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Abstract: Methane monooxygenases (MMO), regarded as “an amazing biomolecular machine”, catalyze the oxidation of
methane to methanol under aerobic conditions. MMO catalyze the oxidation of methane elaborately, which is a novel way
to catalyze methane to methanol. Furthermore, MMO can inspire the biomolecular machine design. In this review, we

introduced MMO including structure, gene and catalytic mechanism. The history and the taxonomy of MMO were also
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E 1 Methylosinustrichosporium OB3b 1 pMMO 1 sMMO BYiF g 5=
Fig. 1 Model for the reciprocal regulation of the genes encoding pMMO and sMMO in Methylosinus trichosporium
OB3b'’!, (A) High copper-to-biomass ratio. (B) Low copper-to-biomass ratio.
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Fig. 2 Reaction cycle intermediates of MMOH""..
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