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RAPD Studies of Parents of Three—Line Hybrid Rice

MA Wenbin"? ZHUANG Jieyun' PENG Yingca' WANG Houcong® ZHENG Kangle'
(1. Biotechnology Department China National Rice Research Institute Hangzhou 310006)
(2. Bilogy Deptarment, Xiamen University, Xiamen 361005)

Abstract Seven rice male sterile lines 12 maintainer lines and 12 restorer lines were analyzed by RAPD
with 9 primers Altogether, 118 fragments were generated, of which 60 detected poly morphisms among rice
lines tested. Cluster analysis showed that all lines could be uniquely distinguished by at least one RAPD mark-
er. Eight of nine primers can detect high polymorphism. The frequencies of polymorphism in any pairs of
lines would be higher than 96. 13% when any two of the 8 primers were used. If any three of the 8 primers
were used the frequencies would be higher than 99. 21%. The eight primers w ere therefore recommended
as candidates for the identification of hybrid rice seeds.
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