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Abstract: In order to specifically express IPT gene in the endosperm of developing rice seed the binary vector
p1300-pPG-S5a-4PT-Nos was constructed firstly the promoter of PG5« was obtained by PCR amplification from rice
genomic DNA( variety: 9311) and p1300-pPG-5a was constructed by inserting pPGSa into p1300 then the /PT-Nos
fragment was obtained by cutting pSG516 with Nco I and Spe I . After IPT-Nos inserted into p1300-pPG-5a
p1300pPG-5a+dPT-Nos was constructed. pPG-5a+4PT-Nos was transformated into Oryza sativa ( subsp. japonicacv.
Nipponbare) cells by agrobacterium mediated method and regenerative seedlings were obtained. The results of PCR
showed that about 81.3% seedlings were positive.
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Fig.1 The construction of plant expression vector p1300-pPG5a4PT-Nos
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p1300 EcoR 1 Sa p1300-pPG-5a-4PT-Nos
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M. DNA Marker DI1.2000; 1. pPGSa; 2.
M. DNA Marker DI1.2000; 1. pPG-5«; 2. Negative control.

2 PG5«

Fig.2 Agrose gel electrophoresis of PCR product

1.

Pst 1 /EcoR 1 : M. DNA Marker DI1.2000 .

1. Plasmid digested with Pst [ /EcoR I; M. DNA Marker DL.2000.
3 pMDI18-pPGS5«
Fig.3 Restriction identification of pMD18-pPG-S5«

1.

EcoR 1 ; M. DNA Marker DL.2000 .

1. Plasmid digested with EcoR [ ; M. DNA Marker D1.2000.

4 p1300-pPG5a

Fig.4 Restriction identification of p1300-pPG-5«

1.

BamH | ; M. DNA Marker DI1.2000 .

1. Plasmid digested with BamH I; M. DNA Marker DI1.2000.
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p1300-pPG-5a-IPT-Nos
Fig.5 Restriction identification
of p1300-pPG-5a-IPT-Nos

6 p1300-pPG-5a-{PT-Nos
Fig.6 The result of sequence of p1300-pPG-3a-IPT-Nos
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Fig.7 Resistant calli in the pre-differential

medium( A) and resistant seedlings( B)
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