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Abstract

Abstract

Bacterial Leaf Streak (BLS) caused by the pathogen Xanthomonas oryzae pv.
Oryzicola (Xooc.) is one of the major rice diseases in South China. It leads to
decreased rice production usually by 15-25%; 40-60% can be serious in prevailing
years.

OsL-RLK1 is a hypothetical resistant-related gene that has been detected from
rice genome based on the study of differential proteomics from rice leaves in response
to bacterial leaf streak. It encodes a protein belonging to the large family of Receptor-
like protein kinases. OSpPIR2 encodes a protein belonging to the large family of
Pathogenesis-related proteins.

In this article, we studied the characteristics of OsL-RLK1, OspPIR2 by
bioinformatic analysis. We got destination genes through PCR. In order to further
clarify the mechanisms, the functions and the effects of these genes in
plant-resist-disease reaction, we constructed the plant over expression vector and
RNAI expression vector of OsL-RLK1 and OspPIR2 respectively. In this paper, we
got the over expression vector pH7WG2-OsL-RLK1, pH7WG2-OspPIR2, and RNAi
expression vector pDS1301-OsL-RLK1, pH7GWIWG2(II)-OspPIR2. Then, the
recombinant plasmids were integrated into the genome of rice via Agrobacterium
tumefactions EHA105 mediation respectively. The transgenic plants were detected,
and the results indicated that the recombinant plasmids had been transferred and
expressed in the rice cultivars with PCR analysis and GUS gene expression detection.
The mRNA expressional level of OsL-RLK1 in regenerated plants were detected by
semiquantitative RT-PCR, the results shows that the expressional level of OsL-RLK1 in
over expression transgenic plants were higher than in wild type plants, this indicates
that OsL-RLK1 can be expressed stably. Furthermore, the detection of six RNAi
transgenic plants shows OsSL-RLK1 gene did not express in five of them. It implies
that OsL-RLK1 was total knocked out successfully. But we also found that gene

silence not happen in all of the RNAI transgenic plants.
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Abstract

We got the preliminary results by the physiological and biochemical analysis of
the transformant. The potential roles of OsL-RLK1 and OspPIR2 as resistant-related

genes in the processes of defense are discussed.

Key words: OsL-RLK1; OspPIR2; Rice
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RLK(Receptor-like protein kinase)
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