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Abstract

Trefoil factor family 2 (TFF2) participates in mucus stabilization and repair,
apoptosis, and inflammatory responses, but the detailed mechanisms that regulate its
gene expression and function in inflammatory responses are not fully understood.
Here, we show that TFF2 exhibits protective effects on lipopolysaccharide (LPS)
-induced inflammation in human gastric epithelial cells. We first demonstrated that
TFF2 was a new target gene of nuclear receptor TR3, and its expression was
significantly enhanced by LPS through TR3 mediation. Moreover, the up-regulated
expression of TFF2 was critical for the exertion of negative effects on inflammation
mediated by nuclear factor-kappa B (NF-xB) in response to LPS by regulating the
phosphorylation level of NF-xB during LPS infection. Therefore, our data yield new
insights into the function and mechanism of TFF2 in the regulation of chronic
inflammation in response to infection, which may serve to protect from Helicobacter

pylori—associated gastritis damage.
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