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Studies on the Mechanism of Variations of Hybrids
of Domesticated Silkworm and Eri Silkworm
——RAPD Analysis of Genome

LIU Chunyu CHEN Yuanlin GUI Muyan ZHANG Chunling
(Institute of Cell Biology, Xiamen University, Fujian Province 361005)

Abstract Twenty— four random primers were used to analyze the genomes of three descendant strains with
steady hereditable vanation produced form domesticated silkworm by artificial insemination with sperms of eri
silkworm. The results show that in the RAPD patterns there are many amplified bands called “ parental
bands which are similar to those of the female parent. At the same time, there appears varied amount of
amplified bands called “ variant bands” that are different from those of the female parent. The variant bands
include non— parental— bands, lost—bands and several “ expected— bands” which only shared with the male

parent. This research reveals the significant matrocliny and variation in the descendant strains at the molecu-

lar level.
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