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(Mollusca) ( Cephalopoda) ( D+ ter,
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[1]
, [2] . 1
1.1
H
p (DTT) (Urea) (APS)
’ (SDS) NONDETE-40(NP-40) CHAPS
, ; (pH 3~ 10, pH 5~
’ 8) ; SDS
(3 ’ Fermentas ; Sephadex G-15
1.2
:DYCZA206 ;
’ ’ :DYCZ24B :
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' ’ 18, LABCONCO.
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EDTA, 1 mmol/LL PMSF, 0. 5% CA, 0. 000 2% (d),(e)
0.5 mL ,—207C 1.6
1.4
(1) TCA/ 0.1g (81
1.5 mL , 500 BL - 20°C [9]
TCA/ : ,-20C  4h SDS ’
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(a). 2.1
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(3) Sephadex G-15
1 mL R 25 mm 6 mm 4C ,
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(5) - 1.4(4) ;
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1
Tab.1 The extracting rate of the protein from the optic ganglion of Sep ia esculenta
TCA/ -
(Lg/LL) 17.25 5.55 5.87 22.5 21.3
(L) 500 500 100 500 500
(Mg 8625 2775 587 11250 10650
(g) 0.1 0.1 0.1 0.1 0.1
(%) 8.63 2.78 0.59 11.25 10. 65
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pH 3 . 10 Mw(ku)

1
(TCA/ ) )
Mw: Mw:
Fig.1 2DE map of Sepia esculenta optic ganglion pro- Fig.2 2DE map of Sepia esculenta optic ganglion pro-
teome precipitated with T CA/ acetone buffer teome extracted by T ris H Cl buffer

3 - 10 Mw(ku)

184
144
3 ( 4 (
) )
Mw: Mw:
Fig.3 2DE map of Sepia esculenta optic ganglion pro- Fig.4 2DE map of Sepia esculenta optic ganglion pro-
teome using column chromatography teome dissolved by lyolysis buffer
2.2 TCA/ -
5 333 386
, s 1~ 5 426 482 594,
Melanie 4 Trial
, 2
2 1~5

2
Tab. 2 Comparison table bet ween the extracting methods and protein spots of optical ganglion

TCA/ -
) (2 () () (9
386 426 333 482 594
© 1994-2013 China Academic Journal Electronic Publishing House. All rights reserved. http://www.cnki.net




3 H e 409

pH 5 8  Mw(ku)
98 5 o~ 116.0
66.2
45.0
35.0
25.0
184 .
. 144 .”ﬁn. B ,, 1‘2 , B
5 &MY E AT E B A X B A vk R 6 &L REAL R [ T R T 1) B ek PR R (O A
¥ - L ) -8 3 B L, pH 3~10)
MWlﬁ?' thﬁ'q:l
Fig.5 2-DE map of Sepia esculenta optic ganglion pro- Fig.6 2-DE map of Sepia esculenta optic ganglion pro-
teome handled with ultracentrifugation teome handled with ultracentrifugation (pH 3 ~
10)
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300 Hg ) oo n (3
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The Preliminary Study on the Separation of Proteome from
the Optical Ganglion of Sepia esculenta

HUANG Fusheng, HUANG He-qing , HUANG Hu# ying

( Department of Biochemistry and Biotechnology, School of Life Sciences,
Xiamen University, Xiamen 361005, China)

Abstract: Five analytical approaches, such as the precipitation separation of TCA/ acetone, the buffer extraction, the column chro-
matography, the lyolysis buffer, and the lyolysis-ultracent rifugat ion, w ere compared to extract and separate the protein from the optic
ganglion of Sepia esculenta, respectively. With the reference to total protein concentration, both the lyolysis buffer and the lyolysis-
ultracentrifugation can obtain the maximum output of the protein, next with the precipitation separation of TCA/ acetone. W e indica-
ted that the carrier amopholytes covering range of pH 5.0~ 8.0 is suit for separating the proteome of optic ganglion. M ost protein
spots in the gel were clearly observed, showing much advantage of high resolution, of perfect repetition, of taking protein spots easily
for analysis of mass spectrometry after separated with 22DE. Thus, we indicated it is suit for em ploying the proteomic research in the

optic ganglion. The lyolysis-ultracentrifugation is a perfect approach for extracting protein in the optic ganglion of Sepia esculenta.

Key words: Sepia esculenta; optic ganglion; two-dimensional gel electrophoresis; proteome



