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Camposition Structure and Function fran Endopeptidease ofAp y sia Egg
Analyzed with M atrix A ssisted L aser D esorption Ionization-T im e
of F ligh tM ass Spectram etry

HuangHeQ ing '*° LuYongJin', LinQigMei’, ZhuoHu+Q ', HuangHu+Y ng
"(Key Laboratory of the M inistry of Education for C ell Biology and Tumor Cell Eng neering School of Life Sciences,
*State K ey Labora wry of Physical Chan istry of Solid Surface Collage Chen istry & Chenical Engineering,
’State K ey Laboratory of Marine Environm ental Science College of O ceanography and

E nvironm ental Science X ian en University, X iamen 361005)

Abstract Endopeptidease ofAplsic egg (AEE) was separated and purified by colmn chim atography using
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separaton gel both DEAE-52 cellilose The purity of AEE and its molecular weight of the subunit ( approx+
mately 39 0 kDa) were deter ned by Sephadex G-150 and SDS-polyacrylam id gel electrophoresis ( PAGE)
methods The resulis fim MALD FITOF mass spectom etry ndicated that AEE;y consisted of sngle subunit
type (M), and its ratio ofm ass to charge (m /£) was 12738 17 18108. 79 and 38221 42, called [M3+ 1,

(M
lator EDTA and MALDFTOF mass spectum etry was employed to m easure molecu lar weight of AEE3 and to
dentify an endopeptidease w ih metal zng show ng moleaular weight with 38221 42Dg  called AEE;. 1t
was found that AEE; has the capacity for lysathg NS gwing enzymolysis produces with m /z 1449 5],

2085. 84 4080 41, 4165.42 The softvare desgned wih ourselves was used to analyze the produces
sequences and to dentify the cleavage of NS As a conclision, itwas found that the best sensitive ckavage

], and [M" ], respectivel. Using probe of insulin ( NS), a canbied technobgy w ith both metal che-

for enzymolysis was Leu( leucne)-X (X: residues of am no acid), next one is Glu( glutam ic acid)-X. I
add ition, Phe(phenylalanine)—X, A sn( asparagine)—X and Ser( serne)-X n NS can be lysated once n a
while Canpared to molecular stucture both NS and attractbn it ndicated that one of main functions of
AEE; was responsible for lysating the atiraction in egg which played an mportant wle n nfom ational inter
course, recallng recognizing and m atng In addition AEE3; had another novel function for enzymolysis
LewLeu in acidic peptde which was amultifinctional ednopeptidease

Keywords Aplysia, endopeptilease mass spectranetry attraction nsuln
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