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Genetic diversity of Castanop sis hystrix germplasm resources

by ISSR and cluster analysis

WANG Minggang',ZHAO Hong', CHEN Xiae-qian', WANG Lei’, CHEN Liang’
(1.College of Life Science and Enginerring, Lanzhou University of Technology, Lanzhou 730050, China;
2. College of Life Science, Xiamen University, Xiamen 361005, China)

Abstract: Genetic diversity of fine germplasm resources of Castanopsis hysirix from ten different eco-
logical regions was analyzed by using the intersimple sequence repeat (ISSR), and 11 effective primers
were selected from 20 primers. The result showed as follows: 435 bands were amplified, among which 325
bands were polymorphic, and percentage of polymorphic bands were 74.7 % , an average of approximately
3.95 bands per primer. Genetic similarity indexes of ten germplasms of C. hystrix ranged from 0.473 7 to
0. 8081, and the average value was 0. 728 7. Static software was used to calculate the Nei’ s genetic distance
and a dendrogram was constructed based on UPGM A cluster analysis. These ten germplasms were divided
into 4 major groups, and their genetic relative and the genetic distance were discussed.
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Tab.2 List of ISSR primers and their sequences
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(5-3)
1 GAGAGAGAGAGAGAGAA
2 GAGAGAGAGAGAGAGAC
3 AGAGAGAGAGAGAGAGT
4 AGAGAGAGAGAGAGAGST
5 AGAGAGAGAGAGAGAGSA
6 CTCTCTCTCTCTCTCTA
7 CTCTCTCTCTCTCTCTG
8 CTCTCTCTCTCTCTCTT
9 CTCTCTCTCTCTCTCTW G
10 CTCTCTCTCTCTCTCTWC
11 TCTCTCTCTCTCTCTCA
12 TCTCTCTCTCT CT CT CG
13 TGTGTGT GTGTGT GTGA
14 ACACACACACACACACG
15 GAGAGAGAGAGAGAGAT
16 ACACACACACACACACCG
17 TCTCTCTCTCTCTCTCAT
18 CACCACACACACACA
19 TCT CTCTCTCTCTCTCC
20 ACACACACACACACACAG
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Tab.3 Amplification of 11 effective ISSR primers PRESOREENE > (00 by
/% PR | 5 |,
bl — 750 bp
9 56 56 100.0 500 bp
17 63 53 84.1
19 49 39 80.0 — 250 bp
7 48 38 79.2
2 41 31 75.6 — 100bp
18 36 26 72.2
14 66 46 70.0 : M. DNA (DL 2000) .
12 31 21 67.7 2 ISSR 14 PCR
4 56 36 64.3
5 54 34 63.0 Fig.2 PCR result of primer 14
15 47 27 57.4 12345678910M
2.2
DNA , Neis
(GD) 0.191 9~ 0.526 3( 4).
(5) (7) (6D =
0.1919), 1 (1) (2)
(6D= 0.5263).  Neit . LPCMA ALDNA (DL 2000).
10 ( 5.10 3 ISR 17 PR
4 R Fig.3 PCR result of primer 17
4 Nei (
Tab.4 Nei s genetic similarity indexes (above) and genetic distance (below)
1 2 3 4 5 6 7 8 9 10
1 0.4737 0.4932 0.7467 0.7297 0.7089 0.7333 0.6742 0.72994 0.690 5
2 0.526 3 0.6933 0.6389 0.6119 0.6205 0.6640 0.6818 0.6583 0.698 8
3 0.506 8  0.306 7 0.6849 0.6588 0.6329 0.6444 0.6292 0.6118 0.6429
4 0.2533 0.361 1 0.3151 0.7073 0.6842 0.6897 0.6744 0.6829 0.666 7
5 0.270 6 0.388 1 0.3412  0.2927 0.7729 0.8081 0.6468 0.766 0 0.688 2
6 0.2911 03795 0.3671 0.3158 0.2273 0.7527 0.7392 0.7273 0.7350
7 0.266 7 0.3360 0.3556 0.3103 0.1919 0.2473 0.7184 0.7879 0.7347
8 0.3258 0.3182 0.3708 0.3256 0.3532 0.2608 0.2816 0.7551 0.721 6
9 0.270 6 0.3417 0.3882 0.3171 0.2340 0.2727 0.2121 0.2449 0.782 6
10 0.3095 03012 0.3571 0.3333 0.3118 0.2644 0.2653 0.2784 0.2174
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