Chinese Journal of Ecology 2011 30(9) : 2002-2006

*
12 2% * 2
411201; > 361005)
RAPD mtDNA 16S rRNA
( Penaeus monodon) o ;15  RAPD
82 75.90%  76.83%
0.199 0.218 0.276  0.288
0.015; 16S TRNA
0.011 0 0. 008;

o

: RAPD; 16S rRNA; :
S969 A 1000-4890( 2011) 9-2002-05

Genetic diversity of two wild Penaeus monodon broodstock populations. TAN Shu-hua'
WANG Guighong’*™ LI Shaojing” (' School of Life Sciences Hunan University of Science and
Technology Xiangtan 411201  Hunan China; * College of Oceanography and Environmental

2

Science  Xiamen University ~Xiamen 361005 Fujian China) . Chinese Journal of Ecology

2011 30(9) : 2002-2006.

Abstract: By using RAPD and mtDNA 16S rRNA gene sequence analysis this paper studied the
genetic diversity and differentiation of two Penaeus monodon wild broodstock populations collected
from Hainan and Malaysia. Using 15 random primers a total of 82 RAPD loci were detected.

For the Hainan and Malaysia populations the proportion of polymorphic loci was 75.90% and
76.83% heterozygosity was 0.199 and 0.218 and genetic diversity index was 0.276 and
0.288 respectively and the genetic distance between the two populations was 0. 015. The ge—
netic variation revealed by 16S rRNA gene sequence analysis was low. The nucleotide diversity of
the Hainan and Malaysia populations was 0.011 and O respectively and the genetic distance
between the two populations was 0. 008. Phylogeographic pattern analysis indicated that Malaysia
population had a higher genetic diversity than Hainan population and the Hainan population
could be derived from Malaysia population. Therefore the broodstock imported from Malaysia
could be used as the founder in genetic breeding programs.
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1 RAPD
Table 1 Primer sequences and polymorphic loci detected by RAPD method
5" 37 (HN) (Ms)

BA0021 CAGGCCCTTC 6 5 0. 833 6 5 0. 833
BA0025 AGGGGTCTTG 6 5 0. 833 6 5 0. 833
BA0027 TCGGCGATAG 7 6 0. 857 7 6 0. 875
BA0028 GTGACGTAGG 7 6 0. 857 7 6 0. 857
BA0032 TCGGCGATAG 6 5 0. 833 5 4 0. 833
BAO163 CAGAAGCCCA 4 3 0.750 4 3 0. 800
BAO164 CAGAAGCCCA 7 6 0. 857 7 6 0. 857
BAO0165 TGTTCCACGG 5 3 0. 600 5 3 0. 600
BA0O169 TGGAGAGCAG 4 3 0. 750 4 3 0. 800
BAO170 ACAACGCGAG 5 4 0. 800 5 4 0. 800
BAO171 ACATGCCGTG 6 5 0. 857 7 6 0. 833
BAO172 AGAGGGCACA 5 4 0. 800 5 4 0. 800
BAO173 CTGGGGCTGA 3 0 0. 000 3 1 0.333
BAO174 TGACGGCGGT 4 1 0.250 4 1 0. 400
BAO178 TGCCCAGCCT 5 4 0. 857 7 6 0. 800
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1 BA0021 (A).BA0028 (B) .BA0171 (C) BA0178 (D) RAPD
Fig.1 Electrophoresis pattern of RAPD in P. monodon using primers BA0178 (A) BA0176 (B) BA0175 (C) BA0174 (D)
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