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Supplementary Figures 1-2
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Supplementary Figure 1. Identification of the key amino acid residue on the escape

mutant RESTV GP selected by MAb 6D6. Two RESTV GP mutants had the same Gly-

to-Glu substitution at position 529, which is the corresponding position of the EBOV GP

mutants, whereas three amino acid changes were found in the other 4 mutants of RESTV

GP: Tyr at position 517, Val at position 522, and Leu at position 530 were replaced with

His, Ala, and Trp, respectively (Fig. 2a). To clarify which amino acid change was critical

for escaping from the 6D6 neutralization, we generated RESTV GP mutants with single

amino acid substitutions for each position (Y517H, V520A, and L530W), and

investigated the neutralizing activity of MAb 6D6 against VSV pseudotyped with these

single amino acid mutants of RESTV GP.
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Supplementary Figure 2. Magnified images of DiI-labelled VLPs shown in Fig. 3. (a-

c) Control IgG- and 6D6-treated DiI-labelled VLPs were inoculated into confluent Vero

E6 cells expressing eGFP-Rab7 and incubated for 30 min on ice. After adsorption, the

cells were incubated for 0 (a), 2 (b), and 6 h (c) at 37˚C. DiI signals on the cell surface

(a) and in the cytoplasm (b and c) were monitored by confocal laser scanning microscopy.

Scale bars represent 10 µm


