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Trapping Capacities Stability and Interaction Intensity of Subunits
fran Bacter al Ferrith of Azotobacter V inelandii

HUANGLin"?, CHEN Xu', LUO Lian-Zhong"®, L N Qing"*, HUANG HeQing **?
¢ Key L aboratory of theM inistry of Education for Cell B iology and Tumor Cell Engineering, School of L ife Sciences
’State Key Laboratory of Physical Chamistry of Solid Surface
®The Key Lab of Chemical Biology of Fujian Province Xiamen U niversity, Xiamen 361005)

Abstract Bacterial ferritin with purity for the mass gectranetric analysiswas prepared by the colunn chro-
matogrgphy, the electrophoresis and the RP-HRALC in A tbacter vinelandii Bacterial ferritin of A zotobacter
vinelandii (AVBF) was further identified by both kinetics of iron release and peptide mass fingerprinting
(MMF), repectively Moreover, the interaction intensity, stability and polymer anong subunits in AVBF
were further revealed by bothMALD | time of flight mass ectrometry and electrophoresis AVBF can be used
 trap organic snall molecules such asmethylene blue (MB) and the trapping rate is goproximately 15 0 £
2.0MB /AVBF, which mdicates that the hene component located at the interface betveen monaners of the
ferritn subunit participates contributes to trgo MB. AVBF and liver ferritin of shark (S.F) can directly release
its unstable subunits for the mass gpectrometric analysis under the 40% - 50% condition both acetonitrile and
acetne, regectively, but both proteins can not release the subunits for the analysis under the condition of
20% - 30% acetone unless both proteins aborb the laser from the mass pectrometer further 1t was well
known that the interaction intensity anong subunits in AVBF was lover than that of S F The interaction
intensity anong protein subunitswere tightly connected with the rate of iron release and storage in ferritin
Keywords Bacterial ferritin, matrix-assisted laser desomption ionization-time of flightimass gectrametry,
electrophoresis, subunit, interaction, stability, trgpping cgpacity
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