was repeated and the pellet air-dried at room temperature. Once

the DNA was opaque 100ml of TE was added, and allowed to solubilise overnight at
4°C.

2.2.3 Agarose Gel Electrophoresis

Plasmid DNA molecules were separated on 1% (w/v) agarose gels (Seakem LE), whilist
genomic DNA was separated on 0.8% (w/v) agarose gels. Gels were prepared using
electrophoresis grade agarose in Ix TAE buffer with 0.5ug/ml ethidium bromide.
Electrophoresis was performed using Flowgen electrophoresis apparatus (Ashby de-la
Zouch, UK) and an Electrophoresis Power Supply EPS-301 (Amersham Pharmacia
Biotech) in 1x TAE at 1-3 V/cm. Samples were run in conjunction with standard size
markers, usually Hind III digested lambda phage DNA. (Promega). Electrophoresed
DNA was visualised under UV light (302 nm, UVP Transilluminator TM36, UVP Inc,
San Gabriel, California, USA) and photographed with Kodak EDAS 290 digital camera
system (Eastman Kodak Company, Rochester, New York, USA) with Kodak 1D 3.5.3-
USB Scientific Imaging System software.

2.2.4 Quantitation of Nucleic Acids

DNA and RNA were quantitated by spectrophotometric analysis at wavelengths of
260nm and 280nm (UV 1201, Shimadzu) in a quartz cuvette. Plasmid preparations were
diluted at 1 in 200 in TE to a final volume of 200ul. A TE blank was used to zero
readings, and the cuvette was rinsed with ddH,O between measurements. DNA
concentration was automatically calculated from the A260 reading by the
spectrophotometer. RNA concentration was calculated on the basis that 40pg/ul RNA
gives an A260 reading of 1.0. DNA/RNA purity was estimated by the A260:A280 ratio.
At pH 7.5 pure RNA has a ratio of 1.9-2.1, whilst DNA has a ratio of 1.7-1.9.
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2.2.5 Gel Purification of DNA Fragments
DNA was electrophoresed, then visualised under UV light for the minimal time possible
to allow appropriate bands to be cut from the gel using a clean razor blade. DNA was

extracted using Qiagen Qiaquick Gel Extraction Kit according to the manufacturer’s

instructions. Purified DNA was eluted using 10mM Tris pH8.0.

2.2.6 DNA Precipitation

DNA was precipitated from solution by addition of 0.1 volume of 3M sodium acetate
and 2.5 volumes of 100% ethanol. The solution was mixed well by tube inversion 10-12
times, stored at —20°C for 30 minutes, then pelleted by microcentrifugation at
13,000rpm for 10 minutes. Pellets were washed with 70% ethanol and respun for 5

minutes. Ethanol was aspirated by pipette and the pellet allowed to air-dry for 5 — 10
minutes before resuspension in TE. tRNA (1pug) was added to the initial sample if small

yields of DNA were anticipated to aid visualisation of the pellet.

2.2.7 Restriction Digestion of DNA

In general DNA was digested using restriction endonucleases supplied by Roche or
Promega, with supplied buffers and BSA (0.Img/ml) where appropriate. DNA was
digested at a concentration of 0.1-0.5 pg/ul with less than 10% (v/v) enzyme. Digestions
were performed at 37°C for 8-16 hours, dependening on the quantity and type of DNA.
Double digests were performed either in a single reaction with a compatible buffer, or

else sequentially after precipitation and phenol-chloroform extraction of DNA.

2.2.8 TA Cloning of PCR Products
Two TA cloning vectors were used, puniV5HisTOPO® (Invitrogen) and pGEM T-Easy

(Promega), depending on the application. Pfu generated PCR products were incubated

with 1 unit of Taq at 72°C for 10 minutes to allow addition of 5* adenosines. It was not
necessary to gel purify PCR products. Approximately Iul of PCR product was

incubated with 1 pl of vector in ligation buffer according to the manufacturers’
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instructions. 2ul of ligation mix was used to transform TOP10 E.coli. Appropriate

control reactions were performed.

2.2.9 Preparation of Electrocompetent E. coli

10ml cultures of E.coli without antibiotic selection were grown overnight. A new 100
—500ml culture was set up, using the overnight culture diluted 1:1000. Bacterial growth
was monitored intermittently by measuring the ODgyy. At mid-log phase (ODgyy 0.6)
cells were chilled on ice for 15 minutes harvested, then centrifuged for 10 minutes at
4°C at 2500 g in a bench top centrifuge (Megafuge 3.0R Heaeus) in prechilled 50ml
Corning tubes. The supernatant was removed and the cell pellet resuspended in 1
volume of ice-cold ddH,O (Milli-Q quality) by vortexing. Centrifugation and
resuspension were repeated once more. After this, cells were resuspended in 0.2
volumes of ice-cold GYT. Cells were again centrifuged for 10 minutes at 4°C at 2500 g,
the supernatant discarded, and the pellet resuspended in the liquid remaining in the tube.
This suspension was transferred to cold 1.5ml microcentrifuge tube and the volume
made up to 1.5 ml with ice-cold GYT. This was centrifuged at 13000 g at 4°C, the
supernatant removed and the pellet resuspended in 1 ml GYT. The suspension was
divided into 50ml aliquots on ice and frozen immediately at —80°C. Competence was
assessed by transfection of plasmid at limiting dilutions and counting the number of

colonies formed.

2.2.10 Transformation of Electrocompetent E. coli

Electrocompetent bacteria were transfected using an Easyject Plus Electroporation
System (Equibio, Broughton Monchelsea, UK) electroporation apparatus. 1-2 pl of
plasmid DNA was added to a fresh 50ul aliquot of electrocompetent E. coli on ice,
without mixing by pipette. This was transferred to a chilled 2mm electroporation
cuvette and electroporated at 2300V and 25uF. Bacteria were immediately placed on ice,
transferred to 200 pl of SOC at room temperature and incubated at 37°C/225rpm for 45

minutes. 20 - 50 pl of the culture was then plated out on antibiotic selection plates.
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2.2.11 Cre recombination reactions
Homologous recombination between plasmid vectors containing lox P sites was carried

out using Cre recombinase according to the supplier’s instructions (Invitrogen).

2.2.12 DNA sequencing

Plasmid sequencing was performed by the Centre for Inflammation Research core
facility using an ABI Prism 377 DNA sequencing machine (Applied Biosystems,
Warrington, UK). 200 — 250ng of maxiprep DNA was used per reaction, with 3.2 pmol
primer (0.8pmol/pl) and 8 pl of ABI BigDye Terminator Ready Mix (Applied
Biosystems), in a total reaction volime of 20ul. PCR conditions were performed on a
GeneAmp 9700 PCR machine (Applied Biosystems), under the conditions specified in
table 2.6. Sequencing was performed according to the principle of the

: : ; 2l . 599
dideoxynucleoside chain termination reaction.

Table 2.6 Sequencing PCR Conditions

Step Conditions

1 Rapid thermal ramp to 96°C Y
96°C for 10 seconds

Rapid thermal ramp to 50°C
50°C for 5 sec 25 cycles
Rapid thermal ramp to 60°C
60°C for 4 min )

2 Rapid thermal ramp to 4°C: held until ready to purify

DNA was precipitated and pelleted as described in section 2.2.6. Pellets were stored at —20°C until
sequenced. Sequences were analysed using ABI EditView 1.0.1, ABI sequence editor (Applied
Biosystems) and BLAST2 (www.ncbi.nlm.nih.gov)™” Plasmid maps were constructed using Vector NTI

(InforMax Inc, Bethesda, USA).

2.2.13 Polymerase Chain Reaction (PCR)
Polymerase chain reaction was carried out using a DNA Engine PTC-200 (MJ

Reasearch). Primers were designed using Vector NTI software, and annealing

69




temperatures were calculated from the melting temperature (T,,) of a primer pair. In
general a T, between 55°C and 65°C was acceptable. Typical reaction conditions for
Taq and Pfu are indicated in table 2.7. Variation from these conditions is indicated in
the text. Optimum reaction conditions were found empirically by varying the Mgz"'
concentration (usually 1.5 mM), and using a temperature gradient. Typically reactions

were carried out in 20ul with 500mM dNTP, 0.375 mM primers, 5 U enzyme. A 50:50

mixture of Tag/Pfu was used.

Table 2.7 PCR Conditions for Taq and Pfu Polymerase

Step Conditions for Taq Conditions for Pfu/Taq

1 Rapid thermal ramp to 94°C and hold for 2 | Rapid thermal ramp to 94°C and hold for 2
minutes minutes

2 Rapid thermal ramp to 94°C 3 Rapid thermal ramp to 94°C \
94°C for 10 sec 94°C for 50 sec
Rapid thermal ramp to 55°C Rapid thermal ramp to 55°C
55°C for 30 sec gsc;eio 55°C for 50 sec g;cles
Rapid thermal ramp to 68°C Rapid thermal ramp to 68°C
68°C for 1 minute/kb J 68°C for 2 minute/kb )

3 68°C for 10 minutes 68°C for 15 minutes

4 Rapid thermal ramp to 4°C and hold Rapid thermal ramp to 4°C and hold

2.2.14 Reverse Transcription-PCR (RT-PCR)
Reverse transcription from RNA was carried out using Superscript II RNAse H™ reverse
transcriptase (Invitrogen) according to the manufacturer’s protocol for random octamer

primers.

2.2.15 Southern Blotting

5-10ug of genomic DNA was digested overnight with an appropriate restriction enzyme
at 37°C, and electrophoresed in a 0.8% agarose gel in 1XTAE overnight. Samples were
always included from known transgene positive and negative animals. Gels were
photographed under UV light with a transparent ruler to allow band size to be

determined. Capillary transfer was used to transfer nucleic acid to nitrocellulose
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membrane, based on the method of Southern (1975).%" Briefly, gels were then
depurinated in acid hydrolysis solution for 10 minutes with constant rocking. After
washing in ddH,O, the gel was treated with denaturing solution for 30 minutes, rinsed in
ddH,O and then treated with neutralising solution twice, each for 20 minutes. The gel
was placed on 3MM Whatman paper presoaked in 20x SSC, on a standard blotting
apparatus. The gel was covered by a piece of nylon-supported nitrocellulose membrane
(Schleicher and Schuell) presoaked in 10x SSC, and 2 sheets of 3MM paper soaked in
20x SSC. DNA was allowed to transfer overnight using a paper towel stack as a wick.
The membrane was baked for two hours at 80°C between Whatmann 3M paper and

stored at room temperature until required.

2.2.16 DNA hybridisation Probe Radiolabelling

Random priming and incorporation of a**P-dCTP was performed using the Ready-To-
Go DNA labelling beads (Amersham Pharmacia Biotech) according to the
manufacturer’s instructions, based on the method of Feinberg and Vogelstein (1983).602
Probes for genotyping TGRo.1ATren2 were isolated from pBSo.1ATren2 (JIM4) by
sequential digestion with Sacl and HindIll, which generated a 1.2kb fragment
containing full-length ren2’ ¢cDNA. This was isolated by electrophoresis and gel

purification.

2.2.17 Southern Hybridisation analysis

The nitrocellulose blot was rehydrated in 5xSSC at room temperature and prehybridised
at 65°C for a minimum of 30 minutes. A radioactive probe was prepared, denatured at
100°C for 3 minutes and added to the prehybridisation buffer to achieve a final
concentration of 2ng/ml. After a minimum of 16 hours hybridisation, the blot was
washed three times with standard stringency Southern hybridisation wash solution
prewarmed to 65°C. If excessive radioactive signal remained on the blot after the
standard washes, further high stringency washes were carried out using 0.5x SSC, 0.1%
SDS. After the final wash excess liquid was removed from the filter by placing it on

3MM paper. The filter was covered in Saran wrap, exposed to Kodak X-Omat AR film
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in a film cassette with an intensifier screen at —80°C, and developed after 24 to 48 hours

in a Konica SRX-101 Developer.

2.2.18 RNA Extraction

Total RNA was isolated from animal tissues using Qiagen RNeasy kits according to the
manufacturer’s instructions. Frozen tissues were rapidly weighed prior to
homogenisation to ensure recommended buffer volumes were used. Tissues were
maintained on dry ice until homogenised in buffer using an Ultra-Turrax T8 homgeniser
(Ika Werke, Germany) in a 15ml Falcon tube. Between samples the homogeniser was
cleaned with 3% hydrogen peroxide and two washes in ddH,O. Homogenised heart
tissue was diluted with two volumes of ddH,0O and incubated with proteinase K (0.65
mg/ml) at 55°C for 20 minutes to aid disruption and improve RNA yield. Bound RNA

was eluted from the column with RNAse-free water and recovered by centrifugation.

RNA was DNAse-treated (Ambion) and then precipitated with 0.5 volumes of 7.5M
ammonium acetate and 2.5 volumes of ethanol (-20°C). Samples were centrifuged at

13000 rpm for 20 minutes at room temperature. The supernatant was discarded, and the
pellet of RNA washed twice in 80% ethanol (-20°C). After the final wash the pellet was

air-dried and dissolved in RNAse free water. RNA integrity checked by 0.8% agarose

gel electrophoresis. RNA was stored at —80°C until analysed.

2.2.19 Semiquantative Real-Time PCR

Real-time PCR was carried out using probes and primers developed with Primer Express
1.5 (Applied Biosystems) according to standard criteria recommended by the
manufacturer. Primers were chosen that spanned intron-exon boundaries to increase
specificity of amplification. Details of probes and primers are given in appendix Al.
PCR reactions were performed and monitored using an ABI Prism 7000 Sequence
Detection System (Applied Biosystems) according to the standard conditions

recommended by the manufacturer (table 2.8).
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Assays were set up in a class II tissue culture hood to avoid contamination. cDNA was
prepared from total RNA as described in sections 2.2.14 and 2.2.18. RNA samples that
had not been reverse transcribed were used as controls to detect genomic contamination.
All reactions and controls were performed in thin walled 96 well optical plates (Applied

Biosystems) sealed with optical covers (Applied Biosystems) in 19l volumes.

Quantitation was normalised to 18S ribosomal RNA, and therefore every assay included
standard curves for 18S ribosomal RNA and the gene of interest using a standard pool of
reverse transcribed RNA (calibrator). The same reverse transcribed RNA pool was used
for standard curves for all plates that were to be compared. Each experimental sample
was analysed in triplicate for 18S ribosomal RNA, the gene of interest, as well and no
reverse transcriptase control. In addition, a no template control was included on each

plate for each gene.

Table 2.8. PCR conditions for real-time PCR

Step Conditions
1 Rapid thermal ramp to 50°C and hold for 2 minutes
2 Rapid thermal ramp to 95°C and hold for 10 minutes
3 Rapid thermal ramp to 95°C

95°C for 15 sec A0 65eles

Rapid thermal ramp to 60°C

60°C for 1 minute
4 (SYBR green assays) Slow thermal ramp to 90°C over 10 minutes

2.2.20 Protein Extraction
Animal tissues were kept frozen at —80°C until required for analysis. Tissues were
homogenised in chilled protein extraction buffer using an Ultra-Turrax T8 (Ika Werke,

Germany). Depending on the tissue, Iml of buffer was used per 0.5g of tissue.

Homogenates were kept on ice, and centrifuged at 1000rpm /4°C for 2 minutes to

remove partially homogenised debris. Supernatants were stored at —80°C until analysed.
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2.2.21 Determination of Protein Concentration

Protein concentration was determined using the bicinchonic acid method (BCA kit:
Pierce) in 96 well format in duplicate, according to the manufacturer’s instructions.
Samples were incubated in the reaction mixture for 30 minutes at 37°C, cooled on ice
and immediately analysed on a plate reader (MRX, Dynex Technologies) at 570nm. A
standard curve was generated using a bovine serum albumin standard (Pierce), and
protein concentration was derived from this. Samples were diluted to 1-4 mg/ml with

extraction buffer, depending on the tissue and intended use.

2.2.22 SDS-Polyacrylamide Gel Electrophoresis (SDS-PAGE)

SDS-PAGE was performed using Mini-Protean apparatus (Bio-Rad). A 10% running
gel was prepared and immediately poured between the gel plates, leaving approximately
3.0 cm clear from the top of the plates. This was immediately covered with water-
saturated butan-1-ol: this was poured off once the gel had set. A 4% stacking gel was
then poured on top and a gel comb placed between the plates and allowed to set. 10-50
ng protein samples (7.5 pl maximum) were denatured in 2xLaemmli buffer at 95°C for 3
minutes, snap cooled on ice and spun down. Samples and rainbow molecular weight
marker (Amersham Pharmacia) were loaded in to wells and electrophoresed in tank

buffer at SO0mA (constant) for 60 to 90 minutes depending on the resolution required.

Table 2.9. 10% SDS-PAGE Running Gel Recipe

Constituent Volume
30% acrylamide/bis-acrylamide (29:1) 3.35ml
4x running gel buffer 2.5 ml
dH,0 4.0 ml
20% SDS 50 pl
EDTA (100mM) 100 pl
10% ammonium persulphate 100 pl
TEMED 10 pl
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Table 2.10. 4% SDS-PAGE Stacking Gel Recipe

Constituent Volume
30% acrylamide/bis-acrylamide (29:1) 0.67 ml
4x running gel buffer 1.25 ml
dH,0 2.95 ml
20% SDS 25 pl
EDTA (100mM) 50 pl
10% ammonium persulphate 50 pl
TEMED 5ul

2.2.21 Western Blotting
Gels were separated from the gel plates and allowed to equilibrate with transfer buffer
chilled at 4°C for 10 minutes. Proteins were transferred to Hybond-P membrane

(Amersham Pharmacia) (presoaked in methanol, then transfer buffer) at 100V for 60

minutes using the Bio-Rad Trans-Blot Cell, and the quality of transfer was assessed by

the intensity of rainbow marker.

2.2.22 Antibody Detection by Enhanced Chemiluminesence

Antibodies and their working concentrations are listed in table 2.3. Membranes were
blocked in 5ml 5% non-fat milk in TBS/0.1%Tween 20 in a 50ml tube (Corning) for 1
hour 4°C. Membranes were then washed in TBS/Tween three times (20ml each) and
incubated overnight at 4°C with primary antibody at the appropriate concentration in
blocking solution. A further five washes in TBS/Tween (20ml each) were performed
before incubation with horseradish peroxidase-conjugated secondary antibody in
blocking solution for an hour at room temperature. A final series of five washes were
performed before incubation in ECL+plus (Amersham Pharmacia Biotech) according to
the manufacturer’s instructions. Signal was detected with either Kodak X-Omat AR
film, or using a phosphoimager (Storm 860) set to blue-yellow fluorescence. Bands were

quantitated using ImageQuant 5.0 software (Storm).
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2.2.23 Silver Staining
SDS-PAGE gels were silver stained using Silver Stain Plus (Bio-Rad) according to the
manufacturer’s instructions. Gels were soaked in ddH,O prior to vacuum-drying at 80°C

for 60 minutes.

2.2.24 Tissue Culture

Sf9 cells were grown in monolayer, or in suspension under the following conditions at
27°C in humdified air in an incubator (LTE), according to the supplier’s

. 596,597,603,604
recommendations and general references 5

Table 2.11 Tissue Culture Conditions for Sf9 Cells

Type of culture Medium Special Conditions

Monolayer TNM-FH + 10% (v/v) FCS -

Suspension TNM-FH + 10% (v/v) FCS + 130 rpm horizontal shaker
0.1% (v/v) F68 Pluronic 1.0 - 3.5 x 10° cells / ml

TNM-FH: trichoplusia ni medium — Hink formulation, FCS: foetal calf serum

2.2.25 Maintenance and Passage of Sf9 Cells

2.2.25.1 Monolayer Culture

At confluence medium was replaced with 4 ml of fresh warmed medium and cells were
disrupted by “spritzing” with a sterile Pasteur pipette. Cells were split 1:4, or transferred
to an 80cm’ flask containing 12ml of TNM-FH. Cells were checked daily for growth and
signs of infection. Typically Sf9 cells doubled over 18-24 hours.

2.2.25.2 Suspension Cell Culture
To initiate a 100ml suspension culture approximately 8 —10 80cm’ monolayer cultures
were required. Cells were passaged by spritzing and transferred to a disposable 500 ml

Erlenmeyer flask. Cell density was estimated using an improved Neubauer
Haemocytometer and trypan blue staining, to allow identification and exclusion of non-

viable cells from the counts. Two counts were made for each sample and averaged. Cell
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density was adjusted to 1.8 — 2.0x10%/ml with TNM-FH/Pluronic medium. Cell viability
and densities were checked daily. Under these conditions, the doubling time was 24-36
hours. Log phase growth was maintained by keeping the cell density between 1.0 and
3.5 x 10%ml. Suspension cultures could be maintained in a healthy state for more than a
month. Every 4 weeks suspension cultures were centrifuged at 600g for 5 minutes and

resuspended in fresh medium to remove cell debris.

2.2.26 Freezing and Thawing Sf9 Cells

Log phase early passage cells were spritzed and cell density counted. Cells were
centrifuged at 400-600g for 10 minutes at room temperature and the supernatant
removed. The cell pellet was resuspended in freezing medium (60% Grace’s medium,
30% FCS, 10% DMSO) to achieve a density of 1x10” cells /ml and transferred to sterile
cryovials. These were placed in an isopropanol filled freezing chamber and allowed to
cool to —80°C at approximately 1°C per hour. After 5 days cryovials were transferred to
liquid nitrogen. To initiate monolayer cultures from frozen stocks 1x10 log phase Sf9
cells were rapidly defrosted from liquid nitrogen storage and transferred to a 25cm’
tissue culture flask containing 4 ml of TNM-FH warmed to 27°C. Cells were allowed to

attach for 20 minutes after which the medium was changed to remove DMSO.

2.2.27 Baculoviral Transfection of Sf9 Cells

2x10° S9 cells were plated evenly in 60mm dishes in complete TNM-FH, and allowed
to attach over 15 minutes. 4 pl of plasmid vector (1pg/ul) (pBlueBac) containing the
gene of interest was mixed with 4 pl of Bsu 36 I deletant baculovirus (Invitrogen) inlml
of Grace’s insect medium (without supplements or FCS) and 20ul of Lipofectin
liposomes (Invitrogen). Control transfections of vector DNA or viral DNA alone were
carried out. The mixture was vortexed for 10 seconds and incubated at room temperature

for 15 minutes. Medium was removed from the plated cells and replaced with 2 ml of

Grace’s medium without supplements or FCS. This was removed and replaced with the
transfection mixture by distributing drops evenly across the monolayer using a pipette.

The plates were sealed in sterile plastic bags and rocked very gently (2 per minute) at
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room temperature for 4 hours. 1ml of TNM-FH was added, the plate sealed again in
plastic and the cells incubated at 27°C for 72 hours. At this time point cytotoxic effects
could be observed within the monolayer, characterised by cell enlargement, granulation

and lysis. Supernatant was harvested and stored at 4°C.

2.2.28 Baculoviral Plaque Assay

Dilutions of the transfection viral stock were made, ranging from 107 to 10™. Eight or
more 100mm plates were seeded with 5x10° cells to achieve 50% confluence: 2 plates
were used for each dilution, and 2 plates were used for control. Cells were allowed to
attach at room temperature over 30 minutes whilst being rocked gently to ensure even
distribution. All but 2 ml of medium was removed and 1 ml of the appropriate viral
dilution added by distributing drops over the entire monolayer. Plates were then sealed

in plastic and incubated at room temperature for 1 hour with gentle rocking.

After one hour monolayers were covered in 10 ml agarose-TNM-FH mixture (5 ml 2.5%
sterilised Seaplaque agarose at 47°C mixed with 5Sml TNM-FH/X-gal (150mg/ml) at
room temperature). The agarose mixture was added against the side of the dish under
sterile conditions, and allowed to set at room temperature. Plates were sealed in plastic
bags containing paper towels soaked in SmM EDTA to maintain humidity and prevent
fungal growth. These were incubated at 27°C for 5-6 days, and then inspected for

recombinant plaques.

2.2.29 Isolation of Recombinant Plaques: Generation of P1 Stocks

Recombinant plaques were identified on the basis of blue-green colouration of agarose,
which could be seen with the naked eye. At the microscopic level, plaques were
characterised by a central area of cell clearing due to cell lysis and surrounding
cytopathic effects. Plaques were “picked” using sterile Pasteur pipettes to penetrate the
agarose and aspirate the underlying cells. In general, plaques were isolated from the
plates with the lowest density of plaques to minimise the risk of cross-contamination.

Aspirates/agarose plugs were transferred to a 12 well plate seeded with 5x10° Sf9 cells
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per well in 2ml TNM-FH. This was repeated for each plaque. Plates were sealed with

parafilm and incubated at 27°C for 4-7 days. The supernatant was collected and stored at

4°C: this represents the P1 viral stock.

2.2.30 Generation of High Titre Stocks (HTS)

High titre stocks were generated by a two-step process. P2 stocks were made by
infecting two 25cm” flasks (2x106 log-phase Sf9 cells) with 20ul of P1 stock, and
incubating for 10 days i.e. until all cells were lysed. Half this stock was frozen at —80°C,
and the remainder was stored at 4°C. P3 stock was generated by infecting a 100ml
suspension culture of Sf9 cells (l.8-2.2x10(’ cells/ml) with 1ml of P2 viral stock. Several
flasks were infected and co-incubated for 7-10 days (complete cell lysis). The stock was

purified by centrifugation at 1000g for 20 minutes, and the supernatant stored at 4°C.

2.2.31 Determination of Viral Titres

Viral titres of the HTS were determined by limiting dilution plaque assays, as described
above. However, since the titre of the P3 stock should be many orders of magnitude
higher than the transfection stock, viral dilution of 10°-10™® were used on duplicate
plates. Viral titre was calculated from the number of plaques visible on a plate multiplied

by the dilution factor.

2.2.32 Sf9 Cell Lysis for Recombinant Protein Purification

100ml suspension of baculoviral infected Sf9 cells (MOI 1) were harvested after 72
hours by centrifugation at 1000g for 15 minutes at 4 °C. The cell pellet was resuspended
in approximately 2 ml of chilled protein extraction buffer containing protease inhibitors.
The suspension was mixed with 10g alumina (Sigma) in a chilled mortar and pestle and
ground for 2 minutes to lyse cells. The lysate was diluted with 20 ml of extraction buffer

and centrifuged at 10,000rpm in a HB6 rotor (Becton-Dickinson) for 30 minutes at 4°C.
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2.2.33 Protein purification by Immobilised Metal Affinity Chromatography
Sml of Talon metal affinity resin (Clontech) (bed volume 2.5ml) was mixed 45 ml of
extraction buffer, centrifuged at 800 rpm for 3 minutes, and the wash step repeated
twice. The cleared lysate was mixed with the equilibrated resin and incubated at room
temperature for 20 minutes on a vertical rotator. The sample was centrifuged at 700g for
5 minutes at 4°C, the supernatant discarded and replaced with 45 ml of extraction buffer.
This was incubated at room temperature for another 10 minutes and then centrifuged
again. The wash step was repeated. The resin pellet was transferred to a 10ml elution
column and allowed to settle. A 10ml wash with extraction buffer was performed and
then the bound protein was eluted with 5 bed volumes of elution buffer and collected in
Iml fractions. At each stage of the purification process 100yl samples were taken for
quality control. Resins were regenerated by cleaning in 6M guanidium
(pH5.0)/1%NP40, washing with ddH20, 20mM morphoethanolsulphonic acid/0.1M
NaCl and stored in 20% ethanol/0.1% azide until reused.

Fractions were examined by Western blotting and silver staining to assess recombinant
protein content and purity. Suitable samples were pooled and the elution buffer replaced
with physiological buffer (150mM NaCl, S0mM Tris, pH 7.45) by dialysis in 1000 times
the sample volume overnight at 4°C. Samples were concentrated using Amicon filters
(YM30). Recombinant proteins were stored at 4°C as freezing was found to inactivate

enzymatic activity.

2.2.34 Immunoaffinity Protein Purification

10ml of bacculoviral infected Sf9 cells in suspension (1x10°/ml) were pelleted and
washed repeatedly as described above, except that PBS was substituted for extraction
buffer. Cells were lysed in immunoaffinity lysis buffer on ice for 30 minutes. The
lysate was clarified by centrifugation at 10,000rpm in a HB6 rotor for 30 minutes. The
immunoaffinity column containing 1ml of resin was equilibrated using 10 bed volumes
of equilibration buffer, taking care to avoid dehydration. 4 ml of clarified protein

solution was added (<5mg protein) and allowed to drain. The column was washed with
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20 bed-volumes of wash buffer at room temperature to remove non-specifically bound
protein. One bed volume of elution buffer was added and incubated at 37°C for 15
minutes, and the eluate collected and stored at 4°C until analysed. Additional elution
buffer was added, incubated and collected. The column was regenerated by stripping
with 20 bed volumes of regeneration buffer. Column storage buffer was added and the

resin stored at 4°C.

2.2.35 Immunoprecipitation

0.5 ml of clarified lysate from Sf9 suspension culture was mixed with 1ug of agarose-
conjugated anti-HA antibody, and mixed at 4°C on a vertical rotator for 60 minutes.
Suspensions were microcentrifuged at 13,000rpm for 5 seconds and the supernatant
aspirated and discarded. The pellet was resuspended with 1ml lysis buffer, pelleted by

centrifugation and finally washed 3 times with wash buffer.

2.2.36 lon Exchange Chromatography

All solutions prepared for ion exchange chromatography were chilled to 4°C prior to
adjusting pH, filtered (0.22um) and thoroughly degassed. An Akta FPLC system was
used (Amersham Pharmacia Biotech) fitted with a MonoQ anion exchange resin
(Amersham Pharmacia Biotech). Prior to use the chromatography equipment was
purged of contaminating proteins by perfusing with buffer B at Sml/min for 30 minutes.
The column was then flushed with buffer A and allowed to equilibrate. Clarified lysate
(30ml) was prepared from 1 litre of baculovirally infected Sf9 cells using ion exchange
lysis buffer, and filtered (0.22um) prior to injection in to the chromatography system.
A280 was measured continuously to monitor protein elution and10ml samples were
collected automatically. The column was perfused with Buffer A at 5 ml/min until the
elution A280 reading had returned to baseline, indicating that unbound protein had been
washed from the resin. Protein was eluted using a linear salt gradient from 0-50% buffer
B over 90 minutes, created by controlled mixing of buffers A and B. Eluted samples

were collected in 5ml aliquots and stored at 4°C until analysed. Samples identified as
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containing recombinant prorenin by Western blotting were pooled and repurified using a

further round of ion exchange chromatography.

2.2.37 Collection of Blood, Tissue and Urine

Animals were sacrificed by CO, inhalation, or cervical dislocation under anaesthetic.
Blood was collected by direct cardiac puncture in to pre-chilled tubes on ice, then
microfuged at 10,000rpm for 5 minutes at room temperature. Plasma was stored at

—80°C until analysed.

As soon as possible after sacrifice tissues were dissected and either snap frozen on dry
ice, or transferred to 10% buffered formal saline. Excess blood was removed from the
heart by blotting dry on tissue paper. The heart was weighed after removal of the aortic
root and other mediastinal structures. The left ventricular free wall and septum were
dissected from the right ventricle and atria, and weighed separately, then frozen
immediately on dry ice. Tibial length was measured between the tibial plateau and the

intercondylar groove using a sliding micrometer caliper, accurate to 0.1mm.

Urine was collected from individual rats over 24 hours using metabolic cages. Urine was
centrifuged at 10 000 rpm for Sminutes to remove debris, then frozen at —80°C until
analysed. Water intake was measured by weighing water bottles before and after the

experiment.

2.2.38 Histological Analysis

Tissues were routinely fixed in 10% buffered formal saline (Sigma) overnight, or longer
if necessary. Samples were then transferred to 70% ethanol, until processed. A Citadel
2000 (Shandon Southern Products Ltd, Cheshire, UK) tissue processor was used to
process tissues through serial dehydration steps in graded ethanol concentrations (70%,
80%, 90% and 3x 100%), followed by dealcoholisation with a clearing agent, Histoclear
(National Diagnostics, Atlanta, Florida, USA) 3 times, and paraffin wax (Histoplast,

Thermo Shandon) immersion twice at 60°C. Tissues were embedded in paraffin wax
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using a Blockmaster III (Raymond Lamb) wax embedding apparatus. Sections were cut
on a microtome (Bright 5040) and floated on a water bath at 50°C (Electrothermal). For
heart 6um sections were used, whereas 4 um sections were cut for all other tissues.
Tissue sections were transferred to poly-lysine coated slides (BDH, Poole, UK) and

baked at 56°C for 2 hours. Slides were stored at 4°C until used.

2.2.38.1 Haematoxylin and Eosin Staining

Tissue slides were dewaxed in xylene and rehydrated in decreasing concentrations of
alcohol (100%, 90%, 70%) and stained in haematoxylin for 5 minutes. Slides were
rinsed in tap water and stained in eosin for 5 seconds, briefly rinsed in tap water again
and rapidly dehydrated in alcohol (70%, 90%, 100%). Slides were cleared in xylene and

a cover slip mounted over the tissue using pertex (National Diagnostics).

2.2.38.2 Picrosirius Red Staining *”

Paraffin sections were dewaxed and rehydrated as before, then immersed briefly in
haematoxylin to stain nuclei. Sections were washed in running tap water for 10 minutes,
then stained in solution A (Sirius Red F3B 0.5g, Picric Acid (saturated aqueous solution)
500ml) for 1- 5 minutes. Slides were washed in two changes of solution B (0.5% Acetic
Acid). Excess water was remoned by vigorous shaking, followed by dehyration through

graded alcohols (70%, 90%, 100%). Slides were cleared in xylene and mounted in

pertex.

2.2.38.3 Tissue Photomicrography
Bright field histology was photographed using an Axiovert S100 inverted microscope

using Open Lab 3.0 software for image capture and processing.

2.2.38.4 Quantification of Left Ventricular Fibrosis
Picrosirius red stained left ventricular sections were examined at high power (X100),

and 10 fields within the left ventricular free wall were randomly selected and

photographed, as above. Captured images were imported in to Adobe Photoshop 7.0
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and 96 point grid applied. Areas of fibrosis (red) underlying grid points were counted

- . 606
for each section, and the average calculated for each animal.

2.2.39 Analysis of Blood

2.2.39.1 Renin Angiotensin System Radioimmunoassays

Renin, prorenin, angiotensin I and angiotensin II assays were performed by Dr J Peters
(University of Greifswald, Germany). For active and inactive renin concentrations

plasma samples were pretreated with buffer or trypsin (400units/ml) and incubated with
lyophilised renin substrate (80pg/ul) for 1 hour at 37°C. The concentration of

- ¥ . . . 566,607
angiotensin I generated was determined by radioimmunoassay.’

For plasma renin
concentration the samples were incubated directly with substrate. Angiotenin II samples

were processed by Sep-Pak elution prior to radioimmunoassay.

2.2.39.2 Plasma Potassium
Plasma potassium concentrations were measured using a Hitachi 911 analyser (Roche)

by the Department of Biochemistry, Royal Hospital for Sick Children, Edinburgh.

2.2.40 Anaesthesia

Animals were anaesthetised either by intraperitoneal injection of inhalation of Ketamine
(100mg/kg) (Pharmacia-UpJohn) and Xylazine (5mg/kg),”* or by inhalation of
Halothane 1-5% (Merial, UK) in pure oxygen. Anaesthetised animals were kept warm
with a heat pad set to 37°C. The level of anaesthesia was assessed by hindlimb
responses to pain. For echocardiography a “light” anaesthetic was given, in which
prompt withdrawal responses were elicited, without other signs of consciousness. For
operative procedures a deeper level of anaesthesia was maintained in which no hindlimb

responses could be elicited.

2.2.41 Tail Cuff Plethysmography
Systolic blood pressure (SBP) was measured by tail cuff plethysmographymx in

conscious restrained animals. The equipment was calibrated manually using a
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sphygmomanometer. Measurements were made daily between 09:00 and 11:00 after at
least 5 days of training. Systolic blood pressure was defined as the deflation pressure at
which arterial blood flow was first detected. Vasodilation of the tail was induced by
warming the rats in a Thermocage heater set at 38°C for 15 minutes before the
procedure. Vasodilation was maintained during recordings by placing rats on a pad
heated to 38°C. A minimum of three recordings were obtained for each animal at each

time point and averaged.

2.2.42 Left Ventricular Catheterisation

Left ventricular pressures were measured using a 2F high fidelity micromanometer
catheter (Millar, Texas, USA) via a right carotid artery approach in anaesthetised rats.
The catheter was advanced retrogradely across the aortic valve in to the left ventricle.
Prior to use the catheter was zeroed to ambient atmospheric pressure. Data was acquired
using a PowerLab 4gp acquisition system (ADInstruments Ltd, Chalgrove, UK) and
Chart v5.0.1 (ADInstruments) at a rate of 200Hz and analysed off line. Left ventricular
end diastolic pressure was taken as the pressure recorded just prior to the systolic
upstroke. At least five consecutive beats were averaged for each measurement. The
following parameters were routinely analysed: aortic systolic and diastolic pressure
(mmHg), left ventricular peak developed pressure (mmHg), left ventricular end diastolic

pressure (mmHg), +dP/dt max (mmHg/s), -dP/dt min (mmHg/s), and heart rate (bpm).

2.2.43 B and M-mode Echocardiography

Anaesthetised rats were examined in a left lateral position on a heat pad (38°C) after the
chest had been shaved. Warmed ultrasonography gel was applied sparingly and left
parasternal long and short axis B mode views were obtained. The recommendations of
the American Society of Echocardiography®” were followed with regard to cursor
placement, using the “leading edge” method. M-mode images were obtained using B
mode guidance from the parasternal long axis. The cursor was positioned at the tips of
the mitral valve leaflets, so that it transected the septum and posterior ventricular wall

perpendicularly. Ventricular dimensions were measured from m-mode recordings
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wherever possible. This methodology is widely used and has been validated in rat post-
: 6 3 . .
mortem studies”’’ Measurements were made from 3-5 consecutive beats to minimise the

effect of respiration on dimensions.

2.2.44 Doppler Echocardiography
Pulse wave Doppler was used in the apical four and five chamber views to assess
transmitral filling and aortic outflow respectively. Sample volume was reduced to the

minimum possible.

2.2.44.1 Transmitral Flow Velocities

Mitral inflow is biphasic, with an early rapid phase of filling, which is passive and
occurs immediately after mitral valve opening (E wave), followed by a later phase of
active filling, caused by atrial contraction (A wave). The peak velocity of the E and A
waves were measured in 5-6 consecutive beats, as well as the deceleration time (dt) and

the rate of deceleration of the early filling phase.

2.2.44.2 Isovolumic Relaxation Time

Isovolumic relaxation time (IVRT) was measured by positioning the pulse wave Doppler
sampling volume between aortic and mitral flows to obtain both mitral and aortic
signals. IVRT was measured from the closure of the aortic valve, represented by a small
“click” in the Doppler spectra coincident with the end of aortic flow, to the onset of

transmitral flow.

2.2.44.3 Aortic Doppler Velocities and Cardiac Output

Aortic Doppler signals were detected in the five-chamber view, with the pulse wave
sampling volume positioned in the left ventricular outflow tract, allowing measurement
of left ventricular outflow tract (LVOT) peak velocity. Velocity time integral (VTI) was

determined by tracing round the Doppler signal.
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2.2.45 Echocardiographic Formulae
Left ventricular mass
Left ventricular mass was estimated using the uncorrected cubed formula, derived and

validated in humans by Devereux and Reichek.®"’

LV mass = 1.04{(IVSy + LVD#4PWT,)’ - (LVDy)’} Equation 1

where IVS, is end diastolic interventricular septum thickness, LVDj is end diastolic left
ventricular diameter and PWT is the posterior wall thickness in diastole. This assumes
that the heart comprises a prolate ellipsoid with a specific gravity of 1.04 gfcm3, with the
long axis dimension being twice that of the short axis. Although such an assumption
may not be valid, particularly in pathological situations, the formula has been validated
in hypertensive rats."? Other formulae are available for LVM estimation,”” but they
require adequate B-mode (2 dimensional) images which are not always obtainable in

rats.
Endocardial Fractional Shortening (eFS)

eFS%= 100 X (LVDy- LVD,) Equation 2
LVD,

Midwall Fractional Shortening (mFS)

mFS% = 100X {(LVD¢+PWT,)-(LVD,+2a)} Equation 3
(LVD4+PWTy)

where a is the distance from the posterior wall endocardium of a theoretical midwall

614 «3” can be solved from the following equation, derived from the

fibre at end systole.
assumption that the volume of the ventricular muscle remains constant throughout the

cardiac cycle.
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(0.5LVD+0.5PWT,)’ - (0.5SLVD,)> = (0.5LVD.+a)’ —(0.5LVD,)> Equation 4
(0.5LVDg+PWT,)* — (0.5LVD) (0.SLVDAPWT,)’ — (0.5LVD,)

Cardiac output

Cardiac output was estimated using the following formula.'”

Cardiac Output (CO) = VTI x {K(LVOT;Q)E}X heart rate Equation 5

where VTI is the velocity time integral, and LVOT is left ventricular outflow tract

diameter.

2.2.46 Radiotelemetry Device Implantation

Radiotelemetry devices capable of monitoring blood pressure and ECG data were
implanted in the abdomen of mature rats (weight 250-350g) under halothane anaesthesia
by Mrs Gillian Brooker. The blood pressure cannula was introduced in to the abdominal
aorta below the renal arteries, and fixed with tissue glue. The two electrodes were
implanted subcutaneously in the lead II configuration, with the negative lead at the right
forelimb and the positive lead at the left hind limb. The device was fixed to the anterior
abdominal wall with silk sutures, and the wound closed with surgical clips. Animals

were allowed to recover for at least 14 days before studies were commenced.

2.2.47 Radiotelemetry Blood Pressure Analysis

Data was collected using Dataquest ART 2.1 software (Data Sciences). The frequency of
recordings varied depending on the duration and purpose of the study. Usually
recordings were taken from each animal for 10s every 20 minutes. Data quality was
assessed from the appearance of the blood pressure waveform in real time (continuous
mode), and overall appearance of readings for the recording period. The development of
catheter thrombi was recognised by poor quality “damped” waveforms and artificially

high or low blood pressures. Data was not collected from these animals. Raw blood
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pressure data was exported as ASCI files and analysed in Microsoft Excel (2001).
Systolic and diastolic blood pressures were obtained for each animal, and a moving

average was applied to the whole group to smooth out variations where indicated.

2.2.48 Radiotelemetry ECG Data Analysis

ECG waveform data was analysed using Physiostat ECG software 3.1 (Data Sciences
International) set to the default parameters for rats. The “end fit” method was used for
detection of the end of T wave, as opposed to the threshold method. Traces were
reviewed manually for each time point for each rat, to assess alterations in cardiac
rhythm and recording quality. Parameters for each screen of ECG data (representing one
10s recording period) were automatically analysed and averaged by the software to
generate an average or “reference” complex. This data was exported and analysed in
Microsoft Excel 2001. For each parameter, a daily average was calculated for each
animal, which was used to calculate group averages for that day. Data from
unsatisfactory recordings due to movement artefact was discarded. The following
parameters were routinely measured: Heart rate (bpm), P wave: duration, amplitude (s)
(mV), PR and PQ interval (s), R wave amplitude (mV), QRS duration (s), S wave
amplitude (mV), T wave amplitude (mV).

QT interval was analysed Bazett’s Formula Al
QTcB (s) = QT interval Equation 6
VRR interval

2.2.49 Radiotelemetry Arrhythmia Analysis

All ECG recordings were scrutinised for evidence of arrhythmias. Ventricular
arrhythmias were graded according to the Lown classification.’’® This method has been
applied to both human and animal populations and grades ventricular premature beats as
follows: no ventricular ectopic beats (grade 0), occasional isolated ventricular premature
beats (gradel), frequent ventricular premature beats (>1/min or >30/h) (grade 2),

multiform ventricular premature beats (grade 3), couplets (grade 4a), salvos of
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ventricular premature beats (grade 4b) and early ventricular premature beats (R on T)
(grade 5).

2.2.50 Statistics

All animal experiments were carried out with 6 animals per group, unless otherwise
stated. Data is represented as the group mean, plus/minus the standard error of the mean.
Microsoft Excel (Office 2001) was used for data handling and analysis. GraphPad Prism
4.0a software was used for statistical analysis. p<0.05 was considered significant, and
two-sided tests were used. Comparison of single groups at single time points was made
using Student’s t-test. Comparisons between multiple groups were made using one-way
ANOVA, followed by Tukey’s post-hoc test for significance. Two-way ANOVA was
used to test for interactions between 2 or more variables, followed by Bonferroni’s post-
hoc test. When repeated measurements were made during longitudinal follow up studies,

statistical analysis was by repeated measures ANOVA.

90



Chapter 3

Low Dose Induction Experiments in

TGRcyp1a1Ren2

3.1 Introduction

Short term experiments in TGRcyplalren2 demonstrated that there is a dose-dependent
effect between 13C and RAS activation, and that 0.3% I3C (w/w) induces malignant
hypertension over a 14 day period.sm'sm However it is not clear whether the dose of
inducing agent is critical to the phenotype of this model in long-term experiments. This
issue is complicated, because the relationship between prorenin level, hypertension,
vascular remodelling and vascular injury is not known, and may be dependent on many
kinetic variables relating to I3C metabolism, transgene induction, transgene clearance,
substrate availability,él? and vascular structural remodelling, not to mention mechanisms
of compensation and repair. Experiments in rats transgenic for human angiotensinogen
found a non-linear relationship between the dose of osmotic minipump delivered human
recombinant renin and blood pressure,’’® suggesting that a lower level of prorenin
induction in TGRceyplalren2 may have dramatically less effect on blood pressure.

Other renin-based transgenic models of hypertension such as TGRmren2-27,>
TGRo1ATren2"” and dTGR®"”’ appear to develop cardiac hypertrophy, but succumb to
malignant hypertension (MH) before the development of heart failure. In contrast,
models such as the spontaneously hypertensive rat (SHR) develop compensated LVH

106

before progressing to heart failure after 18-24 months, — whilst certain SHR sub-strains

62

are prone to heart failure within 12 months. % Dahl salt sensitive rats (DS) have an

accelerated progression from compensated LVH to heart failure, occurring over just a

108,

few months.'”'"* Such differences do not appear to be related to the severity of
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hypertension, which is similar between all models, so it is possible that RAS activation
either predisposes to MH, which is rapidly fatal, or else RAS activation is not sufficient

alone to stimulate progression to cardiac decompensation.

Given that 0.3 % I3C induces a severe phenotype that is potentially fatal, we chose to
explore the effect of a lower dose of inducer to assess the possible consequences of
chronic hypertension on cardiovascular pathophysiology. In particular we sought to
establish whether chronic hypertension would lead to hypertensive heart disease, cardiac
failure and fatal arrhythmias, as is seen in essential hypertension in humans.*
TGRcyplalren2 may be an ideal monogenic model of hypertension in which to explore

manipulations that accelerate or ameliorate LVH and progression to heart failure.
Furthermore, TGRcyplalren2 also allows the reversibility of LVH and cardiac

dysfunction to be studied by simply removing the inducing agent from the diet.

We therefore characterised the effect of chronic hypertension induced by dietary 0.15%
I3C (w/w) on cardiovascular function in cohorts of TGRcyplalren2 and F344 controls.
One group of animals was monitored using chronically implanted radiotelemetry devices
to accurately determine haemodynamic and ECG variables. This group also underwent
serial echocardiographic assessment of cardiac function. Other groups were studied at
different time points in a standard manner to assess cardiac function by left ventricular
catheterisation, as well as to obtain samples for left ventricular BNP expression, cardiac
histology and plasma RAS parameters. In addition, the reversibility of all these
parameters was assessed in a group that were returned to standard rat chow after 42 days
of I3C.

3.2 Plasma Renin-Angiotensin System Parameters.

3.2.1 Plasma Prorenin

Prior to dietary I3C exposure, plasma prorenin levels were not significantly different
between TGRcyplalren2 compared to F344 control animals (figure 3.1a). As expected,

I3C had no effect on plasma prorenin levels in F344 animals at any time point, but led to
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a progressive and substantial increase in TGRcyplalren2 animals over a 140-day
period. At days 42, 84 and 140, prorenin levels were elevated 130, 270 and 1225 times
respectively, compared to F344 controls (p<0.001). Removal of I3C from the diet at day
42 resulted in almost complete resolution of plasma prorenin levels to pre-induction

levels within 7 days.

3.2.2 Plasma Renin

The pattern of plasma renin levels differed to that of prorenin in both magnitude and
timing. At baseline and day 42, plasma renin activities were identical between
transgenic and control animals, despite the elevated prorenin levels at these time points
(figure 3.1b). By day 84, renin levels were 4-fold higher in transgenics, reaching only

5.7 fold at day 140. Therefore, in contrast to prorenin, active plasma renin levels are
only modestly elevated, and this is only seen at later time points. After withdrawal of

dietary 13C plasma renin levels were within the normal range by day 7.

3.2.3 Plasma Angiotensin Il
Plasma angiotensin II levels were not significantly different between groups at baseline
or day 42 (figure 3.1c). Ang II levels were non-significantly elevated at later time points

by approximately 2-3 fold.

3.3 Blood Pressure Response

To define the chronic effect of 0.15% I3C on blood pressure, animals were studied with
radiotelemetry devices implanted in the abdominal aorta. This allowed continuous
monitoring of blood pressure on a beat-to-beat basis in conscious free moving animals
over several months. Recordings were started one month after device implantation due
to technical problems with telemetry receivers. This delay also avoided the effects of
surgery/anaesthesia on cardiovascular function,”' To simplify analysis a twenty-four
hour moving average was applied to blood pressure data. Baseline parameters were
obtained over a 3-day period prior to dietary 13C exposure, and were indistinguishable
between TGRcyplalren2 and F344 rats (figure 3.2).
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'Figure 3.1 Renin-Angiotensin System in TGRcyp1airen2 in
Response to 0.15% I3C
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TGRcyplalren2 and F344 controls were fed 0.15% I3C (w/w) over 140 days a). Plasma prorenin. b).
Plasma active renin. ¢). Plasma angiotensin Il. n=6 per group, mean + SEM. * p<0.001 TGR vs

F344. TGR:TGRcyplalren2, F344: Fischer 344 control. Two-way ANOV A, Bonferroni’s test.
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Figure 3.2. Blood Pressure Response of TGRcyp1ailren2 to
0.15% Indole 3-Carbinol.
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24-hour averaged telemetric blood pressure of TGRcyplalren2 and F344 animals. Rats were fed 0.15%
I3C from day 3 onwards for 140 days. Dietary 13C was omitted in 4 TGR after 42 days to study the
reversibility of blood pressure changes. Data was collected continuously for the first month and then at
weekly intervals for 24 hours. Data between recordings is interpolated. a). Systolic blood pressure. b).

Diastolic. TGR: transgenic (n= 8 and 4), F344: Fischer 344 control (n= 6). Mean + SEM.
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I3C 0.15% w/w induced a sustained rise in systolic and diastolic blood pressures in
TGRcyplalren2 but not F344 controls (figure 3.2). Blood pressure stabilised at
189+7/144+6 mmHg after 30 days, and remained elevated until day 140, at which time
the study was terminated. In the regression group, blood pressure was not significantly

different from control animals within 4 days of stopping 13C (figure 3.2).

3.4 Heart Rate and Heart Rate Variability

Radiotelemetric ECG recordings were analysed for heart rate and RR interval
variability. Baseline heart rate was similar between groups, but there was significant
variability in heart rate within groups from week to week. However, linear regression
analysis demonstrated an increase in heart rate in the transgenic group over the study

period (fig 3.3), whilst overall, the heart rate did not change significantly for the control

group.

Figure 3.3 Average Heart Rate During Induction of
TGRcyp1airen2 with 0.15% I3C (w/w)
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Linear regression analysis demonstrated a significant difference in the heart rate of transgenic and control
animals over the course of the study. p =0.018 TGR vs F344 (TGR y=0.6707x+376.6, F344 y=-
‘ 0.2572x+363.1: p=0.018). TGR: transgenic (n=8), F344: Fischer 344 control (n=6).
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Heart rate variability was measured as the standard deviation of the RR interval, and
again there was substantial intra-group variability with time. Linear regression
demonstrated a significant decline in heart rate variability in the transgenic group
compared to controls (figure 3.4).

Figure 3.4 Heart Rate _Variability During Indu:tion of
TGRcyp1airen2 with 0.15% I3C (w/w)
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Heart rate variability was determined as the standard deviation of the RR interval. Whilst F344 animals
retained heart rate variability throughout the study, transgenic animals demonstrated a steady decline.
Statistical analysis was by linear regression (TGR y=-2.328x10" x + 0.02119, F344 y=6.0x10" x
+0.02100: p<0.0001). Mean = SEM. 95% confidence intervals are shown for regression lines. TGR:

transgenic (n=8), F344: Fischer 344 control (n=6).

3.5 Left ventricular hypertrophy

Since TGRcyplalren2 develop chronic hypertension in response to an activated RAS,
evidence of left ventricular hypertrophy was sought. This was measured gravimetrically
relative to body weight as the left ventricular mass index (LVMI). As expected, LVMI

was identical in TGRcyplalren2 and F334 animals prior to induction of hypertension
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(figure 3.5). After 42 days of induction the LVMI of transgenic animals was increased
by 25% compared to controls, increasing to 77% by day 140. LVH at 6 weeks was
reversible, with the regression group demonstrating a 75% reduction 7 days after
cessation of I3C, and complete regression by 42 days (figure 3.5). Therefore, LVH
appeared to be rapidly reversible in response to restoration of normal haemodynamic

and neurohumeral parameters.

Figure 3.5 Changes in Gravimetric Left Ventricular Mass Index.
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LVMI was measured at serial time points before, during and after induction of hypertension with I3C. n=6
per group, mean + SEM. * p<0.001 TGR vs F344, ¥ p>0.05 TGR regression vs F344. TGR n= 8, TGR
regression n=4, F344 n=6. TGR: transgenic, F344: Fischer 344 control. 2-way ANOVA, Bonferroni’s test.

LVH is characterised by a typical pattern of gene expression changes, including the
increased expression of BNP.** To demonstrate that TGRcyplalren2 develops typical
LVH, left ventricular BNP expression was determined by a SYBR green Real Time PCR
assay. Primers were designed using Primer Express software with reference to the

published rat BNP genomic sequence:f'22 primers JJIM504/505 span the intron 2/exon 3

junction (figure 3.6), and were found to meet the criteria for Real Time PCR.

Experiments to optimise the primer concentrations were performed (figure 3.7), and
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cloned PCR product was sequenced to confirm the fidelity of amplification. BNP
expression relative to 18S ribosomal RNA was increased by 70% at day 42 of induction
(p<0.01), and suppressed by 35% after regression, relative to F344 controls (p=ns)
(figures 3.8, A2.1, A2.2, tables A2.1 and A2.2). This data indicates that the increases in
LVMI are associated with induction of the foetal programme of gene expression, and

that LVH is reversible both in terms of LV mass and patterns of gene expression.

Figure 3.6 Rat BNP Real-Time PCR Primer Design

exon 2 intron2  exon 3
gctgctttgggcagaagatagaccggatcggcgcagtcagtcgcttgggcetgtgacg...........ggctgaggttgt
P <+
Forward (JJM 504) Reverse (JIM 505)

Rat BNP sequence 5’-3". BNP specific primers (red) were design to comply with Real Time PCR
parameters using Primer Express software. In addition, primers were designed to span intron 2, thereby
reducing the risk of genomic DNA amplification. BLAST analysis of primers indicated that they had no

homology with other rat sequences.

99




Figure 3.7 Primer Optimisation for BNP Real Time PCR Assay
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A single left ventricular cDNA sample was amplified in quadruplicate using BNP primers at the
concentrations (nM) indicated. The optimal primer concentrations were considered to be 300nM forward,

I
‘ 900nM reverse. Ct: threshold cycle. Mean + SEM.

Figure 3.8 Left Ventricular BNP Expression
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Left ventricular BNP was measured in two separate groups after 42 days of 0.15% (w/w) I3C, and after 42
days of regression. Results are relative to a calibrator sample and normalised to 18S expression. BNP was
elevated 1.7-fold after 42 days of induction. Conversely after regression, BNP was suppressed. Mean =
| SEM. *p<0.01, T p=ns TGR vs F344. TGR: transgenic, n=5, F344: Fischer 344 control, n=4. 2-way

? ANOVA, Bonferroni’s test.
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3.6 Cardiac Function During LVH Development

3.6.1 Echocardiography

Echocardiography was performed to estimate cardiac function and mass non-invasively
during the development of hypertension. To establish the reliability of
echocardiographic measurements, and the degree of intraobserver variability, digital
echocardiographic recordings from one group of animals were analysed on two separate
occasions 2 days apart by the same observer. Estimates of intraobserver variability are
given in table 3.1, and in general this was low except for posterior wall thickness during
diastole. Similar values have been reported in the literature, suggesting that such

variability is acceptable, though not ideal

Table 3.1 M-mode Echocardiographic Intraobserver Variation

Parameter % difference Standard Error p value
1VSd 7.12 2.95 NS
LVDd 1.31 0.84 NS
PWTd 8.25 1577 p=0.004
IVSs 292 1.29 NS
LVDs 2.17 1.71 NS
PWTs 3.41 1.64 NS

Measurements from M-mode digital recordings of 6 TGRcyplalren2 rats were made on two separate
occasions 2 days apart. Averages for each parameter were compared, and the percentage difference
calculated. (Mean + SEM). IVS: interventricular septum, LVD: left ventricular internal dimension, PWT:
posterior wall thickness, d: diastole, s: systole. Repeated measures ANOVA, Bonferroni test.

Echocardiography demonstrated that LVH was concentric, in that there was a
progressive increase in septal and posterior wall thicknesses, and a significant reduction
in relative wall thickness in the transgenic group compared to controls (table 3.2, fig 3.9
& 3.10). Echocardiographically determined LVMI mirrored the gravimetric
measurements, but absolute values were significantly different (fig 3.9). There was no
significant change in endocardial or midwall fractional shortening over the duration of
the study (table.3.2). Although there was a decline in fractional sh(;rtening in the
transgenic group by day 140, this was not statistically significant (two-way ANOVA)

(table 3.2). Therefore, there was no evidence of heart failure in the transgenic group.
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Figure 3.9 Echocardiographic Changes in Left Ventricular Mass
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Echocardiography was performed before, during and after induction of hypertension with 0.15% I3C. LV
mass was calculated using the cubed formula®' (section 2.2.45) and used to calculate LVMI. n=6 per
group, mean £ SEM. * p<0.001 TGR vs F344, 1 p=0.05 TGR regression vs F344. TGR n= 8, TGR
regression n=4, F344 n=6. TGR: transgenic, F344: Fischer 344 control. 2-way ANOVA, Bonferroni test.

Figure 3.10 Echocardiography in TGRcyp1a1ren2 and F344
Rats
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Standard parasternal long axis (a and b) m-mode (¢ and d) echocardiographic views of F344 (a, ¢) and

TGR (b, d), demonstrating concentric LVH after 140 days of induction with 0.15% (w/w) 13C.
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Table 3.2 Serial Echocardiography During the
Development of Hypertension and LVH

Day 42 Day 84 Day 133

TGR  F344 TGR  F344 TGR  F344

IvVS, 2.08°  1.69 2975 162 230 172
(mm) +0.03  +0.12 +£0.04  0.04 £0.11  +0.04
LVID, 7.55 7.91 729 7173 7.45%  8.114
(mm) 0.11  %0.20 +£0.16  =0.11 £0.15  +0.13
PWT, 1.50 1.18 1.94° 134 1.812%  1.33
(mm) +0.09  +0.05 +£0.13  =0.11 +0.08  +0.02
RWT 256° 338 1.93° 299 207 3.04
+0.14  £0.17 +0.14  +0.18 +0.09  +0.08
LVMI 251°  2.00 299¢  1.78 3.05¢  2.02
(mg/g) +0.08 +0.07 +0.13 +0.17 £0.19 +£0.05
eFS 243 26.5 24.1 24.7 19.3 26.5
(%) +2.01 +].1 2.1 +1.8 +3.3 +2.5
mFS 142 14.7 123 14.93 12.4 16.1
(%) 14 +1.3 +123  +14 +0.5 +1.1

2-way ANOVA, Bonferroni’s test. * p<0.05 , ® p<0.01, © p<0.001 vs F344.
Mean + SEM. n=8. TGR, n=6 F344. eFS: endocardial fractional shortening,
mFS: mid-wall fractional shortening, IVS: interventricular septum, LVID:
left ventricular internal dimension, PWT: posterior wall thickness,

RWT: relative wall thickness, d: diastole, s: systole.
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3.6.2 Left Ventricular Catheterisation

Left ventricular catheterisation on day 140 demonstrated that left ventricular end
diastolic pressure, maximal and minimal rates of LV pressure change (dP/dt ,.x/min), and
maximal and minimal rates of LV pressure change corrected for pressure
((dP/dT axmin)/P) were not significantly different between groups at any time point
(Table 3.3). It should be noted that the maximal developed LV pressures and aortic
pressures were substantially lower than arterial pressures measured by radiotelemetry,
suggesting that anaesthesia and surgery had a significant impact on haemodynamics and

cardiac function.

Table 3.3 Day 140: Left Ventricular Catheter Data

LVEDP dP/dt,,, dP/dt,;, (dP/dT,, . )/P (dP/dT ;)P
mmHg mmHg/s mmHg/s Is /s
TGR 16.7 5349 4665 68.7 583
+2.2 +462 +537 +3.8 +2.6
F344 16.0 4632 4375 67.3 57.4
+1.6 +139 =176 6.1 +4.3

TGRceyplalren2 and F344 animals underwent LV catheterisation at day 140. N=6 per group. Mean +
SEM. No significant differences between groups (1-way ANOVA). LVEDP: left ventricular end diastolic
pressure, dP/dt,, /. maximal and minimal rates of pressure change, (dP/dT,,,)/P: maximal and
minimal rates of pressure change corrected for instantaneous pressure.

3.7 Electrical Remodelling
Electrophysiological changes in hypertrophied cardiomyocytes are reported to

4924 1t was therefore of interest to determine

predispose to ventricular arrhythmias.
whether such changes could be detected in TGRcyplalren2, and whether arrhythmias
contributed to premature mortality. Telemetric ECG recordings were made for 12
TGRcyplalren2 and 6 F344 rats over 140 days. These were analysed for changes in

ECG morphology and cardiac rhythm.
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3.7.1 Changes in ECG Morphology

Several distinct and significant changes in ECG morphology developed over time as
hypertension and LVH developed. These included significant prolongation of QRS
duration, PR and QT intervals, and increased amplitude of the R and T waves. In all
cases, regression of hypertrophy after 42 days resulted in complete resolution of ECG

morphology to baseline.

3.7.2 QT Interval and QRS Duration

QT interval was measured using the threshold method to identify the end of T waves.
To validate QT interval measurement using this software 2 transgenic and 2 F344 rats
were treated with amiodarone (1mg/ml in drinking water), a drug known to prolong QT
interval. Over 10 days this resulted in an increase in QTcB of 8% compared to baseline
(167+ 1 to 181« 1 ms, p<0.05), indicating the validity of this approach (figure 3.11). The
changes in QT interval followed the same pattern regardless of the method used to
correct for differences in heart rate. Data presented here was analysed using Bazette’s

formula, which is widely used in human and some rodent studies.**

QT interval was identical between groups at baseline, but began to rise after 14 days of
I3C induction in the transgenic group (figure 3.12). This rise was progressive and
sustained throughout the entire study. By day 140, QTcB was increased by 44%
compared to the starting value (p<0.001). There was a minor increase in QT interval in
the control group (p=ns). Regression of LVH after 42 days resulted in restoration of QT
interval to normal in a matter of days, despite continued LVH beyond this time. This
indicates that the changes causing QT prolongation are probably driven by either the
prevailing haemodynamic conditions or RAS activation, rather than being integral to
LVH itself. Since QT interval is influenced by serum potassium concentration this was
analysed in a cohort of rats at day 84, at time point at which QT interval is significantly
prolonged. No significant difference was found between groups (F344 5.14 + 0.13mM
vs TGR 5.06 = 0.15mM, p>0.05), suggesting that QT changes were due to intrinsic
changes in hypertrophied hearts.
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Figure 3.11 Effect of Amiodarone on QTc Interval
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Drinking water was supplemented with amiodarone (1mg/ml) for 2 rats, and left unsupplemented for 2
others. ECG monitoring was carried out using chronically implanted radiotelemetry devices. QT interval
corrected by Bazette’s formula was measured for each group and averaged for each day. Mean + SEM.

*p<0.05 Amiodarone vs Water: 2-way ANOVA, Bonferroni’s test.

Figure 3.12 Corrected QT Interval During the Development and

Regression of LVH
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QT interval corrected by Bazette's formula was measured for all ECG recordings for each group and
averaged for each week. TGR n= 8 and 4, F344 n= 6, mean = SEM. *p<0.001 TGRvs F344: two-way
ANOVA, Bonferroni’s t test. TGR: transgenic, F344: Fischer 344 control.
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Figure 3.13 QRS Duration During the Development of LVH
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QRS duration was measured for all ECG recordings for each group and averaged for each week. TGR n=
8, F344 n= 6, mean + SEM. * p<0.05 TGRvs F344. Two-way ANOVA, Bonferoni’s test. TGR:

transgenic, F344: Fischer 344 control.

QRS duration was initially identical between groups at baseline, and remained so until
42 days (figure 3.13). However, after this, QRS prolongation occurred, increasing by
18% by the end of the study (p<0.05). No evidence of bundle branch block was seen.

3.7.3 R and T wave Amplitude
In humans LVH typically gives rise to increased R wave voltages, and this was

demonstrated in this study. Amplitudes were similar between groups prior to induction

(figure 3.14).
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Figure 3.14 R Wave Amplitude During the Development and
Regression of LVH
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R wave amplitude was measured from radiotelemetric ECG recordings. Each point represents the mean +
SEM of all recordings for each week for each group. Although the differences between groups did not
reach statistical significance at any time point, the interaction between genotypes was highly significant
(p<0.0001, 2- way ANOVA). The decline in R wave amplitude and increased variability at later time
points in TGR represents the onset of R wave alternans in this group. TGR: transgenic, F344: Fischer 344

control. TGR n= 8 and 4, F344 n= 6, mean + SEM.

Induction caused a prompt increase in R wave amplitude, which progressed with the
development of LVH, reaching a maximum increase of 26% at day 77. The differences
between groups did not reach statistical significance by two-way ANOVA at any time
point, although the interaction between genotypes was highly significant (p<0.0001).
After day 77, R wave variability increased due to the development of R wave alternans
in 4 of 8 of the transgenic animals. This phenomenon likely accounts for the apparent
decline in R wave amplitude towards the end of the study. Interestingly the animals that
developed R wave alternans did not develop evidence of echocardiographic heart failure,
nor were they predisposed to premature death. Withdrawal of inducer and regression of

hypertension led to a rapid decline in R wave amplitude, despite persistence of LVH at
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this time point, suggesting that hypertension or RAS activation, rather than LVH are

responsible for the observed increase in R wave amplitude.
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The overall interaction between genotype and T wave amplitude was highly significant (p<0.0001), with
evidence of a progressive increase in amplitude in the transgenic group compared to controls. TGR n= 8,
F344 n= 6, mean £ SEM. * p<0.05 TGRvs Con. TGR: transgenic, F344: Fischer 344 control. 2-way
| ANOVA

Compared to baseline, T wave amplitude increased to a maximum of 0.146 mV by day
126, representing a 342% increase (p<0.05) (figure 3.15). Variability within the

transgenic group was high.

3.7.4 Arrhythmias

ECG recordings for each animal were examined for evidence of arrhythmia, summarised
below.

3.7.4.1 Ventricular Ectopy and Ventricular Tachycardia

All ECG data was reviewed and ventricular ectopy was graded according to the Lown

classification.”’® Overall, the incidence of ventricular arrhythmias was low in both
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groups. Ventricular ectopy (Lown Grade II) was statistically more frequent in the
transgenic group (1.9 vs 0.0 per animal p=0.026). Other ventricular arrhythmias failed to
reach statistical significance, and there was no evidence of sustained ventricular

tachycardia (Table 3.4), even in animals that died in the final week of the study.

3.7.4.2 Bradyarrhythmias and Heart Block
One transgenic animal developed 2:1 heart block after 13 weeks: this was almost

permanent, though periods of normal sinus rhythm were noted. Transient episodes of

2:1 heart block were detected in all other animals, both transgenic and control.

Table 3.4 Incidence of Ventricular Ectopy During Development

of Hypertension

Lown Grade of Ventricular Ectopy

Genotype 1 Il I IVa IVb

(Total incidence per animal over duration of study)

TGR 5.6 1.9° 0.0 1.0 1.4
+2.82 +0.67 +0.0 +0.63 +0.91

F344 3.0 0.0 0.0 0.0 0.25
+1.15 +0.0 +0.0 £0.0 +0.25

Results are presented as mean + SEM. I — [Vb: Lown Grade of Ventricular Ectopy. TGR n=8, F344 n=6.
“ p=0.026 vs F344. 1-way ANOVA, Tuckey’s test.

110



Figure 3.16 Examples of Arrhythmias Detected by
Radiotelemetry
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Radiotelemetric ECG recordings from TGRcyplalren2 fed 0.15% (w/w) 13C. a) Normal sinus rhythm. b)
Ventricular bigeminy. ¢) Salvos of non-sustained ventricular tachycardia.
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3.8 Cause of Death

Telemetered animals were studied for 140 days at which point the study was terminated
following the unexpected death of 3 animals over a 2-day period. 2 animals had
witnessed generalised seizures prior to death, and the third was noted to have brief focal
seizures on the day prior to death. Analysis of telemetric ECG recordings at the time of
death in these animals did not reveal any specific arrhythmia to account for the seizures,
nor was there a significant rise in blood pressure to suggest the development of

malignant hypertension.

Figure 3.17 Renal and Cardiac Histology at Day 140

Haematoxylin and eosin stained kidney sections from Fischer F344 (A) TGRcyplalren2 (B-C) B: hyaline
tubular cast formation (h). C: severe arteriolosclerosis (a). Picrosirius red stained cardiac sections from
F344 (D) and TGR (E) demonstrating mild interstitial fibrosis.
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oedema to account for the seizures. Cardiac histology did not suggest recent or previous
myocardial infarction nor was there a significant difference in interstitial fibrosis
(figures 3.16 and 3.18). Renal histology revealed changes consistent with severe
ischaemia secondary to hypertensive arteriolosclerosis (figure 3.16). It therefore seems

likely that the rats suffered from renal impairment, causing metabolic disturbance and

Seizures.

Figure 3.18 Left Ventricular Fibrosis at Day 140

40

Fibrosis Count
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F344 TGR
Fibrosis was quantified (arbitrary units) from high-powered photomicrographs of picrosirius red stained

left ventricular sections using a grid method. TGR n= 4, F344 n= 4, mean = SEM. p = ns, TGRvs F344,
TGR: transgenic, F344: Fischer 344 control. 1-way ANOVA, Tuckey’s test.
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3.9 Discussion

3.9.1 Dose-Dependent Phenotypes

This study has demonstrated that TGRcyplalren2 develops chronic sustained
hypertension when transgene expression is induced with 0.15% (w/w) I3C. This is in
distinct contrast to induction with the higher dose, 0.3% (w/w) I3C, which causes
malignant hypertension.”®' The explanation for this profound difference in phenotype
probably relates to both the rate of blood pressure rise and the level of RAS activation.
Similar levels of blood pressure are reached with both drug doses, but the onset of
hypertension is more rapid with the higher dose. Presumably an acute rise in blood
pressure leads to endothelial injury, whereas a gradual increase is better tolerated with
more time for compensatory and repair processes to act. Another difference is the rate
and level of plasma prorenin increase. In response to 0.15% (w/w) I3C this rises more
slowly and peaks at values a quarter of those seen with 0.3% (w/w) 13C.**" Therefore the
combination of acute severe hypertension, and excessive prorenin may be required for

malignant vascular injury to occur.

Extensive studies in TGRmren2-27 suggest that hypertension is mediated by a tissue
RAS,”’*%%% and that the development of malignant hypertension is primarily determined
by RAS factors rather than hypertension per se. For example subpressor doses of ACE
inhibitors or angiotensin receptor antagonists can inhibit vascular injury without
significantly affecting blood pressure.m‘m Similar results have been reported for the 2
629,630

kidney one clip model of MH and dTGR, in which RAS activation also occurs.

Furthermore, crosses of TGRmren2-27 on to a Sprague-Dawley (Edinburgh) genetic
background previously demonstrated that susceptibility to MH is independent of blood
pre551.11’3,564‘63I whilst rats transgenic for rat renin demonstrate vascular injury in the
absence of hypertension.”*® Genome wide mapping studies of TGRmren2-27 crossed to
Fischer or Lewis backgrounds identified two loci, on chromosomes 10 and 17, which
contribute to the lethal MH phenotype. These loci are close to the ACE and Atl genes
and plasma ACE activity was significantly different between these backgrounds.63]

Therefore, it seems plausible that differences in RAS activity, perhaps at the tissue level,
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contribute to the development of MH. Human studies have identified an association of
the ACE D-allele with MH.®**** Given the weight of this evidence it seems that the
phenotypes observed with different doses of I3C relate to differences in RAS activation,
rather than the kinetics of blood pressure change. Although there is a clear dose-
dependent effect, the relationship between I3C dose, prorenin expression and
hypertension is non-linear. This is consistent with previous work which demonstrated a
logarithmic relationship between human plasma renin level and hypertension in short

. . . 6
term studies in another transgenic rat model. '

3.9.2 Plasma Renin Angiotensin System

Analysis of plasma prorenin and renin at intervals during induction of hypertension
demonstrated a curvilinear increase with time. Prorenin elevation was much greater than
renin compared to controls, whilst plasma angiotenin II did not differ statistically from
control at any time point. In these respects TGRcyplalren2 is similar to the other

prorenin-based transgenic rat models of hypertension, TGRren2-27, TGRo1AT,renin
and TGRot1 ATren2. 2% previous work points to an effect of prorenin at the level of

the tissue RAS in mediating hypertension and end organ damage in these

567,574,626,627

models, and there is evidence to support this in TGRcyplalren2 as

4908 1t s likely that prorenin levels have to be substantially elevated to mediate

well.
this effect, as short-term infusion studies using recombinant prorenin in monkeys, stroke
prone SHR or rats transgenic for human angiotensinogen, do not demonstrate any effect
on blood pressure.’ ' Emerging evidence of a possible receptor for renin/prorenin

412,634

may explain some of the putative direct effects of prorenin, but these are likely to

be small since conventional RAS inhibitors are effective antihypertensives in rats

; . 408,577,587,627.63
transgenic for prorenin. SSRGS

Angiotensin II levels were higher in F344 animals than previously reported,sg] and this

may have obscured any increase in the transgenic group. Possible explanations include

activation of the RAS by anaesthesia or during sample processing.
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3.9.3 Haemodynamic Characterisation

Hypertension was induced in TGRcyplalren2 within days of exposure to 0.15% I3C
(w/w), leading to a progressive rise in blood pressure over a month, followed by a
prolonged period of sustained hypertension, with little further change in blood pressure.
In particular there was no evidence of a conversion to malignant hypertension at the end
of the study. The degree of hypertension observed was similar to many other rat models
of hypertension, in particular TGRcyplalren2 fed 0.3% I3C (w/w). This indicates that a
dose intermediate between 0.15 — 0.3% would not have any effect on maximal blood
pressure, but simply modify the pattern of vascular damage. Whether an additional
increment in blood pressure would be achieved by salt-loading is not clear, as this may

simply accelerate end organ damage.

The plateauing of blood pressure occurred despite a continued increase in plasma
prorenin and renin, suggesting that compensatory mechanisms develop to counteract
RAS activation. Possibilities include down regulation of AT, receptors, or upregulation
of vasodilatory/natriuretic pathways such as NO, EDRF, bradykinin and ANP/BNP. For
example, upregulation of renal, cardiac and vascular NOS has been demonstrated in

. 636,637
hypertensive rats.

Complete analysis of heart rate variability and circadian rhythms of blood pressure
requires power spectral analysis,”® which was not possible with available software.
Nevertheless, analysis of basic parameters such as standard deviation of the RR interval
demonstrated a progressive increase in heart rate and reduction in heart rate variability in
TGRcyplalren2. Such changes are likely to represent alterations in autonomic control,

639,640 . A
The severity of autonomic

as has been observed in studies of hypertensive subjects.
dysfunction correlates with hypertension severity ! and appears to be regulated at least

in part by the brain RAS.***%
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3.9.4 Reversibilty of Hypertension and Transgene Expression

In contrast to previous studies with TGRcyplalren2 we studied the reversibility of
transgene induction and hypertension after prolonged induction. The consequences of
sustained hypertension include vascular smooth muscle hypertrophy, reduced vascular
compliance, endothelial dysfunction, altered neural control of blood pressure and renal
-damage.ﬁ44 It is conceivable that such changes may be sufficient to prevent complete
normalisation of blood pressure after removal of the hypertensive stimulus. Indeed,
correction of renal artery stenosis in human patients with hypertension does not
necessarily lead to improvement in blood pressure control, despite evidence of
procedural success.* Similarly withdrawal of high salt diet from the Dahl salt-sensitive

rat (DS) does not completely reverse changes in blood pressure 7 weeks later.**

In this study blood pressure was completely normalised within 4 days of 13C cessation at
day 42. Although we did not formally assess vascular remodelling, other evidence of end
organ damage, such as cardiac hypertrophy was apparent at the time of I3C cessation,
suggesting that vascular remodelling was also present. It would be interesting to assess
the reversibility of hypertension and transgene expression after more prolonged
induction. Prorenin/renin levels were indistinguishable from controls when measured at
1 week after I3C cessation. This data suggests that sustained induction of the cyplal

promoter does not lead to chronic independent activity.

Only one other conditional transgenic model of hypertension has been described to
date,*”” in which rat vascular chymase is over expressed in vascular smooth muscle cells
under the control of the tetracycline-regulatory system. However, to our knowledge the

reversibility of hypertension and transgene expression has not been reported.

3.9.5 Induction of LVH
Concentric LVH was a prominent phenotype of this model using 0.15% (w/w) I3C. The
maximum increase in LVMI was 77% at day 140, which is within the range observed in

similar rat models of hypertension such as SHR (260% increase at 12 momhs),625 dTGR
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(80% at 7 \fveeks),Mg TGRo1ATren2 (52% at 7 v\«*eeks),d'ms DS rats (50% at 12 weeks),(’49
and TGRmren2-27 (30% at 12 weeks).**” Since these models develop similar degrees of
hypertension the explanation for the large differences in LVH probably lies in the
different strain backgrounds. However both TGRo.1 ATren2 and TGRcyplalren2 are on
a F344 in-bred background, and can be considered to be congenic. Presumably the large
difference in LVMI between these models reflects the different ages at which
hypertension develops and differences in levels of transgene expression. Cross breeding
studies in rats have identified a variety of QTL’s associated with variation in LV mass,
including a possible contribution of NppA (ANF) promoter polymorphisms influencing
LVH in WKY/SHR/WKHA/WKHT strains.”"*** Selective cross breeding of SHR on a
F344 background produced a normotensive strain with substantial cardiac hypertrophy,
again suggesting a strong role for genetic determination of LVH in SHR independent of

%3 Studies in humans have identified a number of candidate gene

654

hypertension.
polymorphisms that may influence susceptibility to LVH, including ACE,
angicatensinog._gen,654 aldosterone synthase,655 a-adducin,ﬁsﬁ PPARO&,W G-protein -3
subunit,”™® and HLA type,659 although some associations have been disputf:d.660’%I
Congenic strains of TGReyplalren2 on Fischer and Lewis backgrounds which differ
reciprocally for MH lethality susceptibility QTL’s on chromosomes 10 and 17 have been
generated in the Mullins laboratory. Since these QTL’s included the ACE and Atl loci
it would be interesting to investigate their effect on hypertension and LVH susceptibility

in response to 0.15% (w/w) 13C.

3.9.6 Echocardiographic and Catheterisation Studies

Although the absolute values for LVMI assessed by echocardiography and those
measured gravimetrically are not entirely concordant, this is exacerbated by the fact that
serial echocardiographic measurements were made in a single cohort of animals, whilst
different animal cohorts were sacrificed at the specified time points for gravimetric
measurement. Hence some discrepancy is to be expected. Furthermore, the assessment
of LV mass by echocardiography is notoriously inaccurate, '’ especially using single

611

plane measurements, such as the Devereux method.”  Firstly the formula assumes the
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heart is a prolate elipsoid, which is an over simplification of the geometry of the rat
heart. Furthermore, measurements are made in only one dimension and cubed to

estimate volume, thereby amplifying any error in measurement. Whilst the method has

612,662

been validated in mice and rats, the limitations of the method are generally

accepted. More accurate assessment would require biplane or three-dimensional

613663 ithin this context the values obtained in this study are probably

613,662,664

methods.

acceptable within the limits of the method.

Assessment of LV function by echocardiography in animals is prone to error due to the
need for anaesthesia. The effects of different anaesthetics on cardiovascular function
vary between agents, with time and between animals and strain. All adversely affect
blood pressure, myocardial contractility, and heart rate to some degrcc.%‘665'666 The
consistency of meaurements within the control group, in terms of LVMI and FS over the
course of the study was relatively good, suggesting that the confounding effect of

anaesthesia was consistent at different time points.

Evidence from echocardiography and left ventricular catheter studies in TGRcyplalren2
suggest that LVH is compensated. In other words, there was no evidence of heart
failure, though serial echocardiographic analysis demonstrated a non-significant decline
in mid-wall and endocardial fractional shortening. Similar changes in cardiac function
have been demonstrated in human hypertensive patients and other animal models of

667672 However, the methods employed predominantly examine the

hypertension.
function of radially arranged cardiac fibres. It is increasingly recognised that
subendocardial myocardial fibres are arranged longitudinally and contribute

sy Furthermore, the effects of

significantly to contraction in that dimension.
hypertension and LVH impact initially on subendocardial myocardium, so that an early
decline in longitudinal systolic function is often observed before any effect on radial
function.’” Increased radial function is frequently observed in LVH in a variety of

104,676-679

species, and it is not until late in the hypertrophic process that this is impaired. It

is not clear exactly whether the increase is a true compensatory mechanism, or an

119



artefact of hypertrophied myocardium.(’{’? More sophisticated echocardiographic
techniques that examine myocardial velocities in vivo, such as Doppler tissue

%051 have also provided convincing evidence that pathological LVH is

imaging,
associated with subtle abnormalities of contraction and myocardial strain at an early
stage that simply cannot be appreciated with conventional techniques. In addition, such
tecniques provide evidence that the functional effects of LVH are spatially
heterogeneous, and that single site measurements are probably inadequate to decribe

overall LV systolic function.

LV catheterisation data demonstrated no significant difference in LV systolic or diastolic
performance using a variety of parameters. Again, anaesthetic effects are likely to have
been significant since aortic pressure was significantly less than telemetric recordings at
this time point. Almost all methods used to evaluate LV systolic function are heart rate
and load-dependent, in that they vary with the prevailing haemodynamic conditions of

94,682

the heart due to the Frank-Starling mechanism. If loading conditions are identical

between groups, this would be less of an issue, however since one group is hypertensive
this must be important. A gold standard, load-independent assessment of global LV
systolic function is end systolic stress (Ees) derived from pressure volume loops

obtained under variable loading conditions.” A variety of methods are available to

i : y : 683-686
obtain pressure volume loops, including microconductance catheters,

#7957 or simply monitoring LV dimensions by

688-690

sonomicrometric crystal implants,
echocardiography whilst measuring LV pressure. However, in animals all these
methods require anaesthesia and manipulation of loading conditions either surgically or

pharmacologically so that many new confounding variables are introduced.

Whether extended induction, beyond 5 months, would eventually lead to heart failure
can only be a matter of speculation at present. The occurrence of sudden death in 3 of 8
animals at this time point suggests that any study aiming to address this question would

require a large number of TGRcyplalren2 so that attrition due to fatal complications
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could be tolerated, without diminishing the statistical power of the study. Perhaps salt-

loading would also accelerate LV dysfunction.

3.9.7 Left Ventricular Fibrosis

At a gross histological level left ventricular fibrosis did not develop, though more
definitive experiments are required to determine if extracellular matrix composition
changes, or if turnover is altered. Histological stains are an imprecise method for
determining fibrosis, but are likely to detect a large difference. In addition analysis of
fibrosis localisation, (eg perivascular, subendocardial) may reveal specific sites of
fibrosis. Ventricular fibrosis is generally held to be stimulated by RAS activation
RS eI b autocrine/paracrine effects on non-myoc:,(tes,692 and would
therefore be expected to be observed in this model. Ventricular fibrosis is well
documented in similar models of hypertension/LVH such as TGRmren2-27""""* and
SHR*” though it is disputed whether the main stimulus is haemodynamic or endocrine.
Since the rats used in this study were mature, the effects of RAS activation/LVH on

199,694 1oy ..
Fibrosis is counteracted by

ventricular fibrosis may have been masked by ageing.
upregulation of BNP*” and kinin/NO,”® so it is plausible that such mechanisms could
protect the heart from fibrosis in this study. Furthermore, fibrosis is not an inevitable
consequence of RAS activation, as mice expressing angiotensinogen in the heart develop

LVH without fibrosis.**?

3.9.8 Cardiac Electrical Remodelling

Further evidence of adaptation to hypertension was demonstrated by progressive
changes in ECG parameters such as R wave amplitude, QT interval, QRS duration, heart
rate and heart rate variability. It was notable that many of these parameters continued to
change even after blood pressure and LVH had plateaued, for reasons that are unknown.
This emphasises the dynamic nature of LVH.

%% and is thought to be largely due

697,698

QT interval prolongation is well recognised in LVH,

to reduced voltage-gated K~ channel expression. Altered membrane currents,
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. . 699 . . 700 .
sarcoplasmic calcium load,”” increased muscle mass and fibrosis' predispose to

arrhythmias and sudden death.”"""

However, little evidence of proarrhythmia was seen
in this study, and cardiac arrhythmia was excluded as a cause of death. Continuous
collection and analysis of radiotelemetric data was not possible due to the constraints of
the telemetry system and data handling limitations. Therefore arrhythmic events are
likely to have been underestimated. Despite this, the relative difference between
transgenic and F344 rats remains surprisingly small. It is possible that spontaneous
ventricular arrhythmias in rats with this degree of LVH are rare,”” and that the
proarrythmic effects of LVH may only be manifest with physical or biochemical

stress.””” Another explanation may be the lack of ventricular fibrosis in this model,

which is generally considered to be pro-arrhythmic.ﬁq?

Interestingly, intermittent R-wave alternans developed in 4 of 8 transgenic animals after
100 days. Altered intracellular calcium handling appears to underlie this

704,705
phenomenon,

leading to altered mechanical performance and predisposition to
ventricular arrhythmias. The significance of this observation is unclear at present, but

may indicate imminent ventricular decompensation.

All ECG parameters normalised upon withdrawal of I3C from the diet. It was notable
that regression of electrical remodelling was coincident with changes in blood pressure
and RAS parameters, whilst LVH regression appeared to lag behind. This suggests that
electrical changes were induced by neuroendocrine and haemodynamic alterations rather
than LVH per se. Echocardiographic regression of LVH in humans is associated with
reduction in R wave amplitude,m and QT interval,””’ leading to improved

%79 Baillard et al. (2000)°* have previously shown that QT interval

prognosis.?
correlates with LVH in SHR, and reduction of blood pressure/LVH by ACE inhibition
leads to reversal of QT interval prolongation. However studies in a guinea pig model of
aortic constriction have demonstrated a failure of action potential duration to correct

710

with regression of LVH." " Therefore, the reversal of ECG abnormalities with regression

of LVH is not inevitable.
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3.9.9 Regression of LVH
Previous studies of regression of LVH in rats, mice, guinea pigs, rabbits and

62,75,606,625,710-721 . . . » g
have demonstrated rapid and substantial regression, including

sheep,
normalisation of altered gene expression. An advantage of TGRcyplalren2 over other
models is the ability to investigate the regression of hypertrophy and vascular

remodelling without recourse to pharmacological agents or surgical intervention.

Although regression of hypertrophy after cessation of the stimulus would appear to be
inevitable, there are documented instances where this does not occur.”>? In particular,
human studies of LVH regression with antihypertensive therapy generally show only
small decreases in LVMIL'> Similarly, whilst it is logical that regression of LVH is
associated with diminished expression of hypertrophy associated genes, this is not
always the case in many studies of LVH inhibition,”® or even studies of true LVH
regression.” Indeed, haemodynamic unloading of normal hearts (ie not hypertrophied)
can lead to induction of foetal gene expression. % In this study, BNP expression was
suppressed, even weeks after removal of the hypertrophic stimulus for reasons that are
not entirely clear. This suggests that recovery from LVH is an orchestrated and
prolonged phenomenon. Regression is not simply the reversal of hypertrophic changes.
A limited number of studies have suggested that regression is transiently associated with
increased apoptosis, particularly in the subepicardium, as assessed by terminal
deoxynucleotidyl  transferase,  oligonucleosomal =~ DNA  fragmentation  or

PO e identity of the cells has not been established, but it seems likely

morphometry.
that this phenomenon only involves non-cardiomyocytes, otherwise it is likely to lead to

premature heart failure.
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Chapter 4

Studies of FK506 in TGRcyp1a1ren2 and
TGRo1ATren2

4.1 Introduction

In chapter 3 it was demonstrated that TGRcyplalren2 develops chronic hypertension
and left ventricular hypertrophy in response to 0.15% (w/w) I3C. It was of interest to
establish whether LVH could be inhibited independently of blood pressure in
TGRcyplalren2 via calcineurin blockade, as this would provide a convenient model in
which to study the possible mechanisms of non-hypertrophic compensation. FK506 is a
macrolide antibiotic obtained from Streptomyces tsukubaensis® that inhibits
calcineurin phosphatase activity in combination with FK506 binding protein-12 (FKBP-

12).%"%62 1t has previously been shown to be efficacious in preventing LVH in other

497,502,507,517,518,520 498,506,511

models of hypertension, though not universally. In clinical
practice it is used as an immunosuppressant in organ transplant recipients, and is 100
times more potent than ciclosporin A Tt is extensively metabolised by hepatic

cytochrome P-450111A1.°"

Although the weight of evidence supports an effect of FK506 on LVH in animal models,
there are several theoretical drawbacks to its use in this context. In particular FK506
may interfere with sarcoplasmic calcium release and therefore alter excitation
contraction cr.)uplin,c:r,.?24 This is mediated via an effect on the ryanodine receptor (RYR)
regulation. In cardiomyocytes FKBP12.6 is associated with the ryanodine receptor
whilst FKBP12 is cytosolic.?25 FKBP12.6 regulates the gating of the RYR channel*”*
whilst FK506 induces dissociation of FKBP12.6 from the channel.”®® This situation may

be analogous to heart failure where there is hyperphosphorylation/ dissociation of FKBP
and a reduced ratio of FKBP to RYR,””*”* leading to abnormal channel regulation and

an impaired response to B-agonists.'49 Calcineurin has also been hypothesised to
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regulate RYR function by direct dephosphorylation via an FKBP-dependent

. . 727,728
interaction.””

In clinical practice FK506 causes hypertension in 60% of patients.””” This appears to be
mediated partly by nephrotoxicity, though it can occur with normal renal function.
Studies in Wistar-Kyoto rats treated with immunosuppressive doses of FKS506
(Smg/kg/day) demonstrated a 50 mmHg rise in systolic blood pressure over a 4 week
period which appears to be due to increased vascular ET-1 synthesis and decreased
endothelial NO synthesis.”> Lower doses of FK506 (0.5 mg/kg/day) had no effect on
blood pressure. In SHR toxic doses of FK506 induce renal failure, increased renin

i G . = e 730
mRNA expression, and increased plasma renin activity.

Another potential problem is FK506-induced weight loss, which may be severe and

500 . ‘
Despite these concerns it

potentially confound interpretation of changes in LV mass.
was felt the evidence for a beneficial effect on LVH in other models of hypertension
justified further investigation in short term experiments in which toxicity could be
minimised. Therefore the effect of FK506 on LVH was studied in TGRcyplalren2
induced with 0.3% I3C over 14 days. This protocol is known to induce malignant phase
hypertension with mild-moderate degrees of LVH>®' A dose of lmgkg/day
administered by intraperitoneal injection was chosen as this has been shown to be

effective in other studies of LVH inhibition in rats.***>"

4.2 Systemic Effects of Malignant Hypertension and FK506

In the rat FK506 is predominantly metabolised by cytochrome p450 3A2 (P450 3A2),
591

489

whilst I3C is metabolised by a distinct enzyme, P450 1A1.” However, since I13C can
induce expression of cypBalfQ,”:z there is a possibility of metabolic interactions between
FK506 and 13C, which might confound experiments. This was explored in a pilot study
by administering FK506 1mg/kg/day to 2 TGRcyplalren2 over 7 days, one of which

received 0.3% I3C. Blood levels of FK506 were measured (Department of
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Biochemistry, Royal Infirmary of Edinburgh) and found to be identical in both animals,

suggesting no significant interaction had occurred (data not shown).

In initial experiments TGRcyplalren2 and F344 rats were treated daily with FK506 i.p.
(Img/kg) or vehicle, commencing 3 days prior to induction with I3C 0.3%(w/w), and
continuing for the whole 14 day induction period. The rationale for pre-treatment was to
ensure therapeutic levels were established before hypertension was induced. Induction of
malignant hypertension in TGRcyplalren2 over 14 days led to a decrease in body
weight of 12-16% compared to a weight gain of around 8% in F344 animals fed I3C diet
(Table 4.1)(p<0.001 TGR vs F344). The cause of this profound weight loss is unknown,
but most likely includes fluid loss due to polyuria, as well as anorexia and a catabolic
state due to systemic illness. FK506 had no additional effect on body mass in the
transgenic groups, but in the controls FK506 reduced weight gain to about 0-4%, though
this was not significantly different to water treated controls (Table 4.1, group A).
Therefore, both malignant hypertension and FK506 appeared to cause severe systemic
disturbance. Because of the significant weight loss drug doses were adjusted twice

weekly.
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Table 4.1 Effect of FK506 on Body Weight and Left Ventricular
Mass in TGRcyp1airen2

Group Treatment End Body Change in LV mass LVMI LV mass/tibial
Weight (g) BW (%) (2) (mg/g)  length (mg/mm)
A TGR FK 219.5 -23a° 0.498 2.27 13.75
+4 +2.2 +0.016 +0.10 +0.41
H,0 236 -16.9* 0.625% 2.66% 16.5
+9 +1.0 +0.010 +0.06 +(.59
F344 FK 227 +3.14 0.467 2.06 12.09
+8 +1.6 +0.019 +0.09 +0.8
H,0 237 +19.2 0.498 2.11 14.30
+5 +1.1 +0.009 +0.03 +0.36
B TGR FK 228.2 9.8 0.553 2.42 14.26
+5 +].8 +0.009 +0.04 +0.19
H,0 240 -14.14 0.630* 2.60* 16.32°
+5 +1.3 +0.012 +0.02 0.60
F344 FK 230 +324 0.426 ® 1.85 14.76
+7 +2.2 +0.012 +0.02 +0.22
H,0 238 +8.0 0.500 2.10 15.10
+4 +1.2 +0.013 +0.03 +0.41
C TGR FK 260 -12.8% 0.565 2.18 14.17
+7 +1.0 +0.016 +0.04 +0.39
H,0 267 1224 0.638"° 2.40 16.11°
+9 +3.0 +0,023 +0.17 +0.61
F344 FK 222" 0.0 " 0.451 * 2.03 12.17%
£5 +2.7 +0.006 +0.04 +0.20
H,0 253 +8.8 0.544 2.15 14.9
£16 +].2 +0.01 +0.03 +0,17
D TGR FK 2474 -13.98% 0.599 2.46" 15.14
£10 +3.28 +0.026 +0.03 +0.65
H,0 2441 -14.99 % 0.674 * 2.78% 17.21%
+4 +3.30 +0.009 +0.03 +0.65
F344 FK 287 +3.56 0.58 2.01 14.69
+8 +1.67 +0.019 +0.05 +0.41
H,0 296 +8.01 0.601 1.99 15.16
+10 +5.00 +0.023 +0.07 +0.56

Statistical analyses were performed within experimental groups. One-way ANOVA, Dunnett’s post hoc
test. " p< 0.01, ) p<0.05 vs experimental group water treated control. BW: body weight, LVMI: left
ventricular mass index, FK:FK506 treatment, H,O:water treatment. TGR: transgenic, F344: Fischer F344

control. Change in body weight was calculated from body weights at start and end of study period. Mean £
SEM. n=6 per group. Group A: treatment from day -3 to day 14 of induction, Group B: treatment from
day 3 - 14, Group C: treatment from day 7 - 14, Group D: treatment from day 14-21.
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Table 4.2. Plasma Renin-Angiotensin Assays in FK506-treated
TGRcyp1alren2

Group Treatment Prorenin Renin Angll
(ngAl/ml/h) (ngAl/ml/h) (pg/ml)

A TGR FK 21914 A€ 119.6 A€ 227.4
+1846 £10 +40

H,0 7235° 26.6 125.2

+2545 +9 +19

F344 FK 65 315 178.4

+7 +6 +57

H,0 22 315 175.4

+7 +6 +22

B TGR FK 13917%¢ 266.7*" 388.9
3:486() +81 +62

H,0 6086° 69.6 189.8

+1755 +16 +47

F344 FK 65 79.9 303.8

+4 +26 +61

H,0 22 50.7 184.2

+4 +4 +27

C TGR FK 6274 147.5 193.0
+5031 +74 +32

H,0 6222 69.6 190.0

+1622 £16 +37

F344 FK 40 50.6 181.6

+13 +4 +29

H,0 22 52.4 185.0

+4 +3 +28

D TGR FK 10734€ 151.8" 435.7"
£6227 +41 +85

H,0 19432° 193.2° 569.4°

+6200 +65 +127

F344 FK 53 57.6 296.8

£14 £17 £55

H,0 31 21.0 133.5

+8 +3 +23

Statistcal analysis was performed within experimental groups: 1-way ANOVA, Dunnett’s post hoc test.

A p<0.05 vs water-treated transgenics. ° p < 0.05 vs water-treated controls © p<0.001 vs water-treated
controls. TG: transgenic, F344: Fischer F344 control. FK: FK506. H,O: water treatment. n=6 per group.
Mean + SEM. Group A: treatment from day —3 to day 14 of induction, Group B: treatment from day 3 -
14, Group C: treatment from day 7 - 14, Group D: treatment from day 14-21.
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4.3 Effect of FK506 on Hypertension in TGRcyp1airen2

LVH is probably induced predominantly by haemodynamic load in TGRcyplalren2, so
that any effect of FK506 on LVH must be in the absence of any blood pressure
reduction. Systolic blood pressure was measured by tailcuff plethysmography after a 5
day period of training. Since this method has several potential limitations, particularly
the need for restraint, a pilot study was undertaken in two groups of TGRcyplalren2
and F344 rats to assess the accuracy of plethysmographic measurements against the gold
standard, radiotelemetry. Two groups were trained to undergo tail cuff plethysmography,
whilst the other two were monitored by radiotelemetry: all groups were fed identical 13C
0.3%(w/w) diet simulatneously. Figure 4.1 demonstrates that the agreement between
methods was extremely high, suggesting that in our hands tail cuff plethysmography

provides an accurate assessment of systolic blood pressure.

Figure 4.1 Comparison of Tail Cuff Plethysmography and

Radiotelemetric Blood Pressure Measurement

+ Telemetry F344
- Telemetry TGR
A Tailcuff TGR
8 Tailcuff F344

[ 1]
h =
=] =
1 1

200
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Systolic Blood Pressure (mmHg)

100 A
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0 1 1 L] 1
0 2 4 6 8
Time (days

Cohorts of F344 and TGRcyplalren2 were fed 0.3% I3C (w/w) for 7 days, whilst systolic blood pressure
was measured by either tail cuff plethysmography or radiotelemetry. Agreement between the methods was

found to be excellent. n=4 per telemetry group. n=6 per tail cuff plethysmography group.
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1387 0.3% 13C (w/w) induced a rapid rise in blood pressure in

As previously described,
water treated TGRcyplalren2. Whilst the blood pressure of F344 animals was not
altered by I3C or FKS506, there was a significant reduction in blood pressure in
transgenic animals treated with FK506 compared to those treated with vehicle (figure
4.1). After day 5 the blood pressure of FK506-treated transgenics was not significantly
different from the F344 groups (figure 4.2). Therefore, unexpectedly, FK506 appeared to

exert an antihypertensive effect.

Figure 4.2 Effect of FK506 on Hypertension in TGRcyp1airen2
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Water-treated TGRcyplalren2 animals developed hypertension in response to 0.3% I3C, whilst
administration of FK506 from day —3 of induction inhibited hypertension. Mean £SEM (n= 5).* TGR +
FK506 vs F344 p=NS. 7 TGR vs F344 p<0.001. 2-way ANOVA, Bonferroni’s post-hoc test.

Although the pilot study had suggested that FK506 metabolism is not affected by 13C,
the converse had not been examined. It was therefore important to establish whether or
not transgene induction by I3C was inhibited by FK506. Measurement of plasma
prorenin, renin and angiotensin II demonstrated that transgene induction and RAS
activation occurred in both FK506 and vehicle-treated TGRcyplalren2 animals (table
4.2, groupA). In fact, prorenin levels were significantly greater in the FK506 group,
suggesting that transgene expression was enhanced (p<0.05, TGR FK506 vs TGR

water). Measurement of hepatic renin expression by Real Time PCR confirmed that
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transgene expression was increased 13-fold in the FK506-treated group relative to the
vehicle group (0.066+0.0004 units water treated vs 0.897+0.1995 units FK506 treated,
p<0.001) (figures 4.3 and A2.4, tables A2.5, A2.6). Therefore, FK506 appeared to
inhibit the development of hypertension despite excessive induction of transgene

expression.

Figure 4.3 Hepatic ren2° Transgene Expression in Group A

1.5-

nTGR
oF344 *

0.5

Hepatic ren2 expression
(arbitrary units)

Water FK506

Hepatic expression of transgene-derived ren2® mRNA was quantitated relative to ribosomal 188 RNA
expression by real time PCR. In keeping with plasma prorenin levels there was significantly more
expression in FK506-treated TGRcyplalren2. There was no detectable ren2 mRNA in F344./ (n=3 per
group, means = SEM). * p<0.001, TGR + FK506 vs TGR + water. 2-way ANOV A, Bonferroni’s post-hoc

test.

4.4 Effect of Late Treatment with FK506

To further define the effect of FK506 on hypertension a series of experiments were
performed in which the administration of FK506 was delayed until after the
establishment of hypertension. Previous work has demonstrated that vascular damage
follows a predictable time and organ-dependent course in this model.”™"*’ Therefore the
rationale was to identify a time point at which FK506 failed to inhibit hypertension, and

correlate this with pathology. The time points chosen were days 3, 7 and 14 of induction.
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At day 3, hypertension is established but no vascular damage is identifiable by routine
histology. Day 7 is characterised by fibrinoid necrosis in the mesenteric and cardiac
circulations, whilst day 14 is marked by the onset of renal fibrinoid necrosis. To simplify
terminology, the different intervention time points will be referred to as summarised in
figure 4.4. Group A: FKS506 treatment commenced 3 days prior to induction of
hypertension for 14 days (described above). Groups B and C: FK506 treatment
commenced on day 3 or day 7 of hypertension induction respectively, until the
experiment was terminated at day 14. Group D: FK506 treatment commenced on day 14

until day 21.

Figure 4.4 Design of FK506 Experiments in TGRcyp1airen2

Onset of hypertension
i Vascular remodelling/cardiac and mesenteric fibrinoid necrosis
Renal fibrinoid necrosis

b gly 7 po

1 ]
A .
B _
C -
D 0.3% 13C .
Group

Experimental groups consisted of TGRcyplalren2 and Fischer F344 controls (n=5-6). Arrows represent
the timing and duration of treatment with FK506 or water. The shaded area represents the timing and
duration of dietary 0.3% (w/w) I3C. Group A began treatment with FK506 or water 3 days prior to the
commencement of dietary I3C. Group B started treatment on day 3 of induction and group C on day 7.
Animals in groups A, B and C were culled after 14 days of inducing diet. Group D animals were induced
with I3C for 14 days before starting FK506 or water treatment, and were culled on day 21. The timing of
specific vascular events previously described in this model is indicated above the time line.

Administration of FK506 at days 3, 7 and 14 led to the immediate and sustained
reduction of blood pressure to control levels (figure 4.5 a and b). Again, this occurred in
the presence of normal transgene induction, confirmed by plasma renin-angiotensin
assays (Table 4.2). Therefore, despite the presence of severe end organ damage, FK506

demonstrated potent antihypertensive effects.
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Figure 4.5 Effect of Late FK506 Administration on Hypertension
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Late administration of FK506 after the establishment of hypertension at day 3, 7 (a), or 14 (b) resulted in
normalisation of blood pressure to levels that were not significantly different to F344 control within 1-2
days. Mean +SEM (n= 5). * TGR + FK506 vs F344 p=NS, ** TGR + FK506 day 3 vs F344 p=NS (all
other time points TGR + FK506 vs F344 p<0.001). 2-way ANOVA, Bonferroni’s post-hoc test.
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4.5 Effect of FK506 on Vascular Injury and End Organ Damage
Induction of malignant hypertension in this model is characterised by the development

*1 Vehicle treated

of fibrinoid necrosis in distinct vascular beds at specific times.
transgenic rats developed histological evidence of malignant vascular injury at day 14,
with fibrinoid necrosis and perivascular inflammatory infiltrates in the heart, mesentery
and kidney (fig 4.5a-d). By day 21, vascular injury was more florid (figure 4.5e-h).
Concomitant with the antihypertensive effect, we observed complete abolition of
vascular pathology in transgenic rats treated with FK506 in groups A and B (fig 4.6i-p).
Vascular injury was ameliorated in animals treated with FK506 at day 7, with prevention
of renal injury, though mesenteric and cardiac beds showed fibrinoid necrosis (fig 4.6q-

t). However, treatment at day 14 (group D) had no influence on the severity of damage,

despite the reduction in blood pressure (fig 4.6u-x).

Vehicle treated transgenic rats were significantly polyuric compared to nontransgenic
animals at day 14 of induction (fig 4.7). In comparison, pretreatment with FK506
abolished the polyuria in transgenics, and an intermediate effect on polyuria was

observed in animals treated with FK506 at days 3, 7 and 14 of induction (fig 4.7).

In order to distinguish between the possibilities that FK506 inhibited vascular damage
simply through blood pressure reduction, versus a specific blood pressure-independent
effect, an experiment was performed in which one group of TGRcyplalren2 received
nifedipine 0.5% w/w in the powdered diet. Nifedipine is a dihydropyridine calcium
channel blocker that lowers blood pressure without effects on the renin angiotensin
system. Half this dose has previously been demonstrated to control blood pressure in
SHR.”' Surprisingly, blood pressure could not be controlled using this dose of
nifedipine (figure 4.8), and therefore, the question remains unanswered. Further

experiments of this nature were not undertaken due to limitations of animal availability.
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Figure 4.6 TGRcyp1a1ren2 Histology after FK506 Treatment
Right Ventricle  Left Ventricle Mesentery Kidney

TGR day 14

TGR day 21

TGR FK506 A

TGR FK506 B

TGR FK506 C

TGR FK506 D

F344

F344 FK5006

Representative haematoxylin and eosin stained tissue sections from water and FK506 treated
TGRcyplalren2 and F344 rats fed 0.3% I3C. TGR: TGReyplalren2. F344: Fischer control, FK5006;
FK306 treated. A — D: experimental group. v: arterial vessel, a: adventitial expansion, g: glomerulus, fn:
fibrinoid necrosis.
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Figure 4.7 Effect of FK506 on Weight-Adjusted Urine Output

1.5 1

ETGR COF344

Urine OQutput (ml/100g/h)

Tlates

Water Water FK506 FK506 FK506 FK506
A D A B C D

Profound polyuria was observed in water-treated TGRcyplalren2 at days 14 and 21 of induction. This
was dramatically reduced by FK506 treatment at all time points. (n=5 per group, mean + SEM). * p< 0.05

vs F344. ¥ p=NS vs F344. 2-way ANOVA, Bonferroni’s post hoc test.

Figure 4.8 Effect of Nifedipine on Blood Pressure in
TGRcyp1airen2
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TGReyplalren2 and F344 animals were fed powdered diet supplemented with 0.3% I3C (w/w). In one
group the diet was supplemented with 0.5% Nifedipine. Nifedipine had no sustained effect on the
development of hypertension in transgenic animals, but significantly lowered blood pressure in F344

controls. * p<0.01, ¥ p=NS TGR vs TGR nifedipine. 2-way ANOVA, Bonferroni’s test.
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4.6 Effect of FK506 on Left Ventricular Hypertrophy

Analysis of LVH demonstrated a significant increase in LVMI in water-treated
TGRceyplalren2 group after 14 (23% vs F344) or 21 days (39% vs control)(p<0.01 vs.
control). FK506 treatment prevented LVH when started early (groups A — C) but had no
effect when administered late (group D) (table 4.1). In view of the severe weight loss
seen in transgenic groups, LV mass corrected by tibial length was also analysed. When
this was used as the reference, significant differences between water treated transgenic
groups and water treated controls remained, whilst all FK506 treated transgenic groups
demonstrated suppression of LVH (table 4.1). Left ventricular brain natriuretic peptide
(BNP) mRNA expression was measured by real time PCR to assess the inhibition of
LVH. In untreated TGRcyplalren2 there was a 1.8-fold induction of BNP expression,
in keeping with the development of LVH (figures 4.9, A2.3 and tables A2.3, A2.4).

Figure 4.9 Lﬁft Ventricular BNP Expression
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BNP expression was measured relative to 18S ribosomal RNA expression in left ventricles from

experimental group A. Water treated TGRcyplalren2 animals exhibited a 1.8-fold induction relative to

controls. FK506 did not significantly diminish BNP induction in transgenics despite inhibition of
hypertension and gravimetric LVH. N=4 per group (mean + SEM). *p<0.05 vs control. 2-way ANOVA,

' Bonferroni’s post-hoc test.
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However BNP levels in FK506 treated transgenics did not differ significantly from
untreated transgenics (figure 4.9). Therefore the protective effect of FK506 on

ventricular remodelling was incomplete, despite the absence of haemodynamic load.

4.7 Effect of FK506 on Left Ventricular Function

Theoretically FK506 may impair cardiac function by altering sarcoplasmic calcium
regulation,”] reducing cardiac output and thereby blood pressure. Previous reports have
demonstrated a similar effect with CsA.”>' To exclude this as an anti-hypertensive
mechanism, heart function was examined by M-mode and Doppler echocardiography.
Doppler echocardiography examines the velocity and direction of blood flow within the
heart, allowing cardiac output to be estimated using equation 5 (chapter 2).'03‘732 In
addition, LVH leads to increased ventricular stiffness, causing altered diastolic

ST2TT34 hich is reflected in changes in transmitral Doppler spectra such as

function,
peak inflow velocities, early filling deceleration time (dt), rate of early filling
deceleration (dV/dt) and isovolumic relaxation time (IVRT) as illustrated in figures 4.10

—-4.12.

There was no difference in, heart rate, fractional shortening, dt, dV/dt, V.« or E/A ratio
between treated and untreated transgenic groups. Cardiac output was increased in FK506
treated transgenic and non-transgenic animals, though this was only statistically
significant in group A transgenic animals (table 4.3). Furthermore, endocardial fractional
shortening was increased in all transgenic groups compared to water treated controls. All
TGRcyplalren2 animals developed evidence of diastolic dysfunction, with prolongation
of the isovolumic relaxation time (IVRT)(p<0.001), and interestingly this was not
corrected by FK506 treatment (table 4.3). Therefore, cardiac systolic function appeared
to be increased in TGRcyplalren2 animals, whilst early relaxation was impaired.

Furthermore, FK506 appeared to increase rather than impair cardiac output.
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Figure 4.10 Apical Four-Chamber View and Pulse Wave Doppler

Sampling Position

Right ventricle

Left ventricle

Interventricular Anterior leaflet of mitral valve
septum
Posterior leaflet of mitral valve
Right atrium Left atrium
a)
b)

Echocardiographic B mode apical 4 chamber view of rat heart to illustrate sample position for mitral valve
inflow Doppler measurement. a) Early diastole: mitral valve is opening. b) Doppler probe is aligned from
apex to transect mitral valve as shown by the yellow line below. The approximate position of the sampling

volume is indicated by the yellow box.
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Figure 4.11 Transmitral Doppler Inflow Parameters.
a) b)

Slope = dV/dt

T Velocity (ms™)

dt

Time (s)

c) d)

mitral Doppler velocity

aortic closure onset of mitral

aortic outflow inflow

Isovolumic relaxation time (IVRT) was measured as illustrated in figure 4.10. a) Transmitral Doppler
inflow velocity comprises E and A waves as indicated. b) Measurement of early filling deceleration time
was taken from the peak early velocity to the end of the early filling wave. The rate of deceleration was
measured as indicated by the solid yellow line. ¢) Pulse wave sampling volume was placed between aortic
and mitral flows so that velocity spectra of both aortic and mitral flows are detected simultaneously. c)
detail of ¢ demonstrating the IVRT between the signal generated by aortic closure and the onset of mitral

inflow.

140




Figure 4.12 Apical Five-Chamber View and LVOT Doppler

Velocities

aortic valve left ventricular outflow tract
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velocity)

Echocardiographic B mode apical 5-chamber view of rat heart to illustrate sample position for left
ventricular outflow tract Doppler measurement. a) The apical five-chamber view was used to obtain left
ventricular outflow tract velocities, by positioning the Doppler probe as indicated. b) Pulse wave Doppler
was sampled in the outflow tract to allow measurement of peak velocity. c¢) Velocity time integral (VTI)
was calculated by manually tracing round the outflow tract velocity spectra. Cardiac output could be

calculated from VTI, heart rate and outflow tract diameter using equation 5, chapter 2.'”
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Table 4.3. Effect of FK506 on Cardiac Function in
TGRcyp1airen2

Group Treatment HR eFS E/A dt dv/dt IVRT Vmax CO

(bpm) (%)  (ratio) (ms) (ms?) (ms) (ms') (mlmin’)

F344 H,O 294 53.6 1.66 0.051 14.1 28.2 0.75 75.8
+£7 £1.9 £0.08 £0.002 0.8 *].1 +0.00 6.2
F344 FK506 | 292 71.7*% 1.48 0.050 14.0 30.0 0.84 94.1

+7 +1.4 £0.06 £0.002 0.7 +1.4 +0.05 4.9

A TGR H.O 274 73.6° 163 0.049 13.5 3544 095 66.9
+6 +3.9 £0.14  £0.001 =0.7 +0.2 +0.15 92

D TGR H,O0 281 66.6" 1.50 0.052 13.7 433% 073 68.4
£10 +4.0 +0.18 +0.006 +£1.9 +3.4 £0.10 =1.0

A TGR FK506 | 304 82.7% 139 0059 119 357% 091 9914
£12 £22  £0.10 +0002 +0.5 +2.5 +0.01 +6.0

D TGR FK506 | 262 71.7° 1.56 0.050 123 37.8% 093 73.0
+10 +5.1 +0.16  +0.003 =0.8 £].6 0.19 311

Control groups were pooled for analysis according to treatment. H,O: water treatment, FK: FK506
treatment, TG: TGRcyplalren2 transgenic, F344: Fischer F344 control, HR: heart rate, FS: endocardial
fractional shortening, bpm: beats per minute, E/A: ratio of early and late transmitral filling velocities, dt:
deceleration time of early mitral fillling, dV/dt: rate of early filling deceleration, IVRT: isovolumic
relaxation time, Vmax: maximal left ventricular outflow tract velocity, CO: cardiac output. * p<0.05, ®
p<0.0land € p<0.001 vs water treated control. 1-way ANOVA, Dunnett’s test.

4.8 Effect of FK506 on TGRa1ATren2

FK506 treatment has been used in several different animal models of hypertension,
without any antihypertensive effects being reported. Therefore, to broaden the scope of
these experiments FK506 was administered to another ren2-based transgenic rat model
of hypertension, TGRalATren2.*”® In this model mouse ren-2® is expressed
constitutively from the liver under the control of the human ol-antitrypsin promoter,
leading to hypertension and premature death at around 7 weeks after birth. This model is

on an inbred F344 background and can be considered to be congenic with
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TGRcyplalren2. Therefore, TGRo.1ATren2 is almost identical to TGRcyplalren2,
except that transgene expression is more highly restricted to the liver, hypertension
develops at an early age and malignant hypertension develops unpredictably around 7

weeks of age.

Figure 4.13 Systolic Blood Pressure in TGRa1ATren2.
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Male TGRao, ATren2 develop severe hypertension after weaning compared to non-transgenic littermates (*

p<0.05 vs control). n=6 per group. 1-way ANOVA, Dunnett’s test.

Male TGRo;ATren2 and nontransgenic littermates were studied from weaning (day 21)
to 42 days of age. During this time hypertension developed with a final blood pressure
of 218+8 mmHg in transgenics and 120+2 mmHg in controls (figure 4.13). Treatment
with FK506 abolished hypertension, with a blood pressure of 13746 mmHg at day 42,
without any effect on hepatic transgene expression (figure 4.14a and 4.15). Similarly
LVH was also abolished by FK506 treatment (figure 4.15b). However, for reasons that
are not clear 2 of 10 transgenic animals failed to respond to FK506, and developed
hypertension and LVH. The effect of FK506 on weight gain was studied. Vehicle

treated transgenic animals had a reduced growth rate compared to nontransgenic
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litermates. However, FK506 treatment reduced weight gain in nontransgenic animals

but had little additional effect in transgenics (figure 4.16).

Figure 4.14 Effect of FK506 on Systolic Blood Pressure and LVH
in TGRo,ATren2
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FK506 treatment in TGRo,ATren2 completely abrogated hypertension at day 42. Left ventricular mass
index was significantly elevated in water treated transgenic animals compared to controls. FKS506

treatment reduced LVMI to control levels. (* p<0.05 vs control) (n=6). 2-way ANOVA, Bonferroni’s test.
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| Figure 4.15 Hepatic Renin Expression in TGRo,,ATren2
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No hepatic ren2 expression was detected in controls: there was no significant difference between
transgenics treated with water or FK506 (1 p=NS TGR + water vs TGR +FK506). p=NS, 2-way ANOVA,

Bonferroni’s test. Mean = SEM.
|

Figure 4.16 Growth Curves for TGRo,;ATren2
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Growth was no different between groups except TGR treated with FK506 and controls treated with water

* p<0.05 TGR+FK506 vs Control +water. n=5 per group, means + SEM. ANOVA, Bonferroni’s test.
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4.9 Possible Mechanisms of Action

The mechanisms by which FK506 exerts an antihypertensive effect are not obvious, but
the data described so far may provide some clues. The potent antihypertensive effect of
FK506 contrasts with the lack of effect of nifedipine, a conventional antihypertensive
agent. This suggests that FK506 may have a novel mode of action, or that it inhibits a

critical pathway in the maintenance of hypertension in these models.

The fact that FK506 had immediate effects on blood pressure at all time points, but did
not lower blood pressure in control animals implies that the mechanism is specific to the
development of hypertension, as opposed to normal homeostatic regulation of blood
pressure. Furthermore, since FK506 has not been shown to affect blood pressure in other
diverse models of hypertension, the likelihood is that the effect of FK506 is particularly
important for the development of ren-2-mediated hypertension. Current knowledge of
the RAS suggests that ren-2-mediated hypertension is dependent on the production of
angiotensin II, which leads to vasoconstriction and salt retention. Therefore, it seemed
likely that FK506 might inhibit angiotensin II signalling in either the kidney or
resistance vessels. Previous work has demonstrated that angiotensin II-mediated
vasoconstriction involves activation of PKC,”’ ras-GTPase,”® and MAPK

pa thways.ﬂ?‘ﬂx

Specific inhibitors of these signalling molecules can ameliorate
hypertension and vascular injury in animal models.”*”**™*" For example p38 and ERK
inhibitors administered to homozygous TGRmren2-27 animals diminish renal injury
independently of blood prf:ssure.?40 It has also been shown that calcineurin interacts with
some of these pathways in the heart, and that calcineurin inhibition leads to inhibition of
MAPK and PKC signalling.m Therefore it seemed plausible that the effect of FK506

might be to block All-mediated vasoconstrictor pathways in resistance vessels.

To explore this possibility the activation of MAPK signalling pathways in mesenteric
vessels was examined by Western blotting of protein extracts from mesenteric tissues.
Mesentery was studied as this is a well-vascularised tissue from which resistance vessels

can be easily dissected. In order to examine processes involved in the development of
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hypertension, as opposed to processes activated by hypertension itself, an early time
point, day 4 of induction, was chosen. TGRcyplalren2 and F344 animals were induced
for 4 days, and treated with either vehicle or FK506. Western blots of mesenteric
protein extracts were probed with antibodies specific for activated forms of p44/42
MAPK (ERK) p38 MAPK and p54/56 JNK. Unfortunately no reproducible pattern
could be identified, and the role of these signalling pathways remains to be defined (data

not shown).

4.10 Summary

Experiments designed to allow the study of pressure-independent inhibition of LVH
were confounded by the unexpected antihypertensive effect of FK506. This phenomenon
was explored in more detail, and it was shown that FK506 was a potent antihypertensive
even after the development of severe end organ damage, including renal injury. In
addition to lowering blood pressure, FK506 inhibited end organ damage at a histological
level, though in the heart, expression of a hypertrophic marker, BNP was not
diminished, nor was diastolic dysfunction corrected. These findings were also
generalisable to another transgenic model of hypertension, TGRot1ATren2. Although
the antihypertensive mechanism of FK506 is unknown, an interaction between
FK506/calcineurin and vasoconstrictor signalling pathways is a theoretical possibility

that remains to be substantiated.
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4.11 Discussion

4.11.1 Mechanism of Antihypertensive Action of FK506
The finding that FK506 exerted an antihypertensive effect in TGRcyplalren2 and
TGRo1ATren2 was surprising. FK506 has been studied in several animal models of

507,516-518

hypertension, including the Dahl salt-sensitive rats, abdominal aortic

498,502,506 . TP . 520 .
and mineralocorticoid-induced hypertension,” with only

constriction models,
. . 498 . .
one report of a minor blood pressure reduction.” Indeed, hypertension is a common

side effect of FK506 in organ transplant patients.m

The mechanism by which this effect is mediated is obscure, but several possibilities,
which are not mutually exclusive warrant further discussion.

1. Immunosuppression.

2. Inhibition of angiotensin II-mediated inflammatory processes.

3. Inhibition of angiotensin II-mediated vasoconstriction and salt/water retention.

These will be discussed in more detail.

4.11.2 Immunopathologic Mechanisms in Hypertension

The fact that FK506 is an immunosuppressant raises the possibility that this lies behind
the observed antihypertensive effect. It is well established that calcineurin is crucial for
the activation of T-cell responses, which orchestrate immune responses to foreign
antigen.”"' This occurs via calcineurin-dependent mechanisms such as inhibition of
464,741,742

lymphokine secretion,
TGFB-induced p21 WAF/CIP1 inhibition.”*® Furthermore, FK506 has been shown to

as well as calcineurin independent mechanisms such as

inhibit lymphocytic transendothelial extravasation.”** In our studies FK506 was used at a

. ; o 745
dose that has previously been shown to immunosuppressive in rats.

Early studies in Okamoto strain SHR demonstrated that hypertension may have an
immune contribution. Thymectomy at 4 weeks of age, or thymus grafts/extracts

transplanted at birth delayed the onset and degree of hypertension in later life, **"*’

148



whilst immunosuppression of SHR with cyclophosphamide or mycophenolate can

748,749

ameliorate hypertension. These findings are not restricted to SHR: mycophenolate

prevents hypertension in dTGR ™ and rats made hypertensive by angiotensin II infusion,

749,751-753

partial nephrectomy or nitric oxide synthase inhibition. Therefore, there are

several precedents for our observations.

Exactly how immunosuppression may be antihypertensive is not clear, but it is pertinent
to note that AT R stimulation on lymphocytes triggers proliferation and augments
immune responses in a calcineurin-dependent manner. " Therefore, it is possible that
angiotensin II stimulates lymphocyte vascular infiltration and activation, which in turn
provide as yet undefined signals to vascular cells that cause endothelial dysfunction,

vasoconstriction and remodelling, or alter renal sodium/water handling.

The focus of the immune response in hypertension is not obvious. What antigen(s)
drives the process? Haemodynamic stress may damage vascular cells and initiate an
inflammatory/immune response, but in this study treatment prior to the development of
hypertension prevented any rise in blood pressure, so this potential mechanism seems
unlikely to be important. In the hypertensive models studied here, an immune response
against renin would be feasible, since mouse renin is antigenically distinct to rat renin,
and transgene expression is induced in adult animals. However, it seems more likely that
a response against transgene-derived renin would neutralize its activity, thereby
preventing hypertension. Such an effect has been observed in naive SHR transfused

with anti-renin T cells.””’

4.11.3 Inflammatory mechanisms in hypertension

Although it has long been recognised that hypertensive end organ damage stimulates
tissue injury and inflammation, it has only recently been appreciated that vascular
inflammation may underlie the development of hypertension itself.”® Indeed,
angiotensin II is a pro-inflammatory agent, with direct effects on chemotaxis,

757

proliferation and differentiation of monocytes in to macrophages.” In addition,
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angiotensin II signalling stimulates reactive oxygen species (ROS) that may secondarily

. . 758
stimulate inflammatory processes.

Evidence points to a role for angiotensin II in stimulating inflammatory cell recruitment
and activation in vascular tissues. Angiotensin II infusion in rats induces hypertension

759,760

as well as marked aortic monocyte infiltration by directly inducing MCP-1

761-763 In

expression in endothelial, vascular smooth muscle cells and monocytes.
addition, angiotensin II induces expression of cell adhesion molecules (VCAM-1) and
chemoattractants (IL-8, IL-10) on endothelial cells, vascular smooth muscle cells and

764,765 766,767

neutrophils, and upregulates IL-6 and TNFo expression in macrophages.

Many of these effects are dependent on AT, / AT, receptor signalling and NFxB

767,768

activation. Evidence from mice deficient in CCR-2 (MCP-1 receptor) demonstrates

that failure to recruit macrophages to the vessel wall prevents vascular hypertrophy in

769,770

response to angiotensin II, thereby indicating the importance of immune infiltrates

in mediating vascular remodelling: however, hypertension was mildly exacerbated rather

than inhibited.”®’

Angiotensin II induces generation of reactive oxygen species via activation of vascular
and neutrophil NADPH oxidase.”" Since ROS are prime activators of NFkB signalling,
and hence inflammatory responses, it seems plausible that they may have a key role in
vascular inflammation and endothelial dysfunction. Angiotensin II promotes ROS
generation both directly as a consequence of receptor coupling to NADPH oxidase, but
also by induction of NADPH oxidase expression in the vascular wall.””"’”* The
importance of this is highlighted by the failure of mice deficient in the p47 (phox)
component of vascular NADPH oxidase to develop hypertension in response to
angiotensin II,”"" with evidence of blunted vascular superoxide production. In addition,
neutrophil activation is influenced by angiotensin II, via redox pathways and
calcineurin.””® This suggests that angiotensin II promotes vascular inflammation at

multiple levels.
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The question therefore arises as to how FK506 may interact with inflammatory
pathways in the vascular wall, and at what level of the inflammatory cascade? The
effects of calcineurin are cell-type specific, diverse and complex. Angiotensin II-
mediated neutrophil NADPH oxidase induction is calcineurin-dependent, and thereby

amenable to suppression by FK506.”"

In addition, neutrophil motility also appears to be
regulated by calcineurin.”” In contrast in macrophages calcineurin appears to have a
suppressive role, preventing activation via [xB dephosphorylation.m Therefore under
certain conditions FK506 and CsA activate macrophages though the doses required for
this effect are greater than those generally required for lymphocyte inhibition.””*
Furthermore, in mesenteric endothelium, CsA (and presumably FKS506) increases
leukocyte binding and decreases expression of iINOS, suggesting another paradoxical

proinflammatory effect.””

Interestingly, treatment of rats transgenic for both human angiotensinogen and renin
(dTGR) with ciclosporin A was reported to cause a 35mmHg reduction in blood
pressure, though this was not thought to be of any significance since blood pressure
remained markedly raised.”"* This study found that vascular injury was ameliorated by
CsA treatment, with evidence of inhibition of NFxB activity and IL-6/iNOS expression,
suggesting an anti-inflammatory mechanism. Similar findings have been presented for
the same transgenic model treated with dexamethasone, " mycophenolate,?so
»&tanf:rceptTSU (anti-TNFo. antibody) a.s.pirin,w6 HMG CoA-reductase inhibitor ' and
NF«B inhibitor.””® It is also worthwhile noting that dTGR resembles TGRcyplalren2
and TGRo1ATren2 in that all are based on activation of the RAS, suggesting that
angiotensin-II mediated inflammation/hypertension may be susceptible to inhibition by

drugs of this type.

4.11.4 Inhibition of Angiotensin Il Signalling
Angiotensin Il causes hypertension and vascular injury by several distinct mechanisms.
The most widely recognised effect is the vasoconstrictor response of arterioles to

angiotensin II. This is dependent on AT, receptor activation leading to activation of
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: 735
downstream signal cascades such as PKC,"™”

ras-GTPase, *® and MAPK pathways.m‘m
The interrelation of these distinct pathways is not clear, but studies of cardiac
hypertrophy in mice suggest that permissive interactions, or crosstalk, between

calcineurin and MAPK/PKC pathways occur.”"’

Therefore, it seems plausible to
speculate that FK506 may inhibit vasoconstrictor pathways, possibly via removal of
essential crosstalk influences. Calcineurin is expressed in vascular smooth muscle cells,
endothelium and vascular fibroblasts, and angiotensin induced dephosphorylation of
STAT3,”” and angiotensin-induced regulation of phenotypic differentiation of vascular

780781 are mediated by calcineurin/NFAT. However, evidence for

smooth muscle cells
calcineurin/NFAT-mediated effects in angiotensin-induced vasoconstriction has not
been described. A study of preglomerular vascular smooth muscle cells from Wistar
Kyoto rats and SHR found no role for calcineurin in angiotensin II/isoproterenol induced
cAMP formation.”®* Studies of isolated vessels exposed acutely to CsA or FK506

: ; . 783 oot O
demonstrate impaired vasorelaxation or even potentiation of vasoconstriction.

In this study no consistent effect could be found with regard to the phosphorylation
status of key MAPK enzymes required for vasocontriction, using antibodies specific for
phosphorylated ERK1/2, INK and p38 MAPK. The main reasons for this are likely to be
the heterogeneity of cell types present in tissue samples as complex as whole artery, as
well as alterations in signalling due to tissue handling and hypoxia during prolonged

dissection.

4.11.5 Inhibition of Vascular Injury

Vehicle treated transgenic rats developed histological evidence of malignant vascular
injury at day 14, characterised by fibrinoid necrosis and perivascular inflammatory
infiltrates in the heart, mesentery and kidney. By day 21, vascular injury was more
florid. The antihypertensive effect of FK506 was evident at all time points studied, even

in the presence of substantial vascular and renal damage. Early treatment with FK506
prevented the development of vascular injury and remodelling, whilst later treatment

appeared to ameliorate, or at least arrest progression.
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Whether the beneficial effect of FK506 on vascular damage was purely a result of blood
pressure reduction, or if there was specific inhibition of angiotensin-mediated injury was
not clear. Previous studies in a variety of hypertensive animal models have indicated that

vascular injury can be ameliorated by blocking calcineurin, MAPK, TNFo, NFxB and

RAS signalling, without lowering blood pressure’' %7873 H0I0TI6TISTE 15 qTGR

suppression of blood pressure does not prevent vascular inflammation and end organ
damage unless a renin inhibitor is used.”*® Attempts to lower blood pressure with a non-
RAS antihypertensive agent in this study were unsuccessful, leaving this important
question unanswered. The difference in efficacy between FK506 and nifedipine was
striking, and the reason for the failure of nifedipine was unclear. As previously stated
half this dose has been used to control blood pressure in SHR.”' Nifedipine is known to
be photosensitive, but care was taken to ensure fresh drug was prepared daily, so that
this is unlikely to have been a problem. Since nifedipiné is metabolised by P450
3A,""™ an interaction with I3C is a possibility.””> Certain dihydropyridine calcium
channel blockers induce cyplal which would lead to transgene overexpression, but this
does not appear to be a property of nil"edii:rine.?89 It is likely that effective blood pressure
control may require more than one antihypertensive agent: triple-drug therapy has been

786

required to maintain normotension in dTGR. ™ Indeed, telemetric studies in TGRmren2-

27 demonstrated that constant dose titration is required to achieve and maintain normal

blood pressures with antihypertensive agents, which is rarely done in practice.m

4.11.6 Inhibition of LVH

A modest degree of LVH (39%) was observed in vehicle treated TGRcyplalren2 rats
after 21 days of severe hypertension, and a lesser degree of LVH was observed at day 14
(22%). FK506 treatment prevented an increase in LVMI, except for group D where
treatment was administered late (days 14 and 21): however, using tibial length to correct
LV mass (Lvtib) FK506 suppressed LVH effectively in all groups. The correct measure
of LVH is controversial, particularly when there are changes in body mass. This has

been investigated in a variety of speci(33,5'28'53'2‘?90 and LV mass appears to adjust in
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proportion to body weight. Therefore, LVMI is probably the best surrogate marker of

LVH if microscopic or cell capacitance studies are not performed.

The induction of BNP also confirmed that LVH was induced in response to malignant
hypertension. However the failure of FK506 to inhibit BNP expression contradicts the
assertion that FK506 inhibits LVH. This anomaly is intriguing, since the BNP promoter
contains NFAT consensus elements,82 and should be sensitive to calcineurin inhibition.
Similar observations have been made with respect to CnAB, NFATc3 and GSK-3f3
knockout mice, in which LVH is attenuated, without full inhibition of the LVH gene
program.g?‘4?4'536 This suggests that even in the absence of hypertension, an activated
RAS initiates the molecular programme for LVH, without other phenotypic changes
such as an increase in cardiac mass. In other words, various aspects of LVH can be
dissociated. Exactly how this occurs is not known, but one could speculate that some
aspects of LVH are dependent on humoral signals, whilst others require haemodynamic
stimuli. For example, in some studies BNP expression is only increased after the
development of diastolic heart failure, as opposed to LVH with normal diastolic

.11
function.

Alternatively, genetic markers of LVH such as BNP may simply be
epiphenomena, or markers of myocyte stress/haemodynamic alteration. Some credance
for this view is provided by studies of cardiac unloading in rats in which hearts were
transplanted to the abdomen of recipient rats: transplanted hearts demonstrated gene

i .. . . . 88
expression profiles similar to LVH, despite a regression of cardiac mass.

Echocardiographic studies demonstrated that endocardial fractional shortening was
increased in water treated transgenic groups compared to controls. Since eFS is a load-
dependent measure of LV function, this may simply reflect the effects of increased
afterload (hypertension) on cardiac function.”* Furthermore, the development of LVH
may be associated with a compensatory increase in radial cardiac function, whilst

0467667 FK506 did not have a detrimental effect on

longitudinal parameters decline.
cardiac performance, in so far as fractional shortening and cardiac output were increased

in some FK506 treated groups compared to water treated controls. Similar observations
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791 . .
Furthermore in vitro

have been made in invasive studies using intravenous FK506.
studies of papillary muscle function during FK506 exposure also found no adverse

Miee, 192
effects on contractility.

A variety of alterations occur during LVH that impact on ventricular diastolic function,
such as impaired myocyte relaxation, myocyte ischaemia, altered myocyte metabolism,

69,152,197,200,201,650,793 Diastolic

increased myocyte stiffness and increased fibrosis.
dysfunction is due to abnormalities of myocardial relaxation in diastole, causing
alterations in left ventricular filling. This is reflected in changes in Doppler transmitral
flow indices, including prolongation of the deceleration time (dt) of early transmitral
filling, decline in the rate of deceleration (dv/dt), as well as decreased peak early
transmitral velocity to peak late transmitral velocity ratio (e/a ratio).m‘?g‘t‘m Such
changes were not observed in this study. Isovolumic relaxation time (IVRT) is a
measure of myocardial relaxation during the earliest phase of diastole, in the phase
between aortic valve closure and mitral vave opening, when blood neither enters nor
leaves the left ventricle (ie isovolumic phase of cardiac diastole). Prolongation of IVRT
is an early indicator of diastolic dysfunction, occuring before changes in other
parameters.?g4 IVRT was prolonged in all transgenic groups, even after FK506
treatment. This suggests that diastolic dysfunction may be induced by RAS signalling

that is not inhibited by FK506, and can be dissociated from LVH and hypertension.

4.11.7 Effect of FK506 on Transgene Induction

It was striking that FK506 treated animals demonstrated increased transgene expression
compared to water treated controls. This was particularly so for animals in group A that
received FK506 for the longest period, and was evident at both mRNA and enzyme
activity levels. The most likely explanation is that FK506 causes transgene induction
directly via cyplal promoter induction. Alternatively it may be that FK506 treated
animals remain healthier due to inhibition of malignant hypertension, and therefore eat
more inducing diet. Although this was not formally examined it is unlikely because

weight loss in FK506 treated transgenics was as severe as in water treated counterparts.
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Chapter 5
Investigation of Prorenin (ren2)
Uptake

5.1 Introduction

Transgenic rats such as TGRcyplalren2 over express prorenin at extra-renal sites

AT . _288.408,562,581
resulting in vascular damage and/or hypertension

despite the fact that
prorenin is considered inactive. In these models plasma levels of transgene-derived
prorenin are generally 100-1000 fold in excess of those of active renin, and angiotensins

288,408,562,581

are only modestly elevated if at all. However, angiotensin converting enzyme

inhibitors and angiotensin receptor antagonists are highly effective in preventing the
development of hypertension in these tiodels 71127521 indicating that RAS activation
must be occurring somewhere. This suggests that prorenin is converted to renin at an
extra-renal site, stimulating the tissue-based RAS in various organs. Some circumstantial
evidence supports this hypothesis, in that subpressor doses of ACE inhibitors ameliorate

end organ damage without lowering blood pressure,‘%."‘628

though definitive
interpretation of this type of experiment can never be certain. In support of this
hypothesis, Ogg‘wg demonstrated immunostaining for renin in coronary arteries of
TGRo1ATren2 using a rabbit polyclonal antibody which recognises both rat and mouse
renin. However, it is not inconceivable that such a result could be an artefact of cross-
reactivity with other aspartyl proteinases such as cathepsins, which share homology with
rf:nirl,?96 and are known to be present in vessel walls.””” Peters et al. (2002)40?
demonstrated that intracardiomyocyte levels of proren2 within the hearts of
TGRcyplalren2 are elevated above levels expected for simple diffusion, whilst isolated
adult cardiomyocytes internalize in vitro translated prorenin (ren2d), leading to the

generation of angiotensins. This supports a concept of prorenin uptake and local RAS

activation within the heart of ren2* transgenic rats. However, the mechanism of uptake
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for ren2 is completely unknown, as it is non-glycosylated and therefore unlikely to be
bound by the mannose-6 phosphate receptor (M6PR) which has previously been
implicated as the mechanism for human (pro)renin uptake in endothelial cells and

39940278 Eurthermore, uptake and activation of prorenin by this

cardiomyocytes.
mechanism has not been shown conclusively to lead to RAS activation or to have
physiological conseql.af:nces.m2 We therefore hypothesised that a separate uptake
mechanism for ren2® exists which is distinct to M6PR, and that ren2 uptake leads to

activation of prorenin in cardiomyocytes.

One strategy to explore this further is to study the uptake of recombinant prorenin in
vitro, in different cell types (eg cardiomyocytes, vascular smooth muscle cells,
endothelial cells). Subsequent experiments to identify the mechanism responsible would
require diverse approaches such as the use of pharmacological inhibitors, screening of
expression libraries for prorenin binding, or the use of gene transfer techniques to
express candidate receptor molecules in cell culture. In vivo uptake experiments may
also be fruitful, particularly with the availability of mouse knockout models to test the

role of specific molecules on renin distribution and processing.

Since there is no commercially available source for recombinant renin, we chose to
produce recombinant mouse ren2. Mice are unique in that certain strains possess two

renin genes (e.g. Ren-1% and Ren-2° in the DBA/2 strain vs Ren-1° in the C57BL

799-801

strain). This appears to have arisen as a result of a gene duplication event after the

802,803

divergence of mice and rats as separate species 10-20 million years ago. All mouse

renin genes consist of 9 exons and 8 introns with high homology existing between

cDNA sequences, 97% between Ren-1° and Ren-2° and 99% between Ren-1° and Ren-

1 d 804 799,805,806

Ren2’ protein is structurally similar to other renins: prorenin (43kDa) is

processed to a 38kDa active renin comprising a 33kDa heavy chain and a SkDa light

chain linked by a disulphide bridge, with an intrachain disulphide bridge.”***"’

261,805,808,809

Notably
Ren-2" lacks glycosylation sites, and is therefore ideal for investigating

glycosylation independent mechanisms of prorenin uptake. The crystal structure for
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ren2’ is similar to other aspartyl proteinases, comprising an active site within a deep
cleft between the N- and the C-terminal domains, with ten sub-sites within the active site

8
' Ren2 has extreme substrate

that determine specificity for angiotensinogen.
specificity, cleaving only between a leu-leu peptide bond in angiotensinogen from
mouse, rat, horse, hog and dog, but not human.*'"*"* Ren-2" is highly expressed in
granular convoluted tubules of the submaxillary gland, but also in the kidney at a level
approximately equivalent to ren-1¢*"**" Deletion of ren-2* in two renin gene mice has
no discernable effect on blood pressure or renal structure, but causes an increase in
plasma active renin and a decrease in prorenin.’”4 In contrast ren-1*" mice have

increased plasma concentrations of prorenin and decreased levels of active renin, with

815 15

altered JGA and macula densa morphology.” ~ Female ren-1" mice are hypotf:nsive.s
Therefore, ren1® and ren2 are not functionally equivalent and ren2” cannot substitute for

the absence of ren1°. The role of ren2 is as yet undetermined.

5.2 Overview of Recombinant Renin

Previous investigators have produced recombinant (pro)renin of various species (human,
marmoset, rat and mouse) using a variety of methods including in vitro translation
systems, E.coli, insect cells, and mammalian cells (CHO cells, AtT-20 pituitary cells,
293, COS-1 and COS-7 kidney cells, and dog cells).’®*?%0:2%8314317.403.407.816-841
Purification has been carried out using methods such as antisera affinity columns,®’
pepstatin and H77-affinity chromatography,842 immobilised synthetic renin inhibitors,
ion exchange chromatography, concavalin-A-sepharose columns®® and GST-fusion
proteims.832 In some studies the prosegment has been found to be essential for efficient

298,819,838 : ; 3
Recombinant renin has been used in a

expression and correct protein folding.
variety of situations, to study crystal structure, in vitro activity, as well as physiological
role in cell culture and in vivo. The choice of expression system ultimately depends on

the final use of the protein, and therefore the desired quantity, purity, and functionality.

. = . d -
We chose a baculoviral expression system to produce recombinant ren2” as this

approach has several theoretical advantages over other methods for recombinant protein
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production. Insect cells are eukaryotic, and therefore should allow the generation of
functionally active ren2’, given the availability of cellular machinery for protein folding

§43844 Ren2® contains two disulphide bonds that are

and disulphide bond formation.
critical to its structure and function®**%% (Swissprot P00796), and this is therefore an
important consideration. Although other post-translational modifications such as

816845 this does not affect the

glycosylation are more primitive than mammalian cells,
production of ren2’. The ability to grow insect cells in bulk suspension greatly enhances
productivity, theoretically allowing the generation of several grammes of recombinant
protein per litre of culture. If in vivo experiments are to be feasible, quantity is an

important factor.

5.3 Overview of Baculoviral Expression Systems
Autographa californica multicapsid nucleopolyhedrovirus (AcMNPV) is the prototypical

603,604,844 v . -
This is a large

baculovirus used in insect-based protein expression systems.
double stranded DNA virus that infects arthropods. The genome is relatively large
(130kb), accommodating sizeable foreign DNA inserts. The viral life cycle involves cell
infection via adsorptive endocytosis, followed by replication of viral DNA in the host
nucleus. Waves of gene expression occur, which can be divided into immediate early,
early, late and very late. Replicated viral particles are assembled in the host nucleus, and
comprise two types: occluded and non-occluded. Non-occluded viral particles are
released from the cell via budding and cell lysis, infecting neighbouring cells. Occluded
viral particles form aggregates of virus and protein called polyhedra, of which
polyhedrin is a major component. This protein is expressed in the very late phase of
infection, at around 18 hours. Polyhedrin coated particles contain several hundred viral
particles and protect them from destruction: consumption by other insects leads to
breakdown of occluded particles and release of infective virus, thereby completing the
life cycle. Since occlusion bodies are not essential for viral propagation in a laboratory
setting the polyhedrin gene can be replaced with a gene of interest, which will be highly
expressed in the very late phase of infection. A variety of other viral promoters have also

been used for this purpose, including p10, and basic protein.g’44
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Insect cell lines available for protein expression include Spodoptera frugiperda (Sf),846

Trichoplusia ni,**" Mamestra brassicae,**® and Estigmene acrea’” Sf9 cells are the
most commonly used and have the advantage of ease of culture, high culture density and
ability to grow in both monolayers and suspension. Since insect cells are eukaryotic,
post-translational modification of proteins is carried out, such as phosphorylation,
myristylation, glycosylation, disulphide bonding, and prosegment cleavage. However,
the scope of these processes is less advanced compared to mammalian cells: for example
N-glycosylation is limited to high mannose oligosaccharides, and more complex

845,850

oligosaccharides are not generally seen. Glycosylation patterns similar to

; . : . . 51 :
mammalian cells are possible either using Estigmene acrea™' or baculoviral vectors

containing glycosylation enzymes such as B-l,4-galactosyltransferase.845‘350

A cloned gene of interest can be introduced into the ACMNPV genome by homologous
recombination using intermediate vectors containing viral sequence homologous to
sequences flanking the polyhedrin locus. Recombination occurs following the
introduction of virus and vector into Sf9 cells. Since this is a relatively rare event, a
mechanism for selecting for appropriate recombination enhances the efficiency and
removes the need for laborious screening processes. The development of modifed
baculoviral DNA (Bsu 36 1 linearised) with a lethal deletion of the open reading frame
(ORF) 1629 near the polyhedrin locus has facilitated the production of recombinant
baculovirus. Homologous recombination between the deletant baculovirus and vector
containing the gene of interest restores ORF1629 generating viable baculovirus, with a
very low background of contaminating wild type virus. Furthermore, identification of
recombinant baculovirus has been aided by the incorporation of lacZ reporter gene
downstream to the baculoviral early to late promoter within the transfer vector, allowing
screening by X-gal visualisation. Vectors are available which include immuno-tags,
purification tags (His, GST) and signal sequences (gp67, mellitin, human placental

alkaline phosphatase) so that a fusion protein can be produced if desired.
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5.4 Recombinant ren2: General Strategy

The basic requirement for our experiments was to produce active ren2” that could be
used in vitro and in vivo to study cellular uptake and distribution. Therefore a method of
identifying recombinant prorenin was desirable. We chose to incorporate epitope tags at
the N- and C- termini of prorenin, using the 9¢10 myc and haemagluttinin (HA) epitopes
respectively. These epitopes have been used widely in recombinant and transgenic
expression experiments, allowing convenient distinction of recombinant and endogenous
protvain,852 either in vitro, or in vivo. In addition, identification of N- and C-termini in
this manner enables proteolytic loss of the prosegment to be identified. Co-
immunoprecipitation studies to identify interacting proteins may also be facilitated.
Since protein modification in this way could alter function, it was decided to generate
variants in which one or other of the epitopes was omitted. An additional design feature
was the incorporation of a hexa-histidine motif (6xHis tag) to aid purification from

853-855

complex protein mixtures. Under appropriate conditions histidine rich proteins

bind via imidazole groups through open co-ordination sites on transition metals such as

854836 I mmobilisation of the metal

cobalt, nickel, copper, zinc and iron with high affinity.
ions to a matrix through chelating compounds allows capture of histidine rich proteins,
which can then be eluted using free imidazole (immobilised metal affinity chelation,

IMAC).

The general strategy used to generate immuno-tagged prorenin-encoding baculovirus
(illustrated in figures 5.1-5.3) is based on the method of Liu et al (1998)*"” and involves
a 3 step process: 1. assembly of a ren2’ cDNA construct incorporating immunotags by
TA-cloning PCR amplification products into an intermediate vector: 2. generation of a
baculoviral transfer vector in which the ren2’ construct is flanked by baculoviral
homology arms, lacZ gene and ORF1629 sequence: 3. recombination of Bsu36l
linearised baculovirus with the intermediate vector to generate a viable recombinant

baculovirus.
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Figure 5.1. Step 1: TA-cloning ren2 PCR products into
pUniV5HisTOPO vector.

R6Ky Origin H Kanamycin

pUniV5HisTOPO

F T

Topoisomerase

R6Ky Origin H Kanamycin

pUnimycren2 HAHis

mveren2HAHis

PCR amplified ren2 constructs (red arrow) were cloned into pUniV5HisTOPO using topoisomerase bound
to the linearised vector. Ligation mixtures were transfected into PIR1 E.coli and selected using
kanamycin. Clones were screened for incorporation of ren2 by restriction digestion, and appropriate

clones were sequenced. LoxP site grey triangle.
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Figure 5.2. Step 2: Generation of Donor Vector by Cre-Mediated

Recombination Between pUnimycren2HAHis and pBlueBac4.5E

R6KyOngin H Kanamycin

pUnimycren2HAHis

mveren2HAHis

pBlueBac4.5E

Promoter H pUC Origin

Cre Recombinase

Promoter I8 mycren2HAHis

Ampicillin

pUni constructs containing Ren2 (red arrow) were introduced into the baculoviral transfer vector
pBlueBac4.5E by Cre-mediated recombination. A fusion vector, pBBmycren2HAHis was generated.
Recombination mixtures were transfected into TOP10 One Shot E.coli and cultured under kanamycin

selection. The fidelity of recombination was verified by sequencing. Grey triangles: /oxP or loxH sites.
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Figure 5.3 Step 3: Generation of Recombinant Baculovirus by

Homologous Recombination.

Circular Bac-N-Blue DNA

P&03 Bsu36l PPH  Bsu36l Bsu 36l

ORF 603 polyhedrin 5" ORF 1629

Bsu36] Restriction
Digestion

Bac-N-Blue DNA

Bsulel Bsu36l P1629
|

X PETL PPH X P1629

5LicZ B = mveren2iiAHis ORF 1629

pBBmycren2HAHis

Recombination

BVmycren2HAHis

Bsu361 PETL PPH Bsu36l

ORF 603 B2 mverenHAHIs ORF 1629

Homologous recombination between pBB vectors and Bsu36] linearised Bac-N-Blue DNA results in the
generation of recombinant baculovirus, with restoration of the essential gene ORF 1629, and full length

Lac Z. Blue: baculoviral sequence, turquoise: Lac Z, red: mycren2HAHis, white: donor vector, grey: /ox H.
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5.5 Baculoviral Expression of Recombinant Prorenin

5.5.1 Generation of a Renin cDNA Series

Ren2’ cDNA (1.2 kb) was amplified from pBS-o,;AT-Ren2 (JJM4), using a combination
of primers (Table Al). Primer JJM 55 was designed to amplify the native signal
sequence, whilst JJM 361 led to incorporation of a 5’ myc tag without inclusion of the
signal sequence. JJM 362 and JJM 363 both incorporated 3° HA motifs. JJM 362 was
designed to allow read through, whilst JJM 363 included a consensus stop codon to
prevent this. Combinations of 5’ and 3" primers were used to create ren2” cDNA with
or without signal sequence or tags as illustrated in figure 5.4. In addition, two ren2
cDNA’s mutated at the prosegment cleavage site were amplified from po;AT-Ren2-
7180 and pBS-0;AT-Ren2-5136 using primers JJM 361 and JJM 362. As previously
discussed prosegment cleavage in ren2 occurs between lysinegs-argininegs. Substitution
of serine for arginine (designated PRO7180), or replacing both lysine/arginine with
alanine/alanine (PROS5136) theoretically render the site uncleavable by known proteases
(figure 5.5).>'""" These modifications were generated by Dr R Molina using site

directed mutagenesis.

5.5.2 TA Cloning ren2° cDNA into pUniV5HisTOPO® Donor Vector

pUniV5His TOPO" is a 2.3 kb plasmid vector with a R6Kfyreplication origin,
kanamycin resistance cassette (neo gene), V5 and 6xHis tag sequences, loxP site and a

TOPO" cloning site for direct cloning of PCR products. TA-cloning, is a technique that

takes advantage of the fact that Taq polymerase amplification of DNA leads to non-

template-dependent 3’ terminal adenosine bases in the amplification product. Free

adenosine bases can base pair with thymidine bases present at the 3’ termini of

linearised vector. The vector is supplied in an “activated” form i.e. linearised, with free
thymidine bases at the 3’ ends, and covalently bound Topoisomerase I. Topoisomerase |
mediates ligation of the vector and PCR product,®® whilst non-ligated vector remains

linearised and cannot replicate. The R6Kyreplication origin only allows vector

propagation in E.coli strains expressing the pir gene, such as PIR1 and PIR2. This
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feature prevents replication of pUniV5HisTopo in subsequent cloning steps in non-pir

strains.

Figure 5.4 Restriction Maps of ren2 PCR Constructs

myc S s ren2 cDNA HA
- . Sac 1 (8TT)
Fco 2 Kpn 1(257)
Eco RV IJ& = ¥ | \ kl
t ! v
mycren2ZHA
1222 bp
signal sequence ren2 cDNA

\ Kpn 1(282) | Sac 1(902) HA
r } N
| ] ]

¥ v
ren2HA cDNA

1247 bp
myc ren2 cDNA
Eco RV 4 P I“Til 1(257) I e lind) Ha ST
Eco ! (20 2 7
: J - £ \ p*
| 1 1
T L Ll L4
mycren2HA cDNA
1222 bpp
cleavge site mutation ren2-5136 cDNA
myc o
Eco RV .:...&\ __ften | r Y ‘IA
— ! v
mycren2-5136HA cDNA
1222 bp

ren2-7180 cDNA
cleavage site mutation
myc Sac 1{175) Sac 1(8TT) HA

Eco RV (20) \l Kpn 1{25T) J
— 5
— ] &
L L} L4

mycren2-T180HA cDNA
1222 bp

Ren2’ cDNA was amplified using primers that incorporated 5° myc or 3* HA immunotags (blue).
Ren2-5136 and ren2-7180 incorporated prosegment cleavage site mutations as illustrated in figure

5.5. Restriction enzyme cleavage sites are indicated with nucleotide positions in parentheses.
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Figure 5.5 Prosegment Cleavage Site Mutations

5 GAC GTATTC ACAAAG AGC TCTTCC TTG ACT GATC PRO7180
Ly564 Sergs

5 GAC GTATTC ACAGCT GCT TCT TCC TTG ACT GAT C PRO5136
A|Els4 A|ae,5

5 GAC GTATTC ACA AAG AGG TCT TCC TTG ACT GAT C Ren2
Lyses Arges

Prosegment cleavage site mutations in ren2 were introduced by site-directed mutagenesis. The resulting

amino acid sequences are thought to be non-cleavable by known proteases.

Table 5.1 Predicted Restriction Fragments of pUni Constructs

Plasmid Restriction Correct ren2 cDNA

enzyme orientation (bp)
pUnimycren2HAHis | Kpn 1 3163, 320

Xho 1/Sac 1 2227, 702, 364,190
pUnimycren2HA Kpn 1 3106, 320

Xho 1/Sac 1 2227, 702, 364, 133
pUniren2HAHis Kpn 1 3163, 350

Xho 1/Sac 1 2227, 702, 364, 220
pUnimycren2-5136HAHis Kpn 1 3163, 320

Xho 1/Sac 1 2227, 702, 364, 190
pUnimycren2-7180HAHis Kpn | 3163, 320

Xho 1/Sac 1 2227, 702, 364, 190
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Figure 5.6 Restriction Maps of pUni Vectors

a
) R6K origin

\,‘ Kpe 1417)

LoxP
s ;. — Xho  1(465)
pUga;’:?uil’:po == e TOPO cloning site

1 Sac  1{499)
His Tag
Kanamycin 4
Eco RV (934)
b) REK
Kpn 1{41T)
S LoxP
o /Ao 1(465)
Kanamycin / — Eco RV (500)
F c-Myc
AT Sac 1(655)
2 cen i Kpn 1(73T)

pUnimycren2HAHis
3483 bp

\
\y
. \
Eco RV (2156] : Sac 1(1357)

His tag HA epitope
Sac 1(1721)

mycRen2HA cDNA

Restriction maps of pUniV5HisTOPO (a) and pUnimycren2HAHis (b). Nucleotide positions are relative

to the plasmid replication origin.

Amplified ren2® ¢DNA’s were TA-cloned into the TOPO® cloning site of
pUniV5HisTOPO® (2.3 kb), in frame with adjacent V5 and His tags, generating
pUnimycren2HAHis (3483 bp), pUniren2ZHAHis (3513 bp), pUnimycren2HA (3426 bp),
pUnimycren2-5136HAHis (3483 bp), pUnimycren2-7180HAHis (3483 bp). The
orientation of cDNA inserts was distinguishable by restriction enzyme digestion with
Kpn 1, and Sac 1/Xho 1 (Figure 5.7a and b for pUnimycren2HAHis). The restriction maps

for vectors and ren2 constructs with myc and HA tags are shown in figures 5.4 and 5.6.

168




Clones were repeatedly sequenced on both strands to confirm the fidelity of PCR

amplification and insert orientation using primers JJM 56, 57, 58, and 59 (Table A2).

Figure 5.7 Screening pUnimycren2HAHis Clones
Kpn 1 Xho 1/Sac 1

HIIA 1 2 bp HIIA 1 2

a) b)
Clones (1 and 2) of pUnimycren2HAHis were restriction enzyme digested and fragments separated on
0.8% agarose gels. a) Kpn | digestion. Correct orientation of the ren2 ¢cDNA insert yielded fragments of
3163 and 320 bp. b) Xho 1/Sac 1 digestion. Correct orientation of the ren2 cDNA inserted yielded
fragments of 2227, 702 and 364 bp. HIIIA: Hindlll digested A bacteriophage DNA.

5.5.3 Generation of Baculoviral Recombination Vector

pBlueBac is a baculoviral transfer vector (4919 bp) used for introducing a gene of
interest into Bsu 36 I deletant baculovirus genome by homologous recombination (figure
5.3). It contains a pUC origin, ampicillin resistance gene, LoxH site, LacZ under the
control of the baculoviral early to late promoter, and other baculoviral sequences,
including ORF1629 and the polyhedrin promoter (figure 5.8). The recombination
vectors were constructed by Cre-mediated recombination between pUni constructs and
the donor vector pBlueBac (pBB) (figure 5.2). Cre is a site-directed recombinase from

the bacteriophage A, which recognises a 19 bp pallindromic recombination sequence
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termed loxP.*” In vitro Cre-mediated recombination between two supercoiled
substrates, each containing loxP sites, results in a supercoiled dimer at an efficiency of
10-20%, 860861 pBB contains a modified loxP site, termed loxH, which has reduced
recombination efficiency, but interferes less with expression of the gene of interest in
S9 cells.*” Recombination between pUnimycren2HAHis and pBB results in a fusion
plasmid, pBBmycren2HAHis (8.4 kb) in which ren2® cDNA is placed under the
transcriptional control of the polyhedrin promoter, and is flanked by baculoviral
sequence (0.4 kb and 1.0 kb), and 5’ lacZ sequence. Recombination products were
transfected into TOP 10 One Shot E.coli and selected using kanamycin. Since TOP 10
One Shot E.coli lack the pir gene, only pBBmycren2HAHis (containing both the pUC
origin and the neo gene) were propagated. Recombinant clones were verified by
restriction enzyme digestion with EcoR V and Kpn 1, (Figure 5.9 pBBmycren2HA) and

checked by sequencing on both strands.

Table 5.2 Predicted Restriction Fragments of pBB Constructs

Plasmid Restriction Correct orientation (bp)
enzyme

pBBmycren2HAHis Kpn 1 5239, 3163
EcoR V 6530, 1656, 216

pBBren2HAHis Kpn 1 5264, 3163
EcoR V 6530, 1897

pBBmycren2HA Kpn 1 5239, 3163
EcoR V 6530, 1656, 216

pBBmycren2-5136HAHis Kpn 1 5239, 3163
EcoR V 6530, 1656, 216

pUnimycren2-7180HAHis Kpn 1 5239, 3163
EcoR V 6530, 1656, 216
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Figure 5.8 Restriction Maps of pBlueBac4.5E and
pBBmycren2HAHis

Eea RV (4)
Petl Pph
a) ) Loxl-l
SV40pA
5'lacZ _Baculoviral Recombination Sequence (ORF1629
pBlueBac4.5E
4919 bp
pUC origin .. =
Ampicillin
b) Eco RV (4)
PPH
Petl LoxH
Xho 1(185)
5' lacZ Eco RV (220)
_ Kpm 1{45T)
: mycRen2HA cDNA
- Sac 1(1077)
Sac 1(1441)
pUC origin pBBmycren2HAHis ,__..-—- Eco RV (1876)
8402 bp :
l Kanamycin
Ampicillin 4 -
\Q\‘.{;‘..
RE6K
Baculoviral Recombination Sequence Kpn 1(3620)
loxP

pBlueBac4.5E (a) contains a loxH site for Cre-mediated recombination with pUni vectors, such as
pUnimycren2HA, leading to generation of pBBmycren2HAHis (b) In addition, it contains baculoviral
sequences that allow homologous recombination with Bac-N-Blue ACNPV. Petl: baculoviral early-to-late
promoter, PPH: polyhedrin promoter, R6K: replication origin, LoxH: recombination site, LoxP:

recombination site, SV40pA: SV40 poly A sequence.
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Figure 5.9 Screening pBBmycren2HAHis Clones

EcoRV Kpn | HIlIA

i e e B P W i oo D
e e ) i ) b B
s B Gt Gkl Bt B e

e L Bl R

pBBmycren2HAHis clones were screened for correct recombination by restriction digestion with EcoR V
and Kpn | digestion. All clones demonstrated correct recombination. EcoR V: 6530 and 1656 bp. Kpn I:

5239 and 3163 bp. 0.8% agarose. HIIIA: Hindlll digested A bacteriophage DNA.

5.5.4 Baculoviral Recombination

Bsu36 I digestion of Bac-N-Blue baculoviral DNA results in deletion of the 3” sequence
of ORF 1629, polyhedrin promoter and polyhedrin (figure 5.3). Whilst polyhedrin is
dispensible for viral replication, ORF1629 is vital. Homologous recombination between
pBB constructs and deletant virus rescues viral competency, whilst incorporating ren2¢
cDNA into the viral genome.862 The homology arms of the pBB constructs are 5’ LacZ
fragment (888 bp of shared homology) and ORF1629 (800 bp of shared homology).
Recombination was mediated by transfection of Bsu36 I deleted baculovirus and pBB
constructs into Sf9 insect cells using liposomes. Correct recombination also generated a
full length Lac Z ¢cDNA under the control of the baculoviral early to late promoter,
allowing visual identification of recombinant viral plaques with X-gal. The recombinant
baculoviruses were named using the prefix BV (e.g. pBBmycren2HAHis and Bsu 36 1
Bac-N-Blue recombination generated BVmycren2HAHis).
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5.5.6 Identification and Isolation of Recombinant Baculovirus

Recombination between pBB and Bsu 36 I digested Bac-N-Blue initiated baculoviral
infection in Sf9 cells. The development of blue-green plaques in the presence of X-gal
within the Sf9 monolayer indicated that recombination had occurred successfully,
producing full-length B-galactosidase. Under the conditions used, we routinely obtained
around 10-20 individual recombinant plaques per 80mm plate. Within plaques
morphological evidence of viral infection was apparent, such as cell enlargement and
cell lysis (Figure 5.10). Recombinant plaques are initiated by a single recombination
event: virus isolates were obtained from each plaque by aspiration of agarose gel plugs
using a Pasteur pipette. Each isolate was individually propagated on a small scale for

further characterisation of recombination and protein expression.

Figure 5.10 Morphology of Baculoviral Plaques

c)

Bright-field microscopy of Sf9 cultures a) Subconfluent non-infected Sf9 cells of uniform size (high
power). b) Baculoviral (BVmycren2HAHis) infected Sf9 cells show growth arrest, and gross swelling
(high power). ¢) Low power view of b) recombinant plaque stained with X-gal. Note central area of cell

lysis.
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Although the use of Bsu 36 I deletant baculovirus significantly reduces contamination
by wild type baculovirus, low level contamination is possible, presumably because of
incomplete restriction digestion of Bac-N-Blue DNA, or complex recombination events.
The presence of wild type virus reduces the efficiency of protein expression due to
competition with recombinant virus for cellular resources, and more efficient replication.
Therefore, it was important to ensure that viral stocks were free of wild type
baculovirus. A PCR assay was used to distinguish recombinant and wild type
baculovirus, using primers flanking the polyhedrin region (JJM 396: nucleotides -44 to
~21: JIM 397: +794 to +774 (nomenclature of O’Reilly et al, 1992°**) Appendix A, table
B), and therefore spanning the ren2’ cDNA. Wild type baculovirus led to amplification
of an 839 bp fragment, whilst recombinant virus produced a 3.9 kb fragment (figure

5.11). Non-contaminated viral isolates were selected and characterised further.

Figure 5.11 PCR Screening of Recombinant Viral Isolates

3.9kb —»
839 bp —>

-wt C109 87 65 43 2 1A

Mini cultures of isolated recombinant viral plaques were grown for 3-5 days. DNA was isolated and
screened for the presence of recombinant and wild type baculovirus using primers flanking the polyhedrin
region. wi: Bac-N-Blue wild type control, C: uninfected Sf9 cell DNA control, 1-10: recombinant viral

plaque isolates, A : Alfindlll marker.
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5.5.7 Analysis of Protein Expression by Baculoviral Plaque Isolates

Viral isolates expressing ren2 protein were identified by Western blotting of whole cell
lysates from 6 well plates (Figure 5.9), using anti-haemagglutin antibody. The
agreement between PCR and Western blotting results was imperfect, in that only a few
viral isolates appeared to give rise to recombinant renin production. This is likely to be
due to differences in the sensitivity of the two screening techniques as well as variations
in viral titre: if individual infections proceed at different rates some will fail to produce
detectable levels of protein at that time point, whilst giving positive PCR results.
Alternatively, DNA preparation from small cultures did not allow high quality DNA to
be prepared, so PCR may have failed for this reason.

Figure 5.12 Screening for Recombinant Prorenin

KDa
50 -
35 -

30 -

100 9 8 7 6 5 4 3 2 1 HA

Western blot. Mini cultures of viral recombinants were grown for 5 days. Crude protein extracts were
made and screened for the presence of recombinant prorenin using aHA antibody. 1-10: BVmycren2
HAHis isolates. HA: hepatic protein from 11BHydroxysteroid dehydrogenase-2 transgenic mice
expressing HA-tagged HSD-2. Primary a-HA, 1 : 1000, secondary a-mouse IgG, 1 : 1000. 10% PAGE-
SDS gel.

5.5.8. Generation and Purification of Recombinant Prorenin

On the basis of PCR and Western blotting results suitable viral isolates were identified
for each construct. High titre stocks (>10 ® pfu) were generated in 100 ml suspension
cultures of Sf9 cells, according to the method described in section 2.2.30. Time course

and infectivity studies with BVmycren2HAHis indicated that protein yield was optimal
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at 72 hours of infection using a multiplicity of infection of 1.0 (Figure 5.13). Similar
results were obtained for the other recombinant baculoviruses. Although some studies

864 this was not found

have suggested that very low MOI’s (0.0001) lead to better yields,
to be the case in this instance (data not shown). Recombinant protein was present
entirely in cellular lysates and none was in the culture medium: the vast majority of
renin was in the pelleted insoluble fraction (Figure 5.14). BVren2HAHis retains the
endogenous prorenin signal sequence but was also insoluble (data not shown). Using
these parameters recombinant prorenin was purified under native conditions by
immobilised metal affinity chromatography (IMAC) using a cobalt column.
Polyacrylamide gel electrophoresis and Western blotting identified recombinant renin

using anti-HA and anti-renin antibodies (Figure 5.15 and 5.16). Silver staining showed

that the purity of recombinant protein was low (Figure 5.17).

Figure 5.13 BVmycren2HAHis Infection Timecourse

- 48 72 96 120 144 196 48 72 96 24 48 96 Hours

KDa g o o o

50 -

35- st &

Hours Hours

MOl 0.1 1.0 10

Suspension cultures were infected with BVmycren2ZHAHis at different multiplicities of infection and
sampled at intervals of 24 hours after infection. Optimum infectivity and time point is MOI 1.0 at 72
hours. Primary a HA, 1 : 1000, secondary SAPU rabbit amouse, 1 : 1000. - negative control. 10% SDS-
PAGE gel.
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Figure 5.14 Solubility of Recombinant Prorenin

<+— Prorenin

S S WL + S S WL +

Long exposure Short Exposure

Soluble recombinant prorenin (BVmycren2HAHis) was separated from whole lysate by centrifugation at
10,000 rpm for 1 hour in a Sorvall SS34 rotor. Supernatant and whole lysate were analysed by Western

blotting after PAGE. WL: whole lysate, S : supernatant after centrifugation of whole lysate, + : positive

control. HA 1: 1000, rabbit amouse 1 : 1000. 10% SDS-PAGE gel.

Figure 5.15 IMAC Purification of Recombinant Prorenin
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.
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BVmycren2HAHis recombinant prorenin was purified by IMAC, separated by PAGE and analysed by
Western blotting. Primary oHA 1:1000, secondary SAPU rabbit amouse 1:1000. - negative control, +

positive control, WL whole lysate (nonpurified), | — 5 elution fractions.
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Figure 5.16 Purified Recombinant Prorenin

KDa
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Ren

Purified BVmycren2ZHAHis was analysed by Western blotting using a polyclonal antirenin antibody.
Primary polyclonal antirenin antibody *** 1/10000. Secondary SAPU rabbit oumouse 1:1000. - negative
control, Ren: BVmycren2HAHis sample.

Figure 5.17 Analysis of Recombinant Prorenin Purity

KDa
75 -

<— prorenin

BVmycren2ZHAHis recombinant prorenin was purified by IMAC and analysed by silver staining of PAGE
gels. - unpurified negative control, + unpurified positive control, 1 — 5 aliquots of eluate containing

purified prorenin. Samples are identical to figure 5.15.
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5.3 Enzymatic Activity of Recombinant Prorenin Constructs

Soluble BVmycren2HAHis was partially purified from whole cell lysates by IMAC
using a cobalt resin. Five 1 ml fractions of eluate were collected in Tris buffer and
samples one and four were tested for renin activity against porcine angiotensinogen
before and after trypsin activation over a range of pH values. Assays were performed by
Prof J. Peters. Figures 5.18 and 5.19 demonstrate that both samples contained prorenin
which was activated to renin by trypsin treatment: marked pH-dependence was seen,
with pH 7.3-8.0 being optimal. Above pH8.0, renin activity was severely curtailed.
Renin activity was also detected in both samples prior to trypsin treatment (figure 5.18),
suggesting either intrinsic activity due to cryoactivation or possible contamination with
active renin. Renin activity was substantially greater for sample 1 compared to sample 4
(90,000 ngAl/ml/h vs 20,000ngAl/ml/h), though this was not in agreement with the

appearance of Western blotting and silver staining data (Figures 5.15 and 5.16).

Figure 5.18 Renin Activity of Recombinant Prorenin ‘
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Recombinant prorenin BVmycren2HA was purified by IMAC. Enzymatic activity was measured as the ‘
| production of angiotensin I from porcine angiotensinogen, by radioimmunoassay. Fractions 1 and 4 refer
to figure 5.15 and 5.17.
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Figure 5.19 Activity of Recombinant Prorenin
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Recombinant prorenin BVmycren2HA was purified by IMAC, and activated to renin by trypsin digestion.
Enzymatic activity was measured as the production of angiotensin I from porcine angiotensinogen, by

| radioimmunoassay. Fractions | and 4 refer to figure 5.15 and 5.17.

BVren2HA differs from BVmycren2HA in that it lacks an N-terminal myc epitope and
retains the endogenous signal sequence. This construct was also shown to have
proteolytic activity against porcine angiotensinogen (data not shown). Renin activity of
BVmycren2HA was destroyed by freezing, even in the presence of 20% glycerol or 10%

bovine serum albumin (data not shown).

5.4 Alternative Strategies for Recombinant Protein Purification

Silver staining suggested that there was significant contamination with baculoviral
proteins using the IMAC method. The reasons for inefficient purification by IMAC may
have been due to a high proportion of histidine rich insect proteins, or a problem with
the accessibility of the hexa-histidine tag for interaction with the column. Therefore,
other purification strategies were explored, including modifications of the IMAC
protocol, immunoaffinity, and ion exchange chromatography. These will be discussed

in more detail.
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5.4.1. Modified IMAC
In order to improve the purification of recombinant prorenin by IMAC, strategies were
employed to reduce non-specific binding of insect cell proteins to the cobalt column.

These included the following modifications:

5.4.1.1 Additional centrifugation.
Crude lysates were centrifuged at 10,000 rpm for 30 minutes using an SS34 rotor to
pellet insoluble contaminants. This strategy helped to improve IMAC column flow rate,

but did not significantly affect purity of soluble fractions (figure 5.20).

Figure 5.20 IMAC Purification using Additional Centrifugation
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IMAC purification of BVmycren2ZHAHis was preceded by centrifugation of whole cell lysate at
10,000rpm for 30 minutes in a Sorvall SS34 rotor. a) Western blot: Primary o—HA 1:1000, secondary
SAPU rabbit o-mouse 1:1000. b) Silver stain of purified fractions. MW: molecular weight marker, WL:

whole lysate, UB, fraction unbound by IMAC column, 1 — 5 elution fractions.

5.4.1.2 Non-ionic detergents (1% NP-40).
NP-40 is a non-ionic surfactant that improves protein solubility and reduces protein-
protein interactions. Use of 1% NP-40 in wash steps appeared to inhibit binding of

recombinant renin to the cobalt column (figure 5.21).
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Figure 5.21 IMAC Purification Using 1% NP40.
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Recombinant BVmycren2HAHis was purified by IMAC. All solutions used contained 1% NP40. a)
Western blot: Primary o-HA 1:1000, secondary SAPU rabbit o-mouse 1:1000. b) Silver stain of purified

fractions. MW: molecular weight marker, WL: whole cell lysate, UB: unbound protein, 1-4: elution

fractions. +: positive control.

5.4.1.3 Acid-elution (pH 5.0).

pH affects protein solubility and ionic charge, and hexa-histidine binding to the cobalt
column is also pH-dependent. Acidic solutions may be used to elute bound proteins. Use
of 300mM NaCl pH5.0 in the elution step did not appear to improve purity (figure 5.20).
Although sample 3 appeared to be relatively pure and contain high levels of recombinant
prorenin (figure 5.22), concentration of this sample using an Amicon centrifugation

column demonstrated significant contamination.

5.4.1.4 B-mercaptoethanol (SmM).
B-mercaptoethanol reduces disulphide bonds and thereby disrupts intermolecular

interactions. Use of low concentrations of B-mercaptoethanol is widely recommended
for enhancing protein purification, but appeared to prevent recombinant prorenin binding

in this instance (figure 5.23).
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Figure 5.22 IMAC Purification Using Acid Elution
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Recombinant BVmycren2HAHis was purified by IMAC, and eluted with 300mM NaCl pH5.0. a) Western
blot: Primary otHA 1:1000, secondary SAPU rabbit amouse 1:1000. b) Silver stain. + positive control, P:

pooled unconcentrated purified sample, FT: column flow through, Co: concentrated purified sample, 1-5:

elution fractions.

Figure 5.23 IMAC Purification Using 3-mercaptoethanol
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Recombinant BVmycren2HAHis was purified by IMAC. All solutions used contained SmM -
mercaptoethanol. a) Western blot: Primary oHA 1:1000, secondary SAPU rabbit omouse 1:1000. b)

Silver stain of purified fractions. WL: whole lysate, UB: fraction unbound to cobalt column, 1-5: eluate

samples, +: positive control.
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5.4.1.5 High Salt Extraction Buffer (500mM NacCl)

Salt concentration alters protein ionic charge, and may therefore be expected to alter the
binding characteristics of histidine-rich proteins to the cobalt column. Such a strategy
has been employed previously to enhance purification of recombinant green fluorescent
protein (GFP) by IMAC.* Use of 600mM NaCl solutions throughout the purification

process did not reduce contamination (figure 5.24).

5.4.1.6 Glycerol 10% (v/v)
Glycerol is commonly used as a buffer to stabilise enzymes, and is sometime s

recommended to reduce non-specific protein binding during purification. Inclusion of
glycerol 10% (v/v) appeared to inhibit recombinant protein binding to the IMAC column
(figure 5.24).

Figure 5.24 IMAC Purification Using High Salt or Glycerol
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Recombinant BVmycren2HAHis was purifed by IMAC. Solutions contained either 600mM NaCl or 10%
glycerol. a) Western blot: Primary oHA 1:1000, secondary SAPU rabbit omouse 1:1000. b) Silver stain.

WL: whole cell lysate, 1 — 5: elution fractions, +: positive control.
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5.4.1.7 Low Concentrations of Imidazole (1 mM)

Theoretically the affinity of histidine-rich insect cell proteins for the IMAC column is of
lower affinity than that of the hexa-histidine motif, and should elute with low
concentrations of imidazole. This strategy is widely used to improve protein purity.%¢
However, there was little evidence that this significantly affected the purity of

recombinant ren2 (figures 5.25).

5.4.1.8 Nickel-Based IMAC

The physicochemical properties of different IMAC columns vary according to the
chelation agent and metal used. In the literature conflicting reports regarding the
superiority of different columns suggest that optimal conditions vary for the protein
being studied.***** A nickel-based resin (Qiagen) did not significantly alter protein

purification (data not shown).

Figure 5.25 IMAC Purification Using 1mM Imidazole
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Recombinant BVmycren2HAHis was purified by IMAC: all solutions contained 1mM Imidazole. 150mM
Imidazole was used for elution. a) Western blot: Primary aHA 1:1000, secondary SAPU rabbit amouse
1:1000. b) Silver stain. WL: whole cell lysate, UB: unbound to cobalt column, [-5: eluate samples +:

positive control.
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5.4.1.9 Denaturation — Renaturation

Although the original intention had been to purify native prorenin, denaturing
purification conditions theoretically circumvent some of the problems encountered with
purification. In particular, because a major proportion of recombinant renin was
insoluble, it was hypothesised that purity and yield might be improved by solubilising
renin, thereby augmenting the availability of renin for binding. In addition, denaturation
may also improve the accessibility of the hexa-histidine tag for binding, since it is
possible that this was sterically hindered by secondary and tertiary protein structures.
Indeed a major determinant of the success of IMAC is thought to be surface exposure
and availability of the histidine tag.*>* Denaturation of cell lysates with 6M guanidine
HCI, and IMAC purification under denaturing conditions was followed by overnight
dialysis in 50mM Tris pH7.5. This resulted in precipitation of protein, and this strategy

was not pursued further.

5.4.2 Immunoprecipitation and Immunoaffinity Purification

Since the hexa-histidine tag did not allow efficient purification by IMAC, the possibility
of using the epitope tags for immunoaffinity purification was explored. In the first
instance, an immunoprecipitation procedure was carried out to demonstrate the
feasibility of this approach. Agarose-conjugated anti-HA monoclonal antibody (Santa
Cruz) was used in a standard protocol (section 2.2.35). Western blotting demonstrated
that the recombinant prorenin could be captured by this method (figure 5.26a).
Immunoprecipitated prorenin was not detectable by silver stain, but the level of
contaminating proteins was also negligible (figure 5.26b). This indicated that the HA
epitope is accessible to soluble antibody in the native state, and that selective capture of

prorenin is possible.

Using a commercial sepharose-conjugated rat monoclonal anti-HA column (Roche),
large-scale immunoaffinity purification was attempted using HA peptide (Img/ml) to
competitively elute recombinant protein. No HA-tagged recombinant protein was

detected in the eluates by Western blotting despite several attempts (figure 5.27).
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Analysis of eluates demonstrated that recombinant protein was not bound by the column.

The reasons for this are not clear.

Figure 5.26 Immunoprecipitation of Recombinant Prorenin
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a) Western blot. Prorenin was immunoprecipitated with 1jLg monoclonal agarose-conjugated anti-HA.
Arrow indicates prorenin. Western blot: primary, rabbit polyclonal anti-HA 1:1000, secondary, goat anti-
rabbit polyclonal HRP-conjugated 1:1000. ECL+plus detection. b) Silver stain. IP, immunoprecipitate,

CL, cleared lysate, +, positive control, MW, molecular weight markers.

Figure 5.27 Immunoaffinity Purification of Recombinant

Prorenin
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Recombinant prorenin present in cleared lysate (L1-3) was not present in elution fractions (1,2,3) collected
after application to a rat monoclonal anti-HA affinity column. By molecular weight criteria the upper band
is likely to be prorenin. Primary Rabbit polyclonal anti-HA, 1:1000, secondary goat anti-rabbit HRP-
conjugated, 1:1000. ECL detection. L1: lysate cleared by 30 minutes centrifugation at 10,000 g. L2: 60
minutes at 10,000g. L3: 60 minutes at 10, 000 g and 0.22um filter.
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5.4.3 lon Exchange Chromatography

Ion exchange chromatography exploits the pH-dependent ionic properties of proteins,
allowing differential binding to a charged column and separation according to pH or
binding affinity. The pH at which a protein is in a zwitterionic or isoelectric state (pl)
can be predicted from its amino acid sequence, allowing purification conditions to be
chosen. Using EXPASy on-line tools (http://us.expasy.org) the pl value of
BVmycren2HAHis was calculated to be 5.32, suggesting that an anion exchange column
would be suitable for purification under alkali conditions.*” In general a pH at least 1.0
unit above or below the pl is required. Since renin activity is pH-dependent and maximal
around pH 7.5, this was chosen as the optimal pH. In addition, it was felt that a

physiological pH would simplify further experimental use.

Figure 5.28 lon Exchange Chromatography
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lon exchange chromatography was performed on a BVmycren2HAHis preparation using an Akta FPLC
system and a MonoQ anion resin. Protein was eluted using a buffered NaCl gradient (red line represents
salt concentration). Elution was monitored by A280 absorbance (Blue line). Fractions of eluate were

collected over 5 minute intervals as salt concentration was increased
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A series of pilot studies were performed using conditions described in the methods
section (2.2.36). Figure 5.28 illustrates a typical baculoviral protein elution profile
monitored by A280 nm absorbance. Approximately 90 10ml eluate fractions were
collected and screened for the presence of recombinant renin. Since the level of
recombinant prorenin expression was low all samples had to be screened by Western
blotting. Samples identified as containing prorenin were subjected to a further round of
ion exchange chromatography, and rescreened (figure 5.29b). Purity was checked using
silver staining (fig 5.29a). Unfortunately, purity remained poor and yield was low.

Further ion exchange experiments were therefore not performed.

Figure 5.29 lon Exchange Chromatography Purified

Recombinant Renin
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a) Silver stained polyacrylamide gel. Recombinant prorenin was purified by two rounds of ion exchange
chromatography using Mono Q Sepharose with a 500mM NaCl elution gradient. b) Western blotting of
ion exchange purified fractions. Lanes: 76 — 83: elution fractions, + : positive control, MW: molecular
weight. Primary Rabbit polyclonal a-HA, 1:1000, secondary goat o-rabbit HRP-conjugated, 1:1000.
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5.5 Discussion
Although the basic aim of producing epitope-tagged recombinant prorenin with

enzymatic activity was successfully achieved, difficulties regarding yield and purity

limited its usefulness as a research tool.

5.5.1 Recombinant Renin Activity

The fact that BVmycren2HAHis was active suggests that production in a baculoviral
system allowed appropriate folding and formation of secondary/tertiary structure. In
addition, the purification conditions (IMAC) were also suitable for the maintenance of
enzymatic activity. The extensive modification of ren2” by the incorporation of several
epitope and purification tags did not inactivate enzymatic activity, although this was not
systematically explored to determine any subtle effect. Previous studies have found

variable effects depending on the location of tags within the protein,m‘m

and this might
be an avenue for future investigation. pH 6.5-7.0 is optimal for mouse submaxillary
prorenin,”' with little activity above pH 8.0. This is consistent with the observed optima
(pH 7.3-8.0) for trypsin activated BVmycren2HAHis prorenin enzymatic activity against
porcine angiotensinogen, though the difference is not easily explained. Presumably this
reflects the effect of tags on the overall molecular charge of recombinant prorenin.
Although the samples tested for activity were not 100% pure, it is unlikely that

contaminants accounted for the enzymatic activity.

Prorenin exhibits a small degree of renin activity due to non-proteolytic activation,
generally in the order of less than 2%.""* The recombinant prorenin samples studied here
had about 30% intrinsic renin activity prior to trypsin digestion. This probably reflects
cryo-activation due to prolonged storage at 4°C prior to analysis as well as proteolytic
activation during purification. Indeed, Western blotting using anti-HA antibody
demonstrated doublet bands, rather than a single band, suggesting slight proteolytic
breakdown. A further mechanism of activation includes a possible effect of the myc
epitope on prosegment function. Mutational analysis has indicated that autoinhibition of

renin by the prosegment is dependent on amino acids within the region P10-P20.%"
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Amino acid substitutions, particularly alterations in charge may lead to renin activation.
Therefore, it is feasible that the myc epitope disrupts prosegment function, either
sterically, or by charge effects. It is notable that the sample with the least recombinant
renin present, as assessed by Western blotting and silver staining, had the higher
activity. The likely explanation for this must be that not all purified renin was in an

activatible form, possibly due to protein misfolding.

5.5.2 Recombinant Renin Yield

Yield was greatly reduced due to protein insolubility, which may have been caused by
several factors. Firstly, high-level production of a single protein may have saturated
processing pathways, leading to abnormal folding, resulting in insoluble secondary and
tertiary structures. BVmycren2HA was deliberately designed without a signal peptide,
in order to accommodate the myc epitope tag. This may have contributed to the
insolubility problem since it would have prevented normal cellular export leading to
intracellular accumulation. To control for the effect of this BVren2HA was generated,
which lacked the myc tag, but retained the endogenous signal peptide. This recombinant
protein was not secreted in any significant amount in to the culture medium, and was
also insoluble, suggesting that the prorenin solubility was not dependent on secretion.
Although endogenous signal sequences have been shown to be effective in baculoviral

SOS8T3874 it may have been worthwhile using established high expression signal

874,875 . 876
baculoviral gp67"" or

systems,
sequences such as those from honey bee mellitin,
bombyxin.m The prosegment was retained in all constructs as previous reports have

indicated that this may be important for successful renin folding and yield.m‘w"‘m

Very high concentrations of a single protein can lead to protein-protein interactions that
form insoluble quaternary structures. Indeed, the His tag itself may promote cation-

8 In addition, the acidic conditions of the baculoviral

dependent oligomerization.
system may have been close to the pl value of the recombinant protein (pH 5.32), at
which precipitation is more likely to occur. Strategies to resolubilise precipitated protein

by denaturation and renaturation were not successful due to precipitation of protein
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during dialysis. Although this method may have been viable with extensive refinement,

previous studies have also reported problems dialysing His-tagged proteins.””

Although Sf9 cells are easy to grow, it is possible that other insect cell lines may have
given better yields. In particular, High Five™ (BRI-TN-5B1-4) cells, derived from
Trichopluisa ni are better adapted than Sf9 cells to protein secretion, but have the

disadvantages of more fastidious growth conditions and lower culture density.

5.5.3 Recombinant Protein Purity

A hexa-histidine tag was incorporated in to the design of the recombinant prorenin series
in order to facilitate purification. Although it was recognised that purity would not be
100% using this strategy alone, it was likely to be a simple and effective first step
towards purification. Numerous reports in the literature testify to the usefulness of this
approach. In reality the IMAC strategy was very poor despite numerous attempts to
enhance its success. The reason for this is not immediately clear. Some authors report
better purity using 10xHis tags, as opposed to the more commonly used 6xHis tag used

878
here.

Histidine-rich proteins present in baculoviral cells may have been bound by the
IMAC column and therefore co-purified. Attempts to reduce low affinity binding using
low concentrations of imidazole, high salt concentration, and acid elution were not
particularly successful, though assessment of purity was semiquantitative and subjective.
Since silver staining is very sensitive for detecting proteins, purity may have appeared to
have been more acceptable using less sensitive methods such as Coomasie staining.
Other measures such as [B-mercaptoethanol, glycerol and NP-40 appeared to inhibit
recombinant protein binding altogether. It is also possible that there was steric hindrance
of the hexa-histidine motif by the HA epitope tag, given that this was not the most C-
terminal motif. Emphasis has previously been placed on the surface availability of the
His tag for interaction with chelated cations,”” though this is impossible to predict.
Systematic studies of the position of the His tag within proteins have detected variable

870,871,880,881

effects on binding efficiency and yield. However, this seems to be unlikely
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to have been a major factor as the problem was one of contamination, rather than

inability to bind the column.

The failure of immuno-affinity purification was surprising since immunoprecipitation
experiments had been encouraging. The reason for this discrepancy is not clear, but may
relate to the use of different antibodies for the two procedures. In any case, such a
method would not have been suitable for large-scale protein purification both in terms of

logistics and expense.

Finally, ion exchange chromatography was an attractive method for large-scale
purification of native prorenin. Given the physico-chemical properties of the
recombinant prorenin, purification was feasible. However, the level of soluble prorenin
expression relative to that of background contaminants was probably too low for this
method to work efficiently, particularly as large volumes of solute are used, and the
sample becomes very dilute. Successive rounds of purification did not enhance purity.
Furthermore, the possibility of oligomerization of recombinant renin via His tags may

have contributed to the broad elution profile observed.
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Chapter 6

Conclusions

6.1 Introduction

Cardiac hypertrophy is a serious complication of hypertension, with a significant impact
on long-term prognosis due to deleterious effects on cardiac function and
arrhythmias.'5'24'882 Whilst it was once regarded as an essential process to maintain
cardiac output in the face of increased workload, it is increasingly apparent that
hypertrophic remodelling is unnecessary. The work described in this thesis addresses
several aspects of cardiac hypertrophy and cardiac physiology in transgenic rat models
of hypertension which may have relevance to clinical practice. Experiments in chapter 3
concentrated on the functional consequences of LVH in TGRcyplalren2 in the context
of chronic hypertension, and regression of hypertension. Chapter 4 describes attempts to
ameliorate LVH via calcineurin inhibition using FK506, and the unexpected finding that
this abolished hypertension. Chapter 5 reports the production of recombinant prorenin
in a baculoviral expression system in an effort to study potential mechanisms of prorenin

uptake in the heart, and its contribution to LH in prorenin-based transgenic models of
hypertension/LVH.

6.2 Low Dose Induction Experiments in TGRcyp1a1Ren2
6.2.1 Introduction
Whilst the blood pressure response of TGRcyplalren2 to indole-3-carbinol has been

shown to be dose-dependent,ss"m

the only dose investigated in detail so far has been
03% I3C (w/w). In this chapter experiments describing the phenotype of
TGRcyplalren2 in response to 0.15% I3C (w/w) were detailed. Given that a lower dose
of inducing agent was used, a milder phenotype was to be expected, and indeed chronic
hypertension ensued, with a moderate degree of LVH. No evidence of MH was found,

although a proportion of transgenic animals died suddenly of unknown cause at around
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day 140 of induction. The degree of hypertension reached was similar to that using 0.3%
(w/w) I3C, except that the onset was slower, and the level of transgene induction was

less.

6.2.2 Phenotype of TGRcyp1airen2

In this model LVH did not give rise to any evidence of LV systolic dysfunction, as
assessed by a variety of techniques. Although significant electrical remodelling
occurred, few significant arrhythmias were detected. Therefore, LVH appears to have a
benign impact on cardiac function, at least at the time points studied in this model. In
this respect the data presented here is consistent with early, compensated cardiac
hypertrophy in humans. Comparison with other models of pressure overload suggests
that longer duration of hypertension may have led to significant cardiac problems,
although the severity of this appears to be highly variable between models. Analysis was
carried out under anaesthesia under a single set of haemodynamic conditions, and it is
possible that different afterload or preload may have affected function differently
between hypertrophied and non-hypertrophied hearts. More sophisticated analysis of in
vivo cardiac function using microconductance catheters may have detected subtle

abnormalities of LV function that were missed.

Reversal of hypertension by withdrawing the inducing agent from the diet of
TGRcyplalren2 animals led to a prompt reduction in blood pressure back to control
levels, and regression of LVH, with evidence of normalisation of cardiac functional,
electrical and molecular changes. This is encouraging in that it suggests that effect
treatment of hypertension may be able to completely reverse the detrimental

consequences of LVH in humans.

6.2.3 Future studies
Demonstrating evidence of LV dysfunction in this model would be a significant finding,
providing a model of heart failure secondary to hypertensive heart disease. Such a model

would be a powerful resource for investigating manipulations that either exacerbate or
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ameliorate the transition from LVH to heart failure in an inbred monogenic model of
hypertension. It is likely that prolonged induction of hypertension in a large cohort of
TGRcyplalren2 animals may allow a proportion to survive long enough to develop
heart failure. Alternatively, manipulations such as high salt diet, or chronic aldosterone
infusion may stimulate cardiac fibrosis and lead to earlier cardiac dysfunction. Given the
availability of congenic strains of TGRcyplalren2 varying at loci encompassing ACE
and At, it would be interesting to assess the effect of these loci on the susceptibility to
LVH and heart failure. Future studies should involve assessment of cardiac function
under variable haemodynamic conditions, and use microconductance catheter

technology to obtain reliable pressure-volume data.

The current data on LVH regression was obtained relatively early in the time course of
LVH development and later time points may be interesting in that certain aspects of

ventricular remodelling, such as fibrosis may be irreversible.

6.3 Studies of FK506 in TGRcyp1airen2 and TGRa1ATren2

6.3.1 Background to Calcineurin
486,496

Calcineurin-dependent LVH has received substantial interest in recent years,
largely because calcineurin inhibitors are widely available, so that relevant experiments
have been easy to perform. Initial optimism was tempered by a series of reports that
demonstrated negative effects of calcineurin inhibition in the setting of pressure

chiiad particular calicneurin inhibitors appeared to either have no effect on

overload.
cardiac hypertrophy, or else, increase mortality. Subsequently, a more detailed and
balanced view has built up from transgenic and knockout experiments, which support a
central role for calcineurin signalling in the development of cardiac

443.456,501,533,535,536

hypertrophy. This function is not exclusive to calcineurin, and a similar

case for other interacting signalling pathways can also be made, such as GSK-3B," so
that at present identification of a single critical mediator of LVH remains elusive. A
pivotal observation of many of these studies has been that prevention of LVH leads to

417,535

reduced mortality despite increased cardiac wall stress. This is a paradoxical
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situation, since theories of LVH that have remained unchallenged for almost 30 years
are based around the assumption that normalisation of wall stress by LVH was
beneficial.'" However, elegant experiments in various knockout mouse strains have
demonstrated that LVH rather than increased wall stress is detrimental, and that long-
term survival occurs in the absence of LVH despite chronically raised wall stress. 7%
The obvious questions therefore arise as to why LVH is harmful, and whether this is
always the case. Furthermore, if wall stress is irrelevant, what compensatory mechanism

occurs to prevent the onset of heart failure? We hypothesised that increased contractility

may be a mechanism to compensate for raised wall stress.

6.3.2 Effect of FK506 Cardiac Hypertrophy and Blood Pressure

With these questions in mind experiments were undertaken in TGRcyplalren2 to
investigate the effect of the calcineurin inhibitor FK506 on LVH, and to determine if
changes in contractility occurred that might comprise part of a compensatory
mechanism. Rather surprisingly FK506 treatment inhibited hypertension and end organ
damage in this model, as well as in TGRo.1ATren2. LVH was inhibited, but this effect
could not be distinguished from the antihypertensive effect of the drug, and therefore
detailed studies of cardiac contractility were not relevant. Likewise it was not possible to
demonstrate whether the beneficial effect on vascular damage was a direct effect of the
drug, or a secondary effect of blood pressure reduction, and these points require further

clarification.

FK506 exerted an antihypertensive effect that was evident at all time points studied,
even after the establishment of severe end organ damage. The mechanism of blood
pressure reduction is unknown, but several possibilities exist, including direct inhibition
of angiotensin II induced vasoconstriction, or else anti-inflammatory or
immunoinhibitory effects. Studies of MAPK signalling in mesenteric arteries were
inconsistent and conclusions could not be drawn from the data. A different approach to

analysing MAPK signalling in vessels might be more successful, such as the use of
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conditional knockout models lacking key signalling components in vascular smooth

muscle cells, or else the use of pharmacological MAPK inhibitors.

Precedents of immunosuppressant treatments reducing blood pressure in animal models

: ¢ 749-753,883
of hypertension exist,

and this relatively novel area of hypertension research
warrants more investigation. Whether this will ever lead to clinical treatments is far from
clear, as existing immunosuppressants are probably too toxic to be used except in life-
threatening hypertension. Paradoxically, agents such as FK506 frequently cause
hypertension at immunosuppressive doses in humans,”’ suggesting that species
differences in drug metabolism, immunology or mechanisms of hypertension exist.
Furthermore it is not clear whether the observed effects on blood pressure were due to

calcineurin inhibition, or non-calcineurin-dependent effects of FK506.

6.2.3 Future Experiments

6.2.3.1 Antihypertensive effect

An experiment that I consider imperative to clarify the possible antihypertensive
mechanism of FK506 would be to study vasoconstrictor responses of resistance vessels
from FK506 and vehicle treated animals in an organ bath apparatus. If FK506 is having
a direct effect on vasoconstrictor responses to angiotensin Il, this should be evident. A
failure to demonstrate any effect on vasoconstrictor responses suggests that an
immune/inflammatory mechanism may be more likely. Although previous studies have
demonstrated impaired vasorelaxation/vasoconstriction after treatment with FK506 in

response to Angll godies

these studies were after acute exposure to drug, and may not be
relevant to renin-induced hypertension. Indeed, a study by De Lima et al. (1999)884
found that acute incubation of rat resistance vessels with FK506 caused an enhanced
vasoconstrictor response to norepinephrine and impaired vasodilation to nitrate donors,
whilst longterm treatment of rats had the opposite effects. Responses to angiotensin II

were not studied however.

198



Another relevant experiment would be to study the effect of FK506 on angiotensin II
induced hypertension in rats. This would establish whether the mechanism is related to
angiotensin II pathways, or an unknown effect of prorenin. Furthermore, it may be
important to repeat the current experiments using ciclosporin to establish if the effect is
likely to be calcineurin-dependent. However, given the pharmacological differences

between the two agents interpretation of a negative result may not be straightforward.

It would be desirable to study the blood pressure response of calcineurin A knockout
mice to angiotensin II. Such mice have been shown to be resistant to angiotensin II-

536 o
Since

induced cardiac hypertrophy, but the blood pressure response was not reported.
these mice have deficient T cell responscs,445 this experiment would not help to
distinguish between an immune or vasoconstrictor effect, so ideally one would want to
generate tissue specific CnAB knockouts targeted to vascular smooth muscle cells or T

cells.

The effect of blood pressure lowering without inhibition of the RAS has not been
adequately addressed in these studies, and requires further analysis. A combination of
antihypertensives in high doses such as nifedipine and hydralazine may be sufficient.
Ideally the agents used should have little effect on the RAS, and should not interact with
G

It may be possible to explore immune/inflammatory interactions with hypertension in
TGRcyplalren2 by non-pharmacological methods. In particular, the role of NFkB
warrants further investigation. This transcription factor mediates many aspects of
inflammation by inducing expression of cytokines and cell adhesion molecules.
Previous work in models of hypertension has demonstrated NFkB activation in the
kidney and vasculature, pharmacological inhibition of which ameliorates tissue
damage.m A more specific method to investigate this further would be to use an

adenoviral construct to deliver an IkB superinhibitor of NFkB to the vasculature.**>**’
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Another approach might be to selectively inactivate immune cell subsets using specific

. .. 888
monoclonal antibodies.

6.3.3.2 Investigating Non-hypertrophic Mechanisms of Left Ventricular Compensation

The original intention to study non-hypertrophic mechanisms of left ventricular
compensation for increased wall stress remains an area of personal interest. Clearly the
best way to pursue this is to study an existing model of non-hypertrophic compensation,
such as CnAB mice. The hypothesis that enhanced cardiac contractility compensates for

increased wall stress remains to be tested. It is also possible that altered myocardial

energetics may play a compensatory role.””

Ideally such an endeavour would involve
detailed analysis of cardiac function by pressure-volume analysis, as well as in vitro
studies of cardiomyocyte/papillary muscle function. Furthermore, since cardiac
contractility is the functional consequence of altered gene expression, protein regulation,
structural reorganisation, and altered metabolism, the use of high-throughput
technologies such as microarrays and proteomics would be essential starting points for

further investigation.

6.4 Investigation of Prorenin (ren2) Uptake

6.4.1 Introduction

Numerous strands of evidence suggest that the cardiac based renin-angiotensin system
imports renin/prorenin, and that this exerts a physiological effect on the

353,393,395,396,400-402,407,889-891 .
heart. This

theory is an attractive explanation for some of the
phenotypes observed in transgenic rats overexpressing prorenin, in which there is little
systemic activation of the RAS, yet profound end organ remodelling and damage
occurs ***4%%62 The pathway by which circulating renin/prorenin enters the heart is not
well defined, although the mannose-6 phosphate receptor/ IGF-II receptor has been

400402 However this candidate lacks

identified as a renin receptor in cardiomyocytes.
credibility in so far as the renin imported by this mechanism has to be glycosylated, and

it appears to be degraded rather than contributing to local RAS activation.
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We therefore sought to identify a mechanism of ren2 protein uptake by cardiomyocytes
that may be relevant to the transgenic models produced in our laboratory. The strategy
adopted was to study recombinant prorenin uptake in a cell culture system. A variety of
different forms of ren2 were produced in a baculoviral expression system, incorporating
immuno tags and purification tags to aid identification and isolation of the recombinant
protein. Whilst active recombinant prorenin was produced study of uptake mechanisms
was hampered by low yield and purity of the recombinant protein, and efforts to address

this using alternative purification strategies were not successful.

6.4.2 Future Experiments

6.4.2.1 Redesigning Recombinant Prorenin

As previously discussed certain features of the recombinant protein design may have
contributed to the problems encountered. In particular it seems likely that an insect-
compatible signal sequence may have allowed secretion of prorenin into culture

medium. Mathews et al. (19‘5'6)400

used the signal sequence from honey-bee mellitin to
express human renin in Sf9 cells, and this method has been used for other proteins with
success.”* However, Park et al 1999* found that mellitin signal sequence did not
improve the secretion of Thyroid Stimulating Hormone Receptor in Sf9 cells, though
yields were generally improved. An alternative strategy might be to modify the
endogenous renin signal sequence. Expression of HIV gpl120 in Sf9 cells has been
enhanced by reducing the number of positively charged amino acids in the endogenous
signal sequence, or using heterologous signal sequences with low charge such as mellitin

A . z %93 di. : s : 2. s
or murine interleukin-3."" Ren2" signal sequence contains 3 arginine residues and it is

possible that deletion or substitution of these may improve ren2 secretion in S cells.

Alternative purification strategies available may include the use of different fusion tags

which may be less subject to non-specific binding than hexa-histidine (e.g. Arg-tag,
calmodulin-binding peptide, cellulose-binding domain, DsbA, glutathione S-transferase,

FLAG-tag, HAT-tag, maltose-binding protein, NusA, S-tag, SBP-tag, Strep-tag, and
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thiore4:ioxin).894 However, no information is available to indicate whether one or other of
these tags is better suited to recombinant renin production. or which tags might interfere
with renin activity. Indeed, there are no published reports demonstrating successful use
of tag sequences in recombinant renin production, so the effect on renin function is
entirely unpredictable. Therefore, a decision to follow a particular strategy would be

speculative.

6.4.2.2 Alternative Recombinant Protein Expression Systems
Transient mammalian cell transfection has been the most widely used expression system

. - 290,407,819,826,827,831,833,834, 839,841
for recombinant renin,

suggesting that this might be the
preferred strategy. Using such systems renin is correctly processed and modified, and is
therefore active. Although such advantages are offset by low yields, quantities are

. . o . 398407 . - 404
certainly sufficient for in vitro studies, and possibly even in vivo work .

Cell-free translation systems® > have been used to express renin®”’ allowing high purity
protein to be produced, but serious drawbacks are the small quantities and lack of

regulated protein folding/secondary protein processing. Chaperone proteins can help

896-898

correct folding, and it is also possible to generate disulphide bonds under

896,899

appropriate conditions. However, there is no published evidence to suggest that

. : : - . 379,407
renin produced in this manner is active.

Since the folding of recombinant renin
produced in this manner may be suboptimal, it is hard to see how any firm conclusions

can be made about the cellular uptake using such preparations.

E. coli have been used to produce human prorenins‘m and a rat renin-GST fusion

<
protein.

In both cases the protein was expressed as an inclusion body, which required
denaturation and refolding: use of co-expressed chaperone proteins may prevent this
problem.‘m trxB deficient E.coli strains can be used for disulphide bond formation, but
at present this rarely occurs in a native pattern.”’’ Therefore E.coli are probably not an

ideal protein expression system for the purposes of this work.
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6.4.3 Renin Receptor

Nguyen et al. (2002)*"? recently reported the identification of a specific renin receptor
which binds renin and prorenin with high affinity (K4 5.0-7.8 nM). This molecule
appears to be novel in that renin/prorenin binding leads to signal transduction, receptor
phosphorylation and cellular activation, as well as enhancing renin/prorenin catalytic

efficiency by four fold.*"

It therefore serves a dual purpose, transducing signals in
response to renin binding, as well as augmenting local RAS activation through kinetic
effects on renin activity. The receptor comprises 350 amino acids (45kDa) with a single
predicted transmembrane segment. It has no known homologues and is highly conserved
between species. Expression has been demonstrated in the heart, as well as brain,
kidney, placenta and liver. Preliminary evidence suggests that it is localised to the
mesangium of glomeruli and the subendothelium of coronary and renal arteries,
associated with smooth muscle cells, though the exact locations are not well defined.”"?
Cardiomyocyte expression has not been reported which suggests that although the
receptor may contribute to certain vascular effects, perhaps even control of blood

pressure and vascular remodelling, it is unlikely to have a direct effect on cardiac

hypertrophy or cardiac prorenin uptake.

This molecule is an attractive candidate for mediating tissue responses to renin/prorenin.
It may explain the observations from rat renin transgenic rats in which
supraphysiological levels of prorenin cause profound vascular remodeling without
hypertension or systemic activation of the RAS.”*® Initial work has confirmed the
existence of a rat homologue of the renin receptor in the heart. cDNA sequence is 89%
identical to human, and 93% identical to mouse, whilst at the amino acid level it is
92.3% and 96% identity to human and mouse sequences respectively (data not shown).
Previous analysis of the human amino acid sequence suggests a hydropathic
transmembrane portion between amino acids 306-326, and a phosphorylatable tyrosine
at position 335. Interestingly, both rat and mouse sequences diverge from human within

the transmembrane portion, though the phosphorylation site is conserved.
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Development of this work should aim to confirm the original findings of Nguyen et al
(2002),*"* in particular the binding characteristics of the receptor, the cellular responses
to stimulation, and the precise cellular location. Expression of mutant variants in cell
culture would allow identification of important structural/functional motifs, and perhaps
define portions dedicated to enzyme kinetics versus signal transduction. It should also be
possible to identify the region of renin involved in receptor binding and therefore design

antagonists. Further investigation would involve transgenic studies, as described below.

6.4.4 Transgenic Strategies to Investigate Prorenin Uptake by the Heart
Given the difficulty of producing pure recombinant prorenin it may be worthwhile
considering transgenic approaches to study prorenin uptake by the heart in vivo. The

353,407,902
and confirms the

existing literature has been discussed in detail previously,
existence of pathways allowing (pro)renin uptake in the heart, but does not identify the

specific mechanism involved.

If M6PR is involved in prorenin uptake by tissues, one approach to confirm this might
be to generate mice deficient for the M6PR gene. Conditional M6PR knockout mice,
including cardiac specific knockouts have recently been described * and would be an
ideal tool for investigation of this. Interestingly, such mice do not display any cardiac
abnormalities, perhaps suggesting that the M6PR has no significant role in cardiac
physiology. This does not necessarily exclude a role in prorenin uptake, and it would be
necessary to look at cardiac renin levels in these mice. Theoretically this would be best
examined by cross-breeding the human prorenin / human angiotensinogen transgenic
mice of Prescott et al., (2000)" on to this strain, although the breeding strategy for this
would be complex. Equally, normal cardiac development does not indicate that
hypertrophic responses are normal, so it would be worthwhile investigating the effects of

hypertrophic stimuli such as aortic constriction.

Confirmation of the reported role of the putative renin receptor could also be

investigated by transgenic/knockout strategies. In particular the precise cell types
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expressing the receptor could be better defined using the renin receptor promoter to
drive expression of GFP or lac Z. Further evaluation of this molecule will obviously
involve targeted deletion in murine embryonic stem cells. In addition, it would be
interesting to study the effect of conditional ablation in the heart and other tissues if
possible. Given the vascular distribution however, tissue specific deletion may not be
feasible with currently available tissue specific promoters. Furthermore initial BLAST
searches of the published human sequence against genome sequences demonstrate
complete homology of the 3’ sequence with the M8-9 subunit of H™ vacuolar ATPase.
This suggests that the ATPase subunit is derived from the renin receptor gene. The
significance of this is unknown though it is worth noting that mice deficent in other

903904 1t is therefore likely that a renin receptor

subunits of the H ATPase are inviable.
knockout may have profound gestational abnormalities. An alternative approach would
be cardiomyocyte-specific overexpression of the renin receptor, either in the presence of
normal RAS activity/normotension, as well as in response to pressure overload/prorenin

€XCEess.

Surprisingly no one has reported transgenic overexpression of renin in the heart, though
this experiment would be interesting for several reasons. Firstly, it would help to
establish whether prorenin in the heart has any physiological effect, since this is not
immediately apparent from other transgenic or in vitro uptake studies. Since
overexpressed cardiac renin may be secreted and cause systemic effects, it may be
necessary to generate a non-secretable form lacking the signal sequence. A non-secreted
splice variant of renin has been described in rat heart *7 and the effects of this specific
form could also be explored. The phenotype of such animals would have to be carefully
evaluated given the potential for even cardiac-targeted GFP overexpression to cause

dilated cardiomyopathy .

6.5 Concluding Remarks
The studies of left ventricular hypertrophy described in this thesis demonstrate that

much is still to be learned regarding the mechanisms controlling hypertrophy, and the
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relationship between LVH, wall stress and adverse cardiac prognosis. The hypothesis
that increased contractility may compensate for increased wall stress warrants further
systematic investigation as this may revolutionise understanding of LVH and its
treatment. A prediction of this hypothesis is that LVH may be preceded by a
hypercontractile state, and that LVH develops as contractility declines towards
normality. Further decline eventually leads to heart failure. This theory therefore
implicates the inotropic state of the heart as the prime determinant of the hypertrophic

response.

The beneficial effect of immunosuppressive treatment with FK506 on blood pressure
suggests that this may be a novel approach to treating some severe forms of
hypertension. In addition, it refocuses attention on the inflammatory aspects of
hypertension and vascular remodelling, which may be amenable to therapeutic

intervention. This is likely to be an important area for future research.

Recombinant protein production has advanced in recent years, yet it still presents
challenges. It is likely that modification of the strategy described in this thesis will yield
a viable method of recombinant prorenin production, of acceptable purity and activity.
Such a resource will allow detailed investigation of the cardiac renin-angiotensin

system, and clarification of the role of the putative renin receptor in this.
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Appendix 1

A1.1 Oligonucleotide Primers

A1.1.1 Primer and Probe Sequences used for Real Time PCR

Primers and probes for Real Time PCR were designed using Primer Express 1.5
software (Applied Biosystems) according to the optimal criteria specified by the

manufacturer. The pan-renin assay was developed and optimised by Dr Matthew Sharp.

Table A1.1. Real-Time PCR Primers and Probes

Sequence (5°-3°) Comment

GCTGCTTTGGGCAGAAGATAGA Rat BNP forward primer

ACAACCTCAGCCCGTCACA Rat BNP reverse primer

GGTGCCCTCCACCAAGTG Pan-Renin forward*

AGTGTCGGAGATACTCAGGAGACT | Pan-Renin reverse *

AGCCGCCTCTACCTTGCTTGTGGG | Pan-renin probe *

*amplification and detection of rat and mouse renin. A commercial 18S ribosomal RNA kit was used for

amplification of 18S ribosomal RNA as an internal standard (Applied Biosystems).
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A1.1.2 Mouse Ren2¢

The primers sequences used for amplifcation of ren2’ ¢cDNA and incorporation of
immuno-tags are provided in table Al.2. Primers used for sequencing recombinant

clones are shown in table A1.3. Rcombinant baculoviral plaques were screened using

primers given in table A1l.4.

Table A1.2. Primers used for Recombinant Prorenin Amplification

Primer Sequence (5°- 3°) Properties Tm
1D Q)
JIM 55 gicgaccagatggacaggaggagg ren2 signal sequence only | 69.6
(1-24)*
JIM 361 | ccatggeccagaagetgatatcegaggaggacctga | renld/2 myc tag (69-84)* 89.2
acaccttcagtctcccaa
JIM 362 | gegagggaggegtaatctggaacategtatgggtag | renld/2  HAtag  (1201- | 90.3
cgggccaaggegaate 1217)*
JIM 363 | ctagagggaggegtaatctggaacategtatgggtag | renld/2HA-STOP (1201- 87.7
cgggecaaggegaate 1217)*

*sequence positions according to ren2 cDNA sequence (GenBank BC 011473, gi 15079272).

Underlining indicates immuno-tag sequence. Tm values were calculated according to Breslauer et al.,

1986 assuming 50mM salt concentration and 50nM primer concentration.
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Table A1.3.Sequencing primers for pUni and pBB contructs

1D Sequence (5°-3") Comments Tm (°C)

JIM 56 caccccagaccticaaagtc ren2® forward (289-]| 59.3
308)*

JIM 57 ctgatccgtagtggatggte ren2® reverse (459- | 58.7
430)*

JIM 58 cctggcagatcacacaatgaagg ren2® forward (793- | 66.1
803)*

1IM 59 gcatgatcaacttcagggage ren2® reverse (924- | 61.9
904)*

PF aaatgataaccatctcge polyhedrin forward 50.2
primer (365 — 383)§

UniF ctatcaacaggttgaa puni forward primer 39.5
(564-584)§

*sequence positions according to ren2® cDNA sequence (GenBank BC 011473, gi 15079272).
§ pUniV5HisTOPO vector sequence

Table A1.4. Primers for Recombinant Baculovirus Screening

ID Sequence (5’-3") Comments Tm (°C)

JIM 396 | tttactgttttcgtaacagttttg baculovirus forward 554
primer (-44 to -21)*

JIM 397 | caacaacgcacagaatctage baculovirus reverse 583
primer (+794 to 774)*

* nomenclature of O’ Reilly (1992)"
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Appendix 2

A2.1 Real Time PCR Data

A2.1.1 Determination of Standard Curves

Standard curves for each gene of interest (BNP, renin) and the internal standard (18S
RNA) were determined as appropriate, for each PCR plate using pooled total RNA. The
total concentration of RNA in the pooled standard was determined by
spectrophotometry, and serial dilutions were performed to obtain samples for the
standard curve. The threshold cycle (Ct) was determined for each dilution in
quadruplicate (tables A2.1, A2.3 and A2.5), and plotted against the natural logarithm of

the RNA concentration. Linear regression was performed to determine the gradient (m)
and y-intercept (b) (figures A2.1, 2.2 and 2.3).

A2.1.2 Relative Quantification of BNP and 18S Expression

Expression levels of individual samples were determined in the manner described in
Applied Biosystems User Bulletin 2, 1997, using the standard curve for each gene to
calculate the log input amount of RNA (Ln[Input RNA]), based on the threshold cycle

(Ct) value for each sample. The following equation was used:

Ln[Input RNAJ=(Ct-b)/m

where b=y-intercept of the standard curve line, and m= gradient of standard curve line.
Therefore the input amount of RNA was the exponent of (Ct-b)/m. This was calculated
for each replicate individually, and then averaged to give the mean RNA quantity for
that sample. Expression levels were normalised to 18S quantity, to allow for variation in

sample loading. The units of quantity are the same as those used to construct the
standard curve. Standard curves and tabulated calculations are given for all real time

PCR experiments.
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Table A2.1 Determination of Standard Curves for Rat BNP and 18S RNA

Quantity of RNA In (ng RNA) BNP threshold 18S threshold

(ng) cycle (Ct) cycle (Ct)
0.001 -6.908 35.51 3217
35.62 32.28
35.44 3255
35.91 32.65
0.01 -4.605 31.48 29.00
31.38 28.65
31.71 28.43
31.06 28.43
0.1 -2.303 27.22 23.94
27.37 24.45
27.31 24 .43
27.37 2423
1 0 23.55 21.26
24.06 21.21
23.66 21.16
23.98 21.39
10 2.303 20.10 18.19
19.90 18.19
19.66 18.10
19.79 17.72

Figure A2.1 Amplification Plots for SYBR Green BNP Real Time

PCR Assay
a) b)
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o
o -
s
-
b

Typical amplification plots for BNP. a) Fluorescence (ARn) vs amplification cycle. b) Threshold cycle vs
well position (sample): standard curve for BNP: wells 0 — 24, unknown samples including controls: wells
48 —92.
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Figure A2.2 Standard Curves for Rat BNP and 18S RNA

40
BNP: y = -1.6985x + 23.693 |
R’ =0.999 30 |
N
=
®
=20 =
+ BNP 18S: y = -1.5681x + 21.31 5
o 18S R? = 0.9951
- 10
I - I I 0
-10 -5 0 5
In [RNA]

Standard curve for rat BNP and 18S amplification from left ventricular total RNA. BNP was detected
using SYBR green dye, whilst 18S amplification was detected using VIC labelled probe. Data was plotted
using Microsoft Excel 2001, and linear regression applied using the analysis package. The coefficient of

correlation was automatically calculated by the software.
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Table A2.2 Real Time PCR Data for Left Ventricular BNP and
18S RNA: TGRcyp1a1ren2 Induction and Regression
Experiment

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA] (ng) RNA to 18S

F344 Controls: 6 weeks Induction

I BNP  24.20 -0.274 0.760 0.760 0.593
24.11 -0.223 0.800
24.21 -0.280 0.757
24.28 -0.320 0.726
18S 21.23 0.046 1.047 1.283
20.52 0.500 1.648
21.10 0.129 1.138
20.89 0.263 1.361
12 BNP 2342 -0.456 0.634 0.584 0.672
23.24 -0.333 0.716
23.60 -0.579 0.561
24.01 -0.858 0.423
18S 22.52 -0.124 0.883 0.869
22.56 -0.150 0.860
22.45 -0.078 0.925
22.66 -0.216 0.806
I3 BNP 2434 -0.381 0.683 0.712 0.757
24.22 -0.310 0.733
24.34 -0.381 0.683
24.19 -0.293 0.746
18S 21.55 -0.153 0.858 0.940
21.68 -0.236 0.790
21.17 0.089 1.093
21.28 0.019 1.019
14 BNP 2393 -0.392 0.676 0.636 0.749
24.15 -0.536 0.589
24.04 -0.461 0.631
23.99 -0.430 0.630
18S 22.07 -0.169 0.845 0.850
22.07 -0.169 0.845
2 Aq -0.233 0.792
21.94 -0.086 0.918
I5 BNP  24.03 -0.044 0.957 0.923 0.565
23.91 -0.037 1.037
2431 -0.193 0.824
24.21 -0.136 0.873
188 20.17 0.780 2.180 2.199
20.32 0.685 1.984
20.04 0.862 2.367
20.11 0.817 2.264
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Table A2.2 continued

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA] (ng) RNA to 188
TGR: 6weeks Induction
3453 BNP  23.02 0.548 1.730 1.671 1.294
22.90 0.617 1.853
23.24 0.421 1.524
23.18 0.456 1.580
18S 21.26 0.155 1.168 1.292
21.08 0.206 1.228
20.44 0.294 1.342
20.84 0.357 1.429
3612 BNP  22.67 0.055 1.057 1.269 0.834
22.38 0.254 1.288
22.36 0.267 1.305
2223 0.355 1.426
18S 21.74 0.390 1.477 1.521
21.85 0.318 1.374
21.52 0.535 1.708
21.69 0.423 1.527
3615 BNP  23.74 -0.273 0.761 0.807 0.340
23.46 -0.097 0.908
23.73 -0.266 0.766
23.68 -0.235 0.791
18S 20.56 0.797 2.220 2.353
20.44 0.874 2.397
20.39 0.906 2.475
20.49 0.842 2.322
3610 BNP  23.09 0.356 1.428 1.644 0.931
22.88 0.476 1.609
22.62 0.476 1.865
22.81 0.515 1.674
18S 20.94 0.231 1.260 1.762
20.40 0.376 1.778
20.32 0.627 1.872
20.10 0.768 2.155
3455 BNP 2221 0.873 2.394 2.230 1.475
22.34 0.797 2.218
22.39 0.767 2.154
22.39 0.767 2.154
18S 20.98 0.214 1.234 1.512
20.85 0.293 1.341
20.48 0.529 1.700
20.41 0.574 1.775
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Table A2.2 continued

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA] (ng) RNA to 18S

TGR: 6weeks Regression

2563 BNP  24.02 -0.448 0.639 0.613 0.316
24.02 -0.448 0.639
24.04 -0.461 0.631
2427 -0.605 0.546
18S 20.85 0.612 1.844 1.938
20.70 0.708 2.030
20.77 0.663 1.941
20.77 0.663 1.941
2564 BNP  23.78 -0.051 0.950 0.905 0.302
23.73 -0.022 0.978
24.03 -0.198 0.820
2393 -0.140 0.870
18S 19.56 1.116 3.053 2.996
19.59 1.097 2.995
19.65 1.059 2.882
19.56 1.116 3.053
2565 BNP 2437 -0.227 0.797 0.743 0.339
24.38 -0.233 0.792
24.66 -0.394 0.674
24.54 -0.325 0.722
18S 20.17 0.780 2.181 2.199
20.32 0.685 1.984
20.04 0.861 2.367
20.11 0.817 2.265
2924 BNP  23.53 0.106 1.112 0.956 0.228
23.82 -0.059 0.943
23.95 -0.132 0.876
2392 -0.115 0.981
18S 18.96 1.496 4.464 4.184
18.98 1.483 4.407
19.31 1.272 3.570
19.02 1.458 4.296
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Table A2.2 continued

Animal Assay Ct In [Input  Input RNA Ay input Normalised
RNA] (ng) RNA to 18S
F344 control: 6weeks Regression
R1 BNP  23.06 0.372 1.452 1.414 0.543
23.15 0.320 1.377
23.04 0.384 1.469
23.17 0.308 1.361
18S 20.02 0.823 2277 2.602
19.69 1.033 2.810
19.75 0.995 2.704
19.80 0.963 2.619
R2 BNP 2223 0.355 1.426 1.306 0.396
22.18 0.389 1.475
22.40 0.239 1.270
22.68 0.048 1.050
18S 20.23 1.385 4.000 3.293
20.44 1.247 3.479
20.81 0.996 2.708
20.67 1.095 2.990
R3 BNP  28.03 -2.330 0.097 0.090 0.310
28.61 -2.405 0.090
28.29 -2.180 0.838
28.19 -2.423 0.888
18S 23.82 -1.522 0.218 0.291
23.81 -1.516 0.220
22.96 -0.980 0.375
23.07 -1.050 0.350
R4 BNP  23.03 0.390 1.477 1.336 0.548
23.16 0.316 1.372
23.23 0.277 1.319
23.13 0.163 177
18S 20.12 0.755 2.128 2438
19.83 0.940 2.361
19.79 0.966 2.627
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Table A2.3 Real Time PCR Standard Curves for Rat BNP and 18S RNA:
FK506 Study

Quantity of RNA In (ng RNA) BNP threshold 18S threshold

(ng) cycle (Ct) cycle (Ct)
0.01 -4.605 35.67 27.07
36.12 27.07
35.44 27.08
0.1 -2.303 31.41 23.58
31.60 23.66
31.60 23.50
1 0 27.76 19.98
27.96 20.00
27.1 20.60
10 2.303 23.93 17.82
24.18 17.41
24.03 17.32
30 3.401 22.42 16.28
22.32 16.18
22.22 16.19
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Figure A2.3 Standard Curves for Rat BNP and 18S: FK506 Study

BNP: y =-1.7174x + 28.092
R2 = 0.9981

o 18S: y = -3.1154x + 20.59
18S R2 = 0.9963
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-6 -4 -2 0 2

In[RNA]

- 40

Standard curves for rat BNP and 18S amplification from left ventricular total RNA. Methods were as

described in figure A2.1

289




Table A2.4 Real Time PCR Data for Rat BNP and 18S RNA: FK506 Study

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA] (ng) RNA to 18S

TGRceyplalren2: Water treated

4116 BNP 2477 2.022 7.559 7.009 0.754
24.96 1.913 6.776
24.92 1.936 6.933
185 17.44 2.180 8.668 9.398
17.27 2282 9.799
17.28 2.275 9.728
4117 BNP  25.16 1.612 5.016 4.502 0.675
2542 1.458 4.297
25.46 1.434 4.197
18S 17.71 1.995 7.351 6.670
17.94 1.828 6.214
17.98 1.863 6.445
4118 BNP  25.09 1.776 5.227 4.862 0.707
25.36 1.654 4.453
25.26 1.553 4.726
188 17.72 1.966 7.140 6.800
17.65 2.017 7514
18.02 1.746 5.714
4119 BNP 2648 0.939 2.556 3.959 0.548
25.51 1.503 1.377
25.39 1.573 1.469
18S 17.92 1.973 7.195 7.227
17.81 2.052 7.804
18.02 1.900 6.682
F344
4 BNP  26.09 1.060 2.857 2.718 0.523
26.28 0.947 2.579
26.21 0.989 2.689
18S 18.08 1.702 5.188 5.193
18.21 1.607 4.990
18.18 1.629 5.101
8 BNP 2797 0.181 1.198 1.195 0.310
27.87 0.238 1.269
28.09 0.112 1.118
18S 18.54 1.366 3.921 3.858
18.62 1.309 3.702
18.53 1.374 3.950
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Table A2.4 (continued)

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA] (ng) RNA to 18S
F344 (continued)
3 BNP  26.44 1.061 2.890 2.650 0.368
26.78 0.866 2.377
26.57 0.987 2.682
188 17.70 1.972 7.186 7.208
17.75 1.936 6.932
17.64 2.015 7.504
9 BNP  26.65 0.728 2.071 1.868 0.276
27.00 0.520 1.682
27.01 0514 1.672
18S 17.85 1.871 6.492 6.558
17.87 1.856 6.400
17.79 1.914 6.783
TGReyplalren2: FKS06 treated
4052 BNP  26.14 1.234 3.435 2.959 0.529
26.52 1.015 2.760
26.57 0.987 2.682
18S 18.10 1.684 5.386 5.599
18.03 1.734 5.664
18.01 1.749 5.748
4053 BNP 2575 1.292 3.639 3.781 0.598
2547 1.262 3.533
26.65 1.428 4.172
18S 17.71 1.973 7.192 5.319
17.99 1.768 5.861
17.98 1.776 5.904
4054 BNP  24.60 1.945 6.992 5.490 0.873
25.25 1.559 4.754
25.26 1.553 4.726
18S 17.91 1.827 6.214 6.291
17.86 1.863 6.445
17.91 1.827 6.214
4055 BNP  27.16 0.543 1.721 1.644 0.388
27.21 0.514 1.671
27.35 0.432 1.540
18S 18.52 1.530 4.618 4.240
18.61 1.463 4.321
18.79 1.330 3.782
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Table A2.5 Determination of Standard Curves for Rat Renin and 18S RNA

Quantity of RNA In (ng RNA) BNP threshold 18S threshold

(ng) cycle (Ct) cycle (Ct)

0.12 -2.120 30.55 35,28
30.37 36.68
29.92 -

0.6 -0.510 28.11 33.87
28.55 33.27
27.09 .

3 -1.099 25.43 30.53
25.17 28.75
25.66 29.10

15 2.708 23.15 27.31
23.01 26.92
23.12 28.39

75 4.317 21.11 25.44
21.07 25.33
21.25 -

- : failed reaction
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Figure A2.4 Standard Curves for Renin and 18S RNA

18S: y =-1.6913x + 32.245
R*=10.9827
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Standard curve for renin and 18S amplification from hepatic total RNA. Renin was detected using Fam
labelled probe, whilst 18S amplification was detected using VIC labelled probe. Data was plotted using
Microsoft Excel 2001, and linear regression applied using the analysis package. The coefficient of

correlation was automatically calculated by the software.
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Table A2.6 Real Time PCR Data for Rat Renin and 18S RNA: FK506 Study

Animal Assay Ct In [Input Input RNA Av input Normalised
RNA| (ng) RNA to 18S

TGReyplalren2: FK506 treated

4049 renin  23.13 2.824 16.838 16.03 1.051
23.06 2.872 17.676
23.44 2.608 13.576
18S 28.30 2.333 10.304 15.240
27.33 2.906 17.133
27.44 2.841 21.576
4052 renin  24.32 1.997 7.369 7.208 0.51
24.52 1.858 6.413
2431 2.050 7.844
18S 2797 2.528 12.524 14.376
28.41 2.267 9.655
27.10 3.042 20.948
4053 renin  27.72 -0.364 0.695 0.869 1.169
27.36 -0.114 0.892
27.17 0.018 1.018
188 33.68 -0.848 0.428 0.743
31.71 0.316 1.372
33.68 -0.848 0.428

TGRcyplalren2: water treated

4115 renin  26.10 0.761 2.141 2.400 0.066
25.99 0.878 2.311
25.74 1.011 2.749
18S 27.05 3.072 21.576 36.236
26.29 3.521 33.816
25.52 3.976 53.317
4116 renin  26.97 0.157 1.170 1.281 0.058
26.72 0.331 1.392
26.84 0.247 1.280
18S 27.59 2:752 15.679 22.063
26.85 3.190 24.284
26.72 3.266 26.225
4117 renin  25.05 1.490 4.438 4.225 0.073
2524 1.358 3.890
25.08 1.469 4.368
18S 25.94 3.728 41.592 57.509
24.92 4331 76.019
25.47 4.006 54915
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Table A2.6 (continued)

Animal Assay Ct In [Input Input RNA
RNA] (ng)
F344: FK506 treated
1 renin  38.48 -7.836 0.000
35.92 -6.058 0.002
36.50 -6.461 0.002
188 25.55 3.958 52.378
25.66 3.893 49.080
25.66 3.893 49.080
3 renin  36.31 -6.329 0.002
35.85 -6.010 0.002
34.52 -5.086 0.006
188 23.85 4.964 143.113
24.30 4.698 105.680
24 47 4.597 99.191
7 renin  36.03 -6.135 0.002
36.11 -6.190 0.002
40.00 -8.892 0.001
188 26.18 3.586 36.089
26.29 3.521 33.817
27.15 3.012 20.338
F344: water treated
2 renin  36.77 -6.649 0.001
34.07 -4.774 0.008
34.07 -6.072 0.002
18S 25.08 42.36 69.157
25.20 4.165 64.421
25.11 4.219 67.942
6 renin  35.52 -5.781 0.003
38.05 -7.538 0.001
40.00 -8.892 0.000
18S 24.20 4.757 116.36
2592 3.740 42.086
25.65 3.900 49.371
8 renin  40.00 -8.892 0.000
38.36 -7.753 0.000
40.00 -8.892 0.000
18S 27.18 2.994 19.980
25.82 3.800 44.650
26.47 3.415 30.403

0.004 0.000

67.173
0.001 0.000
69.772
0.000 0.000
31678
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