-

View metadata, citation and similar papers at core.ac.uk brought to you by ;{ CORE

provided by Xiamen University Institutional Repository

BIOTECHNOLOGY BULLETIN 2009 11

D NA

1,2 3 2 2
G , 361005;
2 , 361021;
: , , TX 78666)
: RDP RNA, Oligotex MRNA; MART
MDNA, (DN) dDNA , dDNA
4.3 % 10°CRU /m|, 97.9% 3288 , 3048
EST , 370 Contigs 2103  Singlets Unigenes 2473 18. 86% ,
: ESTs ,
DNA

Condtruction of Normalized dNA L ibrary fran Hepatopancreas
of Abalone H aliotis diversicolor supertexta
Expoaure to Tr ibutyltin

2

Zhang Ziping®  Zou Zhihua® Wang Yilei *

(1State Key Laboratory of M arine Enviroomental Science Xiamen U niversity, Environmental Science Research Center,

Jia Xiwei -

Xiamen U niversity, Xiamen 361005; *The Key Laboratory of Science and Technology for Aquaculture and Food Safety,
Fisheries College Jimei U niversity, Xiamen 361021; °D eparment of Chenistry and B iochemistry, Texas State
University, San M arcos, TX 78666 USA)

Abstract A nomalized DNA library from hepatopancreas of abalone Haliotis diversicolor supertexta exposure o Tributyltin was
oonstructed Total RNA were prepared using RDP reagent Oligotex (Q AGEN) was used 1o sparate the mRNA fran total RNA. The
first strand dMNA was synthesized by transcription of mMRNA with the $MART technique The LD-PCR was perfomed using a modified
MART primer as the primer st, and the first -strand dNA as the template b synthesize double strand dNA. Double strand dDNA
was nomalized using D up lex-Fecific Nuclease (DSN). The containing capacity of the unamplified ONA library was 4. 3 x10° CRU/
ml with a recombinant rate of 97. 9%. A ttal of 3 288 cloneswere random lected o be sequenced, and 3 048 high quality ESTswere
generated After processing, a total of 2 473 unigenes camprising 370 ocontigs and 2 103 singlets were obtained The redundancy was
18. 86%. These realts indicate that the nomalized dNA library is suitable © be used for further cloning and analysisof genes related
o tributyltin exposure
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