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Screen ng and analysis of bianarker s of esophageal cancer by canbined technology of size exclusion chro-
matography and matr ix assisted laser desorption ionization-tine of flightmass ectranetry JIN Hongwei',
YANG Guangz, HUANG Heqinz. (1 Xiamen Center for Clinical Laboratory, Zhongshan Hospital, Xiamen U niversity,
Fujian Xiamen 361004, China, 2 The Key Laboratory of M inistry of Education for Cell Biology and Tumor Cell Engi-
neering, Xiamen U niversity School of L ife Sciences Fujian Xianen 361005, China)

Abstract: Objective To explore and st up a combined method of sgparation column of size exclusion chromatog-
rgphy (SEC) and matrix assisted laser desmption ionization-time of flightmass ectrametry (MALD IF-TOFMS) for
<creening and analyzing the polypeptide and protein biomarkers of esophageal cancer M ethods The serum polypep-
tides in 30 healthy subjects, 30 benign esophageal disease patients and 30 esophageal cancer patientswere p re-sgparated
by the selfmade sparation colunn of Sephadex G-100, and the collected eluentswere concentrated forMALD I-TOFM S
analysis repectively Reaults W ith the technology of polypeptide mass change ratio comparison goproach, four differ-
ent ionsm/z at7 651 76, 8 091 34, 9 264 98, 11 784 79 were found, which were existing only in esphageal cancer
patients Conclusions The cambined technology of sgaration colunn of SEC and MA D IF-TDFM S is a smple and repid
method for screening esophageal cancer patients and it al can be goplied o the rgpid diagnosis of other diseases

Key words Polypeptide; Size exclusion chromatography; M atrix assisted laser deomption ionization-time of flight-
mass pectrometry; Esphageal cancer
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